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ACATCCNCTNANAACATAGCACCTCAGTAGAGCTTACATTATAGtGCCAGGGTAGAGTTA 

TTACTGAATAGCTTAGGATGATGAACATTAACCTTCCTACAGGAGTAGTAGCAGCTGATT 

TGGTGACCATCATTGGTCACCTTTTAGTGTAACTGCAAACTAAGAACAATTATTGGCTTG 

ACATATACTCCATGTAGGGGAAAGTGATGGGGAGAAGGCCAGCACTCTGTGTGGGTCCAT 

NCTTGGAAAGCCACTGCATCCGATTTTGCTTCCCCCTCTGGTTTTAAGGGGAGNATCTTT 

TTTANACCTTTTCCTTTGCTTAACCTTC 

^ ^^TZJ^"^ N TGG G ATTTC AAG <3ACC ANTTCTAC TTH^CTTC AC C CC CTTTC TTTTTTT 
TTCMTTTTGGTTAAACCAAATTGGNATCCTTCAAAACCACCGGTTGGGGACCAAAAAAA 
TTTGGGACN7TTGCCMGGGNAAATTAMTTTTTT 

ACCCCTTTGGGGNATTTTAAACAANGGTTTGGAATCTACCTTAAANTGGCCTTGNATNGG ' 
CCAAGGNTTACCCTTTCGGGCCCGGATTCCTAANAAAACTTAGGTGGGGAATTCCCCCCC 
GGGGGCCTTGGCAAGGGAAATTTTCNAATTNNTCCAAANGCCTTTANTTCGAAATNCCCG * 
GGNCCGAACCCTISITGAANGGGGGGGGGGCCCCCGi \l \^ % r ci-: - \ . \ 
Sequence 4271 ' 

CACCGCGGTGGCGGCCGAGGTACAAAAATACATTTTTCCACATACAAAAGAGAGAAAAAA 
AGNAAGACATGTGGCGGGTGGCANAGGGGAGGCCCAATCCCAACACCCTACAAGGTTCCA 

tggmtggagaaggaacaaaaamtccccaattattttggggtaagatgtgccccagaaa , 
aggtgamtctatgcmtaaXacccaggt^ ; 

TCAGAGTTTCAAATAATCAGAATTTCTATCAGAATTTGTACCCCTGAGGGTGACACCCTA 
CTMCTGTNAGGGTTTCTTTTC^ 

ATTCAAGCTTATAAAAA CTGGG CTTCAAGMGCCTACACTTTAAGCCCAGNAGTGGGAAA 
AAAAAAAATAGTGCATATTTTTCCGACAGGCAAATTTTTGGAATTGGATGCCTT 
TCTCAAATCCCACCCAAGCACCCCAGATATCATGTTTACCTCCCTCAAGTTGNAATTACA 
AGTT TAAA AATGATGATCTTATCCGAAGATCCTCAATAAGAAGCCACAGTGCCCCTTTTC 
, AATGTTTTCCGGGTTAAAGAAGGGTTGGGGNAGGGNAGGGA 

1 TTACCACCCCCAGCCCCCAAGTNGACCAGCCTTTAANGNCCTTTAAACCATTGCCGGGGC 
NATTCTTTAACAAATGGACCCTTTAAAACAAAGGGGGAAGG 
Sequence 4272 t t 

TGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCACCCCGGACAGAGACG 

TGAAGNAGGNNAATAAATAGATCAGAATGACTGNAAAAGCCCCAGAGCCACATGTGGAGG 

AGGATGACGATGATGAGCTGGACAGCAAGCTCAATTATAAGCCTCCACCACAGAAGTCCC 

TGAAAGAGCTGCAGGAAATGGACAAAGATGATGAGAGTCTAATTAAGTACCT 

Sequence 4273 ;'■/;*? • <*• . s 1 '/ • • (> * V; - 

CACCGCGGTGGCGGGCGAGGTACGCGGGGTAACATACCGTGATTTTCATGAAGAAATNCT 

TCTGAAGGGAGAGTTCTCGCCTGCTGCTTNNNATGCCAGAGCTGTGTTGTTGCACACCTG 

CAAMCAAGGCACATTTCCCCCTTTCTCTTTAAAGCCAAAGAGAGATCACTGCCAAAGTG 

GGAGC ACTAAGGGGTGGGTGGGGAAGTGAAATGTTAGGCGATGAATTCCTGAGCACCTTG • 

TTTTTCTTCCAAGGTTCGTAAGCTCCTCTCTrGCCCTNTCCAAGCCTO 

GGGACTAATCTTTTGGTTTCCTTTATCCCTNNTGTCCTTGGTTTAGAGTGGGGTTCAAGC 

CCCCAAGNAGGGNANCTTGGAATTAAANCCAAAAATTGGGCTMGNTNTTTTTTANAAAN 

GGGANTGNAGGTTGNGGAAAANGTTANCCCTTGCCCCCCGGGNGCCGGGGNNCGGCCATT 

CTTAATNAMCCTTAAGTTGGGGAATTCCCCCCCCCGGGGGCCTGGCCMGNNGAAAATT 

TNCGNAATAATTCAAAAGNCCTTTMTTCGGAATTTCCCCGGTCCGGACCNTTCGGAGGG 

GGGGGGGGGCCCCCCGGGTTAACCCCAAGCC 

Sequence 4274 . 

ACGCGGGGTTGGGCCTCANGAAGCAGCANGGGAGGAGGGGGNAGCCATGGCANGNANNCN 
TNTNTTNCTNGGCGTCCTTGCTTACTGCACAGGATCCGTGGCCTCCTATGAGCTGACTCA 
NCCACCCTCAGTGTCCGTGTCCCCAGGACAGACAGCCAGCATCACCTACTCTGGAGATAA 
ATCTGGGGAATAAATATGCTTGCTGGTATCAAGCANGAAGCCAGGCCAGTCCCCTTGTGC 
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TTGGTCATCTATCAAGGATAACGAGCCGGCCCTCAGTGGAATCCCTTGNAGCCGAANTCC 

TCTTGGCTCCAAACTTCTTGGGGAACACCAAGCCACTTCTTNACCCANTCAGNCGGGGGA 

CCCCANGCCTATGNGATGGAGGCCTTGACCTTATTTACCTGGTCAAGGGCCGTGGGGNAC 

AAGCAAGCCCACTTGGAAGGGATGTTGGGTTANTTTCGGGGCNGGGGAAGGGGGACCCCA 

AAGCCTTNTACCCCGTTCCNCTA 

Sequence 4275 

ATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCAAGTTGGCAGTCAA 

CATGGTCCANGNNCCACGTCTCCATAAACNTTATTNNTGGCTTTGCCCCTCTCACCAGCC 

GTGGAAGCCAGCAGTATCGAGCTCTCACAGNGCCGGAACTCACCCAGCAGGTCTTCGATG 

CCAAGAACATGATGGCTGCCTGTGACTCCCGCCA 

Sequence 4276 

AGGTACCTCAGTTTTCCAGGGCCTGACAGTCCTGGATGAACTTATANNNNGCAAACCAGA 

AAAGCAAGGGCTTNTTACCCTGGCACCAAGGCTGCTCCATGTAAAGAATGCTACCCCGTG 

TGGCCAGACTCGGGTAAGCCACCTTTCAACTGCTTCAGTGTAATTTATTTTCCCACATCC 

CAGAAAGCTCTGGAAAAACACATAAATGAATACATTTATTCTCTCACAGGATACTACACT 

GTTACCCAGTGTGAAGGGAGCAGCCCATGTGGCTCCCAAGCTCCCTTTAGCAAAAAGGGG 

TGGGTTTCTTCAGAAACTGCTCCATTCACCGAAGTCCTGCAACCCAGNAGGCCTGGGCTT 

CAAACTCACACAAAGGTTCNTGAGCCMTGGCCAGCACCCTTTGGGAATACTTCGCCTTC 

CCCGCTTGCGCAAGCTGGTGGGGGATGGGGTTGTCTTTAATTCGGTGTTCCCCCACCAGG 

GGTTTCCCCGrrGTCCCTTCAMTGGAGGGACCCACCGTTTGTTNTGGGGAAGTCCAAAA 

TTCTTGGGGGGGNTTCAATTTNCGGGGGGGCCCAAGGCCCANTGGCCANGTTNGCCCCCC 

ACCAAATGGGAAGNCGCCC I I I I I I 1 I I CTTTTTCTTGGGCCCCCTT 

Sequence 4277 

GCNGGCCCGCCCGGNCAGGTACCAGCATCCCCAGCGTCTGGCATNGGGNNGAAAAANGGG 

TCCTGAGGCC NANA AAANTTTTNTTTTTCNNTANCCGGCCTACAGGGGNCCNCATGCNCT 

CATCTNTNTTCTTTTGCNCTTNACNCCTTGCGCCATTTCGCTTCTTCACTCCACTTGGCT 

TCTCATGGCGCAAGCAGCGTTTTCCCAAAAANAAAATNGGGCNNCTAATGTGCCCCNGAN 

CAGNAAAAGNGCCGANAGTTTTCCCGCCCTACCGNGCGTATTTTTAATNGGGAGGCGCCN 

NGNTTGTTCTCCCCCCGCNGNTAACCCTTCNGGNCCCGCNTTCTTAGGAAACCTAAGTTG 

GGGANTCCCCCNCGGGGGCCTGCCATGGGAAATTTCCGAATAATACANAGCCTTTAATTC 

CNAATA ACCCGGTCCGGACCCTNCTGAAGNGGNGNGNGGTCNCCCGGGTCNCCCCCAGTC 

TTTTTTGNTTTCCCCCTTTTTAAGATGGAAGGGGNTTTATATTTTGCCGCCGGCC 
G 

Sequence 4278 

CCGGGCAGGTACGCGGGGTCCGGTTCCTAGCGTNNNCTGCNAGGGGGGTTCAGCGCTCGG 

ATGANGNTCTGGTGGCGTCGGCAGGTTCGAGGCGATTCGAGCTCCAGCTAGGATGATCGA 

GGTTGTTTGCAACGACCGTCTGGGGAAGAAGGTCCGCGTTAAATGCAACACGGGATGATA 

CCATCGGGGACCTTAAGAAGCTGATTGCAGCCCAAACTGGTACCTCGGC 

Sequence 4279 

CCGGGCAGGTACGCGGGGGCACGGAGAGCGGTGCCCGCGTCAGTGACCGAAGGAAGAGAC 

CAAGATGAATACAGAGCCCGAGAGGAAGTTTGGCCGTGGTGGTGGTTGGTGTTGGCCGAG 

CCGGCTCCGTGCGGATGAGGGACTTGCGGAATCCACACCCTTCCTCAGCGTTCCTGAACC 

TGATTGGCTTCGTGTCGAGAAGGGAGCTCGGGAGCATTGATGGAGTCCAGCANGATTTCT 

TTNGAGGATGCTCTTTCCAGCCAAGAGGTTGGAGGTCCGCCTATATCTGCCAGTTGAGAA 

GCTCCAGCCATTGNAGGACTACCATCAGGCCAGTTTCCTTTAATTGCTTGGCCAAGCNAC 

CGTTTCTTTGNTGGGAAATACCCCCCCATTGAACACCTTGTTCCATTTNGGCCGGGCCCG 

CTTNTTAAGAAACCTAAGNTGGGGAATCCCCCCCCCGGGGGCCTTGNNAAGGGGAAANTT 

TCCNATATNATCAAANGCCTTTTATTTCNGAATTANCCCCNNCTCNGACNCCTTTNNAAG 

GGGGGGGGGGGGCCCCCCCGGGTTANCCCCAMNCCTTTTTTTGNTTTCCC 
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Sequence 4280 

AGGTACACACAGTCATGACCCTANAACAGCAGGACATGGTCTGNNNATACAGCTCAGACT 

CTCGTCCGANTCCTCTCACATGGTGGCTTTAGGAAGATCCTTGGCCAGGAGGGTGATGCC 

AGCTATCTTGCTTCTGAAATATCTACCTGGGATGGAGTGATAGTAACACC7TCAGAAAAG 

GCTTATGAGAAGCCACCAGAGAAGAAGGAAGGAGAGGAAGAAGAGGAGAATACAGGAAGA 

ACCAC CTNAA GGAGAGGAAGAAGAAAGGCATGiGAAACTCAGGGAAGTGGACATTCCCTTT 

CACTCCTTTTCCTACCCAAGGGGGGAAGACTGGAGCCCTAAGCTGCCTGCTACTTGGGCT 

TTTACATGGTGGACAGGACATTTCCCGTGGGGAATAGGGGGAAAGAATAGCCAGGGAAGG 

AAAAGTTAAACCTCCCATAGAAAGTGGTC CATTCC CACTGGGTTTTGATATTG AC CTTAG 

CTGCCAAGTCTTCCCCATTTGTGGACCCTATGCCCATCCATCTATAAATGGGAGGGATAC 

CMCATTTTCTTTCCTAMT ATTTCT ATTAATCTCCCAACCTTCCTTGAAAAACCCCCCC 

TTTTCTTCAAACCTTAAATACTTTTTGCTTGGTTTGGAAAATGGTTTGGTG 

TTAAAAGTTGTTNTTGGGAAAA 1 I I I 1 I I I I I I 1 I I 1 CTTAAGGAAAAAAANCTATTTTA 

AAAGTTACCCTTGCCCCCGGGCCGGGGCCGCCCCCNGGGCCANGGGTANCNCCNGGGCCC 
CTTTT 

Sequence 4281 

TTCTNTTACTCCTGGAGGTGTCCCAAGCCCCTGAAGAACCGNGATGTCATNACCCTCCGC 

TCCTCGCTCCCCATGGGCGCTGATTACATCATTATGAACTACTCAGTCAAACATCCCAAA 

TACCCACCTCGGAAAGACTTGGTCCGAGACTGTGTCCATCCAGACGGGGCTACCTNATCC 

AGNAGCACAAGGGCCCCAANGAANCTGGCAGTCATCACCTTACCTTGGCTCCAGGGTTGG 

ACCCCCAAAAGGGCCTTCCTTTACCCCCAAAGTGGGGNTNGGGNGGAAATTAAAANTCTT 

TTCCTTCANGNTTTCCCTTGGGCNTTCCCCCAAANGGCCCCANTTGNAAAAGAAAANAAA 

TGGTNAACCCTTGGCCCCCGGGGGCCCGGNGCCGNCTTCCTTAATAAAACCTAAGTTGGG 

GMTTCCCCCCCCGGNGGCNTTGGCMNNGGAAATT1TCCGATTATTCAMGCCTTTATT 

CNGAATAACCCCGGTCCNGANCCCTTCGAAAGGGGGGGGGGGCCCCCGGGTTACCCCCAA 
ACC I II I I GG 

Sequence 4282 

CCGGGCAGGTACCTGGACCTGCTGAATCATAGCCCACATGTCCAGGTGGAAAGCAGCGTT 

TAATGAAGAAACTCATTCTTACGAAATTAGAACGACTTCACGTTGGAGAAAGCATGAAGA 

GGTATTCATCTGTTACGGCCCTCACGATAATCAACGGCTGTTCCTGGAATACGGATTTGT 

TTCTGTCCATAATCCTCATGCTTGTGTTTATGTCTCAAGAGAAATACTTGTTAAATATCT 

TCCATCM CAGAT AAACAGGATGGACAAAAAGATTTCTATTTTAAAGGGATCATGGCTAT 

ATMGAAMTTTTGACATTTGGGATGGGATGGGACCCATCTTGGGAGGCTACTCACAAGC 

CCTTAAGTTGTTATGTCTGGGAAGCTGGAGAAAAATTTACCATGCCTGGGAAAAAAAAGT 

ACCCTCGGCCGCTTCTTANNAACCTAGTGGGATNCCCCCCGGGGCNTGCAAGGGAATTTC 

CGATTNTTCAAGGCTTTATTCGATTACCCCGNTCGNACCCTTCGNAGGGGGGGGGGGGCC 

CCCGGTTACCCCAAACC III! IGGTT 

Sequence 4283 

AGGTACGCGCAGGAGGCCGTCAAGAAGGGCTCGACCGCGGTTGGTGTTCGAGGAAGAGAC 

ATTGTTGTTCTTGGTGTGGAGAAGAAGTCAGTGGCCAAACTGCAGGATGAAAGAACAGTG 

CGGAAGATCTGTGCTTTGGATGACAACGTCTGCATGGCCTTTGCAGGCCTCACCGCCGAT 

GCAAGGATAGTCATCAACAGGGCCCGGGTGGAGTGCCAGAGCCACCGGCTGACTGTGGAG 

GACCCGGTCACTGTGGAGTACCTGCCCGGGCGGC 

Sequence 4284 

CGNNGTGGCGGCCGCCCGGGCAGGTACGCGGGGACTCCCGAGCTCTACTGACTCCCAACA 

GAGCGCCCAAGAAGAAAATGGCCATMGTGGAGTCCCTGTGCTAGGATTTTTCATCATAG 

CTGTGCTGATGAGCGCTCAGGAATCATGGGCTATCAAAGAAGAACATGTGATCATCCAGG 

CCG AGTT CTATCTGMTCCTGACCAATCAGGCGAGTTTATGTTTGACTTTGATGGTGATG 

GGATTTTCCATGTGGATATGGCAAAGAAGGAGACGGTCTGGCGGCTTGAAGAATTTGGAC 
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GATTTGCCAGCTTTTGAGGCTCAAGGTGCATTGGGCCAACATAAGCTGTGGACAAAGCNC 

NACCTGGGAAATCATGACANAAAGCGCTCCAACTATACTCCGATCACCAATGTACCTCGG 

CCGCTCTTAGAACTNGTGGGATCCCCCCGGGGCTGCAGGGAAATTTCCGATTATCAAAGC 

CTTATCGATACCCCGTCGACCTTCGMGGGGGGGGCCCCGGTTACCCCAAACTTTTTGGN 

TTTCCCTTTAAGTGGAAGGGGTTT 

Sequence 4285 

AGGTACAGCAGGTGAAGCATTGCAGTAACATACATTGAAACATANAGAGTCGAGTTATAC 

AGGACTAGCCATCTAACAGGTCATCTGGTCTCCGACGGTTGTTTAACGACACACAGTAGA 

AATAGAGAATAGAACCCATATCTGTTTCCAGAGTCCAAAGTAGTATATCAGGCTGACAGC 

ACTCAATCAGTGAGGGCTCCTGAGGTTGCAATGATTCTGCAACGGAGTAGATTCTCTAGG 

GAAAAAAGACCTTGCTGCTAAGGGAAAGAGAATTAAAAACAAAAACAAAACGAAAGGCTC 

CCCAAAGGAGGTACCCTGCCCGGGCCGGCCCGCTCCTAGAACTAAGTTGGATCCCCCGGG 

CCTGCAGGGAATTCCGATATCAAGCTTTATCCGATTACCCGTCGACCTCGAGGGGGGGGG 

CCCCGGTACCCAAGCTTTTGTTCCCTTTTAGTGGAGGGTTAATTTGCCGCCGC 
Sequence 4286 

TGNAGCTCCACCGNGGTGGCGGCCGCCCGGGCAGGTACAGGCCCTTCCCGACCGTAGCGA 
GGGTGCTGCTGCGCTGGGGGAAGGAAAACGCCGCTTTGACTGTGCCTTGTTCTCACAGCT 
GGCGGGMGCAAGCGCCTTTTCGAAAGCCAGAGGCTCGAG7TACCCCTCTTACCACCGTC 
ATGGCAGTCCCAG GTTGC AACAAGGACAGTGTCAGAGCAGGCTGTAAAAAATGTGGCTAC 
CC TGGTCA CCTGACTTTTGAATGCCGCMTTTTCTCCGAGTAGNACCCTAAAAGGGACAT 
AG i i i I I IGGGATGTCAGCAGTTACCCTCGGGCCCGCTTCTAGAACTAAGTGGGATCCCC 
CCGGGCCTGCAGGGAATTTCGNATATTCAAAGCCTTTTATCGGATTACCCCGGTCGGACC 
TTCGNAAGGGGGGGGGCCCCCGGTTAACCCCCAAGCNTTTTTTGGTTTCCCCTTTTTAAG 
TTGGAGGGGGTTT AAAAT TTGGCCGCCCGCCTTTTGGGCCGGTAAAATCCAATTGGGGTC 
CATTAAN GCCT NGGTTTTCCCTTGGTGGTNGGAAAAAATTNGGTTTAATTCCCCGNCTTC 
AACCAAATTTTCCCCACCACCAACCATTACCCGAAGNCCCGGGGGAAGCCATTAAAAAGG 
. TGGTTAAAAAGNCCCTGGGGG 
Sequence 4287 

TAATGAGTGAGCTAAACTTCACCATTAATTTGCCGTTTGCGCTCACTGCCCGCTTTTCCA 
AGTTNCGGGGAAAACCTTGTTCGTGCCAAGCNTGCATTTAAATGAAATCGG 
Sequence 4288 

GGCAACCCGAGGCTGCAATAGCTCCAGAACTGGCCTCCACAGTGTCTTCCTCTACGGGAG 
TCAGCTGGTTGTGTCACTTGACCCCTCTTGTTGCTAAGAGGCAGCAGGGACACCCATTTT 
CACTTCCGCTTCCGGTTGTCCCCCGCGTACCTGCCCG 
Sequence 4289 

ACGCGGGGGTCGTGAAAAAAAAGGTCTTGGTGAGGTGCCGCCATTTCATCTGTCCTCATT 
CTCTGCGCCTTTCGCAGAGCTTCCAGCAGCGGTATGTTGGGCCAGAGCATCCGGAGGTTC 
ACAACCTCTGTGGTCCGTAGGAGCCACTATGAGGAGGGCCCTGGGAAGAATTTGCCATTT 
TCAG N GG AAAAC AAGTGGTCGTTACTAGCTAAAG ATGTGGTTTGT 
Sequence 4290 

ACCTCCACCGCGGTGGCGGCCGAGGTACGCGGGCAAAGAATTTCTCAGGCTCAAAATCCA 

ATACAGGAGTGACTTGGAACTCCATTCTATCACTATGAAGAAAAGTGGTGTTCTTTTCCT 

CTTGGGCATCATCTTGCTGGTTCTGATTGGAGTGCAAGGAACCCCAGTAGTGAGAAAGGG 

TCGCTGTTCCTGCATCAGCACCAACCAAGGGACTATCCACCTACAANCCTTGAAAGACCT 

TAAACAATTTGCCCCAAGCCCTTNCTGCGAAGAAAATTGGAAATCATTGCNTACACTGAA 

GNAATGGAGGNTCAAACATGTGCTAAACCCCAGATTTCAGCAGGATNGTTGAAAGGGAAC 

TGGATTAAAAAAGTGGGGGAAGGAAACCAGGNCANGCTCAAAAAGGAAAAANAGCAAAAG 

GAATGGGGGAAAAAAACCATCAAAAAANMGGAAAAGTTTCTGGAAAGTTTNCGAAAAAT 

TTTCAAACGTTCNTCGTNCAAAAAGGAANGACCTACCATTAANNAAGNCCCACTNTNNAC 
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CCANATAAAAGTTATTTCTTGGTGGTNTNAAAAAAATTGGTTTCTTATTTTT^ 

AATNACCCCGNTNATTCATTTNCCAAAAGGGGAGGGGATTNGGCCATTATTAAAATTACC 
AAAAANGGCCTTNAATTTAAATTTTGGACTTNGGGAAAAATTTTAAAAAAA^ 

TTCTTGGAAAATTTGNNAAACCTAAMGGTTNANGAAAAAGTTTTGATTTT^ 
TCCC 

Sequence 4291 

ACTATAGGGCGAATTGGACTCCACCGCGGTGGCGGCCGAGGTACTTTCCAATGCCGTGGG 

TGGGCTTTGTCTTGTAGGGCCGACTGATACTTAGTAGAATTCCACCTACAGAATAGATGG 

GCTTCTCTCCTGAAGTTCTAMCCTTAAGAGAGAAMGGCTTGCTTAAAAATGGTATTGT 

TCCTCAGGCACAGCACCTTTTCCAAGGTTCCGCTCATCCTTTGCTGCTGCGCGGCCTCTA 

GCTGTGCAAACCGAAGACCGGACCCTGCAGCCCGCGTTCCCAGGGCGTGCTGAAAACACT 

GACCGGAACCGGCCTTGGACNCAGGTGCAGCCCCCCGCGGTACCTTGCCCGGGCCGGGCG 

CGCNTCTMGAACTAAGTGGNATCCCCCCGGGCTGCAAGGGAATTTCCGATTATTCAAAG 

CCTTTATCCGGATACCCGTGCGGACCCTTCGAGGGGGGGGGGCCCCGGGTACC 

TTTrrGGTTCCCCTTTTTAAGTGGAAGGGGGTTTAAATrT 

TANATCCATTGGGGNCCATTMNGCNTGGTTTNTTCCCTTGGNNGNTGGAAAAATNtNGT 
NTAATTTCCCGGCTTNAACCAAATTTNCCCANCAACCAAACCANTTACCNGNAGGCCCCG 
GGGGGAGGCCATTTNANAANGTGGTTNAAAAAGGCCCCTGGGGGGGN 
Sequence 4292 

GTGAAGCGCACCAACANAANANGTTTTNCCCACAGCAGAGTCGNCCACCAACACGCACTT 

GATGGAACTCAGCATCTTCCCAGCCTGCTGNTCCTACTCTGAAGTCCANGAATCCCAGGG 

GAAAAANAGCCCTCAATGGGCANCTGCAAGCTACACGCCATTCAGCAAGGGGGGAATGCA 

AGCCAAGGTNANGTCTGNNGTCCTCAGGGACCTTNTTGACCGGCAGATTTTGGGCANGAA 

ATGGTTAACTTTNNTNCCCTTGCCCATTCTCANAGGCACCCGTCTTGNCT 

Sequence 4293 

CCGGGCAGGTACTTAGTATTTTCCCCCTCTTCTTTCTCCACATCCTCTTCTCTGATTCTT 

GGTGGTCCTGAGGAGGAGGAGGTGCCCTCTGGTGTGATACCAAATCTTACCGAGAGCATT 

CCCAGTA GTCCTC CACAGGGTCCTCCACAGGGTCCTTCCCAGAGTCCTCTGAGCTCCTGC 

TGCTCCTCTTTTTCATGGAGCTCATTCAGTGAGGAGTCCAGCAGCCANGAAAGGGGAGGA 

TACAGGCCACCTGTCAGGGCCTGCCAAGACAGNNGAGTCCTCTTTCACATATNACCACTA 

NGATGAAAAAGGTGGCCCGAGTTTAGTGGGAGTTCCTGCTCCTCAAATACCGAAGGCAGA 

AGGAGCCCTGTAACAGGAGGGCAGGAGATGCTTGGATGGATTGTCATCAAAGTACCTTCG 

GCCGCTTCTTAGGAAACTAAGTGGATCCCCCCCGGGCTGGCCAGGGAATTTTCNGATATT 

CAAAGC CTTAA TCCGANTACCCGGTCCGGACCCTCGGAAGGGGGGGGGGCNCCCGGTNCC 

CCAGGCTTTTTGGTTCCCCTTTTTA 

Sequence 4294 

ACGCGGGTAGTATTAACTGCCCATATGCTCATAGTATGATGAGCCCTGTATAGCACAAGG 

TCAACAGGTCCTCTCCTTGTCCTTACAATCTAAAGCAGATGACACTGACATGGACAAACA 

AGTGCACATGCATAGTTGCGGCAGTTTTAGAGAAATCTAGAAAGCTAGGTAGCAACACTA 

TGCATAAATGTTGTGGTCCAATGCATTAGTTTGCTTTAACAAAAATCTGGGAGGTATTTT 

TTCTCTTTATTCAGGAAGGCTTCATGAAGNCAGGGAAGTTGGTCAAAGGGAGGGGAAGGG 

TTACTGGTTAAATTATGATAGGGAAGAACTTTTCGCATAACCTAGTTGCAAAAATTGGAG 

TGCTGGGTGGGGTTTGAGGGAATGNGGGAAAAAAAAGGGGGGAGCCAANGGTGTTTTTGT 

GTTANAATGGGAACCAANANGGGCCNAAAGGGATTGTANCTGGTANANGGAAAAGGGCCN 

ACGAATAAAAGCCTTTGGGAGTTAAGCCNTTGAAAAAANCTNTGGAAGGGAAATTAGNTA 

ATGGAATTATTGGGGGCTTGTGGCCANCCANGGGCCAGTAAGNAGNAAATCCACCCTTTA 

AGGCTGGAAAACCAATTGGGGTTGGTTTAAGGGAAGCCAAGACCCAATGGAAGGGNNGGG 

NANGAAACCCATTCCANTCTTATTAGGTGAAAAATTCAAGGGTNACCCTCCGGGGCCNNN 

TTNTTAGNAACCTNNAGTGGGATCCCCCCCCGGGGCCTTGGNAAGGGAATTTCCAATANT 
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TCAAAGCCTTTATCCGNATNCCCGGNCNGACCCTCGGAAGGGGGGGGGGGNC 
Sequence 4295 

GAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTGGCCTCTCTGGGATAG 

AAGTTATTCAGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGC 

GGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGGTCCCACTG 
CCGAAAGAAGAAAAACT 

Sequence 4296 

AGGTACTTTN I 1 I I I I I I I I 1 I I I M I 1 1 1CI I 1 I M I I M I I 1 I I I M I I M I I M I I I 

TNGCCCAAANAGCAAGTTTATTTGGTGAATGCTGACGGCAAACATTNTCCAAAANANACA 

AGATGGGAAANTTNNTGAAACAANAMGCCTNGGGAAACTTTAGGNTAGATNCAAAATTN 

ACNCAGGGAAAGGCNCGGNCTTTGGGGANACTGGGAAGGNCCTNAGCCNTTCAGCCCCAT 

GCGG ACNAG CTCCNCCCNATGGGGCCCNTCCCCCCGNANAGGNATTTTNCCCTNAACAAA 

ACGNCTTTTTATTAGTNTGAANNACAMCCACTTTGGGGTGTCCCTTANATGGCCCCTTG 

CCCNCNCNANAAAAANNTTTTTTANNTTTTNTTTTCCCTNCT^ 

NACCCCNAANNNGGNTGGAANAAANNAANCAATTGTCCNCGNGNAATTTTTTNAANCNCA 
CCCCCNNTTGGNNCG GGGGG GCCCMTTTTTTCCCNTTCCCCTNTGGGGGNAAAAAACNA 
CCCCCNNAAGGTTCCCTTTTTCGNANCMTNAAATTCCCTTTNATTAAGGGNTGGCCCCC 
CTGGGGGTCCNTTTGNTTTTCTTTTGGGNCCCACTTGTTTTTTNGC 

CCNAAAAAAAGGTGNCTTTTAATAAAGGTTCNCAACCNACCCTTTTCANCAATTTTAATT 

TTTNANTTAAACTTTTTGNGG 

Sequence 4297 

NACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAATTCCTAGATCGGCTGATCATCCC 

CCAAAGTTATATCACAGTGCTCTCAACAGACAGAAGGAACAACAAAGGATTGAGAGAGAA 

AACTTGGCTTTATTGAAAAGGCTTGAGGCCGTGAAACCAACAGTTGGTATGAAACGTTCA 

GAACAACTGATGGACTATCATCGCAATATGGGCTATCTCAACTCATCACCATTGTCAAGA 

CGGGCCAAGATCCACTCTTGGCCAATATAGCCCATTAAGAGCTTCCAGGACATCCAGTGC 

TACGAGTGGTCTCAGTTGTAGGAGTGAGCGATCAAGCCGGTTTGGACCCCCTCCAGTGGG 

CCCACCCTCGAAAGAAGACCTAAAACCCCCTAATGTCCCGTACCCTTCGGCCCGCTTCTA 
GAAACTAGTG 

Sequence 4298 

GGCGAATTGGTAGCTCCACCCGCGGTGGCGGCNCGAGGTACGCGGGGGGCAGTCTAGAGG 

CGCAGAAGAGGAAGCCATCGCCTGGCCCCGGCTCTNTGGACCTTGTCTCGCTCGGGAGCG 

GAAACAGCGGCAGCCAGAGAACTGTTTTAATCATGGACAAACAAAACTCACAGATGAATG 

CTTCTCACCCGGAAACAAACTTGCCAGTTGGGTATCCTCCTCAGTATCCACCGACAGCAT 

TCCAAGGATAGATCAGATACTGATTCATCAGCAAATTGAACTTCTGGAAGAATAGAAATC 

CAAGCTTCCTTCCTGGTGTACCTTGCCCGGGCCGGCCGCTCTAGAAACTAGNTGGGATCC 

CCCGGGGCCTGCCAGGAAATTCGATATCAAAGGCTTATNGGATACCCGTCCGACCTCGAG 

GGGGGGGGCCCCGGTTACCCANNCTTTTGTTTCCCTTTAGNTGGAGGGGGTTTAAATTTT 

GCNGCGCTTTGGGGCGTTA 

Sequence 4299 

CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGCAGTGATTGAGTAGGATTGGC 

CTGCTTCAAAGCANAGGTTTCTCATGGGAATATGCTTATTAAACTCCCACTGGTGCAGAA 

ACCATGAACAGAGGATGAGCAAGTGAAGTTGCAATCTCCTCCATCACAGCTCAGTTCCCC 

AACAACAGGATCACAAGCTGGAGATGCCTTTAAGGAAGATGAAGATCCCTTTCCTCCTAC 

TGTTCTTTCTGTGGGAAGCCGAGTAGCCACGCAAGCATCAAGGCCCGAACATCATCCTGG 

TGGATGGCTGACCGACCTCGGCATTGGAGATCCTGGGGTGCTATGGGGAACAAAAACTTA 

TCAGGACTCCCAAATATCGACNCGGTTGGGCCAGTGGGGGGAAGTGAAAACTCACTCANG 

CACCTTGGCCAAGCATTCAACCACTGTGCCACCACCCCAAGGCAGGGGNCAGCCTTTCAT 

GGACTTGGCCCGGGTAACCCTCCGGGCCCGCTTTTAANAACTAGTNGGGAATNCCCCCCC 
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GGGGCTGGCNAGGGNMTTTCCGMTNATTCNAAAGCTTTTATCCGTATANCCCGTTCGA 

ACCCTNCCTAAGGGGGGGGGGGGGC 

Sequence 4300 

CNGGCAGGTACCATTAGACCAATGGACATGGAAACCATAGAAGCCAGTGTCATGAAGACA 

AATCATCTTGTAACTGTGGAAGGAGGCTGGCCACAGTTTGGAGTAGGAGCTGAAATCTGT 

GCCAGGATCATGGAAGGTCCTGCGTTCAATTTCCTGGATGCTCCTGCTGTTCCGNGTCAC 

TGGTGCTGATGTCC CTATGC CTTATGCAAAGATTCTAGAGGACAACTCTATTACCTTAAG 

GTCAAAGACATNATA I I I I I GCAATAAANGAAMCATTAAAATATTTANTTTTGGGACTT 

TGMTATC AAAGT NCGNTTTGAAATTTTTATTTTGAAAATACCTTGCCTG 

CCCTGGGATTTTG GTAC NCTTCGGCCGCTTCTANGAACTAGTNGGGAATCCCCCCCGGGG 

CCTTGCCAGGGAATTTTCCGATAATCANAGCCTTTAATTCCGAATTACCCCGTTCCGACC 

CCTTCGGAGGGGGGGGGGGGCCCCCCGGGTAACCCCCANACNTTNTTTTGGNTCCCCCTT 

TTTAAGATGGAAGGGGGTTT 

Sequence 4301 

ACCTAGCCACCACAAATTCCAGCCAGAATCAGTCCTAGCTTAATTCAACTCTCCAAATTT 

CAGGGGAATTATCTTCCGTAGAGTCCCTCCAGAGGCAAATTTGTATTAGTGACAGTGGCC 

CAGGATGCTGTGTCCTCATCTTAGGAATCTGGACTTGCCTCTGCCTGGAATGTCCTTAAC 

TCCCTCTTGCCGGCAATTTCACCAGATTTTTGATTTCTTATCCAGTCTCACGGGAAGCCT 

TTCCGGCATCTCCCACCCTACCGATC7TCCCGGTCTAATCTCGCCTTGCTACACTGNTGA 

GTTTCAAGACAGCACGGGATTGGAMCTCTTCATCTTTTCGGTGGTCGGCGTTCTGCACA 

AGGGGGCCCCCCGGCCGTACCCTGCCCCGGGGCCGGGCCGNCTTTCTAAAAAAACTAAGN 

TNGGGAATCCCCCCCCGGGGCCTGGCANGGGAAAATTTCNGAATTATTCNAAAGGCCTTT 

ATTCGGAATAACCCCGGTNCCGGACCCTTCCGAAGGGGGGGGGGGCCCCCGGGTTNANCC 
CCCAAGCCI Mil I GGTTTCC 

Sequence 4302 

CACCCGCGGTGGCGGNCCGCCCGGGCAGGTACTCNGGAACNGGGNAATTCTGGCCCTACG 

TGCATTNANAGGCAATGNNGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATAA 

CAAAAGGACAGTGGGTTAGACTAAGGCAGTAGCTCAAAGGGCTTTTGCAAAATTNTAATA 

TATTAAAACAAGAGGCATCTGCTANAAAACATTCTATTGTATAAATACCCGANTTCTTCA 

ANAAAAACTTACTATTTACCCNAGAATNATAATNCTGGTNNAGTTTAAGAANAAGTNACC 

CTCGGGCCCGCNTCTTAAAAACCTANNGTGNGATTCCCCCCGGGCCTGGCCAGANAATTT 

TCNAATATTTCANANGCTTTTATTCTTATNCCCCGTTCNNAACCNTCTAAGNGGGGGGGG 

GCCCCCGGGNTMCCCCCANNCCTTTTTTGGTT 

Sequence 4303 

CCGCGGTGGCGGCCGAGGTACGCGGGGGAGGTGGATTTGAGAGATACCTCCCCTCCTTCT 

GCTCAGCTGCCTTGCAGTAATTAAACTCTTTCTNTGCTGCAACACCCCTACTGTTCTCCG 

TGTATTGGCTTTTCTGGGCAGCAGGAAGGAAAAGCTGATGCGATGCTCTCAGTGCCGCGT 

CGCCAAATACTGTTAGTGCTAAGTGTCAGAAAAAAGCTTNGGCCAGTACCACAAGCGGGA 

ATGCAAATGCCTTAAAAGCTGCAAACCCAGTATATCCTCCANACTCCGTTCGACTTCTTG 

GCAGAGNTTGTCTTCAAAACTTTATTGGATGGGAGCACCGCTGGCCGCCCCGGGCANGGT 

ACCCCCTGGCCAGACAAAAAGTTCCTGTTTTTTTGTATAGGAAAGMCTTTCCCCCCAAC 

CAGGTTCTGGTGGAAGAAACCTTCGG I I I I I I I I I CCNCACCAGGTTCCCATGGGGGGAC 

CCTNCCCGGNGCCAGGGGAGGGACCACCACCACCACCCTTGGGGGGGNGGNNGGGGTGCC 

ACCTNGTTATGGCCCGGTTTCT 

Sequence 4304 

CGCCCGGGCAGGTACGCGGGGAGAAAAGCCCTATGAATGTAGTGAGTGTGGGAAAGCCTT 
CAGTCTTAACTCCAACCTTGTCCTGCATCAGAGGATCCACACAGGAGAGAAACCTCATGA 
ATGTAACGAGTGTGGCAAGGCCTTCAGCCACAGTTCCAATCTCATCCTCCATCAGCGCAT 
CCACTCTGGAGAGAAACCTTATGAATGTAATGAGTTGCGGGAAGGCCTTCAGCCAAGAGC 
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TCGGGACCTCACCAAGCATCAGNAGAATTCACACGGGGGGAAGAAACCCTATGAATGTAN 

GTGAATGTGGGAAAAAGCTTTTCAMCCCGAAACTTCATMCCCTGGATTTTTGCATTCG 

GGTGANATTTCCACCNCTTCGGNAGAAAAAAGCCCCCTNACNAAAGGTGCCANCTNAATG 

NTGGTGGGGCAAAGGGCCCTTTTCAACCCCCGGCAAAACTTCCCACCCCCTTCACCTTCT 

TTGCCATTTAACCAAGAAA7TCCCATTGGCCCCCGGANGAAGAAGAGGCCCCCTNGANTT 

NACCCTTCGGNC GNTTTN TTAANAAACTAGNNGGGGGAATCCCCCCCGGGGNCTNGCAAA 

GNANANTTCCNGATTTTTNNNNGCCNTTATTTCGGNTTACCCCGNTNGGMCCCCTTTNA 
ANGGGGGGGG 

Sequence 4305 

GGTGGCGGCCGTGGTAGGNAAGCATCTGCAGCTCATCTGGAATACTACAAGTCTTGAGGA 

CGTGCTTTCCATACGCCCTGTGTCTGGTCTACATGCAGGCGTGTCTTGTGATAAATCCTG 

TTACGGGCATGTGTGTGTGAGGGCTTCTATGTGGCCCCCCGACTCCATTTTATTAGAGTT 

TGGCATAAGTGACTCCATTTTGGTTCCAGCAACTTTCACATAAGGAAACTGAGGCTTCAG 

ANAAGTCAAGGGACTTTGCCCCCANGTTCCCACTAACAACTTGTGCAAGTTGNGAAGTTG 

ATGCCAAACCCCAGTTTTCCCCAGTTGGGATTGGNAAGCCTGCCTGNTGGGGGTGAANTT 

GCCAAGGGTTGCCGGTGTTGGAACCCAANAAAGGGGTTGGGTGGCNAATAAGAACCCAAG 

TNGTTGGGGGANTNTCGGAANGAANGGGATCCCCCCTGGGGGGGG 

Sequence 4306 

GCCCGCCC NGGC AGGTACT rTTTTTTTTTTTTACTTTTTTTTTI I GGGCTCTANAGGGGG 
TAGAGGGGGTGCTATTGGGTAAATACCGGGCCCTATTTCAAAGATTTTTAGGGGAATTAA 
TTCTAGGACNATGGGCATGAMCTGTGGTTTGCNCCACAGAATTTCATGANCATTGACCG 
TANTAT ACCCC CGGTCGTNTAGCGGNNGAAAGTGGTTTGGTTTAAAACNTCCGGGAATTG 

CATNTGTTTTTAAGCCTAATGNGGGGGACAGCTCATTGAGTGCAAGAACNCCCTTGTNGA 
TGNTAATTTATTTATAC N AAATG 
Sequence 4307 

GGCGAATTGGAAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGACATCACAGAAGTAG 

AGGCAGACCTTGCTTCATGAGCAAGCTCATCTCTGGAACAAACTGGCAAAGCATCTCTGC 

TGGTGTTCATCAGAACAGACACCATGGCAGAGCATGATTACCATGAAGACTATGGGTTCA 

GCAGTTTCAATGACAGCAGCCAGGAGGAGCATCAAGACTTCCTGCAGTTCAGCAAGGTCT 

TTCTGTCCTGCATGTACCTGCCCG 

Sequence 4308 

CCGGGCAGGTACGCGGGGTAGCAGTTGATGATGAGCTGTGTGGCTTGATAGCCATTGCAG 

ACACAGTGAAGCCTGAAGCAGAACTGGCTATCCATATTCTGAAATCTATGGGCTTAGAAG 

TAGTTCTGATGACTGGAGACAACAGTAAAACAGCTAGATCTATTGCTTCTCAGGTTGGCA 

TTACTMGGTG'TTTGCTGMGTTCTACCTTCTCACMGGTTGCTNAAGTGAAGCAACTTC 

AAGGAGGGAGGGGGAAAACGGGTAGCAATGGTGGGGAAGATGGGAATCAANTGACTCCCC 

ANCTCTGGCAAATGGCTAATGGTGGGGAATTTGCTATTNGGCACAGGGCACCAGATGTAN 

GCCATTGGAAAGCCAGCCTGATGGTTGGTTTTGATAAGGAATGGATCTTCTGGAATGTAA 

GT GGCCAA GTNTTT GACTT ATCAANGAAAGGAACAGTTCAATGAAGGAATTNCGGGATAA 

AAA! Mil IGGGGCCTTTTGCNCCTAAATTTTNATTAAAATCCTNGGGTTNGGGGAAATT 

TTCCCCATTMGGCCTTGGTTTGGGGMGNTTTTTNTAATTGGCCCCCCANTTT 
TTT 

Sequence 4309 

ACGCGGGGGTTGGTCCGCGCGTTGCTGCGTTGTGAGGGGTGTCAGCTCAGTGCATCCCAG 

GCAGCTCTTAGTGTGGAGCAGTGAACTGTGTGTGGTTCCTTCTACTTGGGGATCATGCAG 

AGAGCTTCACGTCTGAAGAGAGAGCTGCACATGTTAGCCACAGAGCCNCCCCCAGGCATC 

ACATGTTGGCAAGATAAAAGACCAAATGGATGACCCTGCGAGCTCAAATATTTAGGNTGG 

AGCCAACACACCTTATGAGGAAAGGTGTTTTTTTMGCNTAGGAAGGTTATCATTCCCTG 

AAGAGGTACCTCGGCCCGCTTCTAGGAAACTAAGTGGGATCCCCCGGGGCCTGCAGGGAA 
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TTTTCGGATAATCAAGGCTTTATTCGAATAACCCCGGTCGGAACCCTTCGAAGGGGGGGG 

GGGGCCCCCGGTTACCCCAAACTTTTTTGGTTCCCCCTTTTT 

Sequence 4310 

AGGTACGCGGGGGGAGCCCAGCGGCGGGTGTGAGAGTCCGTAAGGAGCAGCTTCCAGGAT 

CCTGAGATCCGGAGCAGCCGGGGTCGGAGCGGCTCCTCAAGAGTTACTGATCTATGAAAT 

GGCAGAGAATGGAAAAAATTTGTGACCAGAAGACGTGTNAGCAATGGAACAAAGGAAACA 

TCATAATGGGAAATTTTCAACAGGACCCCCTTNTTTCAGTNGAATNAAAAAGNAAAAAGG 

GAGGGGGANCCGGGAAAGAAAAAGGGCCAGAAANTATTTTGTTCCCTTGGTGGGGAANAA 

CAAGGCCCGCTTCAATTTACCCTTTGGCCANGTAATT1TTTTCCTCCTNGGGAAAAATCC 

CTTTGTTAAATTCCTTTGGAAAGGGAAAATGGGGACCCCTCCAAAAAAATTTATTNGGGG 

CCATTCGGTTCAAAAAAGNCAATTTGGNGGGGTGGGNNC I I I M M ) I I ACCTTGCNTTG 

GCCTTTGGCTTGNNGGCCTTTATTANGCCTACCCTTANTTTAATGGTTTTGGAAAGGGGA 

GGGTGGCANTTCAAACCANGTTNTTGTNGCNAANCGGGTATTTANGNANGAAAAACCAAG 
GTTTC 

Sequence 4311 

CCGGTGGCACCATCTTGTCCCTGACCTNCGCACCGGAAGCACAACCTGCAGACGCCCCGC 
GTACCT 

Sequence 4312 

AGGTACCAGTAAATGTGGTGGCTTGTGAGAGTATAGGACGAGTGCTGGCACAGAGATGCT 

TAGAGGCGGGAATCAACTTCATGGTCTACCAACCAACCCCGTGGGAGGCAGCCTCAGACT 

CGATGAAACGACTACAAAGTGCCATGACAGAAGGTGGTGTGGTTCTACGGGAACCTCAGA 

GAATCTATGAATAAATGGAAGCATTMTTGTTTTGAACATGTAAATATAAATCTGTCAGC 

CACCTACAGCCCATCAAAAGAGAGCATCTGGGAAGAAACAAGCCCAGCTTGGGAAGTTTT 

TTACAGGCAATT AATTG TTGCAGTGGGGAATATTTATTTGTTAGTTTAAAGGGTACATTC 

NCTTCCTTNCCCTTTT TCTNG TN I IMIMl I AAAAATCCAAAGGAAACCTTACCATTTT 

CTTGCCCCCCTTCTTCTTTTTGGGGGGCCTTTCCAAGNAAAGGCNATTCTTNAAANAAAA 

AAAAGGCCANGNTACCATTCCAAATTTTATTANATTNTTAAACCTTTT^ 

Sequence 4313 

NTANGGCGAATTGGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAATAATTGCAN 

TGTGTCTTAATATTCTGTGCCGTATTTTTGGCTGCTTTTTGACACTTTCAT^ 

AAAAGTTAATTTCATGGACACCTTCTTCATCAGGCCCACGTAACCACATTGGCAGCTGCA 

CTGAGGCTCCGGGTAAAAGAACAGTTGTCAGGAAGGGGAACAGGAATCACCTCTGGTTGA 

CTTCCTTGTGCCAATGCCAAAGTCTACAGAAGAAGCTGATGATATGAGTGCTGTACCTCG 

GCCGCTCTAGNAACTAGTGGGATCCCCCGGGCTTGCAGGGAATTTCGATATCAAAGCTTA 

TCGATACCCGTCGACCTCGAGGGGGGGGGCCCNGNTACCCAAGCTTTTTTGTTCCCTTTA 

NTGGAGGGGTTTAATTGGCGCCGCCTTGGGCCGTTAAATCATGGGTCCATTAGNCTGGTT 

TTTCCTGGTNGTGGAAAATTGGTTTMTCCCGCTTCCACCAAATTTTCCCANCAACCAAA 

CCAATTACCGGAAG 

Sequence 4314 

ACCGCTGTGGCTNGCCNGNCACCANGCCCGCNTCNGCTGTNTTCATTCTTGGACGTTAAG 
GGCAAGCCA TTTGA TCAGCACGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGC 
ACTTCATGCCTTTTGCTGGTACCTCGGCCGNTCTANAACTAGNN 
Sequence 4315 

CCACTCCTGCACCAGCATNATCTGCTGCACTGNTCTGTGNCAGGCTTCTATCCAGGGGAT 

ATCAAGATCAAGTGGNTCCTGAATGGGCAGGAGGAGAGAGCTGGGGTCATGTCCACTGGC 

CCTATCAGGAATGGAGACTGGACCTTTCANGACTGTGGTGATGCTAGAAATGACTCCTGA 

ACTTGGACATGTCTATACCTGCCTTGTNCGATCACTCCAGCCTGCTTGAGCCCTGTTTTT 

TGTGGNAGTGGGTAGGTGAAGAAATTTAGTTTTCTTAGTACCTCCGGCNCGGCTCTAAGA 

AACTTAGTNGGATCCCCCCGGGCTTGCAAGGGAATTTCCGATAATCAAAGCCTTTATCCG 
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GAATTACCCCGTCCTACCCTTCCNAAGGGGGGGGGGGCCCCCCGG 
Sequence 4316 

GCAATTCTGTAGCCTGGTATCAGCAGAAAACCAGGGGAAAGCCCCTAAACTCCTACTCTA 

TTTCTGCATTTAGATTGGGAAAAGTGGGGGTCCCATCCAGGTTCAGGTGGGCAAGTGGTT 

CTGGGGCCGGGATTAACACTCTTACCCATCAAGCMGNCCTTGCAANCCCTGGAAANNAT 

TTTTTGGGTTACCTTCNGGCCCGCTTCNTAAAGAAACCTTAGGTGGGGATTCCCCCCCCG 

GGGNCTTGGCCANGGGAAANTTTCNGMTAATCNAAAAGCCTTTAATTCCGAATTACCCC 

GNTCNGGMCCCTTTCGMNGGGGGGGGGGGCCCCCGGGTTACCCCCCMGCCTTTTTTT 
GG 

Sequence 4317 

NCCTCCGCTCAGGCrGGCAGCCCCAGCTCTGCACGAGGAAGGCAATGTTCTGTCCTTCAG 
CAGAAGTCATACAAAATAAGGATCCAAAGTGAACTCAAGAAAAAAAAAAAAACAAAACAA 
AATAAAAGTACCTGCCCGGGCGGCCGCAGGCTACGACGTGGAGAAGAACAACAGCCGCAT 
TAAGCTGGGCATTAAGAGCCTGGTAAGCAAGGGAACGTTGGTGCAGACAAAGGGT 
Sequence 4318 

AC 1 1 I I I I I I I I I I lit I 1 1 | | | | | GAAGGTTGAATGCAGGGTTTTATTGAGTGGTGGAG 

GTGGTTCTCTGAAGGATGGATGCAGAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTT 

CCTGCTGGGTGGCCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAAT 

GTTCCTCTTCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTTGCTTGGCG 
A 

Sequence 4319 

CACCGNGGTGGCCGGCCCGCTGGCCCAGGAGAGAACACGGGGAGGTTTGTTTGTGTGAAA 
GGAAAG TAGTC CAGGCTGNCCCTGAAACTGAGTCTGTGGACACTGTGGAAAGCTTTGAAC 
AATTGTGTTTTCGTCACAGGAGTCTTTGTAATGCTTGT 
Sequence 4320 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGGCACACCGTGGGTGATCAGGCCACGCTT 

CCACTCAAATGGAGTAGGCAAGTTCCCAAGACCAGTCCTGTCAAGTAATCAAACCAAGTC 

AAAACCAAAACCAAAATCAAAGTGCCGATAAAGGCATGCCATGGGTGATCAGGCCACGCT 

TCCACTCAAATGGAGTGGGCAAGTTCCCAAGACTGGTGCTGTCAAGCAATTCAAACCAAG 

TCAAAACCAAAACCAAAACTAAATCAAAGTGCCGATAAGGGCACGCCATGGGTGATCAGG 
CCACGCTTCA 

Sequence 4321 

CGCCAGTGTGATGGGATAT CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

m » u i n it m i n u 1 1 1 rcTTTN i n i n m 1 1 1 1 1 1 1 1 m n 1 1 n 1 1 ii 1 1 1 1 rr 
nrnrm innnnnnnttataaaaaaaaaaaaaamngnntttantntttannaaaaaa 

TTTANNNTNNNAAAATNTNTNNTAAAANCTTAAAAAATTAAAAANAANTN I I I I I I I I I I 
TTNA ACNAAAA ANANTTTAATTTNTGNNNN 

NAANi irm INTAI I I I I I I I CAAANNNATAGGNAANTTTNTCCANNNTTTTTTTNANA 

AANCCAAATTCCCCCTAAAAAANAMTTTNTNTTNAGTANAAATAAANTTTTTTNTTT^ 
TT 

Sequence 4322 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAAGAGAACAAGTATCGGAGAGATGCAG 

GAGAAAACAAAMGCCATTTTACAGGACAATTTGAAGGATCACAGTCTGTATTAACAGTT 

TTGCCATTCATATAATTCAAATCATATTTGATTTTCAGGTTTATTTATT^ 

TCCACATGCCATATTATATAGGAATMCTGGAGAAGTGATGGCTCCTTTTGTCTCTTAGT 

TCCAATAACTTGAAATATTTTT1TC 

GACATCCTCAGCTTGCTGTCTCAGTAATTCTAAGAGTTGCTAAAGGATACCAGGAGTTAT 
TGG AGAAGTGTTTCCAG ACTGAAAACCCTCTTG AATGCC ANGAAAAAAAAAN AAN AN N N A 
AAAGTACCTGCCCGGGCGGCCGCTCGAAAG 
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Sequence 4323 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAAATTAGCTGGGCATAGTGGCACATGCCT 

GTAGTCCCAGCTACTCGGGAGGCTGATGAACAAGAATCACTTGAACCTGGGAGGAGGAGG 

TTGCAGTGAGCTGAGATCGTGCCACTGCACTCCAGCCTGAGCGACAGAGCAAGACTGTCT 

CAAAAAMTAAAAAAGAAAAAAATAATNAAAAGGAAAACAAAGTCTTTAGAAAAACAAAG 

CCTTTGAAAAAGGATGTAAAATTGAATATATAGATACAATTATTTTTAAAM 

GAAAAATATCCTGGATTGTTGATGTTGTTTTAATATATTTTAATCATTTTT 

CATGTATAATATGTTATAATGAAAGTAAAAAAAAAAAAAGGTCTTAGCAGAGCAGGCAGA 

AAAATGCCAAACTCAGTGCCTTTTAGT 

Sequence 4324 

C GCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 
TAi i i i i i i i i I I I | | | | | | | INGGGCTATGTTCTCCTCTTCCAATTTTAAGTAGATCTG 
CTTTATTCTGATGGTGCCTTCTGTTCAGAGGCTCCAGCAGACTTACCTGAGTCCTAACAC 
T ATCAC TGTGATGGGGGT GGTAG AGAGACAGGACCAGCAGAACAGACTGGGGCTGCTCGT 
CTTTTTCCAGCTGGTGAAGTTTTTATAGGGATAAAGCCTCCCAGMTAGMTGGC 

GAACAGCAAACACAAAATACTGGTTTTAGGAGAACATTGTCAGCTGTTGCTTTGGCTTTT 
TAAATTC 

Sequence 4325 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCCGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCC 

ACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTG 

ATATTATCAAAAGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTT 

ATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCCGCTCGAAAGGGC 
Sequence 4326 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTCACCTGCTGTGCTCTTGCTTGCAC 

AGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCAGGAAGCAGTTTGACTAAAGGCAGCAA 

GCTGCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCT 

CCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACG 

TTGATATTATCAAAAGAATGGTGGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGAT 

CTTATTCTGGCAACTTACCCAAAGCCAGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4327 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGAGAGGTGAAAGGCTGTAGGAGGAG 
C AATATGTGGGAAAG ATCAGAAGTTCAGTTTTG GACATGC CAAATATTACTTGGCCAAAT 
GGTTGGGTGGATGATTGGGGATCAGGAGTCATCCTGATAAAATTGGCATGCAGATAGTAT 

TAAAAAACTCCAGACTGGATGAGATCACCAAGTGTAGATAGAAAAGAGAGACTGAATTGT 

GAAGTGCTCCANCATTAAAG 

Sequence 4328 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTG 

CGGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCAGAGTTGGTT 

CCTTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTG 

TGTGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGT 

TTCTCCCTTCTGGTGGGTTTGTGGTGTCGCTGACTTCAAGAATGAAGCCCGCAAACTGTC 

NGTGG TGATCC GTTTGTAGCTCTTAAAGGTGGTGTGGACCCAAAGAAGTTGAAGCAGCAG 

CAATGAl ill) iCGTCAAGAAGGGTAAAGAAACAAAGTTTNCACCGGTGTGGGAAANGGG 

TATTTTGAACC 

Sequence 4329 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACNCGGGAGCAGCTGTGTCCGGCAGTCTAGAG 
GCGCAGAAGAGGAAGCCATCGCCTGGCCCCGGCTCTCTGGACCTTGTCTCGCTCGGGAGC 
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GGAAACAGCGGCAGCCAGAGAACTGTTTTAATCATGGGCAAACAAAACTCACAGATGAAT 
GCTTCTCACCCGGAAACAAACTTGCCAGTTGTGTATCCTCCTCAGTATCCACCGACAGCA 
TTCCAAGGTAAAGCAGTTGCTGAAAGAAGAAAAAGTAAAATTAATTGAGAGACAGAGAGA 
GAGAGTGAGAGTGGGAGAGAGAGAGTAAGAGAGAGAGAGAATTGTGTATTTGTTTTTATT 

TATTTTTATTTGGCTATCATT^ 

GTATAAAGAAAGCTAGTAAAAACAACATTAGGTTTACATTTAGCAAA 
Sequence 4330 

CCCTTAGCGTGGTCGCGGCCCGAGGACACTCCCTAATGTTAGAGTCGGGGCCTAGGTGGA 

AAAAGCTTTAATCATAAAGGAGTGGGAGTGGATCCTTCACAAATGGCAAAGCACCAAGCC 

CTTAATGCCATCCTCCTGATAGTGAGTGAGTTCTCATGAGATCTAGTAGGTTTAAAAGGC 

TGTGGAACCTCTTTCCTCTCTCTGTCTTGTTCCAACTTCTGCCATATGAAACATGTCATT 
GCCGCTTGGATTT 

Sequence 4331 

CCCTTAGCGTGGTCGCGGCCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTCAGGTGA 

ATT AGAGA GTTGCTGGCAGTGAGTTCAATGTTAATGATTCAAGAGTGTATATTAAATAAG 

GCATTTTTAAACAGAAACATAAAATAAGTTTATGTATTGATGGTTGACCAATATG 

AGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTCAATATTC 

ACTAATTCAGGTTCTCAGTGACTTTATAAAACATAACTGCTGTGAATAACAAGACTCTAC 

TGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAATCAAAAA 

^^^Lir^^ ^ T ACB/V/VTTAG C C TTC C AAGC CT TCTTTCTTTOTTTC TTTC "TT - TTTTG 
GAATTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATTGTTGGCTCACTTGCAA 
CCTCCGTCTCCGGGGTTCAGGCAATTTTACTGCCTCANCCTCACGANGTTAGCTGGGATT 
ACAGGGNNTGTTCCACCCCCNCCCAACTTAATTTTNGAATTTTTTTAGTNGGAGACCGGA 
NTTTCTTCATTGTTGGGCCAAGGCTGGNTTTTNNAACCTCCCCGGNCTNAGGNGGATCCC 
CCCCCCCTAAACCTTCCCAAANGGGGCTGGGAATTACCAGGGCGNTGANNCCACCTTNNC 
CGGGNCCCCCTTTTTTT 
Sequence 4332 

CCCTTAGCCGTGGTCGCGGCCCGAGGTACCTTNCTCAGGGCACTGACTTTATATCCTCCT 
CTGGCTGACTNAAACTGAGGTTCCTTNGTATCTGATCAGTTTCACTTTCTCTGCTCCAAA 
CAN AC CTTCTTC ATTCN AAGTATCTGTTTG ANTGCC ATAC NC NGCTGTTAC TGTAANG AC 

TAAACGAAGGAGGACAAATGCANAAATNAAGACCAAGACAAAAGAATTTGTTTAAAANA 
Sequence 4333 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTGGGGAAGGTGAGAAAGGGCTTTGTTC 

AACCCAGTGATCATTGCTCCTTGGGGMGGCAGTTCTTTTATAACGTTTCAATTCCTTTT 

GAACTAGGAAGTAGTCCATCTGAATAGGTAATCATCTACTGAGCCTCTGAGTCATTCCTT 

AGTGATATCTTTGCTAATCCATCATCCC7TTCCCCAAATCCTTACTCTTTCTCAGGTTTC 

TTACTAGAAACTTCCCAATTGCTTTTTGAGGGTGTTAACCTGAGCTGGAAGAGATTGCAC 

AGGACATGTTGTTTCTTGTAAGCTGGTGCTAATAAGCTGGTCTGTTCCAGGTGATGTCAG 

TGTTGGCATTMGTGTGATGCCCGGGTGTTAAGTGAAGATGAGGAAGACGTGGATTTTGA 

CATTATTCACAAT 

Sequence 4334 

CCCTTCGGCCGGCCGGGCAGGTACGCGGNGGCCATAGTGAAGAAGGAACTGCTGTCTGTG 

GTGGCTGGGGGAGACAACTACAGGGTCAATAACAAGCACGATGACAGATACACACCACTG 

CCTTCCAACAAAATCGTCAAGCGGGCAGAGGAGTTGGTGGGGCAGGAGTTGCCTTATTCG 

CTGACCAGTGACAACTGCGAGCACTTCGTGAACCATCTGCGCTATTGCGTCTCCCGCAGT 

GACCAGGTCACTGGTGCAGTCACGACAGTAGGTGTGGCAGCAGGCCTGCTGGCTGCCGCA 

AGCCTTGTGGGGATCCTGCTGGCCAGAACAAGCGGGAAAGGCAATAAATCCAAGAAATTG 

TCCCAACAACCACCAATTCTTACGGAGGAATATTATTTAGCCAGCAGGAGTGGAGTTTGG 
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TTTACTGATTTTACTGTTTTGTGTTCATC 
GAAAATGTATTTGGAAATGCAG 
Sequence 4335 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACG 
CGGGGAGCTCTGGGAGAGGAGCCCCAGCCTTGGGATTCCCAAGTGTTTTCATTCAGTGAT 

CAGGACTGAACACAGAGGACTCACCATGGAGTTTGGGCTGAGCTGGATTTTCCTTGCTGC 

TATTTTAAAAGGTGTCCAGTGTGAG 

Sequence 4336 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTAAGACGCTGCTAATTGACTGCCACTTCGCA 

ACTCAGGGGCGGCTGCATTTTAGTAATGGGTCAAATGATTCACTTTTTATGATGCTTCCA 

AAGGTGCCTTGGCTTCTCTTCCCAACTGACAAATGCCAAAGTTGAGAAAAATGATCATAA 

TTTTAGCATAMCAGAGCAGTCGGCGACACCGATTTTATAAATAAACTGAGCACCTTCTT 

TTTAMCAAACAAATGCGGGTTTATTTCTCAGATGATGTTCATCCCGTGAATGGGTCCAG 

GGAAGGACCTTTCACCTTGACTATATGGCATTATGTCATCACAAGCTCTGAGGCTTCTCC 

TTTCCATCCTGCGTGGACAGCTMGACCTCAGTTTTCAATAGCATCTAGAGCAGTGGGAC 

TCAGCTGGGGTGATTTCGCCCCCCATCTCCGGGGGAATGTCTGAAGACAATTTTGGTTAC 

CTCAATGAGGGAGTGGANGAGGATACAGTGCTACTACCAACTAGT 

Sequence 4337 

GATAT ^ I I II I I I t I U 1 I 

TTTTTTTTTGGGGAATAACACACACTGGAGCTTGCTGAGGGAGGGTCGGGGGAGAGCATT 

AGGACACACAGCTAATGCATGCTGGGCTTAATACCTAGGTGATGGGTTGATAGGTGCAGC 

AAACCACCATGGCACACGTTTACCTATGTAAAATTAGTTTCAATACATAGACAATTTCAA 

AATCTTAAAAAT MTGCTT TGAGGGAAGGAGAGACTCTTTTCGTAAAAGTGTTTCTTAGG 

AGAAGCATGTCATTTTTTACTTTTTGATTTTTTTCATACTTACCCCTCCA 

TCGGCCGCGACCACGCTAAGGG 

Sequence 4338 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN I H 1 M I M I I M M I I I M M GAGACAG 

GGTCTCACTCTGTCACCCAGTCTGGAGTGCAGTGGCGCAATCATGGCTCACTGCAGCCTT 

GACCTCTTGGGCTCAAGCTATC CTCCC GCCTCGGCCTACCGAGCAGCTGGGACTACAGGC 

GTGCACCACCATGCCTGGCTACTTTTTATAAAAAAATTTTTTGTAGAGATGGGGTCTCAC 

TGTGTTGCCCAGGCCGATCTCGAACTCCTGGGCTCAAGACATCTTCCTACCTTGGCCTCC 

CAAAGTGTTAGGATTACTGCTGTGAGCCACCACACTGGGCCCAAATACCAAATTCTAAAT 

AGAATTGGAAATTGTGTTATTGAGGATTTAGTGATTACTCTCCCCTATGTCTTGTTAAAG 

TAATTCTTCTCAAGTTGGTTGCCT1TTTCCCTCTGGTTCTCTCACCANTTATACAATGGG 

GGTTTTCAGAAGCTNTATTACNCGACAGCATTATNACTCTGGNGGGTAAAGGAAAGGGGG 

GTTGGGGATTTNTGANTCNCTAAAANTTTGTAAGTTGGNAGGNNTTGGTANAAATGGNAA 

AATTTTNAACNTTTAAANTTTAAAAAAATN 

Sequence 4339 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCCCTTGTTCTCTAGAAGCAAGGAG 
CCCTCTGACCCCTTCTTTTAAACAAATTCTTTTG 

CTCCTTCGTTTAGTCCTACAGTAACAGCCACAATGGCACCCAAACAGAGACTTGMTGAA 

GAAGGTCTGCTGGAGCAGAGAAAGTGAAACTGATCAGATGAACGAGGAACCCCAGGACGA 

GTCAGCCAGAGGAGGATATAAAGTCAGTGCCCTGAGGAGGTACCTCGGCCGCGACCACGC 
TAAGGG 

Sequence 4340 

CCCTTTCGAGCGGCCGCCCGGGAGGCTAAGGGAGGCTATGGGAGGCTAAGGGAGGCTCAG 
GTAAGGAGGATCTCTTGAGCCTGGGAGGCAGAAGCTGCAGTGAGCCAAAATGGCACCACT 
GCACTCCAGCCTGAGTAACAGAGTAAGACTCTGTCTCAAAAAAAGAAAAGAAAAGAAAAA 
AAGAATTCAAAGGAGAACTGACATATCACCCAGTGGGTATATTACAGAATGCTTGCATGT 
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ATGTGTGTGTGTGTATGGTTTTATATATATTTATATAAAGTATAAATGCTTTTGCTTATA 

TATATGAATCTCATTTTCCCACTGGCTTTCCTTAAAAACTAAACAAAACACAAACACCTT 

ACTGATCTTTAGTAGCTCGTAAGCTGATTTTTAGCCTTTCAGCTGAGAGGAAATGGTCCA 

AAAAAAAAAAAAAAAAAAAAGTACCTTCGGCCGCGACCACGCTAAGGG 
Sequence 4341 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGCCTGAGATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCT 

ACGATGGAAAAAAGGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTG 

ATATTATCAAAAGAATGGTGGGAAAMGTATGTMTTTCCAAGCCAAGCCTGATGATCTT 

ATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4342 

CGCCAGTGTGATGGGAT ATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTT 

i n i i i u i i i u i ii i i I ATAACAGAGACAGAGAAACAGGGTCTTGCTGTGCTGCCCAC 

ACTGGTCTCATTCTCCTGGCCTTATGCAATCCTGTCGCCTCAGCCCCCACAGAGTGCTGC 

ATTACAGCA GAGTG CTGGCATTACAGGGGCGAGCCACCATGCCTGGCCAGAGCTCCTTTA 

AAGAGCAAGTTTTTCCAGTGTGAAGTTATAAAATAGCTTACTTAATGTGTTGTGCATGCA 

TGTGTAGCTATTTAAACCTGTGGACACAACATCAGTGCTCACTGGCACTCCTGGTTTGGG 

ATCTTACCCTCTTGAACTGAGACGCGGTCTCACAATCTGAATGGAAGTGACGTGTCACTT 

CGGTAGGCAGAAGTGGTTAAGAGCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 
Sequence 4343 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGTAGTTATTTTCAAATCTTTGCT 

TGATMGTATTAANAAATATTGNACTTGCTGCCGNATTTAAAGCTCTGTTGATCATTGAT 

NCCGTNTGGATTTATGGGGGAGGGGAGCACTGTGTTTATGCTGGAATATGAAGTCTGAGA 
CCTTNCGGTG 

Sequence 4344 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I 1 I I I H I I I NTTTGAAAGGGCAGCAA 
AATCTTNTTGAGAAATTACATTTTATAAGAMCCCAAATTAACTCGGATAAAATAGATAA 
CATTATTAGTAAGCCTCAATTTGAAAATTCCAAATTC 
Sequence 4345 

CCCTTA GCGT GGTCGCGGCCGAGGTACGCGGGTGAGTCCTTTTGCTTTTAGGCTTTTGAC 
TTCTGGTTTTAGACTTTCTTTAGCTTCTGTTGTTAGA 

ATAA GTTTG CATGGATTAAACTGAACTTAATGAAATTGTCCCTCCCCCCAAATTCTCAGC 

ACAATTTTTAGGCCCACAAGGAGTCAAGCACCTCMGGAGATCTTCAGTTTGAACTTGGT 

GTAGACGCAGGGATACTGATGAATCAATATTCAAATTAGCTGTTACCTACTTAAGAAAGA 

GAGGAGACCTTGGGGATTTNGAGGAAGGGTTCATAAGGGAGATTTTAGCTGAGAAATACC 

ATTTGCACAAGTCAATCACTTCTGACCAAGTTATCAGAAAAAGGAGAAAAGAAT 

Sequence 4346 

CCCTTTCGAGCGG C CCGCCCGGGCAG GTAC I H M M I I I I I I 1 I t I , 1 H H I 1CTTTT 
> ' M I M I I I I M MNH 1 1 I I 1 I M I M M I 1 I I 1 I I 1 1 i M I 1 1 I I I ANNNATTTTTT 
TTTNGGGNTAAANNAAGTTNNTTAAAAATTTAAAA^ 
AAAAAAAATANTNCNTNNCNNTTTCCAAAAAAAAA 
Sequence 4347 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATCTTCTGCATCTCTAGGATCTTCGAAT 

TCCACAAAGGCAAATCCTGGAGGATTTCTCGCAATCCATACAGTTCTTAAAGGACCATAA 

TAACTGAAAGCCCTTTCTAACTCTCCTTTGCCGGCGCCAGTTCCCAGGTTACCAACATAC 

ACCTTGGTTTCTCCTCCGTACGAAGATCTCTATAGTAACTGTAAAAGTTTGAAGCTCACA 

TTAACCTGTAAACATCAGTTGGTCAGGGACAGTTGCAAGGCCTCCTGCAATTGTTCAAAC 

AGCATTTATTAAATACGCATTACACACCGAGTAGGGCTATGTAGAGAGGAGTCAGATTAT 
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CTACTTAGATTTGGCATCTACTTAGATTTAACATATACTAGCTGAGAAATTGTAGGCATG 
mGATA CACATrTGAmCAMTGTTT^ 

TAl I I I I CATACAAATGGTTAAAAAGAAACAAAATCTATAACAACAACTTTGGGATTTTT 
ATATATAAACTTTGTGATTTAMTTTACTGAATTTAATTAGGGTGAAAAATTTTGAMG 
TGTATTTCTTCATATGACTAAGTTCACTAAAA 
Sequence 4348 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAATCTATAACC 

ACmCCTATTAACATGGATAATTGAAAGGTGACTCTGTTATGCATGTGTGTATAAACTG 

CAGCTCAAAACTGCCCATTGAATTAMCMCTMTGTCTATCAAATTTCAAATTGACAAA 

TATATTGGGTAATTTATCTMCTTGCTTTMTATTCTTAGTATATTCAAATTGAATCTTA 

AGGAAAATAAATTTACTCTTTGCTTAGCAAATATATGAATGATCCTAATAAAAAGAATAG 

TTGTCAAATAAACTATTTTATTAGGAMGAAAACTTTCCTAAAGGCAAAATCTTAGCTTT 

GATATGCATTAATTAGATGCTTATTAGATATTAAGATATCTACAAAATACCTTAAATAAA 

TTGCAAGCAGATTAATGTTTCAAATAACAGGCATTAATAAACATCTTCTGTAATGCTAAA 

CTTATCCGAGGAAACCTAGTAmCTGATATTTAAGTAAATCATGTmATTTATGAGCA 

AGTTTTAGACTGCCAATTAGCTGGAAAACTTGCTAATGAAATTTCATCAGAAGAGAATCC 

AGGCAATGCCTTCTTTCATCTCTTCAAGGCATGATGGGCCTCTGAATTGGAAAATGAGAA 

CCTACCTCTTGGTTAAAGGNCATTGGTTTCTTCAGAGGACATAGCATTCTTGAAGAAAGG 

MTGGGCACGTGTTAGNGGCCCATNACCCATGCCTAGCTTTTTTATT 

Sequence 4349 

CCCT1TCGAGCGGCCCGCCCGGGCAGGTACTTAATATGATTCTTTTCTCTTTCCACATAG 

AGAATCAGATAATCTATAAATAATGACTCTTACTGTTCCACTTTAGGAGTTAGGTATACA 

TACATATGTGTATATATATGTATATATATACACATACACACACACACACACACACACACA 

GTGACCCCCCAAATTTCATATGAAGTTCCAAACCTCAATGTGACTGTATGTGAAAAGAGA 

AGGGGGCGGGGAGGGGGGAGACCGACCGACCTATTTGTTGGTCTCCATCGTGTGAAAACA 

TGAGGAAGTGGGCACTTACATGCCAGGAAGGGAGCTCTCACTAGAGGTTGACCATGCTGG 

CACTCTGATCTCAGACTTCCAGCCTCCAGATATGTGGGAATATAAATTTGTGTTTTGGGC 

CAGATACGGTGGCTCANGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAAAAAGATCC 

CTTGAGCCAAGGAG TTCA AA CCAGCCT GGGCAACATAGCGAAACCACATCTTNTATTTAA 

AAATACTAC AAGAT ATTTT CA 1 MUM I GGNTTGTTTCTTTGNTTTTTGAAGTTGGGNG 

GTTTGGTTCTTTGGTTTTGAGTTTGGGGCTGCACTTCCAGCCTGGGTGACAAGAGCCAAA 

ACTCCTTTTNATAAAAAAAAANGAAGGAAA 

Sequence 4350 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGGAGGTACACAGGGGTGTT 

AGTTTCATAGTATGAAAGTtATGTGTGTCCTGCAGAMGTTACGTCAAMGACTTATTTG 

AAGCAC TATATTTGAG GGAGACTGCAAGTTTGATTGCTCTTTAGTGGTCCCAATCAGGTA 

TTAGGC i mTTTTl iCTGTATCTTTATTCTATTTTTCTTTCTAGATCCCCAAAAATGCG 

GAGGGAAAAGTGATCAAGTTGTATCTGATGTGAGTGGCTTTATGTATTAGGATACAATGT 

ATATAGGGAAAAGATTATAAATTTAGCATGATAATACCTAAACAGTGCCTGCCTTTTTCT 

GGTTATATGAGCTGGACMGTCATTTAAMTCACTCAGCCTCAGTTTCTTTACCTGTAAG 

GTAGACTTAATGACTATTTCTTTTCTCACAGAGTTACTATGGGAATATACTTGGAATAAT 

GAATGCATATAAATGTTGCTATAAAGAATAAATATAAGGGACTTAAAATTATTTTGGCAT 

TCTGAATAGAAATGTATTCTCMTANGAAGGACTGGATTATTCTTGGTTMTTTTGGAAA 
TAGCNAAAACTAAT 

Sequence 4351 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGGGTCTGAAGGGGTCACTCGAGCGCTCT 
GCTATCTCTGCAGCTAAAACGGGTGTCAGGTTTTCAGCTGCTACTAAAGATAATGAGCAT 
AAGCGTTCACTGACCAAGACTCCAGCCAGAAAGTCTGCACATGTGACCGTGTCTGGGGGC 
ACCCCAAAAGGCGAGGCTGTGCTTGGGACACACAAATTAAAGACCATCACGGGGAATTCT 
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GCTGCTGGAAAGCTAAAACCATGGGGGCAATCTAAAGAAAATAATTATCTAAATCAACAT 

GTCAACAGAATTAACTTCTACAAGAAAACTTACAAACAACCCCATCTCCAGACAAAGGAA 

GAGCAACGGAAGAAACGCGAGCAAGAACGAAAGGAGAAGAAAGCAAAGGTTTTGGGAATG 

CGAAGGGG CCTCATT TTGGCTGAAGATTAATAATTTTTTAACATCTTGTAAATATTCCTG 

TATTCTC AAC I I I 1 I I CCTTTTGTAAA I I 11 I 11 I 11 I GCTGTCATCCCCACTTTAGTCA 

CGAGATCTTTTTCTGCTMCTGTTCATAAGTCTGTGTAGTGCCCATGGGTTCTTTCATGT 

GCTATGATCTCTGAAMGACGTTATTCACCTTAAAGCTCAAMTCTTTTGGGGATGGTTT 
TTA 

Sequence 4352 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCTCCGTCTCCCCACTTGCCTAAAACAAGCA 

GGCACATCCCATCAGTGAGACTGGAACTTGCGGGAGAAAATAAGAAGTGAAATCTCTCTC 

ACACACACAGTTCTACTCAMCTATMGCTTTTATTATTGTATTTTACAGATCATTCATT 

CAGGACATGCTGCATCTGGGGTTGGCATCATTTCCCTTTTGAATGACAGAATGTGCATAA 

AAGTCTCTTGCCCACGCTGAACTCACACGTGCCCGGCAGGAAGGAGCTCTCACGAAGTGC 

CAGCTGGATGTGAGCTTGCTCTGGCAGCAGCAGTGCTGTCCTTGTTTCTGAGCTGCCACC 

TATTCA CTGGA GTTAGGTGGGTCAMGCTGAAATTTAGCTTGGAATTTAAAGTTTCTAAT 

TTTATACTTTTCATTGTGGTCTGGTCAGATTTTAGTCTGCTTTAAAAT 

Sequence 4353 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTTTCACTCCTGCTCTAAAACTTGCCTCAG 

TCTCTCACTGTGCCTTATGCCCCTCAGCTGAATTCTTTCTTCTGAGCAGGCAGGAATTGA 

GGTTGCTGCAGACGTGTATGCATTTGCCACCAGTAACATACTTTGGTGCCACATGACTAG 

GATATGTTCTCTAGTGCTAACATGTTCGTTTACAGTTCTTAGGACTCCCTGATAGAAAAA 

AACACACAAAAAAACGCAAAAAAACCCAACCAACCAAACAAACAAACAAAAAAAACACAG 

GAGTTTCTCCCAAAAA GAAGTC TGCAGTGTCTTTTCTGTTTTCTCTGAAGGTATCCCAGG 

GTGTTAGATTTCTGTTGTTTTTCCCTTATGTGGCACCCGAAGTTGGCAAGAAGAAGGAAG 

TGCTGATATAAATAAATAGGGAAAT 

Sequence 4354 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACAAGCCCACCAAGCTAAAGAGGCTGCCCAGA 

AAGCAGTTAACAGTGCCACCGGTGTTCCAACTGTTTAAAATTGATCAGGGACCATGAAAA 

GAAACTTGTGCTTCACCGAAGAAAAATATCTAAACATCGAAAAACTTAAATATTATGGAA 

AAAAAACATTGCAAAAAAAAAAAAAAAAAAAAAAGGTAC M 11 I I I I I H I 1 I I I I 1 I I I 

TAANATAAAAGATTTNTTCNCACCACAAAANGATAATCACANCAAAATNTNCACTAACTT 

AAAAAACAAAAGATTATAGTGACATAAAATGTTATATTCTCTTTTNAAGGGGGTAAAAGT 

AT^^GNTTGCGTNTACATAAATTTCTATTCATGAGAGAATMCAMTTTTAAAATCCAG 

NGATAGGTTGCATTTNTTCTATAGMTGMCATAGACATAACCCTGAAGCTTTAGTTTAC 

AGGGAGTTTCCATGAAGCCNCAAACTAAACTTATTNTCAAACCCATCAGTTNTTTCCAGA 

CCT CAAAT NGATTCNCATTCAACCAATTAAACTGGAGAAAGAAGCATTTCANGGNNCNCT 

TTCATTTTGCTTNAAAAGCA I I I 1 I I I I I I I TGNCTNAATGCCAAAGGGGGGAAATTGGG 

ATTTT 

Sequence 4355 

GC CTTTCGA GCGGC CGCCCG GGCAGGTACTCAGGAGGCCTTATTACTTTTAAATTATACA 
ACATTTTTTGCATAAATTTTTTTATAACATTT^ 

TTCAATGTGTCTCAACTTTCTGACTTATTACAAACA I I I I I I I I NTTTAAACACCAGNTA 

GTTTATTTCAGGACAAGMTTTACCATATAACACTCTTTTTACATAMTTCTGTCTCC 

CCACI 1 I M M 1 1 1 1 I GAAGATAACCATTCC I I 11 11 1 1 1 1 1 1 AAAGCAAACTTTCTTTA 

TGTCTTTGGACTAGACTGTCTAAGGCCACAAGATTAGAAGTTCCATAATACATGTTACAC 

TGTTAACTTTAAGCAAACTTCACTTTTGTTGAAAACCTTGTAAGTT^ 

TCCT TTGCTATTMGACCTTGTTTAGTCTAAATTAACTTAGAATTGGTATAGATGGCCTT 

TTTTNCTCTCTACTGGTCTTTCCTTGCCTCTGCCAGCCGCTTATGCTGCTGTTCTNTTAA 
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CTACGNTGGCGGGGCAAGG 
Sequence 4356 

CC CTTT CGAGCG GCCGCCCGGGCAGGTA C rTTTTTTTTTTTTTTTTTTTI NNCTTTTTTT 
Nun NTTT ANTN I II I I U M 11 1 I I 1 1 i I rNCNTNTTTTAANNGNTTCCCCACCCNT 
TAAAA N AAA NTTTTNTTN AAANAAAMN NT 

NTTT AANTTTAAAC CA NTTTANAAAN AGTTGC TNC N AAAAATTTAAN CTAN ATN AN NN NT 
TTTTNNCCNA I H I I 1 U I II 1 U 11 ) 1 I 
Sequence 4357 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGATTTTGAATTTCGTGATTTTGGTTTGG 

CTTAAACGGTAAAAGTGTGTGTTTGCCCTCTTTACCCATTCTTTGTCTTGTGGTGAGTAT 

GTGTGGTGTGAGCATGGTATTTTGTCTCGGAAGAAAAAAATATGGGTCAGGCGCAAAGTA 

AGCCCACCCCACTGGGAACTATGTTAAAAAAAAATTTCMGATTTAAGGGAGATTACGGT 

GTTACTATGACACCAGAAAAACTTAGMCTTTGTGTGAAATAGACTGGCTAGCATTAGAG 

GTGGGTTGGCTATCAGAAGAAAGCCTGGAGAGGTCCCTTGTTTCAAAGGTATGGCACAAG 

GTAACCTGTAAGCCAMGCACCCGGACCAGTTTCTATACATAGACAGTTCAGCTGGTTTT 

AGACCCCCTTCCCCCTCTCCCCACAGTAGTTAAGAGAACAGCAGCATAAGCAGCTGGCAG 

AGGCAAGGAAAGACCAGTAGAGAGAAAAAAAGGCCATCTATACCAATTTTAAAGTAATTT 

AAACTGAACAAAGGTCTTATTAATAGCAAAGGATAATTGAAATCACAAACTTATAAGG 
Sequence 4358 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTTTTTCAGGTTGTGATGTGGCCATTC 

CGAATTTTG TTGA GAGTTTGGTTTATMTTGTCTCTTTTGTCTTGTTA 

TTGCAACAGTTTTGAAGGTGCTGAGTGGAAAACCGAAACACATGGTTATTGCGTATTGGA 

CCTAGAATGAAATAATTGCCTCAATATTTAACAACAAGCCATTCTTATCTCAAAGATTTA 

AATTCCCGAATGTCCCATTCGCAAATCATATGCAATTGAAGTGAGCAGCATGAGCATCTG 

GGTCATGAGGGCCTTCATTTACGTAAATTTGTCACTAAAACCCAGTAGTAGCTCTACAAA 

ATCTTAAACTGCTGCMGTGCTCAAGGAGATGGAATATCTTTTGTCATTGGTGCTGAGGA 

GAGCATTTCGGTNAGAAGACAGTTGCGCCTGAAGATTGAGTGGTAAATNATCAAACCANT 

GGTTCTCAGTGTTGGCTGGTATACACTTTGTAGTCACTTTGGGAATGTTGGAAGACACAT 

CGATGCNTG GGTTC CCGTNTGCCCAAGATTCTTATGTTTGGNTTTNGAAATATGAGCTNG 

GCATAAGGATTTTTNAAAACCTT 

Sequence 4359 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATACTAACCAGTTTGGGGCACATAAATGT 

TACAAGGGAGAAAAAMGATTTAGACTAGCATGTGAATTTCATCAAGCAGAGACACCTTG 

GTTAAAAAGCAAAACTTGTGGGGTGGAGAGGAAGGAAAAAAAGGAAAACGTAAGAAAAAG 

GACCGGAGTGCTCACTGTTTATCATTATCAGCCCCTTrTTTTGAGACGGAGTCTCGCTCT 

GTCACCCAGGCTGGAGTGCAGAGGCACTATCTCGGCTCACTGCAAGCTCCCGCCTCCTGG 

GTTCACACCATTC TCCTGCC TCAGCCTCCCGAGTAAGCTGGGACTACAGGCGCCCACCAC 

CACGCCCAGCTAATTTTTTTGTATTTTTAAGTAGAGACAGGGTTTCACCCGTGTCAGGA^ 

GGTCTCGAATCTCCTGACCTCGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGGATT 

ACAGGCGTGAGCCACCGCGCCCAGCCCATTATTAAGCTTTTNATTAGAANAACTTCAGTG 

AGGGTGTTTCCGGGGGGGGAA 

Sequence 4360 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACATGGTCGTGCTATACAATCCAAAACAAATG 

TATTAl I l l I AAAAGGTTTAGTGAAATGTTTATT1TAAAGTTTGATTACATCAGCTATAG 

GAGT AAAGT GCTAACTTACAAAGCTTACAGTTTGTGACACCAGTGATAATGCATGCATAC 

TGCTATTTTCACCACCAACTGGTGAAACAATGAAAAGACAGTTTACTTTTACTGAGATAC 

CGAAATGAGTCAAAGACTATATTAGCCAATATAATTCCTTTGTTTTTAGTGTGAAATACT 

ATGGTAGGGGCCTAATTAAAAAATAAAAAACAATATTGGAGAAACAGTAAAAACAGTCAT 

CAAGTGACTCTAAGCTTGTATTTTACTCTAAAGCTTTGTATTAAGCTTGTATTGACTCTA 
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CTGCCTTCTTTGGNA I I I I I I I I I ! I I I AATTACTATTCANGGGATCCCAAAGAAATTTT 

AGTTNATTANTTAACTGGAGCCAGCANGAATTGCCCACTNGACTGTTTTTAAGGATTTAA 

CTATCACCCAGGTNNTTACCTTAGGATANCATTAAATTTTTTAAAAATCTCACCCCATTT 

NTTCT TTATA AGGACTATTTNNMGANTTTAACTTNGCCNCAGAATGGGCCATNCCTTAT 

GIMTTATTTTTNGGACCCCCTGG 

Sequence 4361 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTAGGTAATAAAACTGATTCATACAGTCTA 

ATGATATCACCGCTGTTAGGGTTTTATAAAACTGCATTTAAAAAAAGATCTATGACCAGA 

TATTCTCCTGGGTGCTCCTCAAAGGAACACTATTAAGGTTCATTGAMTGTTTTCAATCA 

TTGCCTTCCCATTGATCCTTCTAACATGCTGTTGACATCACACCTAATATTCAGAGGGAA 

TGGG CAAGG TATGAGGGAAGGAAATAAAAAATAAAATAAATAAAATAGAATGACACAAAT 

TTGAGTTTTGTGAACCCCTGAACAGATGGTCTTAAGGACGTTATCTGGAACTGGAGAAAA 

GCAGAGTTGAGAGACAATTCTATAGATTAAATCCTGGTAAGGACAAACATTGCCATTAGA 

AGAAAAGCTTCAAAATAGACCTGTGGCAGATGTCACATGAGTAGAATTTCTGCCCACCTT 

AACTGCATTCAGAGGATAATATCAATGAACTAMCNTGAACTAAAAATTTTTTAAACCA 
Sequence 4362 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATAATACGCAAAGCCCTAAAACAAGCCTCAA 

AAAACTTAAAATGATTAAAATCTTACAAAGTATTTTCTACAAGTATAATGAACTGAAATT 

AAAAATAGCAGAAGAATATTTTGGAAATTCACAAATATATGGAAATTGAACGATGCATTC 

CTATATAACCATTGGGTCAAAAAATCAAAATGGGAATTAGAAAATAAGATAAATGAAAAT 

AAAAATTCAACATACCCAAATTTAGGGGATTTAGGACAAACAGTGCTCAAATGGGGAATT 

TATGTCTTTAAATGCATAAAATGAACAAATTTCTAGAAAGACGTAACTTATCCAACACAG 

TCCCTGGGCTATGGGCAACTCATGTCAGCATTCTGCCATCGATAGGGATCTTG 

Sequence 4363 

CGCGTCCGCTCCGGGCTNAGTTTGACNCAGTATCTAGCTATGGCGGCAGTGACCTGGAGT 

CGGGCTCGATGCTGGTGTCCGAGTGTCCTGCAGGTCTTCAGATTACAAGTGGCTAAACTG 

CACTTGGGCAGACCAACAATGAGAGCCAGTCAGCAGGACTTTGAAAATGCATTGAACCAG 

GTGAAACTCTTGAAGAAGGACCCGGGAAACGAAGTGAAGCTAAGACTCTATGCACTGTAC 

AAGCAGGCCACAGAAGGACCCTGTAATATGCCTAAGCCTGGTATGCTTGACTTTGTCAAC 

AAAGCCAAGTGGGATGCATGGAATGCCCTGGGCAGCCTACC 

Sequence 4364 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCTCAGATTTTAAGACAGTAGCTT 

GCTGATGCTCCCAGCTGAATAMGCCCTTCCTTCTACAACTCGGTGTCTGAGGGGTTTTG 

TCTGCAGCTCGTCCTGCTACAATGGTGGTTCCTTTACAGGATATTCATGATTCCCTACCT 

TGAATCMTGCCGCCATCTTCCTTTTAACTCANGGGACTATGAGATACACAGGTCTTCAA 

TGCCAGTCACCTCATGGACTCACCACCTAGTTTATCAAGGAGAAGTTGATGCTGGGAGCA 

ACTACAAAAATGAAGCTACTCTGATTTAGCCCAAAAAGATCTCCATTCTAAGGACTCCTN 

GTGATTTGATTGGGAGCCTCTACATCATTCANGGAGAATCCTNTGACCTCAAGTTCTGTA 

ACCTTGAATCACATTCANTAAGACTTTCAGCTTGGCAGAACCACACAAGCCGCTGNAATA 

TCAAAGAGGGGGAAGAACCAACTGGGCANTTTGAGACTATGGGATAGATGCCACTTAACT 

TCAGAC NGNANAA CCTTTGGAGAGGAGCCCAGNTGGAGACNACCAGGCTTTNAAGGAAAG 

AANACCI ( II I! i IGCNCCCCC7TTAAACTTCCCTTNTGCTNNAGAGCTCTTCCANTTGC 

NTAATAAAATCCTNTGGC ATT ATTN N CCTTCAAAAAAAAAAAAAAAAN AA 

Sequence 4365 

GCGGCGCCAAAGGGGAAGCTTTGGGTCCAGGCCCAACTGGGGCTCCCGCCGCTGCTGCTG 

TTGACTATGGCGCTGGCCGGAGGCTCGGGGACTGCANCGGCCCGAAGCCTTTGACTCGGT 

CCTGGGAGACACAGCGTTCTGTCACCGGGCCTGTCNNTNNCCTACCCCTTGCACACCTAC 

CCGAAGGAAGAGGAGTTATAGGCATGCCAGAGAGGCTGCAGGCTGTTTTCAATTTGCCAG 

NTTGNGGATGATGGGC 
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Sequence 4366 

CCGCCCGGCCAGGTACAGGAGTGTCGTGGTTGCCAACATTACTTGGAACTGCACACAGAT 

MGTTATAACATACTTTGTGGAGCAATGCCTTCTTAMCTTTTGTGTCTTGGGTTATTTT 

GTGCTGCTATAACAGAATATCTGAGACTGGATAATTTATGAAGAACAGAAATTTATTCTC 

TCTCATGANTCTTGGAGGCTGGAAAGTCCAAGATCAANGGCTTCATCTGGTGANGGGCCT 

TTTTACTGTATCCTCACGTGGCAAAAANACAGAAGGGCGAGAGNAGGGACCAAACTCTTT 

GTNCTTACCATGGGCAAAAGGGCAAAAAGACAAAACCCCATTCCTCCAAGCCCTTTCATA 

AAAGGCACTAATCCATTCCTNGAGGGTTGGGAGCCTTTTATTGACCTAAACACTTTCCCA 

AAAACACCCTGGTCTTCCAACANTTTTGTTATTTGGGGATAAAAGCTTTCCAANAAAATG 

AMTTTTGGGGGGGAN ANCAT TCAGACCCAATANCATTTATTGAmCTTAGAATTTTCA 

ATATTGACAGGTTAAAAI I I I I I I I I I I I I II I I I I I GGGTAAGGNAGGGCAAANTAGAA 

ANAAGCTTNGNGANAAACATTTTTTT 

Sequence 4367 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I II I I I I I I I 1 1 H I I I I I 1 1 GCATTCAAGA 

TAAAAGATTTATTCACACCACAAAAAGATAATCACAACAAAATTCACTAACTTAAAAAAC 

AAAAGATTATAGNGACATAAAATGTTATAT^CTCTTTTTAAGTGGGTAAMGTATTTTGT 

TTGCTTCTACATAAATTTCTATTCATGAGAGAATAACAAATATTAAAATACAGTGATAGT 

TTGCATTTCTTCTATAGAATGAACATAGACATAACCCTGAAGCTTTTAGTTTACAGGGAG 

GTTTCCAATGAAGCCCCCAAACTAAACTAAATTATNAAACACATTAGTTATTTTCCAGAC 

TCAAAATAGGATACA CATTTCA ACCAATAAACTGAGAAAGMGCAT7TCATGTTCTCTTT 

CATTTGCTATAMGCATTTTTTNTTTTGNACT^^ 

TTTCTTCCTTTTAAATGGGCCCTTAAGAAGAATGCCNCTTTCTAAATTCATGGNGAAATA 
CCAAAATTTCA 

Sequence 4368 

CGCCAGTGTGATGGGATATCTGCA GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAf; 
"" 1 " 1 """ I I I I I 1 1 I I | 1 1 1 || | I II I 1 1 1 1 1 1 I I I I 1 1 1 ) || 1 1 1 1 1 1 1 1 in 
AAACCATTTNTTNGATTTTAATNGATTTTTCTTTTTNAANTTCTGCCCAGTTNCAANAAC 
NAANTGGGAAACCNCANTTAAAATTCANAAACCTTNGCNTGAAAAACANCCCNCCCCCCA 

TNNGGAATTNCNCCAAACCCTTTTTNTTTTTTATTTNTTCAAAANAGAGNCCAATNCACA 
NGNGANAAATNTGANCNCTGTNN I 1 1 I 1 1 1 1 1 1 1 1 IA AAG 
Sequence 4369 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTTTCTCCTTCAGCTTCCTGTCCTTCATCC 

TGAAGCTTCAGGGCAAGGAGAACCTTAATATATCCATTGTCTGGATTAAGCGGACAGCCT 

GCCTTAGGGGAAGCAAAGAAAATGGCTTGTGATTTTTTGTGGCTAATNTAAAGCCATCCA 

NGCGATAGGCAAGAGATCGCATACCCAGCGCTGGATTCAGGGTTT 

Sequence 4370 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGATGGGAGCAGCTTCACCAACCCCTGCA 

AAGTGACTCTGAAGAAGACGACAAGCCCTGCTCCAGTCACACCCGGAAGCTGACTGGTCC 

ACGCACAGCTGAAGCATGAGGAAACTCATCGCGGGACTAATTTTCCTTAAAATTTAGACT 

TGCACAATAAGGACTTCAACTGACCTTCCTCAGACTGAGAACTGTTTCCAGTATATACAT 

GAAGTCAC TGAGGTAGGACAAA AGATTGCTATGGTCCTATTATTTTATGGTTATTGTAAG 

TGTACTTTN i m I I u I I II I I I I GTNTGGGANTTTTCAAAATGCACAGTAAGAAGGTTT 

TTATCTTNGATATACAAGAAGAAAAGATGATCCAATTCATAGCTTATGGCCTCAATNCAC 

ANGTTTTGTCAAAAGAGGTGAAGCANTTCACNTTATGCTTTTTTCTACCACCCAACCCTT 

AAANATCTTANTTGCAAGATTTTAAGCTTTGG 

Sequence 4371 

AGGGAGTCGACCCACGCGTCCGCGGACGCGTGGGCGGACGCGTGGGTTGCGAGCAAGCAC 

GCAGTAAAACTGCACCTTAGTAAGACGCACGGCAAGTCGCCAGAGGACCACCTGATCTAC 

GTGACAGAGCTGGAGAAGCAATAGTGTGCCGGTGTGCAGGTGGCTGCAGAGTACTGTACT 
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CCCTCTCTTGCTGCACTAGGCCTGGCCTGGCCTGGACCTCGGAAATCAGTCTCTCCTTTG 

TTGCTGACCTGCCTATCTGGACTTGGTTTTTCTCACACATATTTTGTAGTTATATTTATA 

TGCTCTTTGTCTGATCTGTGCATGTTATTTTrCTTTTCTTTTTTCTTT^ 

GTCAAAGTCTGACCTTTATTTTCAGCATCCGTTCTTGTTGTTAAGCTATCTTTTGTAGGA 

AATAGTGGGGGCACGCTTCGGAGACATTGTTTAGCAGTAAAGAAAAAGATACAAATAGCA 

GCGATAAAGAGACATCCTAAAATTACAAAGTTGCCATGACAATAAAGGTCACAGGACCTG 

GTAGTGTCAAAGTTTMCCCTTTGAGGACTTTATCTCTGTGCCTTTCACTCAAAAATTAA 

AAAAAAAAAAGAAATTAAAAAAAAAAAAAAAAAAAA 

Sequence 4372 

GTCGCCCCGCGTCCGATTTGGTTAGTAAATGTGTAACTATTGTACTTCCAGTATTCATAT 

GTAGGCTGGTGTATTTTGCTAATTAAGAAATACAAAGTGTCTAGGAAAGCAATATTTGCT 

TTTGCAGAGCACTTTCTAGTGGGTAACCAAAGATGGCTATACCCACATGCTTTTGACTTC 

TGTGATAGTCTAATACATGTGATCCTTCAAGTGTCTTAAAAATACCCATGGATTTACGTG 

ATCATCTGGAAAGCCTTTGCCTTAATGATGAACMTTTTTAATAATCTCAAAGTCATATA 

AMmACTTTATTCGTAGAACTTTTCAGAATATCTATTTATCTT^ 

AAAATATTTCAGTCATGTAAGTTAAAMTAAAAATTTGGTAGTATATTATTTATTAMTT 
ATTTTCTAGCTTTATATGAAATGTGA^ 

GCTAATAACCAATGGTACAAGTTAACATTGGGCCTCTTATTGGGGATGGGCACTGCTGCT 
TTGATCACTTAAAGATGCTAGAATGTCAGAGCTTTTACTATTGANGCTTTCANGGTAAAT 
TTCTGNCTTTATATAAAGGTTATTNCTAATGAAATGGCCTTTATTAATTT 
Sequence 4373 

AGGGAGTCGCCCCGCGTCCGTAATTCTCTCCTCGGTGGAAGGAAAGATGGACAAATGATG 

GTTGGAGGTGTCCCAGAGGAAATGACCGGTACCGGAGGAATGATTCAGAGAAACAAAATG 

AAAATACAAGAAATGAAAAGAATGACATCACTGCAGATAGTAATGATCCAAGTTCCACAG 

ATAAGCATAGAAGTGACTGTCCCAGTTGGGTAACAGAGAAAATAAACTCTGGGCCAGATC 

CAAGGACCAGAAATCCAGAAAAGTTAAAAGATTCCCACTGGGAAGAAAACAGAAATGAAA 

ATTCAGGGAATTCTTGGACTAAAAACTTTGGCCCAGGCTGGATGTCCAGCCCGTGGTCGA 
GGCGGCCGTGGG 

Sequence 4374 

GGGAGTCGACCCCGCGTCCGGTTGGTAAAGAAAGGGAAGAGCAAAGTTGGAGACATGCTG 

GAAAAAGCTGCCGAGCTGCTGATGAGCTGCTTCCGAGTCTGTGCCAGTGACACCCGTGCC 

GGCATAGAAGACTCTAAGAAGTGGGGGATGCTGTTCCTGGTGAACCAGCTATTTAAAATC 

TACTTTAAGATCAACAAACTCCATTTGTGTAAACCTCTTATCAGAGCCATCGACAGCTCG 

AATCTGAAAGATGACTATAGCACAGCGCAGAGGATCACGTACAAGTACTACGTGGGGCGC 

AAGGCCATGTTTGACAGTGACTTCAAGCAAGCGGAGGAGTACCTGTCGTTTGCCTTTGAA 

CACTGCCATCGCTCCAGCCAGAAGAACAAGAGGATGATTCTGA 

Sequence 4375 

GTCGACCCCGCGTCCGCGGACGCGTGGGGAAACGCCTTCGCTTGCTTTGATGAGGAAGCC 

ACAGGCACCATCCAGGAGGATTACCTGAGGGAGCTGCTGAGCACCATGGGCGACCCGCTT 

CACAGACGAGGAAGTGGATGAGCTGTACAGAGAGGCCCCCATTGACAAAAAGGGGAACTT 

CAACTACATTGAGTTCACACGCATCCTGAAGCACGGCGCGAAAGACAAAGATGACTGAAG 

AGCTGCGGCGGCTGACACGCCTCTTGCGTTTGCTTGCTCACTTCTGTCTCAGACACACAC 

ACCCCATAGGACCTACTGCGTGCCACTTAGTTTCTCAAGTCACTTCCCTCCCCATAGGGC 

CTACTGTGTGCCACTTAGTTGAGAGC I I I I I I 1 I I AAATGTATTTATTCCAGGCCCTTTC 

TGTCACTTAACATGTGCATAATCAGACTGGAACGGGGGACAATGTTGTAAATTGTACTGA 

AAACGAGATGCAAATAAAAAATGAACCACTGTGAAAGCCCAGGACAATTAAAAAAAAAAA 
AAAAAAAAAAA 

Sequence 4376 

TTAGGGAGTCGACCCACGCGTCCCGCGGACGCGTGGGCGGACGCGTGGGCGGACGCGTGG 
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GCTMGTCTGTCCATCTGTCTTGTTTATCCACTGGCTCTCCATTTGTCCCTTTGGAGAGG 

AAGGTGGGAAGGCAATGTCCTGTCCCATTTCATGCCTTGCATTCTGCCCATCCCTTCCCT 

CCTCTCAGCTTAGGACACACAGCCCTTTCTTCTTCCCATGCTCTGTCCAGGACCACAGTC 

TGGTGCCTGATTCTTTGTCCATCACCAGGACCTAAGCTCTCCCTGGGTCTGTAGCTGGCT 

GCTATCACTGCCCACTCTGACCTGCCAGGACAGATGCAGGTAGGAGACTTTGGGGGCTGG 

CCAAGCTGGTGCCAGGCTTTCGGTGCTAAGGCCTGCAAGGGGCCTAGGTACGACCCTCCT 

CCCTGACCTGTGCTTGGAGCTGGCTCTTCAGCAGTGAGGGCCAGCCCAAGTTGAGTCTTC 

TGATCGGGGACTGAATTCAGAGGCCACCTCATCCACCAGCCACTAGAATGATGCCAGCAC 
TAGGGTTG 

Sequence 4377 

GGGAGTCGCCCCCGCGTCCGGAAAATGATTTGATGTGAAAAGTGGTGAAATCTGGCACTT 

GAAATAACCAAGAGAAAAGTTCCTACTTGATGCCTTAAGCCGCTCCTGCCCGAAGCTCTG 

MGMCTGAGATGCCAGAGATGCTTACTATGGTACTACTGCATTTTTTGTAGAGTTGTAC 

ATTAATAATAAAACTTGCCTGCTTAATCTCAAAANAAAAAAANNAAANNAAAAAAAAAAA 
GG 

Sequence 4378 

GAGTCGACCCCGCGTCCGGAGAACTGCAAATGAGTTCAATGTGACTTCTCGGTGCTAGTT 

GGCCATCTTGGCTCAATGTTGGGACACACTATCAGAGAGAGGAGTC \ 1 H H I 1 I I ICCC 

CAATGATATTCTGT TCAAAA TGAATTCTGMGGAAMGTTGCTCATGTCTGTTTCAGAGC 

ATACCC7TTTAAATCTTTTTAGACTACTCTTCTAGAATTCATCATAACCCCAAAATAGAT 

AAAAGCTATCTAGAAGTTGCCCTGACAAGCTATTGCACATCTCTGGTAAATCCTGCTGAA 

TGTAAGGAATATTCAGAGCTCTCATACCTCATCATGATGTTATTTAAGCAGCCAATTTAC 

ACGACCTGATTTACTTTGAAAAATTTGTTTCATTCAAACTAGAAAGTTCCAGAGACAAAG 

GACATTTCTCAGCCAAGAGTGTGATGCATTCTTGCCCTAGTCTTTACTTGTGTCTGCTCT 

GGGATGGATGCTGTCTGATGTCTGGTACCCAATGGAGCAGATACCCAAAACTAGTCAACT 

CCCGTCTGNCCTGGTGGTTTCTAAGTGCTGCTTTGTGCTGAGAGAACATGTTANTTTACT 

GAACTTGACCTGGACAAGACTGATTCTTTGTAATTTTAN 

Sequence 4379 

CCACGCGTCCCGCNCTGAGGAGTATACATCTAGTTTGTAGCTCAGGGCTCAGGGGTTAGG 

CCCTGGGTTTGATCTTCAGCATTGGAGGGAGACAGAGAAGAGAGGGTAACAGGGAGACAG 

AGAAAGAAAGACAAAGGAAAAGGAGAGGAGTGTAAGGAGGAGAGAAGTGGGAAGGAACAG 

GGAMGAGAGAGATGGAGAAGAAGGGAAGTGCCCATAGTCAGTAATGTTTTGTGTTTATN 

GGCGGGGAAGTMGTTGAATTGGTTTCCTCTTTCTTTTAGCTGTTCAGCTAGTAAATCCT 

CTCCAAGTGCCTTAAAATGTAAAGTATTTAATAAGTGGTAANCAATTAAAAATTTTACAT 

TATCCTCTGGCATATAATAAAGTGCTGTGTCGACAAGATGCTAGAGAATAAGGTATCTAC 

ACATACTCAGCTGGTCTCANGAAACATGGCACAGATAAAATATCCTCCCTTTTGCTGGTC 

TCTGTCTGCTTCCTATCATGGGGGCTGGGATCCATTCTAAGGAGAATGGATAAGGA 
Sequence 4380 

AGTCGCCCCGCGTCCGTAAATCTGTGGTTTTATTTTTCTGTAAAACACTTAAAGGGGAAG 

TAATATCTTGGCATATTTAGAAATACTTGTGACTGGCTTCAAAATATAATTTCTTAAATA 

TCTTATAGCCGATTTTAAGTTTACATTTTCTGTACATGTTATGCTTAAAACCAAATACTG 

TTCMGATGAGCAATCAGACTTATGTTTTATTTTTATCTGGGTAACATAT^ 

"'^^^^^XHTX^^^"^'^^^^^ OTXTTG ATAATC AGTCTC CTOTC AAATATT AAAAT AAT A 

ATTTG ATTTTAAATCATC AG C ATGTTC AAAATACTG GTG AAAATTATTTAATATAAGG AC 

TGGTTAGAACATTATATATATATCCCATATTTATAACTGNTACCACACAGTTGAATATGT 

TGCAAAAATTATGGTTATTTCTGAACGGNTGCTTTTCTTGCTGGTTTCCACCAACCAAGA 

AGCACCTTTATAAACAGGTGCTAATTGATATGAAGATCATTTTGGTATGTCCTAGATAGA 

ATGAAGCCAAATGTCTGGATTTAAAACAATTTCAAACAATCATTTACTATTTTGCTTT 

TTTAAAGAACATAAATTTACTTCAGTTA7TCTATCTGTAAAGATTATTTGGTATAAGAAA 
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TAATNCATTGACTGGGGTGCTGG AATGN GGG NAAATGTATGTTTTCAAAGTTCTATCATG 

GGGAAATAAAATTA 

Sequence 4381 

ATAGGGAGTCGACCACGCGTCCGCGCTGTGAAGGCATCAACATTTCTGGAAACTTCTACA 

GAAACAAGTTAAAGTATCTGGCCTTTCTCCGGAAGCGGATGAATACCAACCCCTCCCGAG 

GCCCCTACCACTTCCGAGCCCCCAGCCGCATTTTCTGGCGCACTGTGCGAGGCATGCTGC 

CCACAAGACCAAGAGAGGCCAGGCTGCCCTGGAGCGCCTCAAGGTGTTGGATGGGATCCC 

TCCACCCTATGACAAGAAAAAGCGGATGGTGGTCCCTGCTGCTCTCAAGGTTGTTCGGCT 

GAAGCCTACCAGAAAGTTTGCTTACCTGGGGCGTCTGGCGCATGAGGTCGGGTGGAAGTA 

CCAAGCAGTGACAGCCACTCTGGAGGAGAAACGGAAG 

Sequence 4382 

TATTAGGGAGTCGCCCCGCGTCCGGCTGGCCGCGGCCTCCCGGCGCTCTCGTCCTCCGCT 
TTTGCACAGCTCCCCGTTCCAGCCTTCGCCATGGGATTCGGAGACCTGAAAACCCCTGCC 
GGCCTCCAGGTGCTCAACGATTACCTGGCGGACAAGAGCTACATTGAGGGGTACGTGCCA 
TCACMGCAGACGTGGCAGTATTTGAAGCAGTTTCTGGTCCACCACCTGCTGACCTGTGT 

CATGCCCTACGTTGGTATAATCACATCAAGTCGTATGAAAAAGAAAAGGCCAGCCTGCCG 

GGAGTGAAGAAATCT 

Sequence 4383 

GCCCCGCGTCCGCGGTTGCCTGCAGCGCGAGTCCGTCGACCCTCGGCCATTCGCCGCCGC 

CACCGCCGCCAAAATGTCTACAGGTGTGCCTTCGGGGTCAAGTGCTGCCACTGGCAGTAA 

TCGAAGACTCCAGCAGACACAAAATCAAGTAGATGAGGTGGTTGACATCATGAGAGTCAA 

TGTGGATAAGGTGTTAGAAAGAGACCAGAAGCTCTCGGAGCTAGATGACCGCGCAGATGC 

ACTGCAGGCAGGTGCCTCGCAGTTTGAAACAAGTGCTGCCAAGTTGAAGAGAAAGTATTG 

GTGGAAG AACTG CAAGATGTGGGC GATAGGGATCAGTGTCCTGGTGATCATTGTCATC AT 

CATCATCGTGTGGTGTGTCTCTTAATGAAGAACCCGATGAAACTGAAGCCCGATATTCAG 

GATCTTCTTCAAGACTTTCTACTTAGAACCTGCCGTGTTATCGAGCTTACCTATTGGTTT 
TTTT 

Sequence 4384 

CGCGTCCGATTAGATTGGGATGAACACAGTTCTGCTGGCAGATATGTTTCTCGGCGCTGT 

AAACCTCTGAAGGAGTTTATGCTATCTCAGGATGCCGAACATGAGCTTCTCTTTGACCTC 

ATTGGGAA AATGT TGGAGTATGATCCCGCCAAAAGAATTACTCTCAAAGAAGCCCTAAAG 

CATCCTTTCTTTTACCCACTTAAAAAGCATACGTGATTTATAAACACAGTGCTCTGAAAG 

GAATCT TACAG AC TGTATC AGTCTAGCTTTTAATTAAGTTATTTTGTATAGCTTAATTT 

TAAAACATTTTATGTTTTTTAGATGCTTTATTAAATACATGGCCAAACCAMTAACAT^ 

TTCAGTAATTATAGAATGATTTATTTGGAATAAA 

Sequence 4385 

CGGGGGAAGGAGATGGGAGGACGAAGAGGTCCCAACAGGACATCTTACTATCGAAACCCG 

NTCTGTGANCCAGGATCATCAGGGGCCTCTGGTGGAGGCCACTCTTCTAGTGCATCCGTG 

ANCAGCGTCCGTTCTCAAAGCAGGACCACTTNTGGGACGGGCCTNTCCAGCCCTCCGNTG 

GCCGNGCAAACCGTTGTGCCTCTACAGCACTGCAAGATCCCCGAGCTGCCCGTCCAGGCC 

AAGCATTCTGTTCGAGCTCCAGCTCTTNTTCTGTCAGCTCATAGCCCTGTTCGTGCACTA 

CATCAACATCTATAAGACAGTCTGGTGGTATCCACCNTNGCACCCACCNTCCCACACCTC 

CCTGAACTTCCACCTGATCGACTTCAACTTGCTGATGGTGACCCGCCATTGTTCTGGGCC 
GCCG 

Sequence 4386 

AGTCGACCNCGCGTCCGGAAGTCTACAAGGACCCTCAATTTCCTGCCTGCCTGCAGCAAG 
GACAGACGGCATGAGCACTGCGGGAAAAGTGATCAAATGCAAAGCTGCGGTGCTATGGGA 
GCTTCACAAACCCTTCACCATCGAGGACATAGAAGTCGCACCCCCCAAGGCCCATGAAGT 
TCGAATTAAGATGGTGGCCACTGGTGTCTGCCGCTCAGACGATCACGTGGTTAGTGGAAC 
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CCTGGTCACACCTCTTCCTGCAGTTTTAGGCCATGAGGGAGCAGGCATTGTTGAAGAGCG 
TTGGAGAAGGGGTGACTTGTGTGAAACCAGGTGATAAAGTCATTCCACTCTTTTCCCCTC 

AGTGTGGAGAATGCAGGATTTGCAAGCACCCGGAAAGCAACTTTTGTAGCCCGAAGCGAT 

CTGCTAATGCCTCGGGGGACTTTGCGC 

Sequence 4387 

TCGACCCACGCGTCCGGCCCGGGTGTATGCTGAAAATGCCATCCGCAAGAAGAATGAAGG 

TGTAAATTGGCTCCGAATGGCCTCCCGTGTGGACGCAGTGGCCTCCAAGGTGCAGACAGC 

TGTGACCATGAAGGGGGTGACCAAGAATATGGCCCAGGTGACCAAGGCTCTGGACAAGGC 

CCTGAGCGCCATGGACC7TCAGAAGGTGTCTGCAGTGATGGACAGGTTTGAGCAGCAGGT 

GCTGTCTCCCTTGCCCTGTGATGTTCTGGAGGCTTCTGCCCAACTGCGCTTCACTTTCTC 

CAACCCTTCGTAGCTGCCTGGGCTCTTTTCCAACCTGTCAGGCTGGCGCCTTAGAACTGA 

GCCTTAGGTTGGGCAGCGGGTCTCTGTCCTGGTATTGAATTTGCACAAGTGTGTGGTGAC 

ATATGTGCGTGTGGGCCACAACTGGAGGATGGCAAAGCTTTCTGTTGTCCTCTGCCTATG 

TGGAGTTGACAGGGTTTGGCCTGCAGATGTGTGTGGACTTGAGCCCAAGTGCT 
Sequence 4388 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTCTTTTTTCTC I » I I I I I i 1 IC II 1 1 1 I I 1 1 

TGAGGTGAAATCTCACTCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCA 

AAAAATAAAGTGAACCAGGGTGCTCAGGGAGCCTCGGTGAGCGAGAAAGGAGTTTGGAGC 

TTCMGTCTGAMCTGCGTTTCACAGTTTTCCCATCTGTAGAATGGACTGCATGATACCT 

CTCTTGCTAGGGGATGTGAGGATTAAAAGAGATAGCCTGAAAGGCGAGCTGGAGCAAGTG 

GGCTGATGGCCAAGCTTCAGAGCTGGCTTCCTGATTCAGCCTGGCCTCCCCTTTCGGG 
Sequence 4389 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCACAGCCTGTCAGTTGCACCCTCCCTGA 

CACCACCACCGGGACCTGCACAGACTGGGAGTTCATTTCTTGCTCACTGGGGCCTGCCTT 

CCCCAGGCTGGTGTCTTCTGATAGCCAAACTGAGGGGTGGGAGGTATTTTGAAATGCAGA 

TTTAATTATTCATGTGTGGTGAGGCCAACAGATCAGGAGATAACTGCCACTGAAATGATA 

GTTTGTTACACACAGTTCCCAATGGGAGGGGACATGCCACACACGGTGGGGGTCACACAG 

GGAAGCACCAAGGTCAAGCTGGGAGGTAGAGGGAGCCAGGGAGAAAAGTGGGCAAGAGCC 

TTTATTGTTTTCCATGGGAGGGAACGGACAAGGATTTGAGTAAGTAGGTTTAGGATTGGC 

TATTTGGAATAACTTCAGCGAGATCTGGAGCACAGAGGCTGTCCTGAGTTATCTGGTATG 

TGTCCTGGATTGATTAGGGCANGAGACAGGGGCCCAGAGTGTGAGAGCCCAAAAAAGGAG 
GTGGGGGTATTGGGC 

Sequence 4390 

CCCTTAGCGTGGTCGCGGCCGAGGACGCGGGGGCTGGGAGCGGTTGCGGCGTGCCGGGAG 

CTGAGTTATAGCTGTGACTTCTGCCCTGCCAGGCCGCACACAAGCTGGCTGACCCGGTTT 

GTAAAAATGGAATTTCAAGCAGTAGTGATGGCAGTAGGTGGAGGATCTCGGATGACAGAC 

CTAACTTCCAGCATTCCCAAACCTCTGCTTCCAGTTGGGAACAAACCTTTAATTTGGTAC 

CCATTGAACCTGCTTGAGCGTGTTGGATTTGAAGAAGTCATTGTGGTTACAACCAGGGGA 

TGTTCAAAAGGCTTCTATGTGCAAGAATTTCAAGAATGAAAAATGAANCCAGATATTGGN 

GTGTATnrrCCTGGATGACGCCTGACATGGGAACTGCANATTCTTTGCGCTACATATATTC 

CAAMCTTAAGACAGATGTTCTGGTGTTTGAGCTGTGATCTGATAACANACGTTGCCTTA 

CAATGAAGGNTGNGGGACCTTNTTAAAANTTTATGANTNCATTANTTGCTTTTNTTGATT 

NANAAAAAGGCCNANANTGCANTNNAAACCTNGTTTCCNNGNCAAAANGGGGA 
Sequence 4391 

GATGGATATCTGC AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I ill I I H I I I I 

""■"""il lAGG AAAAG TCATGGAGGCCATGGGGTTGGCTTGAAACCAGCTTTGG 

GGGGTTCATTCCTTCCTTTTTGTCTAGATTTTATGTATACGGGCTCTTNNAATGTGTGGT 
AGGGTGGGG 

Sequence 4392 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGATCCACAGCCTGTCAGTTGCACCCTNCCTGA 

CACCACCACCGGGACCTGCACAGACTGGNAGTTATTTNCTTGCTNACTGGGGCCTGCCTT 

NCCCAGGCTGGTGTCTTCTGATANCCNAACTGAGGGGTGGGAGGTATTTTGAAATGCAGA 
TTTAATTATTCATGT 

Sequence 4393 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC I II I I M ) I I I I I 1 11 I I I 1 GAAAGACCCC 

ATCAAAGATAGTTGAAGAATGAGGAGAGAAGGATCATGTTTAAGATCCATGTAATCATAC 

ATTAAGAGGGAACACATGGGCAGGGTGTGGTGGCTCATGCCTGTAATCCCAGCAATTTGG 

GAGGCTGAGGCGGGCAAATCACAAGGTCAGGAGTTTGAGTCCAACCTGGCCAACATGGTA 

AAACCCCGTCTNTATTAAAAATCCAAAAAATTAACCGGGCATAGTGGTGGGTGCCTGTAA 

TCCCAGCTACTCANGGAGGCTTGAGGCAGGAAAATCCTTAAACCCAAGGAAGTGGAGGTT 

GCANTGAGCCCANNATCATGCCACTTGCACTTCANCCTGGGGGGACAGTNCNAGACCCCC 

TTTTNACAAAAAGGGAAAAAAAAAA 

Sequence 4394 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGGGGCCCGAGGTACGCGGGGAGCAGGGAA 

CCGCTCAGATACCCTTCCACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCT 

TGCTGTGCTCACTCTTTGGGTGCACACCACCTTTAAGAGCTACAACGATCACCACGACAG 

TCTGCGGCTTCATTCTTGAAGTCAAGCGACACCACAAACCCACCAGAAGGGAGAAACTCC 
AG AC AC ATCTGAAG GAACAAACTC 
Sequence 4395 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 i I M 1 I 1 I 1 I 1 I 111 U 1 AAAGGAAGTAAC 

TCAATCCACTTTAATATTTAGCTAGCATTTATGTTACAGGTCTATGAGGAAGAAATATAC 
TGGAAAAMGAAGAAATACATTTTTTTCTCATTCTGAMGAT^ 

AGCAAAATACACAAATATATGCAAATGTGTGCATGCACACGTGCACACAACCCACAAAAG 
TACTATCTATGAAGGAAAGAGATACCAAGTTCAATTGAAACAGGTATTTAGAAATGATAG 
GGAGGTTGG AAGAAAA GGTGAGAACACGTGAAAAGTAATTTTACTTTTGGTTAACCTTAA 
GCTTGCCAACl Mill 1 CCTTGGAACAGCATTTGNCTTGNTTTCATACCCCC TATGCTCA 
TAT CAAA AACTTAAAACTACTTCGGGATTCTACTTTTGAATTTATAGCCACATGACTAAG 
AT GTTTT GMTATAAGCCTATCCATATGCCCANATAACTTTGAGAACTCTTAATGNCTNT 
TNi i I I l ATGAAAAATTCTATTCTTGATTGTAATTGGGGTTGATGAAAAAAAAATAAAAG 
GGCCAAGGGGCCAANAAAAGGCCACTTTCCNTTAAANGGCCACCCCAAGGGA 
Sequence 4396 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACGCACGACACGGGGGCACTGTCAGTGTGGG 

AGCAATGGTTTACAACCTCCAGCCCTAATCTGAGCACTCTCACCTGTGCAATCTGAAAGG 

AAC AGGAG ACTTGCAGGAMGACAGTGCCTGGATTTAACTTAAAGGAACTAAAAATGTTG 

GAATTTTTACTCTTGATATCCTTCCAAATCAACTCTCTCAATGTTCCCATCCTCAAAACT 

ATCATATGGGGTAACTGAGGCAGTCAGAGATTTACTGACTCAATGTCACTCAATTGATTC 

TGAGTTCACTGCTG ATTA CATCCGACCAAACTGCTTTTTCTGAAGTCTACTCCGTTTAAT 

CATGCTGGTGATGATTTTGTGCGGNTTCTGGGACAAACTTCACCTGGCTGNAAAAAAAAC 

AAATCTTGCGGNGACTTANGTCTTCTGTCATTTNCCATTANGTTCCCAATTTTCTTC 

Sequence 4397 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAGGCCTACGGGAGTCATGACTCCAGGAAT 
AAAGTCTGGGCATATAATTCACCCTGAGCCAMGCAMCTTTAAAAGTGCCATTTAAAAA 
CCCCATAATGGGTAAGTAATGAGTGAATTAGAAGTTTGGTGAATTTTATGTGAAGTGAAA 
ATA AGAAATTTCACT ACACACATAGCTATAATTTACACCATAGGGGAATGGATAGTTATC 
TTG l ( l li tTCTTT TGGGGGCGAGGGGGCTGTTTTTTTATTACCCAGCCACCTACCAATA 
GGGl l l l iGTTTTAAGTCTATTACTTGCTGCTGTTATGGGTGATTATGGAACTGCTGTAC 
CTGCCCGGGCGGCCGCTCGAAAG 
Sequence 4398 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTTTAGAGCACTGACCTTATATCCACTGCCA 

GCAGATTCATCCCAGGGTCCCTGTTCATCTGGTCAATTTACTTCCTCTGCTCCAGCAGAC 

CTTCTTTGTTCATGTCCTCAAGACCCTGTTTTCGGGCAGCACTTTGCTGTGGACCTTGCT 

GGACTGAACAAAGGAGGACCAAGGCGGGAATAAAGACAAAGACTGAAGAGTATGTTTTGA 

AGAAGGGGGTCAGGGGACTCCTTGCTTCTAGTGAACAAGGGCCCCCGCGTACCTGCCCGG 

GCGGCCGCTCGAAAGGGCGAAATTNCAGCACACTTGGCGGCCGTTACTAGTG 
Sequence 4399 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGCAGGGAACCGCTCAGATACCCTT 

CCNCACCGNGGAAACTTTGTTCTTTACCCTN7TTGACGAAAAATCTTGCTGCTGCTACAC 

TCTTTGGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTTCTGCGGCTAC 

ATTTCTTGAA AGTTC AGCTGACACCTCATTACTCCACTCANNAAGGGTANGNAAACrCTC 

ATNACAANTATTTTTGAMGGGATACCAANACTTNNCANNNACNCCAMCAATCTTTT 
Sequence 4400 

CGCCAGTGTGATGGGATATC TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

n i i M M I I I I I I I I I N N | IGTAGAGATGAGGGCTTGCTATGTTGAAAAGCCTGATT 

TCAAACTCCTGGCCTCAAGCAATCCTCCTACCTTGGCCTCCAAAAAGTTGGAATTACAGG 

CATGAGCCCCCACCCACCCATTTAAAMTTTTTCTATAACCTTTTGCCAACTTAGAATAT 

GCAAAAAAATTATATTTAATTATGATATGAATTTCACTTGTTTTCTGGGGTAAATACATA 

TTGGAAGGTTTCATATCTTGTTTCAAATTTCATTTAAATGAAAATATTTCAAM 

TAG ^G AGCCTTATAAATAATATGGGCACACCATCAATCAATTTGCCAGAAAAAGATCT 

TGATTTTGCTCTGCANATGTCAAGCTTGAAAGCCTGAGCAGATAAATGAACTTAAATTTA 
A 

Sequence 4401 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCGG 

AAANGATTCTGAGTGAGCAGGTANNAAGTTCTCACGTCCATGCTGTGTCC 

Sequence 4402 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGGGACCTCTTTATCCACAGAGGTCCACA 

TATCMC CACT CATTACATTATTGCTTAATGAAAGCTTGTGGATTTTTTTC7TCTAGAAA 

CTGCATGTTTTCCTCTTCCAAGAAGTGCTTGTGATCACTCGAGCCGTCACCCACAATGAG 

CAGCTTTGCTACCGGCTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4403 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGGCCTACGGGAGTCATGACTCCAGGAATA 

AAGTCTGGGCATATAATTCACCCTGAGCCAAAGCAAACTTTAAAAGTGCCATTTAAAAAC 

CCCATAATGGGTAAGTAATGAGTGAATTAGAAGTTTGGTGAATTTTATGTGAAGTGAAAA 

TA AGAAATT TCACTACACACATAGCTATAATTTACACCATAGGGGAATGGATAGTTATCT 

TG u \ in iCTTTNGGGGGCGAGGGGGCTGTTTTTTTATTACCCAGCCACCTACCAATAG 

GGTTTTTGGTTTAAGTCTATTACTTGCTGCTGTTATGGGTGATTATGGAACTGCTGTACC 

TGCCCGGGGGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCCGGCCGTTACTAAGTGG 
ATCCNAAN 

Sequence 4404 

CCCTTAGCGGCCGCCCGGGCAGGTNCGCGGGGAGCANGGAACCGCTCAGATACCCTTCCA 

CACCGTTGGAAACTTTGTTCTTACCCTCTTGACAGAAAAATCTTTGCTGTCTGCTCACTC 

TTTGGGTCCACACTCACNCTTTTAANAAGNCTACAANNGTATACACTCACGTACAGTNNN 

TGCTGGCATTTCATNTCTTTGNAAGTNTCATGTCGACATCTCACTAATACTCCACTCAAG 

NANGTGGGAGTAATACCTTCCAGTACCATCAATTCTTGTAAAAGGTATNCNAANACCTTC 

TNCATGNAACAACCAATCCAATTTCTTTTTTAATCAAGGCCTTGGTTAATCCAACNACCA 

NCCTTNTTTGTANTANGNNGTCCCCAACCGGGGCTTNTTCAATTT 

Sequence 4405 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTNTGGTG 
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CGGAAATGATTCTGAGTGAGCAGGTNTNAAGTCTCACGTCCTGCTNTGTCCANAGTTTGG 

TTCCTTCCAGAGGGTTTCGTGGTCTCGANTTGGCCTTCAAA 

Sequence 4406 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACATTTTGTCACGGA 

GTCCACAGAGCTGAGCTTTT GAGCA GACTCTGAGAAGTATCATTGCTTGTGTTGAAAGAA 

TCAACAGGATTTMGTTTCTCTTTTTAAAAATTGCACTGAAGAAAGGCCGGGCGCGGTGG 

CTCCCCCTGTAATCCCAGCGCTTTGGGAGGCCGAGGCGGGGGGATCACGAGGTCAAGAGA 

TCGAGACCATCCTGGCCAACATGGTGAAACCCCGTCTCTAATAAAAATACAAAAATTAGC 

CGGGCATGGTGACGTGCACCTGTAGTCCCAGCTACTAGATAGGCTGAGGCAGGAGAATTG 

CTTGAATCCGGAGGCGGAGGTTGCANTGAGCCCAGATCGTGCCACTGAACTTCAACCTGC 

CAATAGAGCGAGACTCCNTCTNAAAAAAAAAAAAA 

Sequence 4407 

CCCTTA GCGTG GTCGCGGCCGAGGTACGCGGGATTGTGACCCCGTTGCATGAAGTCAGGT - 

NTGGAGTTTTTCCACTTGNTGGTTATCATTGTTGCTNGTGCTCAAGAAGTTACTGATnT 

TGGTAACATTTTGGATTTTGGATTTTTTCACATTTANGGGATACCTAA 
Sequence 4408 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGT 

GACACTCAACCTGGTTAGTCACNTGGTTTAATATTNTTCAGTCCAGGTTTGTATCAATGA 

GCCTTCTCGATCTGGGAAGTGGTTGAAAATATTGAAGACTCCCTAAGGTGCTTTATCACC 

AGCTCCCTCGTTCC ACCAGC TTCCTTNCNATGGACCCCTTTCTCAGTGCCATTCNCAAAA 

GTAANA CGTTTT CNCTTTTTTNCCCACCTTGGATTCCANTAATTTAACCACTTTTTTATT 

CAATTCCTTTTTGGGGGNGGAAAAAAAAANGNTTCTATTCNCCCCNAAGTTTTCTNTTNG 

TAAATTTCCCCCTTGNTTGGGNCCCCANGGTTTGTAAANATTAAANGTAAATANGNTAAC 

CGNTTTNNCNANGGGAATAATGNCCTTNNTAGGNCCTTTTACNAAGTGGTTTCCCCCTNT 

TNGAAAGNGGGGGNTTACTNTTNACNTTNAAAAAAGG NGG 

Sequence 4409 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAAGCCAAGATGCCCATTGTG 
GGCCTGGGCACTTGGAGGTTCTCTTCTCGGCAAAAGTTGAAAAGAANNCGGTGAAGGNTG 

Sequence 4410 

CCCTTTCGAGCGGCTCGCCCGGGCAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGG 

ATGACACTCAACCTGGTTAGTCACTGGATTATNATTNNAGCNTCANGTTTTNNTTNAAAT 

AAGACCTNTCNAATACTTGGNAAAGTTGGTNTTGAAAATTTCTGAGTACCCTCCATNGGT 

GCCTTTTANANACAAGNCTCTTNTANGTTATCTACGCTAGTCTTTNACTTNACNATGNGG 

CGNTANTCNCNAAGTGGCCAT7TNCNAAAGTAAAACTGTTATTCCNCTTTATTTNTCAAT 
CATTGGNATTCCAATT 

Sequence 441 1 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAAATAGACGGCCGTGTCGTCAGATCTCAGGC 

TGCTCAGCTCCAAGTAGGCGGTGTTTGTGGACATGTCCCTGGTCATGGAAATTCTGCCCT 

TGAATCTCTGTGCATACCCTGAGCTACCACTGTTAGGGTCCATCCACCCCATCCACTCAA 

GGCCTTGTCCAGTGGCCTGTCGCACCCAATTGAGATGAACAGTGGTGAAGGTGTATCCAN 

AAGCCTTACAGGAGACCTTCACTGAGGCCCCAGGCTTTTTCACCTNAGCCCCAGACTGCA 

CCAGGTGCACCTGGGAGTGGGCACCTGTAGATGCCNCCACCAA 

Sequence 4412 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAAGACGCTGCTAATTGACTGCCACTTCG 

CMCTCAGGGGCGGCTGCATTNNAGTTAATGGGGATCAAAATGATTTCACCTTTTTTATT 

GATGCTTCCAAANNGTTGCACTTGGCCTTCTCTTTCCCAACTGTACAAAATGTCCCAANA 

GGTTTGGAGTAATAANATGGAANCATTAAATTTTTTAG 

Sequence 4413 
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CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I 1 1 I I II 1 1 I 1 1 | | | 1 1 GGCGTGGAGAGCA 

AGTGATTTATTAAAGCAAGACNTTTGAAACCTTTACATTCTGCAANTGNGGATCAGGGNT 

GTCATTTGAAAGACAGTGGAAACCAGGATGAAAGTTTTTACA 

Sequence 4414 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGACAATGTGAAGTTAGGACTTAAGTAAAGG 

TAGTATTTATTTACTAAGMTAAACTTTCTTTTAAGAAGTATATAGAAAGTAAAATAAAT 

AmGnGCTTTATATTCAGCCATACTTTTCTACTCACCCTGGGCTGCAAGGCAAACAAC 

TATTTTATTATTATTATTACTTTATAGAGACGGGGTCTCCTTATGTTGTCCAGGCTGTTC 

TCNAACTCCTGGGCTCAGGGGATCTTNCTGTCTCAGCCTCCCAAAGTACCTTNGGCCGCG 
ACCACGCTAAGGGCGAAT 

Sequence 4415 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGAGTCACACAGCTCACGAGTCAGTGGCG 
GGACTGGAGATTACACTGAAGGTTGGTGCACTGTGCTCCCTGCTTCTGTGCAGGTGTCAC 
CCTCCTCCACCAGGCAGACTTTGAGTCGTGCAAACAGAAAAGATGCTGCCCACACTTCAG 
^CATG^TCCAGTCCCCGTGAGCTACCCCCAGCAGGCTCCTGTACCTCGGCCGCGACC 

Sequence 4416 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGTGTCCCATATTTTTCAGGGATAAAG 

ACATAGAGCTACAGGTAATCTCAGATCTCAGTGTCCAGTAATATTTATTTTATAAGAGAA 

AAAAACCGAAACCATAAAAGTTAAATGACTGGCCCAGGTATACATGCAGCTGCTTCATGC 

AAAAGTCCTACCAGGAGCC CTTACC AGCACCACTGTCTCAGCAGTTTATCCCTGACTTTC 

TGCTTGCTGCCAGTGAATTGTTTTTGAAATCTTTTGGAAAACTTAAATGTGTTTGGAAGT 

ACAGTAGAGTACTTAATAAATCACTAGCTTCTGTGTATGTATGGATAAGATTACTTATAA 

TTTATAGTCAGAAGCTTTGTCATCTAGATTGGCTTTTTTAGATTACCATACATGGATGCA 

A I I I I ATGAAGTGGTGTTTCTTAATGAAATAACTATGCCCTCAAAGACCTCATGTNATNA 

AAAATTCCATTATAGAAACAGTANTTGGGGGACAGGAAAAAAAAAAAAAAAAAAAA 
Sequence 4417 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGTGCACCAAGATGGCCGCCCCCGT 

GGATCTAGAGCTGAAGAAGGCCTTCNCANANCTTCAAGCCAAAGTTATTGACACTCAACA 

GAAGGTGAANCTCGCAGACATACAGATTGAACAGCTAAACAGAACGAAAAAGCATGCACA 

TCTTACAGATACAGAGATGATGACTTTGGTAGATGAGACTAACATGTATGAAGGTGTAGG 

AAGAATGTTTATTCTTCATTCAAGGAAGCANTTCCANGCAGCTGTTTNAGAAGCNGAAAA 

TNNCNGAAGAAAAAATTAAAGAACTAGAAGTNAGTTTTTATTGGCAATAGGAGTTAACTT 

TTGGGAGAAAGTANTAATCTTATTGNGTCATATTAAATGAAAATGTATGCCTGCCTGCCA 

AAAGTAATGGCATATTAATTTTTAATTTTCTATAAT 

Sequence 4418 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGACCTGCTGT 

GCTCTTGCTTGCACAGTGTCCTGGAGCTGGACCTGACTCTGGTTTTNCAGNAANCAGTTG 

GCTAAAGGCAGCAAGCTGCTTCCTCTGCTGCCTGAAATACCAGATTCCCAATGGCGAAGA 

TTGAGAAAAACGCTCCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAG 

ATGGAGTCCCTACGTTGATATTATCAAAAGAATGGGTGGGAAAAAGTCTGTAATTTCCAA 

GCCAAGCCTGATGATCTTATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGC 

CGCTCGAAAGGGCGAATTCCATCACACTGGCCGGCCGTTACTAAGTGGATCCGAGCTCGG 
TCCAAGCT 

Sequence 4419 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCCACAGTGTGGGAGTGGGCCCAAGCATA 
GGGGCTCMGGGTNCTGTMCAGMTTTTNGGGGATTTAAATCCCTTAGAGGTTTCCATT 
GGTTACTTTGTGTATGCCCTATGTAAATGGAGATAATATTTCCCGGCATAGCTGAAGTGT 
GAATAGGCCTTATGTTCTATGCCTCCAGATCCTATTTTCCTGCCTCATTTCCTCCCTGAG 
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AGATGTCATCCCCATAAATCT7TATGGGAGGTGGAGTGACTAATGGTCTTTCTTCTGTAA 

CTGCCTCATGCTGGCTTGAAGCAAAGTCCCTACCTATTGGGGATCACGGAACTGTCACCC 

TGCTCTGTCTAGTGGAGGCANAGTAGCTTCTTGATGCCCAGGGGTGGTGTCTTCAACTGG 

AACTGGCTGGAACATTTGTCACATGATCTTCTGAAGCTTGATNGTCTCTGGATGCCATCC 

AACAGTGGAACCGACTCCTTGTCTGGAGAATNCAGTNGACAGCCTTGCCCCATCTTNAGA 

ACCCAGCNGCTTGTGCAAAAGGCAACCCACCACTTTTAGCCNGCAAAATGGGCCAAGCAA 

CTTGAGGCTTCCCCACAANACANCCCTCCAAGAAGCTGCTTGGACCTTNCATTCAAGCCC 

TGTGAGAAGGGAAACCATTGCANTTCTTTATGGGAGCCTCCTTCAAGGNTGAAAANCNTT 

NAATTTCAAAAAAAACTTNGNGGCCCCCNTTNAANA 

Sequence 4420 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACTGTGGTTATGCCGGGAAAAAGACACAAGTC 
CTmcCTTGAAAGATAMCAATGAMTAT^^ 

TTAAAATATATTAACACAAAAAGTGTGAGGAATAAATAAAATATGAAGCTGATGGTTTGC 

TGACAGATACATTGGGTTCCCCGTACTATTCATTCCTTTGCCTTAAAAATAAAAACACTC 

AAACAAAATTAGAAAAAAAAAAAAGAAAAAGAAAAAAGTACCTCGGCCGCGACCACGCTA 
AGGG 

Sequence 4421 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTN rTTTTTTTTTTTTTTTTI I GGATGGGTAG 

TATCATGGCATGCTTGTATGCTATCANAAATACTCTGGTAGAAAGGGAAAATATAATGCT 

GGAGAGAAGGATGATAACTGTAGGAACAAAGTTCTTCATTTGACAAAAAGGAATGGGATA 

TAGTACACACTTGGAGCTTAGGCTTTAAATAAAACAGAGACAGGTCATCCACAGGAAAAG 

GCAGAGTAGATATATGGGTGCTTACAGTGAATAATGAATTAGAGTAAGCCCCTGAGAATT 

GTATCACCTACATATAAAAAGCTAAACTCAAAATCCAATAGCCCTTCCAAGATTAGAATA 

TTTAAGATGGAAAC ACAAAGC T AATAC AACCTTTTCATTACTAAATCTAGTTACATGCAT 

ATCAGGAAGAGAGG I I I I I I I GTTTTTGTTTTTCCAAATTCTTCTCAGGAATAAGACCTA 

CCTGGACTCTCCACTCTCTTATAGTGGTATGGGTTGATACAAACTTNTTTTTGCTTANAT 

CCCAAAAAGGAAATTCACAAATATNCCACNGCTTTAGCTCATGATGACTTTGCAAATNCC 

GGCAGGGCCCAACACNANAATTTTTTAACATGGGGTAAGCCCTTTTNTGTGANAAAACCT 

GCAGGCG TTCATN TTAANATCTGGGAATAGGGCCCCTTTACCTCGGGTGGCCTGGACTGG 

TNAAAGNNTTTTTCCAGTTCCTTCATNGCACCCTTTTTTTTT 

Sequence 4422 

GATATCTGC AGAAT TCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACI rTTTTTTTTTTTI 
TTTGCTGTTGTTTTCrrCTCTGTCTTTTTMCTTTGCAGA^ 

TC^CCCTGTTCAGGACGTTGGTGGCCAMCAGTCCCCTTTTGTTAAGCGAGCGTCCCA 

TTTTTGTTTCTCTTGAMGGTGCCCTCCGGGACMGCAGANCCTTTCmGGGCTGTTTA 

TAATTGAGCCCTGAAGAAAAACAGAAATCATTCTAAACCCAGGCCAAGTGCCTCCTTGGC 

CTAGCTAGGCAAAGCTAAACTCACACAAGATGAAATCTAACCAGCTGGTTACCTGAGAAC 

CACCTTCGGGAGTTCTCCGGCTTGACTGCTTTCGCCTTGGCCACCATCTCGAGCTCCANC 

GACAGCTGAGGGGTCAGGGCCTCTCTGTGCAGAAGAGTAGGAAGAGAATCATAGCTGTTG 

GTGMNGTTAAGGTTGCATTGTTTGAAAGGGTCCTATGTCAGCTTGCAAAATGCTATGGA 

TCTGTAAGAATCCTGAAAGAAATGGGTTGGAGAAAAAATTTATGACCCGTAAAGTCTAAG 

TTGTCTTTGAGTGGNGCAATTTAACCAGGMTTTTTCTNTTTTCGGCT^ 

AMGTNCCrTTTAAAAMTGCGGGGGGATCTATTTTTTTCTTAAm 

TTNATAAGTTTAGCCCCCTTGAATACTTTTGGCCTTTTTNTTTTTGC 
Sequence 4423 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGC 
GGAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGTGTGTCCAGAGTTGGTTCC 
TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 
TGTTACAGCTGTTAAAGATGTTGTGTCTGGAGTTTGTTCCTTCAGATGTGTCTGGAGTTT 
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CTCCCTTCTGGTGGGTT 
Sequence 4424 

CCCTTAGCGTGGTCGCGGCCG AGGTAC I ITTTTTTTTTTTTTTTTI I NGGTTTGGGTTTT 

M I I u I I H I I I II I M I I I I I I I I I I | I CCGNAAAAAANNGGGNTTNTTNNTTT 
TTAAANCNGNAAANNNCCTTNNNAAAANN I I I I I I I I { I I I A AANTAATTCCCCCNAANN 
AANNAAMTTNAAANCC NCNG GTGNNCCCCNCCANNNGNAANANTATTCCCTTNNNTTTN 
ANGGGGGGGGGCCCANTTTTNTTANCTTNANNNTGGAAAANCNCNAANCNNGAANTCNAA 
^ ^ CS.^VXKCj C3 Cj ^j^^>tsl M~l I^M IM^VA^/KC^^SQC^C^C^C^ <j CjCj^V^VXV^V/V^XV/X.tsI €3 CS~1 — 1 — T"C^^^ ~1 — T" 
ITTTTTTTn ICCCNTTT AAAAN CNTTNCCNNAAAAGGNGGTTTNCCTTTNGANCGGCCA 
AAAAANTmAAAAAAAATTTTTANNNCCTAGTTGGAAAAGGCCCAMNA 
NTTATT TTNGNNN NCNNCCCAMNGGGGGGATTTTNTAAAAAAAAAMCCCNACAAGTTT 
TTNGGNTTTTTTTAAAAAAAAATTTTTA I 1)111 1 IA AAAAAN 
Sequence 4425 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGCAGGGAACCGCTCAGATACCCTTC 

CACACCGTGGAAACTTTGNTCTTACNCTCTTGACGAAAAATCTTGCTGTGCTCACTCTTT 

GGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTT 

GAAGTCAGCGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATCTGAAGGAAC 

AAACTCCAGACACAACATCTTTAACAAGCTGTAACACACACTGTGAAGGTCCACGGCTTC 

ATTCTTGAAGCCAGCGAGACCACGAACCCTCTGGAAGGAACCAACTCTGGACACAGCAGG 

ACGTGAGACTTCTACCTGCTCACTCAGMTCATTTCCGCACCAACCATGGCCACGTTTGT 

GGAGCTCAGTACCTCGGCCCGCGACCACGCTAAGGG ■ 

Sequence 4426 

AATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACCGACCTCTCTTTGTAAATGAAAATTA 
CTCTGATTATTAAGATGTTNAAGTATATCCAACCGTCCCAGACCACATTGGCCTATTTCC 
TCCTCTTGGCAACACTGCTCGGGTTTTCCCCTCGCATCATCCTTATGC 
Sequence 4427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGGTTTCCAGGAAGCAGTTTGACTA 

AAGGCAGCAAGCTGCTTCCTCTGCTGCCTGAAATCCAGATTCCCAATGGCGAAGATTGAG 

AAAAACGCTCCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGA 

GTCCCTACGTTTGATATTATCAAAAGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAA 

GCCTGATGATCTTATTCTGGCAACTTACCCAAAGTCAGGTACCTCGGCCCGCGACCACGC 
TAAGGG 

Sequence 4428 

CCCTTAGCGTGGTCACGGCCCGAGGTACTGAGCTCCACAAACGTGGCCATGGTTGGTGCG 

GAAATGATTCTGAGTGAGCAGGTAGAAGTCTCACGTCCTGCTGTGTCCANANTTGNTTCC 

TTCCAGAGGGTTCGTGGTCTCGCTGGCTTCAAGAATGAAGCCGTGGACCTTCACAGTGTG 

TGTTACAGCTGTTAAAGATGTTGTG 

Sequence 4429 

TGATGGATATCTGCAGAATTCGCCCTTAGCGNGGNCGNGGCCGAGGTACTNAGNCCTCTC 

TGGGATAGAAGTTATTCAGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCAT 

CAGATGGCGGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGG 

TCCCTCCGCCGAAAGTGAGAGGGGTATTATAATACTGTTG 

Sequence 4430 

CCCTTAGCGTGGNCGCGGCCGAGGTACNCGGGNAGGGAACCGCTCATATACCCTTCCACA 

CCGTGGAMCTTTGTTCTTACCCTCTTGACGAAAMTCTTGCTGCTGCTNACTNTTTTGG 

GNCCACACCACCTTTAAGAGCTNCAACGATCACCACNACAGTNTGNGGCTTCATTCTTGA 

AGTCAGCGACACCACAATACCCACCAGAAGGGAGAAACTCCAGNACACATTTTGAAGGGA 

ACAAACTTCCAGGACAACAACATCTTTA 

Sequence 4431 
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CGCCAGTGTGGATGGATATCTGCAGAATTCGCCCTTAGCGTGGGTCGNGGNCGAGGTACN 

CGGNNGAATGAACTACTTTCATGAGCAGCTGTAGCAGGCCTGACCACAGATTCCCAGAGG 

GCCAGGTGTGGATCCACAGGACTTGAAGGTCAAAGTTCACAAAGATGAAGAATCAGGGTA 

GCTGACCATGTTTGGCAGATACTATAATGGAGACACAGGAAGTGTGCATGGCCCAAGGAC 

A AGGA CCTCCAGCCAGACTTCATTTTATGCACTTGTGCTGGCAAAAGGAAAAAGTCTAGG 

NTTTTAAAGGCTGTGCCAAGAACCCATTC 

Sequence 4432 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAN iTTTTTTTTTTTTTTTn I NTATAAN 
AAGTACTTTAATAGCTCAAACTCANAGTCATCGTGCTCCCAATTCCAAAGAGATTCCTAA 
AAGAGGCAACTTCGGCCGTTTGAGAAGCCAGCNCTCACCCACCCGGGGTCTCTGTGCATT 

GACCTTTGGGTTGCTGACTTTGGANAAAAAGCACCANAACACCGACCAGGTCCCATTCCT 

GGGCTCCCGNGGGGGGC 

Sequence 4433 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGACCTGCTGTGCTCTTGCTTGCACAGTG 

TCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAGCAAGCT 

GCTTCCTCTGCTGTCTGAGATACCAGAACCATACAGAAAGACATGCAAAGCACACCAAAT 

TGTCTACAGCTTAAGATCAACAAAAATCCTTTTTCATTAATTATAAATTCACAGAGAATA 

TAAACAATGATCCTTATTATCCCCTTTACTGGCTCACACAGGGAGAGAGAAGCCAAAAGC 

CCAACTGATTCCCAATGGCGAAGATTGAGAAAAACGCTCCCACGATGGAAAAAAAGCCAG 

AACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTTGATATTATCAAAAGAATGGT 

GGGAAAAAGTATGTAATTTCCAAGCCAAGCCTGATGATCTTATTCTGGCAACTTACCCAA 

AGTCAGGTACCTGCCCGGNCGGGCCGTCGAAA 

Sequence 4434 

CCCTTAGCGTGGTCGCGGCCGAGGTACTC 1 rTTTTTTTTTTTTTTI I GAGACACAGNCTC 

GCTCTGTTGCGTAGGCTGGAGTGCGGTGGCATGATGTCAGCTCACTGCAACCTCTACCTN 

CCGGGTTCAAG CGATTC TT CCACC TNAGCCTCCTGAGTAACTTGGANATTACAGGCCACC 

ATGCCTGGCTGATTTTTGTATTTTTAATTATG AGACTNGGGTTTTC N CCATGTTTGGGTC 

AAGGCTTGGTCCTNAAAGCTTCCTGGACCTTCGGTNATCCCGNCCCAACCTTTGGGCGCT 

TTCNCAAAAGANGGCTTGGGGMTTTNCCAAGGCNNNTAAAAGNCNCAACCCAATTGGCC 

CTTGGANCTTAAAAAATTNTGCTTTNTAATTAATAACCTCCTTTTTNAAAAA 

AAATTGGTTT TAGTA ACCCCTTTTGGGGTNmAAAANTNACCCCNATTT 

TCAAACTTAA I i i i I GGNAAATTTNGGGTTTANNGGCNNTTTNAAAANGGGGGGNGGTTT 

TGACNAAAAAAATTNTNTGAGGGGA I 1MII1 1 NAANATTNGGTGAAA I I I HI 1 1 U 

Sequence 4435 

CCCTTAGCGTGGTCGCGGCCGAGGTACNCGGNGAGCAGGGAACCGCTCAGATACCCTTCC 

ACACCGTGGAAACTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTT 

GGGTCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTT 

GAAGTTCAGCGACACCACAAACCCACCAAGAAGGGGAAGAAACTTCCAGGACACATCTTG 

AAGG N AAC AAACTCC AG AC ACAAACATCTTTAAC AG N CTGTAAACACACACTTGTG AAAG 

GTCCCAACGGCTTTCAATTTCTTTGAAAGGCCANCCGAGGACCCANCNNAAACCNCTTTG 

GGAAGGGAAACCAAACTTCTTGGNACACANGCAGGGACGTTGAGGACTTTTNTTACCCCT 

TGCTCAACTTCNANGAAATCATTTTTCCGGNAACCAACCCATTGGGGCCACCGTTTTTGN 

TGGGGANGCTTTCAAGTTACCCCTGGCCC 

Sequence 4436 

CCCTTNCGAGCGGNCGCCCGGNCANGNACNNAN H rTTTTTTTTTTTTTI \ AAGANATGA 

GACCTTGCCATGTTGCCCAAGCTGGCCTNACACTCCCAGGTTCAAACAATCCTCCCAACT 

CCTGANTAGCTGGGAATTACACCACACTCAGCAACCACCATATTCTNTTATCCCCAAACC 

ACCTTCACCTGCCCCACACAGTCCANTTTTNTCCAAACCAAGGGCTTCACTGGGGTCTTC 

TTTGCCAGGGGAATTATCTGGGGAGGATANCACAGTTTTAAAAAAATTTTTCAAAAANNA 
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AAGGGAAGGGAAAGGTGAATTTAAATTTTTAATGGATTNATGGCCCCTTTTTGTCCCTAT 

CCCAANCNTNAAAAAATTCAATTTCC 

Sequence 4437 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCACAGGCAAATTAAGCAAAAAGGACAATG 
AAGAAAGAATGCAG GACTC AGGCGCTGCTCTAGAATTCATTCAGGGCTCCCCGAGTGCAG 
CAGCTCTTATGGTGGTTTTGTTTT™^ 

ATAGGGAAGCTCTAGAACACAGGGAAGGTGACTACTAAGCAAGGAGAAMGTATCTTTTA 

AGTGGGGAACTACCAGCCTATTAGGTAAGGTCTATCTGGTTAAAAGTAAGTTATTTATTG 

AAAAATCTTAGCCAGTTCTGGGGTCCTTTGGAGMGGGCATTTAAAAAAAAGCAAAAACC 

^^33^3"'"^^^^*^^"^^"'"^ T"GC3 ATTTTTT^G AAAG ACXXC AATT~TT"I\I CCACXTM AG AA/VAA1TT 

TATTTTGGGAAMGTTTCCCTATTNGGGTCMNGNTAAATTTTTTNGGTTGGNA 

T 

Sequence 4438 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATCAT 

CAGGCTTGGCTTGGAAATTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGTAG 

GGAC TCCATCTACTTCCATGATGTTAAACAGTTCTGGCTTTTTTTCCATCGTGGGAGCGT 

TTTTCTCAATCTTCGCCATTGGGAATCTGGTATCTCAGGCAGCAGAGGAAGCAGCTTGCT 

GCCTTTAGTCAAACTGCTTCCTGGAAACCCAGAGCCAGGTCCAAGCTNCAGGACACTGTG 

CAAGCAAGAGCACAGCAGGTCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGGCCG 
Sequence 4439 

CCCTTAGCGTGGTCGCGGCCGAGGAACTN I H 1 1 I I 1 H H 1 1 11 I H 1 I ATTTTTTANC 

NNCNCCCCNGTTANTTACTNTTGATTTCTTTTCTTTTN I < I I I I I f TA AGTATGGAGGCT 

CAAGTATAAN ATGTAGA I I I I I I I CTTAAGCTTTACAAAAAAACAAAATAAAACAAAAAC 

CTCCTTTTGNATNCCATANAAATTGACNGAAAAGCACCTGNCCGGGCGGCCGCTTNAAAG 
GGC 

Sequence 4440 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTGTTGTGTCTGTTAGGTCCAGCTGGTATGA 

TGCTGTTCAAGTTCTGTCTTGCGACTGATCTTCTGTCTGGTTGTCCTATCCGTTACTGAA 

AGTGGGCTACTGCAGTCTCCTACTCTTACTGTAGAACTATCCATTTCTTCCTTTGATTCT 

GTCAA TGTTT GTTTCATATATTTTGGGCTCTGATGTTTGGTGCATATATATTACATCTTG 

GTGAATTTTCAAACTTTTTAAATTTCAACATGAAGATGAAATTATAGGATGTCCGGGAT^ 

TCCTTTGAATCCGTGGGGCTGGGAGTAACTATAAATGAAACAAGATTGGCCGGGAATTTG 

AGGCTGCAAGGATAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4441 

CATGGATATCTGCAGAATTNAANNTTACCNTGGNNGCGGCCGAGGTACTTTN I I MINI 



I I I I I I I I I I NCCATGGTTGGAGCGGAAATGATTTTGANTGANCANGTNNAANTNTNACG 

TCCTGCTGTGTCCAGAGTTGGTTCCTTCCAGAGGGTTCGNGGTCTTGCTGGCTTCAANAA 

TGAAGCCNTGGCCCTTCACAGTGTGTGTTACAGGCTGTTAAAGATGTTGTGTNGGGNCGT 

NNCTANANGNNANCNNNCNCGGGACNAANTCCCTTCTGGTAANNNGCCNAAANCCNNTTC 

GACTTCAAGAATGAAGCCCGCNANACTTNTCTTGGTGATCGTTGTAGCTCTTAAAGGTGN 

TGTGGACCCAAAGAGNGAGCAGCAGCAAGATTTTTCNCCAAGAGGGTAAGAACAMGTTT 

CCACGGTGTGGAAGGGGTAATCTGAGCGGGTTC 

Sequence 4442 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I rTTTTTTTTTTTTTTTTI 1 NTGGTTTTATT 

M 1 II 1 M M M M I M M I M I M I M I M M 1 I I 1 I I t 1 [ M I I I I I 1 M 1 I I I 1 I 1 1 

M I n I M I I M M I M I I I I M 1 M I NAAAAAAAAAAAAANCCNNNNTTTTNGGNAAAA 

NNTTNAAAAAAAAANNNNNAN I I I I I I I I NCCCCCCNNNAAAAAAAAAAAANNTNTTTTN 

AAAAAAANNNGGGGTTTTTNNTTNNGGGGNNAAANGGGAAAAAAAAAAAGNGCCCCNCCN 

NNGGGGGNNANNANTTTNNTTTXAAAAAAAAAAAAMCCCCCNAATTTTNGGGGGGGGGN 
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NNTTTTTNCNNNNNTTNAAAANGNT1TNCCNAAAAAAAANNCGNGTTTANANTTTTTGNG 

GGGGGNTNNNGGCCNAAGGGGAAAAAAAANNAAAAAAANNG 1 rTTTTTTTl I NNNNNANC 

CCCAAAAMCNCCNTNGNMTAAAAAAAAMNGGGGGNTTTTTTTNCCCCCGGGGGNNNT 

TTTNTAGGGNCCCCNTTTTTTGNGNNNNAAAANAAACCCCNCTATANGGGTTTTTTNCCC 

CCCNCTTTNTCCNAANNNTTTTTTTNGGGNNAAAAAAAAAAAA 

Sequence 4443 

CCCTTAGCGTGGGCGCGGCCGAGGTACTAATCATAGCCCATAAAGGGGAAGCCGTGCAGT 

TGGAAACAGCCATGCCTGGTGCAAATGCTGCCATTGTTTAATTGTTGATGATGCTGCATA 

AGAATCCTTAAGGTAGAAGCAATCTTGACCTTTTTTATTTTTGCAGGCCCCTGCCAGTGC 

CCTTCTCCAGACTATATTCTTAAAAATTAAAGTGCTTTGGTTTGTAGAGTTGACTGTATG 

TATCTCCAAAATGAATATGCAGTAGTGA I I II I I I I I I CCTCCCTGATCTCTTTCCTGCT 

TTGGTAATTCTGTGAGGGTATAATCATATTGGGGCTGTCCTTGGCAGGTTAGGTGACATA 

CAAGAACATGCGGTTCCACAGCAGTCCTGJCATTCTCGGGTAAGAACATCAAAGTGAGTT 

GCAGCACTTTCTGCATTCATACACGTAAATCTCAATCT 

Sequence 4444 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGTTGAACATCCTGCTACACTAGTTTGAAT 

CTTTACTATCTTTGTATGTMCAAACTTGTCTTACTTAGTCCAATTGGGCTGCTATAACA 

AAACACCATAAACTGGGTAACATAATAAAAAGAAAGTCTATTGCTCCCAGTTCTGGAGGC 

TGGGCAGTCCAAGATCAAGATGCCAGCAGATTCAGTTCCTGGAGAGGGCTCACATCCGGG 

TTTATATAACAGTGC7TCCTCACATGGCAGAAGGGATGAATGAGCTCCTTTGGGCCTATT 

TTATAAAGGCACTAATCCTATTCATGAGGGCTCCACCCTCATGACCCAATCACCTCCCAA 

AGGCCCCACCTCCTAATACTATCACCTTAGGATTTCAACATATGAAGTGGAGGG 

Sequence 4445 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAGTGTGGTTCTAGGACCACCGGCATCACTTG 

GGGGCTTGTTAGAGATGCAGAGTCTCAGGCCCCACCCCAGACCTGAATCACACACTGCAT 

TTCAACAAGGCCCACAGGTGACTGCAGCGTGTGTTAAAGTATGAGAAATGCCACCAGGGA 

GGAGAGGCCCACACCAGTCCAGAGACTAGTGATTCAGAGCATCACTACCCAAGAGAACTT 

TACGCAGTGATGCAAATGTCCCGTCTGTCTCTGTGCTGGCCAGAATTAACCGCTAGTCAC 

ATGGGGCCTTTGAACATAAATGTGGCTAGCACAACTCAGAAACTGAATATTAAATGTAGT 

AAGATTTCGTTCATTTCAATTTAAAGAGCCACGTGTGGCTAATGGTAACAATACTGGACA 

GAGTTCTAGTTCTAGAGTGCGGCTTTTCTGTTGCCCCAAACTTTTCAGTGCACCTGAGCT 

GCAATGGGCTGGGAAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAA 

Sequence 4446 

CGCGGCCGAGGTACGCGGGGGACTCGCTTTCCGTGCGGTGCGGCGAGTGAGGCCCCGGTC 

TTCCTCCTCGTCCTGCCGCAGGGCCAGAACCCCTGACGGTATTCAGCTGCGCGTAAGTCT 

GGCCGGTGCCATCTGTCTCCGCAATGCCCCCCAAGAAACAGGCTCAGGCCGGGGGCAGCA 

AAAAGGCGGAGCAAAAAMGAAGGAGAAGATTATCGAAGACAAAACTTTCGGTTTGAAGA 

ATAAGAAAGGAGCAAAGCACCATAAGTTTATCAAGGCTGTCACACATCAAGTTAAATTTG 

GTCAACAAAATCCACGTCAGGTAGCACAGAGTGAAGCTGAAAAGAAATTGAAGAAGGATG 

ACAAGAAGAAAGAATTGCAGGAGCTAAATGAGCTGTTCAAACCTGTAGTTGCTGCTCAAA 

Sequence 4447 

NCCCTTAGCGGGGGGGAGGGCGAGGTACGCAGAAACN I 1 ITTTTTTTTTm 1 GCNCAGT 

GTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTNGACTAAAGGCAGCAAGC 

TGCTTCeTCTGCTGCCTGAAATACCAGATTCCCAATGGCGAAGATTGAGAAAAACGCTCC 

CACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCTACGTT 

GATATTATCAAAAGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAAGCCTGATGATCT 

TATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 4448 



Page 797 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



CCCTTTCGAGCGGCCGCCCGGGCAGGTAC' I H M I I U I I 1 I I I I 1 GGGGATAGAGAAAG 

CCTTCCTAAACAAGGTAAGAAAATATACAAAACTTCCACTTGTCAAGTAGTTATAAAATG 

AAGTCAACAGGTAATGGCAAAGTAGAAAATATATGCACAGCATATCTACCAAAGTGTAAT 

AATCCTTCCATAATATATAAATAACTCTTAGTTATTCACTAAATTAAAAGATACAM 

CAAATAGGGCAGTTTAAGACTGGGCAAAGAATAAATAAGCCATTCACCCAAGAAGACGAT 

CATATAAAATMTACTTGACTGGAACAGTAACAGGGAATGCCAATTTTAAAAAGGTATCA 

TTCTTCACCCACCAGATTGAATATTATTAATACATTTTTGCCCAAATCTGAAGAGGATGT 

MGAAMTAAAMTTNTCAMCATTNAAACAAAAAGTTGAGCAGTCCATTTAAAGTGACA 

ATAGCTAAAAAATTTGACAC CTATACTATGG CATACAATGCAGCCATTTAAAAAAACGGT 

TGTCTTNTCCTTTTAACACCCTAGATMGCTTTTTTTG 

Sequence 4449 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTCAGGTGAA 

TTA GAGAG TTGCTGGCAGTGAGTTCAATGTTAATGATATCAACAGTGTATATTAAATAAG 

GCATTTTTAMCAGAAACATAAAATAAGTTTATGTATTGATGG7TGA 

AGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTCAATATTC 

ACTAATTCAGGTTCTCAGTGGCTTTATAAAACATAACTGCTGTGAATAACAAGACTCTAC 

TGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAATCAAAAT 

TGGAATTCCTAGAATTAGCCTTCCAAGCCTTCTTTCTTTCTTTCTTTCTTTT^ 

GMTTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATGTTGGCTCACTGCAACC 

TCCGTCTCCCGGGTTCAGGCAATTCTACTGCCTCAGCCTCACGAGTAGCTGGGATTACAG 

GCATGTGCCACCACGCCCAGCTAATTTTGTATTTTTTTAGTGGAGACNGAGTTTCTCCAT 

GTTGGTCANGCTGGTCTCGAACTCCCGAGCTCANGTGATCCGCCCCCCTCACCTNCCAAA 

GTGCTGGAATTACAGGCGTGAGCCACCTGGCCCGGNCCCCTTTT 

Sequence 4450 

CGCGGCCGAGGTAC I I II I 1 I I I I I I I I I M 1 I M 1 I I 11 1 A I I I 1 N I I M I I I I I I M 

m n ii n m t I I M I ill I 1 11 I I I 1 I I > 1 I I I I I U n ( 1 I 1 I n 1 NAAAAACCNCCC 

NNNi n n INTTAAANGNAANNNCCCCCTTTTANCCCNGNGNTNAATTNANCCCCNAAAA 

AACCCC AAAAAA ATTTT N NN AAAAAANCCNGGG AAAAAANCCCCCCN N N NAN NTTTTTN N 

NAANAAAATNNN 1 I I I I NGAAAGGGAACCNGGGGNAAAAAGGNNGGGAAATGAACAGGGG 

GCTAAAACCCCTCCNCNNTGNAAAAAATTNAAANNTTNGGGATAAAAACNAACCNTAAAG 

GGGNCCCNNCCCGGNGGGGGGGGCCCNANGGGGTTTTGGGGGCCCNNAGGNNANCANGGG 

NCCCANNAAAAACTNCANGTTGGANGGGAACCCCNGGGGAANTANGGGNNCCCCCCNTNG 

NGGGNNNATCCCCANNACGGGGNGNAATCCCCAANCCCGGAAAAAAAACNCCCCNTGGGG 

AAANTTTAAAAAAAN N NCTTTTTAAAAANGGGGGGAAAAAAAAAA 

Sequence 4451 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGTGAACTCCCTCACTTGAATTTCTCGTTC 

TTATGAAGGTGCTTTCTTGCTTGGATAGTTGTTCAGTGTGACATTCCTGCAGGGTGAACA 

ATTGCTAGA GGGT TCTATTCAGCCATCTTTCTCCACCTCACATCCATGTTTTTGCATGTT 

^TTTCTT TCCT TTTATTGATTAGCATTTGATTCCATGAATATAGCACAATGTATATAACC 

ACTATTCTTTTCTGGAAAACTTATGTCCAGGTTGGGGTTATTATGAATAAGGCTATGAAA 

TTTCAGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4452 

TCTAGCATGCATGCTCGAGCGGCCCGCCAGTGTTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACACTCGGAAATGGAAGGCGATGTCTGAGTCTTCCTTC 

ATCTCGGTATGGAAATCCACCTGCAGCTGTGGGTCCATGACGAAAGGGATGATCGGTGTC 

CCTGTGATTATCACACAAGAACCAGTAGACAAGGACACAGGCCGTGTGTGTGGTACCTCG 

GCCGCGACCACGCTAAGG 

Sequence 4453 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGACTTTGGGTAAGTTGCCAGAATAAGATC 
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ATCAGGCTTGGCTTGGAAATTACATACTTTTTCCCACCATTCTTTTGATAATATCAACGT * 

^ ^ A ^ ^C ATC ^ A ^^C C ATG ATGTTAAAC AGTTC TGGCTTTnTTC C ATCG TG G G AGC 

GTTTTTCTCAATCTTCGeCATTGGGAATCTGGTATCTCAGGCAGCAGAGGAAGCAGCTTG 

CTGCCTTTAGTCAAACTGCTTCCTGGAAACCCAGAGCCAGGTCCAGCTCCAGGACACTGT 

GCAAGCAAGAGCACAGCAGGTCCCCGCGTACCTCGGCCGCGACGACGCTAAGGG 
Sequence 4454 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACGCGGGAGGCAGGCAAGCTGGGCAGCCAGCGC 
AGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTC 
TTTGAAAGATAGAGAT TAATA CAACTACTTAAAAAAATATAGTCAATAGGTTACTAAGAT 
ATTGC7TAGCGTTAAGTTTTTMCGTM 

GAAGACTTAGMGAGTAGCATGGAGGMGGAAAAGGATAAAAAGGTTTTCTAAAACCATG 

MCGGAGGGTTGGAGATGAAGCTTNTTCATGGGAGGTAAAAAATGTTATTTAAAAGAAAA 

ATTTGGAGAGGAAAGGGACCTACCAGAGCCCCGAATTAATACCAATAGGAAGGGGCCAAT 

GCCTTTTAGAATTAAAAATGAAGGGTGGACTTAAACAGCTTAAAGTTTTAGTTT^ 

TTGTTAGGTGGATTAAAAATAATTTTGGMGGGCGAATC 

CCGAAAG GGTGA TTTAAAAAGACCTTTGGAMTCCCATTGACCCCAGGGGAAGAAATTTG 

CCGGTTCATTTTAAAAGGCCTTAGTTTAAACCGCCATTTTANCTNAAAACGCCAGNACCN 

AAAAAATNGGAAAAGGAATTAAATTTGGGGGAAGTGGGTTANGGAATGAAAACCC 
Sequence 4455 

ccctttcgagcggccgcccgggcaggtacgcggggctttttctttctttcttagctg™ 

gctgagaggaagtctctgaacaggcggcagcggctcttatagtgcaaccatggcagacta 

ttcaacagtgcctccccctcttctggctcagctggtggcggtggtggcggcggtggtggt 

ggaggagttaacgacgctttcaaagatgcactgcagagagcccggcagattgcagcaaaa 

attggaggtgattgcagggacatcactgaattcaaatggactatggtttatggggggaca 

aaaaaaggacccttta nnaa gatgggaggatcaacccaggatggcttaagaaagttgctc 

cttcaaaatggacctcttttggaacaacagtttacccaccggatgcatcaagcaagcaaa 

mgmtcttggtaatgaccagaagamtaccaaaagtttcccagaatgggaatggttggg 

attccataaatttggccagaggagggtgaaacaagatctcnacgccattaccnaacaagg 

GAA 

Sequence 4456 

CCCTTAGCGTGGNCGCGGNCGAGGTACGCGGGGGAACTNAGGTGCCCTGACCAGCGGCGT 

GCACACCTTCCCGGCTGTCCTACAGTCCTCAGGACTCTACTCCCTCAGCAGCGTGGTGAC 

CGTGCCCTCCAGCAGCTTGGGCACCCAGACCTACATCTGCAACGTGAATCACAAGCCCAG 

CAACACCAAGGTGGACAAGAAAGTTGAGCCCAAATCTTGTNGACAAAACTCACACATGCC 

CACCGTTGCCCAGCACCTTGAACTCCTGGGGGGGGACCCGTCAGGTCTTCCTCTTCCCCC 

CAAAAACCCAAGGACCACCCTCATGGATCTCCCGGGGACCCCTGAGGTTCACATGCCGTT 

GGTGGGTGGGACCGTGAAGCCACCGAAAGAACCCCTTGAGGTCAAGTTTCAAACTGGTAC 

CTGCCCCGGGGCGGGCCGCTTTNAAAGGGGCNGAAATTTNCAANCAACAACTTGGCGGGG 

CGTTTACTTAAGTTGGGATTCNNGAGNTTCGGGTTAACCCAAAGGCTTTGGGCCGGTANA 

TTCAATTGGGTC ATTA AGGCCTGGNGTTCCCCTGGNGGGTGGAAAAATTNGTTAATTNCG 

GCTTNCACCAAATTTTCCCNACAACAAACCATTAACNNAAGGCCNGGGAAAGGNCAATTA 

AAAAGTTGGTAAAAAGCCCCTTGGGGGGTGGCCCTAAAATGGGAGGTTGGAAGCCTNAAC 

CTCCACCANNTAAANTTGGCNGTTTGGAGGGCTTTNACTTGGCCCNNTTTTTTTCCCANG 
TC 

Sequence 4457 

NCCCATTGTGGGCCTGGGCACTTGGAGGTCTCTTCTCGGCAAATNGAAANAAGCGGATGA 
NNGTGGCCATTGATGCAGAATATCGCCACATTGACTGTGCCTATTTCTATGAGGAATCAT 
ACATGAGGTGGGAGGAAGCCATCCAAGAGAAGATCCAAGTAGAAGGCTGTTGATGCNGGA 
GAGGGACCTGNTTCATACGTCAGCAAGGTTGTGGCCCACTTTTCNTTTGAANGAGGACCC 
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CTTGTTGAAGGGAANAGCTCTTTTNCAGAATGACCTCTTCAANGGGACCCTGGAAGCNTG 

AGGCNTATCTTGGGACGTCTTATCTTTTATTCACTTGGGCTCACAAGNGGGATTTNCAAG 

GACCTTGGNGGGATTGNANCNTTTTTTATTCCCCCANAGAATGTAATTTAAAAGGGGTAA 

NATATTTGAATTCAAGGTGGGCAAAAAMGGGAMCCGGTTTCTTTTGGGAATGGCCCCT 

TNGNGGTAGNGCNCCATTNGNGNANTGGAAAGCCTTGGTTTGGGTACCNGAANTGGNGCC 

TTGNGTTATAAAAAAGNCCCCCNTAGGGGGGTTCCTTCAAAAAAT 

Sequence 4458 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAATTTTGGGAGAGGCCATTTGGCAAGCCA 

TTGGTCTGAATAA7TTGGAGGGGGAAATCCTAAGGTGGTGGAGTTGCTGCGTGGACACGG 

CTATAGGTTGGTGTGACATGATTTCGCATTAATTGTTTGTCAGCTGTCAGTAGGCTGACC 

TAACGTTCTAGCATGCCTCTTGAGGGCCTTTCCAACTGAGCTCTNTGGAGGAGGGTAGGA 

AAGTCAGGGAAATCATGCAATCCCATCTGGGGAAGGGAAAGCATCTCAAGATTTGTGAGG 

TTCCCTG G G AAAGG N NTTTACC ACAAATG N N ACATC AATTC AAGG AAAGTCTGC NG ATAG 

AGAGAAAGCCAAGAT 

Sequence 4459 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGGGAACCGCTCAGATACCCTTCCACA 

CCGTGGAMCTTTGTTCTTACCCTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGG 

TCCACACCACCTTTAAGAGCTACAACGATCACCACGACAGTCTGCGGCTTCATTCTTGAA 

GTCAGTGACACCACAAACCCACCAGAAGGGAGAAACTCCAGACACATNTNGAAGGGAACA 

AACTCCAGACACAACATCTTTAACAGCTNGTAACACACCACTGTGGAAGGTCCACCGGCT 

TCATTCTTGGAAGCCAGCNGAGACCACGNAACCCTCTTGGAAGGGAACCAACTNTGGGAC 

ACAAGCNAGGGACNGTG GAGACT TCTACCTTGCTCACTCAGGAAATCATNTTANCGGCAC 

CCMCCATGGGCCCACNGTTTTTGNGGGGAGCTTCANTTACCTTGCCCGGGGCCGGGTCC 

GCTTCGAAAGGGGCCGNAAATTCCCAAGCCACCACT 

Sequence 4460 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I 1 1 I 1 U I 1 H I 1 I 1 I 1 M 1 [ [ il I GAG AC AG 

AGTCTCGCTCTGTTGCCCAGGCTGGATTGCAGTGGTGTGACCTCGGCTCACTGCAACCTN 

TGCCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGGTTACAGGC 

GCCCACTACCACGCCAGGCTAATTTTTGTATTTTTAAATANAGACCGGGTTTAGCCATGT 

TGGCCAGGCTGGTCTTGAGCTCCTGACCTCAGGNGATCCACCCGCCTTGGCCTGCCAAGA 

TACAGTTCTTAAAAAGTAGTCTTGACACATCATTCAAGACATTTTTCGTTAATTGAAAAG 

CCTGCTATTAAGTGTTTATAAGCCTNTATGGTAGTTACTGCATTATTCTTGTGGAGCCAT 

CACAGGTCCTCTCCCCT 

Sequence 4461 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGTGGAATCCAGATGGTATTGACCCAAA 

GGAACTGGAAGACTTCAAATTGCAACATGGGTCCATTCTGGGCTTCCCCAAGGCAAAGCC 

CTATGAAGGAAGCATCTTGGAGGCCGACTGTGACATACTGATCCCAGCTGCCAGTGAGAA 

GCAGTTGACCAAATCCAACGCACCCAGAGTCAAAGCCAAGATCATTGCTGAAGGTGCCAA 

TGGGCCAACAACTCCAGAAAGCCTTGACAAGGATCTTCCTGGGAGAGAAACATTATGGTT 

ATTCCAGATCCTCTACTTTGAAATGCCTGGGAGGGAGTGANCAGTNATNCTTACTTTTGA 

GGTGGCCTGAAAGGAAATCTTAAAATCATGGTCAGCCTATTGGCCCGNTTTGACCCTTTC 

AAATATNGANAAAGGGGA7TTTTAACTACCCACTTGCTTCAATGGTCTGGTTCAAAGAGG 

AG nil l AAGAAAAGGAAAAATTTTTGGAAMGGCATGGGTGGGGAACTTATTTCCCCAA 

TTGNTACCCTCGGGCCCG 

Sequence 4462 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACGGGGACCTGCTGTGCTCTTGCTTGC 
ACAGTGTCCTGGAGCTGGACCTGGCTCTGGGTTTCCAGGAAGCAGTTTGACTAAAGGCAG 
CAAGCTGCTTCCTCTGCTGCCTGAAATACCAGATTCCCAATGGCGAAGATTGAGAAAAAC 
GCTCCCACGATGGAAAAAAAGCCAGAACTGTTTAACATCATGGAAGTAGATGGAGTCCCT 
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ACGTTGATATTATC>W\AGAATGGTGGGAAAAAGTCTGTAATTTCCAAGCCAAGCCTGAT 
GATCTTATTCTGGCAACTTACCCAAAGTCAGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4463 

CCCTTTCGAGCGGCCGCCCGGGCANGNACGCGGGGACCGANATTCAGGAACCTGCCACTC 

CTGCCCCACTAACACAATTCTGAAAGCCCACCAGCCTTATGGTGTCCAGGCCTGTGTGCC 

CTGCGGTCCAGGGACCAAGAACAACAAGATCCACTCTCTGTGCTACAACGATTGCACCTT 

CTNACGCMCACTCCCGACCAGGGACTTTCAACTACAACTTCTCCGCTTTGGCAAAACAC 

TGTCACT CTTG CTTGGAAGGGCNCAAGACTTCACTTCCAMGGGGCTTGAAAATACTTTT 

CCANCACTTTTACCCCTTCAAGTCTCNTGTGNGAAAACCCAAGGGTAAGGGAAAAAATGT 

CTGTGTTGGCACCGGACAAATGTCACTTGACCCTCACGGGATTCCTTGAGGGGTGGAGTT 

CAAGGGGTTTCCTCCAAAATCTATCACAGCCCTACGTCNTGCCCAGGGCCAGTTCAATCA 

TTCCCCCCCAGGAGGTTGACAGGCTTACAAGGGCCCGGGG 

Sequence 4464 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGCAGAGGCTGAGCGTGTTTGTGTAG 

GAGCACTCAATACTGCATATGTTTCAATMTTAACTAGTGTATTTAAGAAACTTCATTCT 

ACGTGGGCATGGTGGCTCACGTCTGTGAACCCAGAACTTTGGGAGACCGAGGCAGGTGGA 

TCACCTCAGGTCAGGAGTTCGAGACCAGCCTGACCAACATGGCCAAACCCCGTCTCTACT 

AAAAATACAAAAACTAGCCTGGTGTGGTGGTGGGCGCCTGGAATCCCAACTACTCCAGAG 

GCTGAGGCAGGACAATCGCTTGAACCTGGGAGGCGGAAGTGGCAGTGAGCCGAGATTGTA 

CCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCAC 

Sequence 4465 

CCCTTTCGAGCGGCCGCCCGGGCAGGTA C 1 I I II I 11 I I M M I I I I M I I I M ICTTTT 

i n n 1 1 ii 1 1 n i n i n m n i n n i n ngatgnatcncttnntanantaaaaaaa 

AACNI nil I NANTNGAGGNTNNGGAANNNTTNAANNANA 1 I I I I I I I I I I AAAAAACCC 

CCNCCCCNGCANTNCCNNGGGCCCAACCNNACNNAGNGTTAAATCNAACNCACTGGGCCG 

GNCCTNANTAATGGANCCCAGCTCCGAACCAAGNTTGGNGTAANGATGGNCATAGNNNNT 

TCCNGAAAAAAATNTTTATTCCCTTANAAATNCAAAAAANAAACCNGCCNGAAANATAAA 

TNNNAAGGNGNGGGGTNCCTAATGANGNAACNNACCTTAATTAATTNGGGNNCACTTCAC 

NGCCNTNTTTTCANNGAANNAAAACNNTCCTNCCCCCNNTTNATTANAATAAANCCCCCC 

CCCNCCCNGGNGGNANGGNNGNCCTTTNTNTAATNGGGNCTNTCTTTTNCTTTTTCTTNA 

AT TAAA ATNAAAATACCCTTNGNGTTNNGGTCCGGTTTGGGGGTGGGGNGCCGAGANGNT 

NNTTTTANCCTTAAATTAAAAGGGGGGGTTANTTTNTTTTTTNTNCCA 

NGGGGGGCNNACCCCNAANNAAAAAANANANTTTTTAAAAAAAAAAAGNCNAATANAAAA 

NGGCCACCCAANCNANAAAAAAAGGNCCCCCTTGNCNTNNTTTTTNTAAAAANAANGGNN 

NCCCCCCCCCAAAAAAAAAAAAA 

Sequence 4466 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGTGCCTGGGTTATTACATTTAGCAGA 

MCCCTTCTAGCTGACTCCCTGAATGGATGACCTTGTTTAAGAAAGAAATGTGTTCATGG 

CTCTATCTAATGTTCCTCCTCTCCGGAACTACTTTCTGGAAGAAGACAATTATAAGAACA 

TCAMCGTCCTCCAGGGGATATCATGTTCTTGTTGGTCCGGCGTTTTGGAGAGCTGATGA 

GAAAGCTCTGGAACCCTCGAAATTTCAAGGCACATGTGTCTCCCCATGAGATGCTTCAGG 

CAGTTGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4467 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC7TTTTTC I ITTTTTTTTTTTTTn 1 GAAATG 

CAGTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAATTTAAAAAAAAAAAAAAAAA 

AAATTATATGGGACTGGAAGAGGAGGTCCAGTCCATTGTAACCTGTGGATAATACCAGCT 

CCATGTCAGGGNGGTTCTTTCAATTCATTCACCMGCAAGCATGCTTTTGAGGCACGCTC 

TGTCCTACACATAAGGAAATCAGACATAGGGGGTCCCACTCCCCTGAACTCATAATCCAA 
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GAGGTGGGGAGACAGACAGAAATGAGTAGGTGATAAGGATGGGAGGAAATGAAGGAGGAT 
GATGGGAT 

Sequence 4468 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTCTTGGTCTCTGCCATCACAATGGCAG 

CCCGGGTTCGGGGTTGMTTCCCAGCTTAAGGGATCATCCTTTGTCTTCTGTTTGTCTAT 

GTATTTATATGTAGTATGTGTGTGTMTATAAAAGAATTTTMTTAATTGCTTTAATAAT 

AATMGCTrAAATCAMTATmGTCACATAAGTAAAAAGTGTMTGCCTTTTAGTTCAT 

GTGACTTMGTAATCTTTGGGAMTAAAMCAGTmAAAGAmCTGGTAAAATAAAGA 

CATTTGGTCTAAA TTATGCAGGTCAGATA TTAAGTTTGCTAAATGCCTTAAGGTCATAAA 

CTGCTGCTTTGAC I 1 1 I I I I I I 11 I 1 1 I I I GAGACAGAACCTCCAGCCTGGGTGACAGAG 

TGAGATTTCATCTCAATAMTAAATAAATAAACCCATTTTAAAAAGTCCAAAACCCACAA 
AAGTCCA 

Sequence 4469 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACTGCTCCGGTAATGAGCAGGAAGTGGAGC 

TCTTCGACC ATCTG GTATGTCCAACGGCTTGGATACTCCTTCCTTCCCATTATTTTCTTT 

AATGAATACCTTTTCTAATTCAGGACTTATTCCTTCTACATTGCAGGGCACACGCGAAAC 

AGATGATTTTGGCACTGATATATTTGACAGTGGCATAGGAACTGACCTTGATCCAGTAGC 

CTGAGTGTGACTGATTGTTATATGGTTGCCATGAAGAGGTGACTGGCGATCTTTCTCCTT 

ACTGTGACGACTACTCTGTTTACTGCGTTGTAAGTTGCTGCCTCAGTTTGGCGATCTGCT 

CTTTTAGTTGATCAGCACTCCCCCATGACGCAGAACGCTGATGTGACCTCTTTTCTGCAC 

CCTCTTCTGCCCAACAGCTAGGTGTCTGAGTAGCTT 

Sequence 4470 

CCCTTTCGAGCGGCCGCCCGGG CAGGTAC I I I I I I I I I { I I I ( 1 I 1 M T C 1 M I I I I I j T 

■■'Miitini ii i Niii n inmn i n i nm i mm iinii i iiMMH AA 

AAAAAACGGNNGGN Mill NNTTAANTNAAAAGGNAAAAAAANAAANANGNANGGNTNNC 
CAATTAAANTNGCCAAAANTNAAAATTCAATTTNNTTAANNNANCCNAAANTGCNAAAAA 
TTTNAAAAAAANANCCAAAATNGCCAANNGG 1 1 1 1 1 1 1 1 I 1 1 IAANTTT 
Sequence 4471 

TAAANTTCCCCCCCCNCCNCNNNGTTTGNCGTTNGATTTNCCNCCGCTNACCCACCCGGG 

GTCTCTGNGCATGGANCTTTGGGNGCTGACTNGGACAAAAGCACAAACACGACCAGTCCC 

ATCCTGGCTCCCGTGGGGCTTCTTNTATCTACGCATTGTATCGACTGCATTAGTTGGACT 

AAGATGATGACTCAGTTAAAGGAGGAGACAAATGCTTGACTGTCTAAGCAAGGAATTGGC 

CCAAGCTTGGCAAGAAAAAGCACACTGCATACATTAGGNATACAGTAAGNGGCCAAGAAG 

CTTTCTGCCTGCCGGGATTCTGCAMCATTTACACTTTTGTTmGCCTGCC^ 

TCAANGAAGGGGATTGCTGGTTGGGCCCAGNGGNAGNTCTCCACCTGGAACAAAACCAAN 

AATGGGCANGCCCAAAAAAGGTCTTTNGANGTGGTCNCTAATTNCCAGACNAGCCCCAAG 

AAGTCCCTTCATTCCCGTTCATTCCCACCGGGGGAAGAAGTCCTTTTTGNAGGGGGAAAA 

ACATTGAAAGTTCCNANCTTCAATGGCCTTTTGGCCCTAATNGGGGTCCA 

Sequence 4472 

AGTA CACG GGGGCGGCGACGACCCATTCGGGGGGGNGNGCGNGGAACTTNAAANNNAAAA 

AANNTTTTCCTACCATGGTCGACCACGGGTGACGANGNANTNAGGGTGTTCTGATTCCGG 

AGAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCC 

ACTCCCGACCCGGGGAGGTAGTGACGAAAAAAAAAAAAAAAAAAAAAAAAAANGTACCTG 
CCCGGGCGNGN 

Sequence 4473 

GTTATCCACAAGAATCAAGGGGATAACGCAGGAAAAGAAACATGTTGAAGCCAAAAAGGC 
CAGCAAAAAGGCCCAGGAAACCGTAAAAAANGGCCCGCGTTTGCTGGCCGTTTTTCCAAT 
AGGCTTCCGCCCCCCCTGGACGAAGCATTNACAAAAAANTCGACGCTTCAAGTTCAGANG 
TGGGCGAAAAACCCCGACAGGGACNATTAAAAGAATNCAGGGCCGTTTTTCCCCC 
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Sequence 4474 

NTTGCGCTCACTAGCCCGCTTTCCAGTCCGGGGAAACCTGTCGTGCCCAGCTTGCATTTA 

AATGAATCCGGCCAAACGCCGCCGGGGGAGTAGGCGNGTTTTGCCGTTATTTNGGGCCGC 

CTCTTTCCNGCTTTCCTTCNCTTCACNTGGACCTTCGGCTTGCCGCCTCGGGTNCGTTTC 

CGGCCTTGGCCNGCNGAAGCCGGGTTATTCAAGGCTTCAACTTCAAAAAGGGGCGGGTTA 

AATTACCGGGTTTATTCCCANCAAGGAAATTCNAGGGGGGGAATAAAACCGCCCAAGGGG 

AAAAAGAAAACNATTNGTTNGAANACCAAAAAAAAGGGCCCCAAGCCCAAAAAANGGCCC 

AAGGGNAAACCCCGNTAAAAAAAA 

Sequence 4475 

ATTGGGAGT CTCCACN CGCGGTGGCCNGCCCGANNGTACCTTTTNA I 1 1 1 I I 1 1 1 1 I I I N 

TTTNNGGNTNi mi ICCCGGGGTTGGGAAGCGTGGGGGNCCCTTTTANTTACGNTTAAA 

GAACCATTCAAGGGCTTCCCANGATTATTGGANACTTTTTCNAGNCAAGTAAAGNCGCCT 

TTGGCCCCGNGGGNAGGCCAAAAAGNGGGTACCATGAAAAAAAGGCCTGNAAGAATTGAA 

AACCACGGTGGCCCCTGGGGCTANGNCCAAATTCAACCANGGCTCNGNGNGNCCAAAAGN 

GGTTGTCTTCNCTGGAAGNCCCTTCTGCTATTCCCCCCNCNGGGNCTCGGCTTCCTTAAG 

NANACCTTAAGGTNGGGGAATNCCCCNCCCGNGGGCCTTGGCAAGGGGAAAATTTCCGGA 

ATTATTCCAAAGGCCTTTTAATTCNGGAATTAACCCCCGGTCCGGAACNCCTTCCGNAAG 

NGGGGGGGNGGGGCCCCCCCGGGGGNAACCCCCCAAAGNCCTTTTTNTTNGGTTTTCCCC 

CCTTTNTTAAGGTTGGNAAGGGGGGTTNTTAAAAATTTTTGGNCCNGCCCGGCCCTTTTG 

GGGGCCGGGTTNAAAATTCCMTTGGGGGGTACCCANTTAAAGGCCCTTGGGTTTTTTCC 

CCTTNG GTTGG GTTGGNAAAAAAATTNTTGGTTTTTANTTTCCCCCGGGCTTTTCCAACC 

NAANANTTTTTCCCNANCCCAACCAANATCCCAATTTAACCGNGAAGNCCCCCGGGNGGG 

GAAGGCCCAANTTAAAAAAAGGTTGGGTTAAAAAAAAGGNCCCCCTTGGG 
Sequence 4476 

GGAGCTCCCCCGCGGTGGCGGCCGGGGGATGCGAGGCTCGGAGCACCCTTGCCCGGCTGT 

GATTGCTGCCAGGCACTGTTCATCTCAGCTTTTCTGTCCCTTTGCTCCCGGCAAGCGCTT 

CTGCTGAAAGTTCATATCTGGAGCCTGATGTCTTAACGAATAAAGGTCCCATGCTCCACC 

CGGAAAAAAAAAAAAAAAAAANAANNNAAAAAANGTCCCTCGGCCGCGACCACGTACNAG 

CGGCCGCCCGGGCAGGTACAAAAGCCAAGATGCCCATTGTGGGCCTGGGCACTTGGAGGT 

CTNTTNTCGGCAAAGTGAAAGAAGCGGNGAAGGNGGCCATTGATGCANAATATNGCCACA 

TTGACTGNGCCTATTTCTATGANAATCAANATGAGGTGGGAGAANCCATCCAAGA 
Sequence 4477 

GNGGGGGCGGCCGAGGTNCGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTCCA 

CCTTCTCTCTNTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTNC 

CCTTCACCTTCCTTCATGATGGTAAGTTTCCCGAGGCCTCCCGTGCCATGCCTTCTGT 
Sequence 4478 

AGGTACAACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTGACC 

AGGGAAGTCACCCCACGACTATGGGGAAATTAGCCCGAGGCTTAGCTTTCATTATCACTG 

TCTCCCAGGGTGTGCTTGTCAAAGAGATATTCCGCCAAGCCAGATTCGGGCGCTCCCATC 

TTGCGCAAGTTGGTCACGTGGTCACCCAATTCTTTGATGGCTTTCACCTGCTCATTCAGG 

TAATGTGTCTCAAATTGAAGTCACCACAAATGGGGGGGGTCATTTTTTGTCAGGNGGCCC 

AGTTTTGTGCAGGTTCCAGNAGTGGACTGGATTCAACATTTNNTTTTCCAAAATGTANTG 

GCCACCANTTCCATTTGCATTCAGCCCCGCTCTTCCCAGTCCATCACNANGGCTTGGTTT 

TCTTTTGNATATCCTGGAAAGGGAAGGATTTCGGCCCACCCTGNGTTGGGGTTCTTGGCA 

GCCTTCATCAAGTTTCTTCAGACATGNTTCCCCTCNTCCTTCATGAAGAATTGGGTGGAA 

AGAAAGGTATTTTTGGNAA 

Sequence 4479 

CTCCACCGCGGTGGCGGCCGANGACTTGAGTTCATGGGCATCTCTCCCGCCGCCTCTCAG 
CCTATCTGCACCATGTCTCACACGTTCAGTTGCAGCTCTTACCGTTTTGAAGGCGCACGT 
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GGGCAAGAAGTCCTGGGCAGCAGAAGAAAGTCAATCACCGTTGAGACAGAGAGAGCAGGA 

GAGGAAGTGGGCCCCATTAGAAGTGGGCGAGAGAGCGTTGGATGGGAACGTGGCACCGAG 

AGAGAGAAATTATGAAGATTGAGAGAGAGAGAGAGAGAGAAGAGAGAAAGAGATNGAGAG 

AGAGAAAGAGAAAGNAGACAGAAGAAMGAAACTATGTTTGTTTAAAATGCCCAGCCGGG 

AAAAGTCCATGGGGGTTGAAAGAAGTCCGGCAAATGGGCCCAGGGGAGTTTAGCCAGCCT 

TTGGGCCGTTAAGTGTCTTTCCCCACTTGTT^ 

GCCCCCGGG GNCG GGCCCGCTTCTTAAGNAACCTTAAGTTGGGATCCCCCCCCGGGGCCN 

TGCTAGGGAATTTTCNCATTATTCCAAAGGCTTTAATNCGATTACCCGTTCGAACCCTTC 

TTAGGGGGGGGGGGCCC 

Sequence 4480 

CACCGCNGAGGCGGCCCGANGTACTTGTTGTTGCTCTGTTNGGAGGGTTTGGTGGTCTCC 

ACTCCCGCCTTGACGGGGCGGNCATCTGCCTTCCANGCCACTGNCACANGCTCCCGGGTA 

GAAGTCACTGATCAGACACACTAGTGTGGCCTTGTTGGCTTGGAGCTCCTCANAGGAGGG 

CGGGAACAGATTGNCAGTGGGGTTGGCCTTGGGCTGACCTANCACGGTGACCTTGGTCCC 

ACTTNCGAAGCNCATAACCACTCAGGGCTGCTTGTCATAGGACTNGGCAAGTAAATAATC 

AAGCCTTCATCCTCAGCCTGGGAGCCCCAGTGGATGGGCCANGGGGAGGGCTTGAGGTTT 

CCAAAGAACTTTGGGAAGCCANNAGGAATCGGGTCCAGGGGNACCCCCTGGAGGGGGCCG 

^ATTTACTTGTTTAACCATTANGATGGAGGGAGTTTTGGGGGGCCTGGTTCCTTGGGAAA 

AGCTTGGTTGNGNTACCCCTGGCCCCCGGG 

Sequence 4481 

AGGTACTTTA I I I I II I I I i I I I I M I I M I I GAGACAGAGTCTCGCTNTGTCACCCAGG 

CTGGAGTGCAGTGGCGCTATCTCGGCTCACTGCAAGCTNTGCCTCCCGGGTTCACGCCAT 

T CTCCTG CC TCAGC CTCCCGAGTAGCTGGGACTACAAAAGCCTGTCACCATGCCCGGCTA 

A I m II iGTAl l l l I AGTANANACATGTTTAGCCAGGATGGTCTTGATCCTCCTGACCTC 

GGTGATCC ACCCG CCTTGGCCTCCCAAAGTGCTGGGATTACAGGGCGTGAGTCACCACGC 

CCCGGCCGTTTTTANAAAANTAGTGGGATCCCCCGGGCTTGCAGNGNAATTNCCATATCA 

A GGCTTTA TTCGGNTAACCCGNCGACCCTCTAAGGGGGGGGGGCCCCGGGTACCCCAANC 

CTTTTTTTGTTTCCCTTTTTAGTG 

Sequence 4482 

CCGGGACTTCCCAGACGTGATCTCAGGAGCGTATATAATTGAAGTAATTCCTGATACCCC 

AGCANAAGCTGGTGGTCTCAAGGAAAACGACGTCATAATCAGCATCAATGGACAGTCCGT 

GGTCTCCGCCAATGATGTCAGCGACNGTCATTAAAAGGGAAAGCACCCTTGAAACATGGT 

GGTCCGCAGGGGGTAAATGAAAGATAATCATGAATCACAGTGATTCCCGAAGNAAAATTG 

GACCCCCATAGGCAAGAGGCATGNANCTGGGACTTCATGTTTCCCTCANAAGACCTCTTC 

CCGGTGGAATTGACGGGATTGAAGGGACTCTTGGGACTGCTTGGGAAATAGGNACACCTC 

AAGGACTTTTJGAACTGCNCATTTTTTGGGNTNTGGGTTCAAGTTGGNANAACNTCCCCC 

TTGGGCCCNAAACAAGNAATTCCCTTTCTTTGGAATAAGGTTTTGGCCAGGGCCTAAAAA 
CCAAAA 

Sequence 4483 

TCAAGCCCGACCGCTGCNCCTTTATCCGGTAACTATCGTCTTTGAGTTCCAACCCGGTAA 

AGACACCGACTTTATCGCCACCTGGCAGCANGNCCACTGGTTAACAGGATTANGCCAGAG 

CGAGGGTATTGTAGGCGGGTGCTACAGGAAATTCTTTGAAAGTTGGGTGGGCCTAAACTA 

ACGGCTTACACNTAGAAAGAACAAGTAATTTTTGGNTANTCTTGCGGCTCTTGCTTTGGA 

AAGCCCAGTTTACCCTTTCGGGGAAAAAAMGNANTTTGGGTMGGCTTTT^ 

CGGGCCAAAAACNAAAACCCCAACCCGCTTGGGTAANCCGGGGNGGGN I I I I I I I I TGGT 

TTTNGCCAANGCCAGCAAANAATTTAACCGCCGCNAAGAAAAAAAA 

Sequence 4484 

ACCGCGGCGGCGGCACGAGGTACTGGATCAGTTTCTCCTGCGTGAGGTATGGGTGACNCT 
CAACCTGGTTAGTCACTGGTTTATATTTCAGNCCAGGTTTGTTCAAGAGCCTCTCGATCT 
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GGMGNGGTTGAAATTTGAGACCCCAAGGGCTTTCACCAGCCCCTCGNCCACCAAGCTCC 

TCCATGGCCTCCCAGGCATCCMGAACGTTCCTTTTCCACTGATCATATTACCTTTATCA 

TCTTTGGGGGAAAAAAGTCATCCCCAGTCTTTGAATCCCTTGTGGCCNNGTNGAATAAGT 

ATAGAC GTCCC AGNAATAGCTTCAGCrrCAAGGGTCCTTTGAGGGGGTTCTTTNTGNAAN 

AGGGCCTTTTTCCCTTCACCMGGGGGGGTTCTTNTTCAAAGNGGAAAAGNTGGGGGCCC 

CACCACCCCTTTGGCTTGGACCGGATNGGAAACAAGGGGTTCCCTTCCCCGGCAATTCAA 

CCAAGCNCCTTNCTTCNTTTGGGGAATCCTTTTCTTCCTTTGGGNAATGGGGCCTTTT 
Sequence 4485 

CCACCGCGGTGGCGGCCGCCCGGGCAGGTNCCCCTACCGCCGTGCAAAAGGAGGAGGTGC 

GGCAAGACGTGGAGGCCCTCCTGAGCCGCACGGTCAGAACTCAGATACTGACCGGCAAGG 

AGCTCCGAGTTGCCACCCAGGAAAAAGAGGGCTCCTCTGGGAGATGTATGCTTACTCTCT 

TAGGCCTTTCATTCATCTTGGCAGGACTTATTGTTGGTGGAGCCTGCATTTACAAGTACT 

TCATGCCCAAGAGCACCATTTACTCGTGGAGAGATGTGCTTTTTTTGATTCTGAGGGATC 

CTGCAAATTCCCTTCGTGGNAGGGAGAGCCTTAACNTTCCTACCTGTGACTGGAGGGAGG 

CTGACATTTNGTGAGGANTGACMCATTGCAMTCATTTGATGTGCCTNTCCCCAGTTTC 

TCTTGATMGTGACCCTGCAGCCMTTTATTCATGACCTTTTGGAAAAAGGGGAATGACT 

GCTTACCTGGACTTAATTGCCTGGGGGGAACTGCTATCTTGATTGCCCCCTTCAAATACT 

TGTTAATTGNTAATGCCCTCCAAAAAAAAT 

Sequence 4486 

CCGGGCAGGTACi M U IN I I II 1 I H ITTT TTTTC1 ITTTTTTTTTTTTTTTTTTT^ 

n m m t n 1 1 n i i n h 1 1 m m i n i h i i m u 1 1 n n i n u iaanggggcan 

GGNTTT NNGGG NCNNNNNCCGGGGNNGGGGGGGGNCCCCCCNAANGGGGGGGGGGCNNCC 
NNNNGGTTTTTGGGGCCCGNNNTGGGGNCCCNAAAAANCNNNNNGGNTTTNAAAAAAAAA 
AAMNCCCCTC CCNG NAAAACCCCNCNGGNNGNCTTTTCCCCCGGNAANGNAAACCNTTN 
GGGG GGGGNCT TTTNGGGGNNNCCGGGGGGCCTAAACNTTNAAANNCCCNNTTTCNGGGG 

ggggi rrrm iaaaaamnggnacccnttgggnccttgggnaaaaaaaaaanntttaaa 

ANAGGGAAAAGGGNAAANGGCCNNNCCCCGGGNNTANGGNTTTCCCCNAGGGGCNNANNC 

CAAAGGGGGGGCCCC 

Sequence 4487 

AGGTACATCCCCCGGCTGCACAGACTCTTCAGATCTGTTAGCTTGAACAGGGACCCATAG 

TATGTGGCCAGTGCAGGGTCATCTCTCTGAATGAGAAGGGGCTTCTGCTCCCAGAATTCC 

TTGAAAAAAAAGTCTCTGTCTTGATGGGCGAGATTAAACTTTCAAAGAGACTACTGGGAC 

TGTCAAAGTTTAAAGCTGAAGGCCCCCCAGCTGCTTCTAACTTCATCTGCTTACAGGGAG 

CCGGCCCCTCTTCCTTCCCACTCCCTGTAGGCCTTTGCTTTCTTTGGCATCGTTCTGTCT 

TTCAAGGACAAAGCAGTTAAGGGGNNAATGCAAAACCCGGGCACGGGNCTTGTTGGCCTC 

GCCGGCCCGCTCTAGAAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAAATTTCCGATAT 

CAAAGCCTTATCGGATTACCCGGTCGGACCTCGAGGGGG 

Sequence 4488 

GGCGGCCGGGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCTTG 

AAACACCAAGGCACTCCAGGGATCCTGGAGTCCTGAGCTGCGTCCCGGAGCCCACGGTGG 

TCATGGCTGCCAGAGCGCTCTGCATGCTGGGGCTGGTCCTGGCCTTGCTGTCCTCCAGCT 

CTGCTGAGGAGTACCT 

Sequence 4489 

ATAGGGCGAATTGGAGCTCCNCGGGGGCGGGCCGCCCGGGCNGGTACTTTTGTNTGACAC 

TAGACTTCTGCTGTAGNGCTTCACCCAAMCAGAGGTTTAAGGAAATAAAAAAATAAAAA 

TAATACAGAAAAAAAACCAAAACACTTTACTGAAAATTTTCATTTCAACCAGAAGCAAAC 

GTGTTCTAAGAAGGCAAAGTAGAGTTAGGAACAACTCCGTGTTTCCCTCAGGAATAAACG 

TGATCTTTCACACTTGGGGGTTGATAGTCAGCATGGAGTAACTTAGACCAACTTAAGAAG 

GAGGGCATCTGGGGCTGTTCACCTTAAGGGAGATGCCTTCCCAAGAGGCCCAGCCATCTT 
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GGGGAGNMCACCCCCMGTTCTCTTGGGAGAGGTCAGGGAGTTTTGGGGATGCAGGGAT 

CACCACCTGAAGGTCAAGCCCAAGCAAAAGNCAGCCTGATCTAGGGATAATGGGGCTTCT 

TGACTTCCAGATTCTACCCATCATCACAAGAGGCTTCAAAGCTGGGGGGCCCACACCAAA 

AGGGGCCGTGATGATTNCCAGCCTTTCAGCCCCAAACAGGGAATTGACCCTGGNAAAGNA 

AAGGCCCTTTATTTNCTCTTGACCAGNAAAAAMCCTGGATTTCCCAAAGGGAAAAAATG 

GATTC I rm l ACCCTTTATTTCCCCTTTTTCTTCMGGGGGGATTCCTGGCATTTTTTC 

CMTGGAM TGGAA AGGAAAAAAGGAAAGAAAAGGGTTGGAAATTTCTTCTTGGCCTTAG 

GGGAAA NGGTTTTCTTTTATTAAAGNAMGGGTTTTNCCAMTAAG 

Mill I AAAAGCTTGNNGCCCGCCAAAAAAAAAAAAAAAAAAAAA 

Sequence 4490 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACAAATCTGTTGCCAGCCTGAACACACC 

TGTAGGAGGTGGATGGAGACCCTGGTTGAGAGGTCTCACCCAGCCAGTAGAAACAGGATC 

AGGGACCTGCTTGAAGAAGCAGTCTAGCCCCACTTTTGTAGAACAGCTGAGCTGTGCTGG 

GATACCATTTCTGCCCCTCATGGTGTTGGGTTCTCCAAAACCTGGAAGCTGGAACGGCTA 

AATTGCAGAAACAGCAAAGATGGCAGCCTGCCCCTCTCTCTAGTAACTCTGTCCCAGGAT 

GCTTTCAAACCCTTGTCAACCAGAGAACATCAGTGGGAGAGGCTGAAGACCCTGGTTGGG 

AA GTTC TCCCAAGTGAGGAGGAACAGATCAGGGACCTGCTTAAAGAAGCGGTCTTGCCAC 

GCTTTTGTAGAGCAGTTGTGTCATGCTGGGGTACCTGCCCG 

Sequence 4491 

CCGGGCAGGTACAAATGGTTGGGAGCAGGACATCACAGGAGGAGGAAAGATAGCGCCATC 

TNTGCAGAAGAACTCCTGAGCCACACACAGAAGGAAAGTTGATCCCCAGGGCAGCCTTTC 

CCACCAAAAAAATCAGGCCCAATCCAGGAGAGTTTGCCAGTAGCTCCCCAGGGTTCCAGG 

GTGTCT GCCAGCCTTCCTAGGAATCGTGGGCAGGCTTCTAGGTGCCAGTGACTCAAACTC 

CTTTTTCCACTTCCCAGTTCAACCTGGTCACTCTCATCCCCACAAGTTCCCAATCTGGAA 

TCCCATTCTCTGGACCATTTCTCTGCTrCCTTGTTTTTTAATCTCAT^ 

ATCCCTCACGGGGTTTCCCCCTGGGCCCCCTTGCACTTCAATTTTTTCCCCTAACCTGGG 

GTTAATG GCTTAAA CGNTTTGGTCCTTTCTTAAATNTCAAGGGAAAATCCCTTTCCCAAC 

cccctt gi rrm 1CAAGGCNTCTGGCNCTTTCCCAAAAACNCCCTTTCCCAATTTTTCN 

CCCCAATTTTTCCAACCCTTTCCCAAGTACTTCCCTTCAACCTTCCCTNGGGAAGCCAAA 

AMGAAAGCCTTCTTGGCAACCTTTGGGGAATTTGNCTTAAAGGCCATTGGCCATGGGGC 

NTTCATTGGTTGGGAANNCAANGGGGGAANNTG 

Sequence 4492 

CCGGGCAGGTAC I I M M I I I I II I M I! I I I I M i I I I ACGATCCTAC AGAGATGGTCC 

AGCTGCCAGGACTACTTTGGCAGGCAGCGTGCTACAGGACGAAAATGTAAGANAAGTCTA 

TTAAGGCTGGACAGCCCAGGGTTATTTATACTCTCTCAGCCCCAAGTCCCCCGGACTAAA 

GA CCTAM GGCTGATTGACNCATTCGTGATTGATTTAANGGAAAGTCTCCCACCCCATCA 

TNATTTTGCCAGGAGTACCAGGCACCCGATGAAAGGGGGGACCGAGTAAAAGAACTGCCA 

CTTCCT AATNGT ATAAGTAAGGCCTTATCNACACTGTAAGTGGTCCAAGCCCATAGGGGA 

TGCCTCTTTTTTGGTTCCTGGGGAATTTCCAGTTNNGATGTNNACAGAAAMTCCTTTCA 

AGTATTAGGGTCCTAAGTCAAAGAGTTNGCCCTNTGGGGTTTGAGGGTGGGGCCTNGGGG 

ANAATTAACAATCTTTANCTTGGGGGTCCTTCAAAAANAAACNCNGNNNGGGGNTTTTTT 

NCTNGGNTTTAANAACAAGGCCCCATTCTTTTMGGTTTTTGAATGNTTTGGA 

AAAAACCTTANT I Ml! I ACCCCCCCTTTAAGTTTATTAAAAAA 

Sequence 4493 

CCGGGCAGGTACCAATTGTCAACTAAGGTAAGAACATTGGGTGTGTTCCCACCCACAAAC 
TCCTTCATCACCTTTGCTACATTGGTGCCGCTTTGGTCCAAGTTGCGGGCTTGGGCTCGT 
GCCCGCAATTTGTTTACTAGTTCTACCGCACTGCAGGTAATCCCAGCCACAGCAGCTGCT 
GCTCCCAGACCCATGCCAGTGTCCAAGAGCACAAAACTGATTCCTTCTGTGAAGGGTGCC 
AGACCCAGGCCGAGGAGGGTCAGGATGCCAGAGGTAGTGCCAACAGAGTTGGACACCACA 
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TTGGCAATGGTGGTGCCTCTGTGGACCTGCTCAACCTCCTCTGCAAGGGCACGGAGCTTC 

C7TATGTGATCCTCAAGCTCCCTTTTCAACCGAGGAAACTCTTTCAAAAACCACTGCCTG 

TGCTGCTGGTCTTTATCGTGGCGGGTTTTGTCCTTCATGACCATGTGACTTGCAAGCTTT 

GTTCAAAAGCTTTACGGAGCTTCATCTGGCTCATCCCTGGGCAGTTTAGCAGCAGNCACG 

AATTCATTNCAGGCTTTCATCATCAAGTCAACAAGTTNTAGCAANATTCTCTTTTGCTCA 

CTTTGGNNCTGGAAAAACTTMNGNAATNCTCAATAAAAGANACTGGTTTTCTGGGTTCA 

TGGGGCCAACG GCTGG GTTTCCCGANGGGCTTTTCTTTGGAGCTTTTCCAGNCCTTGTCC 

ANACTGGGAAGGTTmCTTTMCCTTGGTTCCANATTTCCTTTTTCCT 

Sequence 4494 

CGGTTATCCACAGAATCAGGGGGATAACGCANGAAAAGAAACATGTGAGCAAAAANGGCC 
AGCAAAAAGGCCAGGGAACCCGTAAAAAGGCCCGCCGTTGCTNGCCG 1 MINI ICCATA 
GGCTTCGCCCCCCCCTGGACCGAAGGCATTAACAAAAAAATTCCGACCGCTTTCAAAAGT 
CAAGA AAGGTG GGCGGAAAMCCCCCGACCAGGGGACCTTTTTTAAAAGGATTACCCCAG 
GGCGG n I 1 I ICCCCCCCTTGGGAAMGCCTTCCCCTTTGGTGGGCGGCCTTNTTTCCNT 
Mill ICCCG AANCCCCTTGGCCCCGGCTTTTACCCCGGGAATTACCCCTGGGTTCCCGG 
CCCCi I I I i ICTTTNCCCTTTCCGGGGGAAAAGCCGGTGGGGCGGNCTT7TTNNTTCAAT 
TAAGCCTTNAACGCCTTGNTNAAGGGGTANTCTTTNAATTNTCNGGGTNGTNAANGGTTC 
GGTTTCCGGCTTCCCAAANCCTTGGGGCTTTGNTGTGGCCAACNAAAAACCCCCCC 
Sequence 4495 

C GAGCG GCCGCCCGGGCAGGTACTCACCTTCCTCCAGTGAGTCACTTCACATGTAACATG 

CATTTTGGAGTTTAAAAAATAMCATGATTTTAAACGTTTTCTCCTTTGCT 

CWCTTAAAACATATTAGGTTGGTGCAAAAGTAATTGTGGTTTTTGCCACTC 

TTTTGCACCAGCCTAAATAGCACTGGCATTATAATCGACCATACTATAAAACTGTCGTCC 

AAAGGCCAACATGCAAAGCATCATCAAAGCAAACTCAGTGAAGGTGATGCATCCCCACAC 

CGTGCTTACAATCTCAGTACCT 

Sequence 4496 

TAAAATTCTTTTTA TTTGAN ATGTNTANAATCTTGCTCAAANGGTNTTTNCCAAAC^ 
GAAAAATAGGGCNTTTTTTAANAAANAACNCTTTTAC 1 M 1 M I 1 GAAAAAAAAAAGTTT 
TCTNTGCAAATNGGTCTNTAGGNGCGGGTCTTCTGGAAAA 
Sequence 4497 

CGGCGAGCCGGTATCAAGCTCACTCAAAGGGCGGTAATACGGTTTATCCACCAGGAATCA 

GGGGGATAACGCAGGGAAAGNAACATGTNGAGCAAAAAGGCCAGCCAAAAGGCCAGGNAA 

CCCGTTAAAAAAGGCCCGCGTTGCTGGCCGNTTTTTTCCCATTAGGGCTCNCGGCCCCCC 

TGGACGAAGCCATCACCAAAAAAATCGGACCGCTTCAAAGTCAGAGGGTTGGCGAAAACC 

CCGACAGGGACTATTAAAAGAATACCAGGGCGTTTTCCCCCCTGGGAAAGCTTCCCTTCG 

TGCGCTTCTTCCTGTTTCCCGAACCCTTGCCCGCTTTACCCGGAATTACCCTNGGCCCGC 

CCTTTTTCTCCCCTTTTCGGGG 

Sequence 4498 

GCCAGAGTATGTAAAGCTCCTGGGACTCTGTGCACCCCTGGGCAGTTGCTTAGCAGAGAC 

TTCATGCAGCTTTGTGTGTCAGACCAAGTCTTGGTGGAGTGGATTCATGAGGGGATCTCC 

TGACCCAAGAGTTGCAAAGGTCCGTGGAAGAAGTGCGGTTGCTAGGGGTCACATATTCAT 

TCACTGTTTGCCTGGGCAGGGAGAGGTTCCCTTGGCTCCATGTCCTTTCCTAGTGGGCTG 

TCGCCCTGCTTTGCTTTTCTCCTTTCTGCATGGGTTGAGCTCTTTCCCTGATCAGTCTCA 

ATGTGAGAACATGAATGTTTCAGTTGMGTTGCTGTATTTACTTGCCCCTTTCATTTCTC 

TCCATGAGAGCCAAGAGTCCTCACTGCTTCTAGTCAGCCATCTTTGGTCCAGCTTTGTTT 

CCTTGATGAATCCCAATGCATGTACCT 

Sequence 4499 

NTTCGGGAAACCTGTCGTGCCAAGCTGCATTAATGAAATCGGCCAACCGCNCNGGGAGAG 
GCGGTTTGCCGTATTGGGCA 
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Sequence 4500 

TAAGACGTGTTTTG CGG GACN TCCACCGCGGTGGCGGCCCGAGGTACTNANNl HUN T 
n rrTTTTTTT TTI iCC GNTTTTGGGNGGGGTTCAAACAAAAAATGACTTGAGCCCCTCT 
TTATAAACAACTTTTTAAAATCAAGGACAACCTAAACTNTAGTNAGTAAAATACNCTTTA 
AAGTAGAGAATACTTTAAAAGATCTCATTCCTTCATATTCCCCTTCCNCCTTATNTAACT 
^ A ^ A ^ rcTCTC AATATGGCTAC CTCCNTG ATCTTTTATAACTATAAACTC AGATC NC A 
CTTTTTCAAAAAGGNTTGGCACTTTCTCATAATTATTATTATTATC I 1 I I I 1 H 1 1 I 1 I 1 
GGANAACANAANCCCTCACTCTGTTTGCTTCAGGCTGGGAAGNTGCCAGNGGGCACCAAA 
CCTCAGCTTCATGGACAAACCGTTANGGCCTCCTGGGTTNAAGCCGATTNTTACNCTTCN 
AGCCA ACTTAAA GTAAGCTGGGGATTTTNAGGCANTGCCCCCACTCCGGGGCTGGACTTT 
TTTCTNl I I I ( I AGC NAN G AAG ACAGG NGTTTTTGCCC ATGGTG N GG CCCAAAGCTAG GT 
NTTCGNAAACTNTTGGGCCTNTAAAGGCGGAATCCCGGGCCCACCCTTAAGGCCTTCCCA 

AAAAGGGGCCTGGGGGAATTACCAANAACANGGGNGGGGGAAGCCCCACAAGGGGCCCTG 

GGCCCTTNGCATTTAATTTTT 

Sequence 4501 

AGGTACTTTC I ITTTTTTTTTTI I AGAAGGAGTCTTGCTCTGGTGCCCTTCCTGGAGTGC 

ANTGACGTGATCTTGGCTCACTGCAACCTCCACCTCCTGGGCTTGAGCGATCCTACTGCC 

TCAGCCCCCCAAGTAGCTGGGAGGACAGGCGCAAGCCACGGCACTCAGCTAATTT7TGTA 

TTTTTCGTAGAGATAGGGTTTCACCATGTTGCCCAATTTGGTCTCGAACTCCTGAGCTCA 

AGTGATCCGCCCGCCTTGGCCTCCCAAAGTGCTGGGATTGCAGGCATGAGCCACCGCGCC 

CGGCCAATACACCCACTTTTCAAACACGAATGGAAGATTTATGAAAATTGGCCACATGTC 

GAGCCATTTGGCAAGCTTCGATGGATTTCCAAGGATTGGTAGCATATAAACCCTATTCTC 

TGACATTACACTTAAGTTAGAAATCAAAATCAAAAAGATNATTAGAAAGGTTTCCATACA 

TTTGAAAAATGAAAAATACTTCTAAATAATTTATGGGG7TNAAAGAAAA 

Sequence 4502 

CCGGGCAGGTACCATGNTGGGTGCCTCTGGCGACTACGCTGATTTCCAGTATTTGAAGCA 

AGTTCTCGGCCAGATGGTGATTGATGAGGAGCTTCTGGGAGATGGACACAGCTATAGTCC 

TAGAGCTATTCATTCATGGCTGACCAGGGCCATGTACCGGGAAGCCAATCAATAATGGTG 

GTGGTGGCAGCTGGGCAGGTCTCCTCTGGGAGGTCTTGGCCGACTCAGGGACCTAAGCCA 

CGTTAAGTCCGAGGAGAAGAAGAGGCCTAGCCTGAGCCAAAGAGAGAGTACCT 

Sequence 4503 

AGGT ACAG GGAGAGTCTGGTTCCAGTGCCAACTTGTGGGACGCTCCCTTGTGCTGGGCCG 

CACGTTTTGTATTCTTGCAACACTGTGTGGCAGACAGTTCTGCTACTCGAACCTGCCCGT 

CACGGGCACACATGGCCAGAGTAGAATCACCACTGTTAGGAAGAAACTTGGCCTGGGGTG 

TTAAAAATGAAAAAAAGGACACACAAAAGAAATGAGAGAGGTAAACTTGAGAATAAAAAA 

TACGATGATGACCTCAACTTACCCCCTTTTCTTACATGACAGCTGGAAACTTAGCTTTCC 
TACTCT 

Sequence 4504 

AGGTA CTTAT GAAGCCCATCTAAGTAAGATCATTTCTTCTAATTCAATTTTCTAAAATCA 

TTTGTGT TTTAG AAATCTCATGATTCCCAGGAAAAAAATTTTAAATTGTGATACAGGT^ 

GACAGCCTTTTAGTCAAATAAGTTAAAACACACACGCAAACTCATTTACTCACTTTGCCA 

TTATAATTCAATCACAAAGAAATTTTGGCCAGGCGTGGTGGCTTACGCCTGTAATCCCAA 

GCACTTTGGGGAGGCCCGAGGCAGGTGGATCACGAGGGTCAGGGGGATCAAGNATCATTC 

CTGGGCTAACCATGTGGAAACCCCGTCTNTTATTAAAAAATAAAAAATTTAGCCCTGGTT 

GTGGTGGCCGGNGTGCCCTGTAGTTCCCCAGCCTACTTCGGGGGAAGGGCTTNAAGGCAG 

CAAGAAATGGGGCCGTGGAACCTTCAAGGAANGCGGGAAGCCTTTGCCAGGTGGAGGCCC 

CGNAGAATCCGCGCCCACCTTGNNACTTCCCAAGCCCTTGGGATTGNACCAGGAACCGNA 

GGACTTNCCGTCCTTCCTNAAGANGGNNNNGGTNCCCNAACCCCNANNGGGGTTTCCCTT 

GNCCCNGGGGCCGGGGGCGNGGTTNTTAAAAACCTAAGGNGGGGANTCCCCCCCGGGGCC 
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TGGCAAAGGAAATTTNCGANTTTTNCAAAGCCTTTAATTNGGATTANCCCGGNCCGACCC 
CTCCNAANGGGGGGGGG 

Sequence 4505 

ATCGACGCTNCAAGTCAAGAGGTGGCCGAAAACCCCGACAGGGACTATNAAGCATACCAG 

GCCGTNTTCCCCCTGGGAAAGCTTCCCTCTTGCCGCTCTTCCTGGTTCCGACCCTGCCCG 
CTTA • 

Sequence 4506 

CGCTCGGTCGTTCGGCTGCCGGCNGAGCGGTATCAAGCTCACTCAAAGGCGGTAAATACC 

GGTTATCCACAGAATCAAGGGGGATTAAACGCAANGGAAAAGAACATGTGAAGCAAAAAG 

GCCAGCCAAAAAGGCCAAGGGMCCGTTAAAAAAGGCCCGCGTTTGCCTGGCCGTTTTTT 

TCCATAGGCCTCCGCCCCCCCCTGGACGAAGCCATTNACCAAAAAATTCGACGCTCAAAG 

TTCANGAGGGTGGCGAAAAACCCCCGACCAGGGACCTATTTAAAGAATACCCAGGCCGTT 

TTCCCCCCCTTGGGAAGGCTTNCCCTCGTGCCGCCTCTTCCTTGTTTCCCGACCCCTTGC 

CCGNTTTACCCC GGGAA TACCCTTGTCCCGCCCTTTTTNTCCCCTTTTCCGGGGNAAAGC 

CGTTNGGGCGCCTTTTTCTTCMTTANGCCTTCACCGCCTTTGTAANGGTNNTTTNTTCN 

ANTTTCCNGGNGGTTAAGGGTTCNNTTTCCCNTTCCAAAAACCTTGGGGCTTNGTTGGTG 
GCCNCCCAAAAC 

Sequence 4507 

ACTNC 1 M I I I I I I I I I I II M I I I T ATGGGGN NNTNTCACTTACCATCATCTGACATAC 

TACGTACTTGNTTAATGTTCGTCTATCCCTAGCTCCATGAGGAAAGAGATTTGTTTGTTG 

TGGTACTGTATCCTCAGCACCTAGAAGAGGATTTGGCGAATATTAAACGCTCGATAAATA 

TTTGATGACTGAATGAGNGAATGCATGAATGAACAAAGTCATAAAACTGGGCTTCAAAAG 

CTCATNTTGGCTAGCATCATAACTAGAAAGTCATAAAAAAAAAAA 

Sequence 4508 

TCCACNCGCGGTGGCGGCCGCCCGGNCAGGTACGCGGGATCAACTTTCGATGGTAGTCGC 
CGTGCNTACCATGGTGACCACNGNTGACAGNTAATCAGGGTTCGATN N NAGAGAGGGAGC 
CTGAGAAACNGNTNCCACATCCAANGAAGGCANNAGGCGCGCAAATTACCCACTCCCNAC 
CCGNNGAGGNTNTTGACGAAAAANAAAAANAAAAAAAAAAAATGTTCCNTTGGCCGCTCT 
AGAACNTAGNGGTATCCCCTCGGTNTGAAGGGGAATNGNAATTTCAAAGCCTTTATCGAA 

TACCCGTCCGACCTCANAGGGGGGGGNGCCCCGGGTACCCMNCTTTTTGGTTTCCCTTT 
TNAGTGG 

Sequence 4509 

ac 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 a t i i 1 1 1 1 1 1 1 1 1 1 1 1 n i n ii i n 1 1 1 1 n 

M 1 1 1 M 1 1 1 < N I I I I 1 I M 1 I I M N M I U | M | | | M II I I I M I M 1 I I 1 1 I 1 I T 

TTCNNNAAAAAAAAAANAAI I I I I I I I I I NAAAAAANTTTAANNGGGGGGGGNNCNNAAA 

AAAANCCCCCGGGGGGGGGGNNNNNNCCCCNGGGGNNAANNGGGGNNCNNCCCCNANGGN 

NGGGGGNTTTTNAAAAANCCCCCNTTTTTTNAACCCCCCCCNAAAAAAAAANAATGGGCC 

CCNAAAANCCCCGGGGGGGGGNNNCNAAAAAAAAAANCCCCCNTTTNGGGGGGGGGGGNC 

CCCCCCCNAANNNANAAANCCGGGGNCCCNANGNGCCCCCCAAAAAAACNCCCCCCCGGG 

GGGGGGGGGGTTCCCCCCNNTTTNNCCCGGGGGGNTTTAAAAAAANANNNANTCCCCCCC 

CTNNNNNGGCCCCCCCCCCCTANANNAGGGGCCCCCNTTNGGGGGGNGGNNNNCNCNNAA 

AANGGGGGGGAAAAAAAAAAANNGN I I U I I ill I I I I I I I M U I I I I NNGNGAACGNC 

CCCCNNGGGAAAAATTTCCCCCCNANANAANNGNGNTNTTTTNCTNCNCAAAAAAAAAAA 

AACCCCNNNNAAAAGGGGGNAAGGGGGNNCNCNNCNCANAAAAAAAAAAAAAAAAAAAAA 

AAAAACACCCCCCCCCCNNGNNNNNCCTTTAAAAAAAAATNNGNNCCCCCNNCNNNNNNA 

AAANTANNANNAAAACNTTTTTTCNCCCCCCCCCCCC 

Sequence 4510 

CTATAATAAACAGAGAGAGAGAGAGAGAGAGAGAGAGACTGAATGCCTAATATCTATCAG 
ACATGGCAAGCTATGTTCCTATCCTATATGTGTTTCTCTCCTTAAGGATAGGCATCATAG 
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CTTATTGACTTCTNTAATCCTAGGACTTATCACAGNGCGTGACNCGTNANAAGCAACACA 

AAATTTGTTGAGTGACCATANCCTTCAGGTAAACTANAAGATAACCTGTCACTAATCATG 

AAATGTTCTT GGGAA ATTCCAACAAATGCCAACTCCCTAAGTAAAGACCCTCTTCCCCTG 

GAGTTTTCCATTTTTCCCCCCTTGCAGCTAAAAAGTAGCATCATAGTTAATGGTCCNCAT 

GTTATTCTNCAGAAGGGAGAAAAAAGGGGG 

Sequence 4511 

CGCNGTGGCGGCCGGGCGTGGTAGGCTCACGCCTGTAATCCCAGCACTNTGGGAGGCCAA 

GGCGGGTGGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACATGTCTCTACTAAA 

AATACAAAAAATTAGCCGGGCATGGTGACAGGCTTCTGTAGTCCCAGCTACTCGGGAGGC 

TGAGGCAGGAGAATGGCNGTGAACCCGGGAGGCANAGCTTGCAGTGAGCCGAGATAGCCG 

CCACTGCACTCCAGCCTGGGTGACAGAGCCGAGACTTCTGTCTCAAGAAAAAANAAAAAA 

ANAAAAAAAAAGTNCCTNGGCCGCTNCTAGAACCTAGNGGGGATCCCCCCCGGGCTGCCA 

GGGAATTTCGTATATCCAAGCCTTATTCGATTACCCGNTCGAACCTTCGAGGGGGGGGGG 
CCCCCGGGT 

Sequence 4512 

AGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAAAACTATCTCC 

CACTCTTTTGGCCCAGGCAATGTCAACGACTTCCACATTCCCTGGCCCACTTCCTGAGCA 

ACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTCCCAACCCCAACCCCAGAGTGCAGT 

GCAAATCAACCAACMTTTACTGGTGGAATGGCAATCAAAGGAAACAGTTAAACACCAAA 

CAATTTCTTAMGCCAAAAAATATT^ 

TTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGGAATTCTGGCA 

CTTGGGTTCTAGGGGGTTACAGGTATGCATCATGGATTCTTCTCCCTCGTATTTAAAAAG 

GCCTCGTGTTTCTATTCCTGAGTTCATACCAACACCTGCTAGCTCTCCCCTCTACGGACA 

GTGGGTGGCCAGCCAGCCTTCCTGGTTAGATTGGGCAATGCCAAGCAGACATCCCCTCAT 

TCACCTGCTGGGCTTGCTTTCTGATTCAGAGGTAAAGTCNNAAAGTGCCANAAGAAAGAA 
A 

Sequence 4513 

ATTGGAGCTCCACCCGCGGTGGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTI I GCTGCA 

CAGCTTTAAAAAGT TGAAG TCTATTGGAAACCTTCTTATAAGAAACCTTCCTAGTCAGAG 

MTTCAACTTTCTTCTTTTCTTCATTCATGAAAATGCAGATCCACTGAGAAAGGGAATAA 

GGTAAAAGTATC ATTTTC CTTTGGGAATCAGGTTTTTCTGTC AGAGGAATAAAGGC CTTT 

CTTTCCAGGTCAATTCCTGTTGTGCTGAAGGCTGGGAATCATCACGCCCTTTTGGNGTGG 

GCCCCAGCTTTGAGCCTCTGTGATGATGGTAGAATCTGGAAGTCAGAAGCCCATATCCTA 

NATCAGCTGCTTTGCTGGGCTGACCTTCAGTGTGATCCTGCATCCCAAACTCCTGACCTC 

TCCANAGAACTTGGGGNGTTCTCCCAAGATGCTGGGCCTCTGGGAAGCATCTCCTTAGGT 

GAACAGCCCCAGATGCCTCCTTCTTAAAGTTGGGTCTAAGTTACTCCATGCTTGACTATC 

AACCCCCAAGTGTGAAAGATCACGTTTATTCCTGAGGGAAACACCGGAGTNGTTCCTAAC 

TCTACTTTGCCT TTCTTAGA ACACGTTTGCTTCTGGTNGAAATGAAAATTTTTCM 

AGTGGTTTNGGGTTTTITTCTGGATTAATTTTTAAT^^ 

Sequence 4514 

AGGTACI I I I n I I n I I I I I I I I II IGAAGAGGTGGGGTCTCACTATGTTGCCCATGCT 

GGTCTCAAACTCCTGGCCTCAAGTGATCCTCCTACTTTAGTCTCCCAAAATGCTGGGATT 

ACATTTACGAGTA CCAC GACTGGCTGGTTTTTATATTTTTTAAATGTTTGGGGAAAATG 

CAAAAG MGAGT ATTTTGTATGATACGAAAACTACATGAAATTCAAATTTCAGTGTCCAT 

AAATAAGTTTTTCTGGCATACAGCCACACTCACTTGCTTCCATATTATTTATGGCTGTTT 

TTCACACTATAATGGCAGAGTTGAATAATTGCAACAGACTGGATGATACATATAGCCTAC 

AATATTTACTATTAGGCCCTTAACAGGAAAATTTA 

Sequence 4515 

AGGTACGCGGGGAGGAAGTGTCGGCGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCG 
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CTGTCGTTTGCGGTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAA 

CAACCACCATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAGCGCCCTCAGCGTG 

CAACATCCMTGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAGGCCT 

TCAACATGATTGATCAGAAACAGAGATGGCTTCATCGACAAGGGAAGATTTGCATGGATA 

TGCCTTGCTTCTCTAGGGGAAGGAATCCCACCTGATGGCATTACCCTTGGATGCCCATGA 

ATGAAATGAAGGCCCCCAGGGCCCCATCCAATTTCACCCATGTTTCCCTGACCATGTTTT 

GGTTGGAAGAAAGTTAAATGGCCACAAGAATCCCTGGAAGATGTCATCAGAAAACCGCCT 

TTGCTTGCTTTGGATGAAAGAAAGCAACCAGGGCACCCATTNCAGGGAAAGATTACCCTA 

AGAAGAAGCTGCTGGACAACCCATGGGGGGGATCCGGGTTTACAGAATGAAGGGAAGTGG 

GATTGAGCTTGTACCTGCCCCGGGGCCGGCCCGCTTCTAGAACTAAGTGGGATCCCCCCC 

CGGGGCTGCAAGGAAATTCCGAATATCAAAGCTTTANTCGATTACCCGNGCGACCCTTGG 
AGGGGGGG 

Sequence 4516 

ACCCGCGGTGGCNNGCCTGATGTACANATCCACAGCCTGTTCAGTTGCACCCTCCCTGAC 

ACCACCNCCGGGACCTGCACAGACTGGGAGTTCATTTCCTTGCTCACTGGGGCCTGCCTT 

CCCCAAAGCTGGTGTCTTCTGATAGCCAAACTGATGGGTGGGAGGTATTTTTGAAATGCA 

GATTTAATTATTCATTG 

Sequence 4517 

GCGA ATTGG ACTCCACCGCGGTGGCGGCCGAGGTACTTNAA I rTTTTTTTTTTTTTTTT G 

GNACATTTTGCCCTTANCTTTTTGTTTCCTAGCCTGTCTTTTTTCT^ 

TTCAGG NTTAAA TTTAT CTTTTTTCTTCTAAAAGTATG 

ATCTTCTCTATTCTTTTCTTCGCCTTCCCGTACTTNTGNCTTCCAGTTTTCCACTTCAAA 

CTTNTATCTTCTCCAAATGGTTTCATCCTACCACTNCCAATTAATCTTTCCATTTTCGTC 

TTGCGGTTGTTACCACTGGGNTTCCCGCGGNACCTGCCCCGGGGCGGCCCNCTTCGACAG 

CTTCACTTGGCCCGGCTTTTCCAAGGNCCGGGGNAAACCTGGTCGGGGCCCANGCTGGCA 

TTTAAATNGAAAATCGGGCCCAACCGCCCCCCGGGGGGAANAAAGNCCGGTTTTTGCCAA 

NAATTNGGGGGCCCCCTTNTTTTCCCCNCTTTTCCCTCGGGGTThJCAACNTGGMCTTTC 

NGCCTTGGCCGCCTTCCGGGNCCGNTTTCCGGGGTTTGGCGGGGCAGAAGNCGGGNTATT 

CAANCCTCACCTTNAAAAAGGGGCGGGNTNAANTAACCGGGGTTTANTTCCCACCAAGAA 

ANTTCAGGGGGGGGAATNAAACCCNCCANGGGNAAAAANAAAACCATTTGGNGGGAANCC 

CAAAAAAGGGCCCCAGCAAAAAAGGGGNCNAANNAACCCCNNTAAAAAAAANGG 

Sequence 4518 

GGCGGCCGAGGTACACAGCCTTCAACCCATTTCCTGGCATACAACTCCTAACATCCCGAG 

AATATCCAAAGTGATGCCCTTTTCTAATGTTGACTGATGGATGGAAGCCCATAGTTAGCT 

TCAGAATTAGGGCTGCTCACCAGAAAGACCAAGGCATGATTACAGAATTAGAACTTTCAG 

TCCCATCCCCTGACTTCCGGGGAGGGGAGAGGAGCTGAAGGTTAAGTGGATGCCCAATGA 

TTTAATC AATCATGG CTATGTAATAAAGTCTCC AG AAAAACC AGCC CTGAAGTGGTGGCT 

CGCGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGGAGATCAAGACCATCCTGGCCAACA 

TGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCATGGCGGTGCGTGCCT 

GTAGTTCCAGCTGCTTGGGAGGCTGAGGCAGGAGAATCGCCCGAACCTGGGAGGTGGAGG 

TTGCAGTGAGCCGAGATCATGCCACTGCACCC 

Sequence 4519 

CTCCCCGCGGTGGCGGCCGAGGTACCCCTGCCCAGCGACATCATATAAACTGAGTCCTAT 

TCTTGTTTGATGAAGCCAAACTTTTCTCATGACATAATTAAAGAACTGCATGATGGAAAT 

TCTTCCATATGMTCTGTATGAAGGAGTTTAGCAAAGACTTTTGCTGTGAAAAATTGCTT 

GCACTTTGCTCCAGCCTTTTCACCAACCTTCAAAAAGTTTTCGTAATTGATCATCGCTTC 

CTC TCCAATC AT AGGTGGTGTCTGGTGTTTGTCCAGC AAAAACC AT AAGTTCTGTAATTC 

TTCATTATCTAACAGTTCTCTGCTTTTTCTTTGTAGAAAGACAGCTCTTGATTCCTCTCT 

TAATTTCTGTAGTAAGACTTCATCTTCAGCAGGCAGCCTATAATAAAACCGGGGAATGGT 
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CTTATAGAATTCATTTGTGTTTTTTCTACCTC 

TAAATCCATTTCTTCATCTTTNAATTCTTGGTCAC I rTTTTTTI I GTTTGGACAGGTGTT 

GGGCCGTCGCTAGGGCGCCCACCAAGAACTTNCTTTNCAGGNCATGGGCGACTCCCGCGC 

AGCAAGCTTTCTGCATTTGCTGNTTTCCTACCTGCTNCCCCCGGGTACCTGCCCCGGCCG 

GNCGNTCGGCTTCTAAAACTAAGNGGGATCCCCCGGGCCGNNAGGAATTCNATATCAAAG 

CTTAATCCGATACCGNNGCCCTCNGNGGGGGGGGCCC 

Sequence 4520 

h 1 1 1 m m 1 1 M 1 1 I 1 1 1 1 MA I 1 1 1 II 11 III 1 Ml M 1 1 ) IN \ II i I II 1 1 1| HI 

"Nil IIIIHMI M ill IH MM 1I MM MUMIMH II I! DM II H I MI 

nTTTTTTTTTTTTTI iCCCNNNNNNNNNNNNNNNNNNNNNNNAAAAAAAAAANNGGGGG 

NNNNNNNNCNCCNNANNNNAAANNNNNNNGNTNNAAAAANNNGGGGGGCNCCCCCCCCNN 

GNNNAAAAANNCCNNNGGNNNTTTTNNNNNCNNNANNGGGGGGGGGGNCCCCCCCCCCGG 

GGGG GGGGGGNNC CCCNTTTTTNAAAAAAAAAAAAAAAAANNNGCGGNTNGNGGGCGNCC 

CCCCN I M II M M INTNNNAAAAAAAMNGTTTTNTTNCNCCCNACAAAAAAAAAAAAA 

AANGNNGGGGGGGGGGGGGCCCCCCCCCCCCACAAAAAAAAGGNGGGGCNCCCNNNGGGG 

G GNNNN CCCCNCTN I M M M INGGGGGGGNGNNNNCCCCCCCCCNCTATCTCCCCCTCN 

TNTTTTTGCANANANGNAAAAAAANNANGNGGGGGGGGGGGNGGNGNNNACNCCCTTTTT 

TNTTNATNTNNCCCCCCCCAAANAAAAACCGGGGGGGGGGGGGGGGGNGGGNGNNAANCN 

CNGAAAANAAACCCCCCCCCCCCCCTTTTNTGGNGTGGGGGTNAANANACCCCCGGGTGN 

NGGGGGANGGNAAAAANNNNGGGGGCGGCCCCCCCCNN M M M I M I NTGGGGGGNNCC 

CNAAAAGGGNNNGGGGGGGGGGGNNGNNCCCNGGGGGGGGGCCCCCCCCCC 
Sequence 4521 

AGGTACAGGTTATCCCCAATGTCTTCCACCCAGGAAGGCCTACTGGCTATGCAGCTACTT 

GGACTCCCGTTCAGGTGCAGAGAACCGCACAACTCAGGGNTAGCTCTCAGGGTCTTCTCT 

GGCTCCTCAGTCCCACTAATGCANAGAGAACCCTGGCTACTCGGAAACGGCTGTCCTGGG 

GCTAATCCACTGCTAA7TCCG7TAGTTCCTGTCAAGCACTGGCCATTCCTGCTTTCCATC 

CCACTGAGCGGGGTCGTGGAGGGGAAGTCCAAATGTCCATTGATGACACATCCATTTGTC 

AATGTAT TCGAT ACGGAGCTACTGTTTTTCATATCTGTTACAACAGCAAACTCCCTATCA 

ACGTGCATTTTGTCAGCATCGTCTTCTGTGTCGCCATTCGTGAGTGGCACGGCAGAATCC 

MGCTTTGAGCTTCAGTTCTAGCTTTCTTTACTCCAAAGTCTTCTGAGTCTTCCAAGCAT 

CTCTTTCGATTTGTTCCCACACTAATATCCCGCGTACCTGCCCGGGCGGCCGCTCGA 
Sequence 4522 

GAATTGGAGCTCCACCGCGGGGGCCCACGGGTGACGGGGAATCANGGTTCGATTCCGGAG 
AGGGAGCCTGAGAAACGGNTACCACATCCAAGGAAGGCAGCAGGCGCGCAAATTACCCAC 
TCCCGACCCGGGGAGGTAGTGACAAAAAAAAACAAAAAAAAAAAAGTACCT 
Sequence 4523 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I M M M I M M M \ GCTGC AC AG 

CTTTAAAAAGTT GAAG TCTATTGGAAACCTTCTTATAAGAAACCTTCCTAGTCAGAGAAT 

TCAACTTTCT TCTTT TCTTCATTCATGAAAATGCAGATCCACTGAGAAAGGGAATAAGGT 

AAAAGTATCATTTTCCTTTGGGAATCAGGTTTTTCTGTCAGAGGAATAAAGGCCTTrC^ 

TCCAGGCCAATTCCTGTTGTGCTGMGGCTGGGAATCATCACGCCCTTTTGGTGTGGGCC 

CCAGCTTTGAGCCTCTGTGATGATGGTAGAATCTGGAAGTCAGAAGCCCATATCCTAGAT 

CAGCTGCTTTGCTGGGCTGACCTTCAGTGTGATCCTGCATCCCAAACTCCTGACCTCTCC 

AGAGAACTTGGGGTGTTCTCCCAAGATGCTGGGCCTNTGGGAAGCATNTCCTTAGGTGAA 

CAGCCCCAGATGCCTCCTTCTTAAGTTGGTCTAAGTTACTCCATGCTGACTATCAAC 
Sequence 4524 

CATCTTTCAGGTTATAAAACTTTNCAGTTTCTAGGGGATAAATTAAAATAGTNAATGAAT 
NTNNGCNGCATTNCTTANCTATTTTAACTGCATTTGCTCATTGTAATTGCTAAATAGTAA 
AATTTATCCCCACmcmAGGCTTCAACTTTTGTTTATATAATCAGT^^ 



Page 812 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



ACTGTTACAAAATGCCTTTCAAGCTTCTCTTATATTNGACACCCAGCGTATGAAACCCAT 

CAAAATTATAAGGACTTAMTTTATGTAATTNTTTTATTTACTGGATACTTAM 

AT TAA7T TGCTATAAGTCATTGAAATGTTATAAATMTTTTCTCATATCTACTCTTTGTT 

CATTTTATTTCAGCCTTTAGAAATAAGAGGGCCATATGACGTGGCAAATCTAGGCTTGCT 

GTTTGGGCTCTCTGAAAGTGACCGCCAAGGCTGCGGTGTCCACCAACTGCCGAGCAGCGC 

TTCTCCATGGAGAAACTAGAAAAACTGGTTTTTGGAATTATCTNTACAGTNGAANAAACC 

TCCGGCCTCAAAAGGAG ATTG AAGAATGGTCTTCCAN CTTTCCAAGAAAAGCCCAAGG NG 

GGGAGGGGCTGGAAAAGAATGNCCCCCAGTCTTCTGGTCAAGCACTCCCTTCTTCCCTTT 

TATAGGTCAATTCAGCCCCCACCCAA 

Sequence 4525 

GAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTACAGGGGTTAGGTAGCTTTCTTC 

AGGTGAATTAGAGAGTTGCTGGCAGTGAGTTCAATGTTAATGATATCAACAGTGTATATT 

AAATAAGGCATTTTTAAACAGAAACATAAAATAAGTTTATGTATTGATGGTTGACCAATA 

TGTGACCAGAGGCTTGCAGGAACCTAACCCTCCCTGTATTTCCCGTAGGAGTAGTGGTTC 

AATATTCACTAATTGAGGTTCTCAGTGACTTTATAAAACATAACTGCTGTGAATAACAAG 

ACTCTACTGTGTGTTATTCTATATTTGATGTCCACTGTCATAGGACAGGGTATATTGTAA 

TCAAAATTGGAATTCCTAGAATTAGCCTTCCAAGCCTTCTTTCTTTCTTTCTT^ 

TGAGACGGAATTTTGCTCTTGTTGCCCAGGCTGGAGCACAATGGCCCAATGTTGGCTCAC 

TGCAACCTCCGTCTCCCGGGTTCAGGCAATTCTACTGCCTCAGCCTCACGAGTAGCTGGG 

ATTACAGGCATTGTGCCACCACGCCCAGCTAATTTTGTATTTTTTTAGTGGGAGACGGAG 

TTTCTCCATGTTGGGTCANGCTGGTCTCGAACTCCCGAGCTCAGGTGATCCGCCCACCTT 

ANCCTCCCAAAAGTGCTGGAATTACANGCGTGGAGCCCACCCTTGCCCCGGNCACCTTTT 
TTT 

Sequence 4526 

CCGGGCAGG TA CACT GTCAGGTTTGGGGTTTAACCTCTGACATGCCTTTCTTAATTTT^ 

M I M i l it iCACTTTTAAAGTTAGCTTAGGAACGTCAATTCTGATTCTATTCAATCTTG 

TTCTGGCTCTTGTAGTCACTCTTCTGAGGCACTCTTGTTCTTTGCTGTATCAAGGTCATA 

CTTAAAAAGAGATGTTATTTCTTGATCAGGGTTTTGAGAGGATTACATTTTCAATGTGAA 

GGTTCAGCCACTGTTTTAGAGGACTGTACTAATGAGCATAAGACAGAAGGTCTTGGCCCA 

ATGTGGACCCGCATTCAGTTCTATTCTCCAAGGATGACATNTTTAACCTCAGCCAGCTAT 

TTCGCAAAAGTGAGTAATGGGTCGGCTGGGCATGGTGGCTCATGCCTGTAATCCCAACNN 

TTTGGNAGGCTGAGGTGGGGGGATTGCCTGAGCTCAGGAGTTCAAGACCAGCCTGGGCAA 

CACGGTGAAACCCCATCACTACTAAAATACAAAAA 

Sequence 4527 

AGGTACATACACCTAATCATCACAMTCTGCTATTTTTAmAAATTTTT 

AGATATGCMTTATATATATTTATTATTATTATTTTTTAAAAATGGAGTC 

TGCCCAGGCTGGAGTGCAATGGCATGATCTCGACTCACCGCAACCTCCACCTCCCAGGTT 

CAAGTGATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGACCACAGGCATGCGCCACCATG 

CCCGGCTMTTTTTGTATCCTCAGCAGAGATGAGGCTTCTCCATGTTGGCCAGGCTGGTC 

TCGAACTCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGG 

GAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCC 

GACAGAGCGAAGACTCCGTCTCAAAAAAAAAAANANANNANNGGATGATTTAATTNGTGT 

TCATTTAATCAATATCATGGCCTAGTTCAAAACAAATACCCATTGCAAGTGTTGGCATAC 

ACACTGTGTAGTGGGTTAANAAGCACAGGGTTTGACAAGTCANATTGGACCCTGGGGGT 

Sequence 4528 

CGGTGGGTTTTTTTGTTTGCAAAGCNAGCCANATTACGCGCCAGAAAAAAAAGGGATCTT 
CANGAAGMCCCTTTGGATTCTTTTTTCTACNGGGGTTCTGGACCGCTCAAAGTGGGAAC 
CGAAAACCTCACCGTTAAAGGGGGAATTTTTGGGTTCATTGAAGAATTATCAAAAAANGG 
ATCTTTCAACCTAAAATCC I 1 I I IAAANTT 



Page 813 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



Sequence 4529 

CCGGGCAGGTACGCGGGGAGAGCTCTGGGGAGTCTGCACCATGGCTTGGACCCCACTCCT 

CTTCCTCACCCTCCTCCTCCACTGCACAGGGTCTCTCTCCCAGCTTGTGCTGACTCAATC 

GCCCTCTGCCTCTGCCTCCCTGGGAGCCTCGGTCAACCTCACCTGCACTCTCAGCAGTGG 

ACACATCATCTACTCCATCGCATGGCATCAGCAGCAGCCACACAAGGGCCCTCGATACTT 

GATGAATCTTGAAGATAGTGGAAGCTACAACAGGGGGAGCGGAGTTCCTGATCGCTTCTC 

AGGCTCCAGCTCTGGGGCTGACCGCTACCTCACCATCTCCAACCTCCAGTCTGAGGATGA 

GGCTGATTATTACTGTGAGACCTGGGAACTTAACATTCGGGTATTCGGCGGAGGGACCAA 

GTTGACCGTCCTAGGTCAGCCCAAGGCTGCCCCCTCGGTCACTCTGTTCCCGCCCTCCTC 

TGAGGAGCTTCAAGCCAACAAGGCCACACTGGTGTGTCTCATAAGTGACTTCTACCCGGG 

AGCCGTGACAGTGGCCTGGGAAGGCAGATAGCAGCCCCCGTCAAGGCGGGAGTGGAGACC 

ACCACACCCTCCAAACAAAGCAACAACAAGGTACCTCGGGNCGCTTCTAAAACTAGTNGG 

ATTCCCCCCGGCCTGCAGGAAATTCNGATTATNAAGCCTTATCGANTAACCGGNCGAACC 

TCGANGGGGGGGGGCCC 

Sequence 4530 

AGGTACi milium IGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCGGTG 

GGGCGATCTCGGCTCACTGCCAGCTCCGCCTCCTGGGTTCACGCCATTCTCCTGCCTCAG 

CCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCACGCCCGGCTAATTTTCTTGTATT 

TTTAGTAGAGATGGGGTTTCGCCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCGTG 

ATGCGCCCT CCTCG GCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCATCACGCCCACT 

CTGA TGCTTCTTTTACTGCGACAGTGAAATCAGAAACAGTTGTCAGGGTTGAAGGACATA 

TTTTGATTTGCTAAACCAATGATTCTCAAACTTTTGCATGTGTTAGAATCACCTGGMGG 

CCAGTTAMGCCCAGGTTGCTAGGCCCTACCCTGGAGTTTCTGATTCAGTTGGTCAGGGT 

GGGGACTAANATGTAGTATTTCATGCAAGTTGCCAGGTGATGCTGATGCTGCTATTCCAG 

GGACCCACTTTGAGAACCACTGAACTGCCTCTTTGGGCTTAAA 

Sequence 4531 

AGGTACTTGGTGAACCATTCCTGGTGCGGAGAGCCCTGTTTCTGCTGGGCTTCTTTGGCT 

TGGGCCGTTTCACCATCTGGGGTCCTAAAAACAAAAAAAAGGTTTTTTTATATGGTTT^ 

AAAACTATGCAAGAAGCAGCTTAATACCCACCATCTTTTCAGGGAAAGATAACTGCTTGT 

TTACTCTTCAAAAACACCCAAATGGGACTGGCCAACATTAGTAGTGGGAAACAAATTGTA 

AAGGATGGGGCTGGGGAGGGAGTACCTGCCCGGGC 

Sequence 4532 

AATNCGACGGCTCAAGTCAGAAGGGTGGCGGAAAACCCCGACAGGACTATTTAAAAGATN 

CCCAAGGCCGGTTTCCCCCCTGGNMGCTCCCTCGNTGCGCTTCTTCCTTGTTTTCCGGA 

ACNCCTTGCCCGCNTTTACCCGGGMTTACCCCCTGGTTCCCCGTCCTTTTTTCTCCCCC 

T1TCCGNGGGNAAAGCCGGTTGGGGCCGGCCTTTTTTCTTNAAATANGCCTTCCAACCGN 

CCTGGNTAAANGGTTANTTCTTTCAANTTTTCCGGGGTGGTTAGGGGTTCGGTTTTCCGG 
C 

Sequence 4533 

TCTCTTTTMGTTTCACAGNAATGCTAANAGGTGGGTATTATACCTATTTTACAGATACG 

GATGCTGGAAGTTAAGAAAATGTCCCCAGGTCACATAGGAAGTAGTCAAGACATGATGCA 

CACTTAGGCCTATCACAGTCCAGAGACCAATTGAAGTTGGTATAAAGCATTTTATTAGCA 

AATTAGAAGAATTATTTTAATTATAAATGAACTTTTTAACATATACCTTAATATAACAG 

GAACACTAAGGAAGTMGATAAATTTCTCCATAAACCCGCATTTGCACACATTTGATGGA 

AAGACTCCTAGATATAGTTGTGAGGATGACTCATGCTGACTGTGTCTGGCAAGACATTGT 

AACGAAGTAGTCTCAGTGATTAGGAAGCTGGGTTAGTTAGCTGCCCACCCCAGGTTTCCT 

GCTACCCTGTGTTTCACTGGTGGGCGCTTCTCATGCAGTGAAAATGTAGGATACAAGGCC 

TGGAAGAGAAAGAGTCmCCCTGATGACACTCCTGCTTTMTTGGGTTTTCT 

Sequence 4534 
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GAATTGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAAGACAAATAC 
AGAATGTGAAGTCCTGTTCCAACCAAGGGAAATCGGACACAGCAATAAGGAATACAACAT 
GTTTAAGACCACAGAACATCTGCATAGGCTGTAAATTTCGTTGAATGATGGATGCAAAGA 
TGGAAGACAGATGGATAGAGGAAAAGACAGAATCAGATACTGGATGAGTTAGTACTGCTG 

CCTGTGCTTCAGAGCTGTCTTATTACCACAAGGCCGGCAAGCATCAATGTCCCCACATCC 

CCCTCTGCCTCCCCCTGAAATGTACCT 

Sequence 4535 

TNGGGGNAAGCCGTGGGCGCCTTTCTCATAAGCTCACGCNTGNNANGGTANACNCAAGAA 

TCGGANGTAATGTTCGTATCGCTCCAAAAACTTGTGGCTTGGTGGTGGCACCGAACNCCC 

CCCGGTTTTNAGNCNCCGGACNCGCTTGTCGNCCGTTTAATACCCGGGNCAACCTTATTC 

CGGNNCTTTGGNAGGTTCCCAMCCCCCGGGGGTTANAGGGAACACCCGACCTTTTATTC 

CGGCNCCACCTTGGGGCAAGCCATGCCCCAACCTTGGGTTAAAACMNGGGAAnTTAAA 

GCCAAGGAANNCCNGAAGGGNTAAATTGTTTAGGGGGCCGNGGTGGCCTNACCAANNAGG 

TTTTCCTTTNGGAAANGTGGG TTGGG CCCCTTNAAACTTAACNGGGGCTTANCCACNTNN 

GTGAAAGGAAACCANGGTNMTTTTTGNGNAT^TTCTTTGCGGNCCTCNTTGGCTTGGA 

AANNCCCNANGNTTTACCCCTTTCCGGGG 

Sequence 4536 

AGGTAC I I I I I I I I I I I | | | | | | I rTGCTGCACAGCTTTAAAAAGTTGAAGTCTATTGGA 

AACCTTCTTATAAGAAACCTTCCTAGTCAGAGAATTCAATTTTCTTCTTTTCTTCATCCA 

TGAA AATGC AGATCCACTGAGAAAGGGAATMGGTAAMGTATCATTTTCCTTTGGGAAT 

CAGGTTTTTCTGTCAGAGGMTAMGGCCTTTCTTTCCAGGTCAATTCCTGTTGTGCTGA 

AGGCTGGGAATCATCACGCCCTTTTGGTGTGGGCCCCAGCTTTGAGCCTCTGTGATGATG 

GTAGAATCTGGAAGTCAGAAGCCCATATCCTAGATCAGCTGCTTTG 

Sequence 4537 

CGCNGNGGCGGCCGAGGTACATGTGCACAATGTGCAGGTTACGTTACATATGTATACATG 

TGCAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCCGCGTCGCCCTCCCAAAG 

ATCTGGGATTACAGGCATGAGCCACCGCGCCAGGCCCCATTCTTCTTTATACAGTCATTC 

ACAAGCAGAAGTTAACATTTTGAAGGTAAAAGAAGGAMGGGGAGTGTTCTGTTATTTCA 

TTCTTCAGTTATGCTGAAGGCTTTTTTTGGGATATTGTCAGTATATACATTTATCCTCTT 

TGGATTCTTATTAGATTCTAATTATMCAMGGTCTTGGTAAATAGCTTGCmCTTTAA 

TTTAGCATCTTTACGTCTAACGTTMTTGMGTAGGTATTCAACTTGTAGGTTGACTTGA 

ACCCATAAATAGATGCCGAAATCCAAAAGGGTCCATGTTGTGGACTTTCAGATTAATAAG 

GAAAACACTTTTCTTTAACGTGCAGTANGCTTGTCCTAGGATTAAAGCCACTTTTTGTAA 

AATGGGCMTTTTACAGTAGCCTAAATAAATCAAAACTTTAACAATAGCTCCCAAGGTCA 

TTTGAGATATATTAATATTACAGGGGGTCAC 

Sequence 4538 

TCCACCGCGGTGGCGGCCGTCACGGGCTGGCCGGCCGGTCATGGAGGCTGATGGGGCCGG 

CGAGCAGATGAGACCGCTACTCACCCGGGGTCCTGATGAAGAAGCTGTTGTGGATCTTGG 

CAAAACTAGCTCAACTGTGAACACCAAGTTTGAAAAAGAAGAACTAGAAAGTCATAGAGC 

TGTATATATTGGTGTTCACGTCCCGTTTAGTAAAGAGAGTCGTCGGCGTCATAGGCATCG 

CGGACACAAACATCACCACCAAAAAAAAAAAAAAAAAAAAANGTACCT 

Sequence 4539 

CCGGGCAGGTACGCGGGAGCAGGGAACCGCTCAGATACCCTTCCACACCGTGGAAACTTT 

GTTCTTACCCTCNTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGGTCCACACCACCT 
TTAANAAGCTACA 

Sequence 4540 

TTTTAAGACCTTTGAATTTCNCNAACTATTTTGGCAAATTGCAGCTCCACCGCGGTGGCT 

NCCGAGGTACNTNGCTAAGTTTNTCCTAACACTCTGAC 

Sequence 4541 
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AACTACCGGGCGAATTGGAGCTTNCCGCGGTGGCTTAGCGGCCGTTCGGGCAGGTACGCG 

GGATTTGAGAGAAAAAAAGATTTTTAAAAAGAGCGAGAGTTACTCATAAAAAATGAGTAA 

ATTCGGCCAGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTGTGGGAGGCTGAGGCGGG 

TGGATCACGAGGTCAGGAGATCGATACCATCCTGGCTAACATGGTGAAACCCCATCTCTA 

CTAAAAACACAAAAAATTAGCCGGACGTGGTGGCGGGCACCTGTAGTCCCAGCTACTCGG 

GAGGCTGAGGCAGGAGAATGATGTGAACCCGGGAGGCGGAGCTTGCAAGTGAGCCGAGAT 

CGCACCACTGCACTCCAGTTTTGGGTTGACAGAGCGAGATTCCGTCTCAAANAAAAANAA 

TNNAAGAATNANAAAGTNCTCGGCCGCTNTAGAACTAAGTGGATCCCCCCGGGCTTGCAG 

GAAATTCNATATTCAAGCTTATCCGANACCCGTCTACCCTTCGAGGGGGGGGGCC 

Sequence 4542 

CCGCG GTGGCAGCGGCCGCCCGGGCAGGTAC I I I I I > 11 11 I I i I U I II 11 I 11 1 1 I 1 A 

TTTTTAGTANAGACGGGTTTCACCATNTTAGCCAGGATGGTCTCAATCTCCTGACCTCGT 

GATCCGCCCGCCTNCGCCTCCCAAAGTGCTGGGATTACGGGCGTGAGCCACCGTGCCCAG 

CCCANAATATTATTNJAA^e^CAATCAGAGCACTCCATACCTGCTAACAGTTTAAAGCC 

AAGCACC TAGG CATGCCATTTAGGCTTCTGAATGACTGGGTCTTGACCAGGANAGCTGC.T^ 

GTCTAGGTTTTCTCCTCCTGACTAGTTCCTCAANAGAAATGCAAAACTAGTGATTAACAfe 

TAAGAGTCAGGCCGGGCGTGGGCGGGCCTCTCTGGTGTTGCTGGAAATCCTTGGTATTCC 

TTGACTTGTANACTTGTTTTAAAATGTACCTN 

Sequence 4543 

CCGCGGTGGCGGCCGAGGTACTNCAGCATGNTNCAACTGCTCTACAAAAGCGTGGCANGA 

CCNTTTNNTTAAGCAGGTCCCTGATCTGTTCCTCCTCACTTGGGAGAACTTCCCAACCAG 

GGTCTTCAGCCTCTCCCACTGAT6TTCTCTGGTTGACAAGGGTTTGAAAGCATCCTGGGA 

CAGAGTTACTA GAGA GAGGGGCAGGCTGCCATCTTTGCTGTTTCTGCAATTTAGCCGTTC 

CAGCTTCCAGGTTTTGGAGAACCCAACACCATGAGGGGCAGAAATGGTATCCCAGCACAA 

GCTTAGCTTGTTCTACAAAAGTGGGGCTAGACTGCTTCTTCAAGCAGGTCCCTGATCCTG 

TTTCTACTGGCTGGGTGAGACCTCTCAACCAGGGTCTCCATCCACCTCCTACAGGTGTGT 

TCAGGCTGGCAACAGATTTGTACCTGCCCGGGCGGCCGCTCTAGAACTAAGTGGATCCCC 
CCGGCTGCAG 

Sequence 4544 

AGGTACI I I I I I I I I I I I I I I I 1 I INGAGACTGAGTCTTGCTCTGTCGCCCAGGCTGGAA 

TGCTGGAGTGCAGTGGCATGATCTTGGCTCACCACACCCTCTGCCTTCCTGGTTCAAGTG 

ATT CTCGNG CC TNTGC CTCCCCAGTAGCTGGGACTACAGGTGTGAGCTACCATGCCTGGC 

TAAl mi IGTATTTTTAGTAGAGACAGGGTTTCTXCATGATGCCCAGGCTGGTCTTGAA 

CTCCTGGGCCCAAGCAATCCACCTGCCTGGGCCTCTCGAAGTGCTGGGATTACAGGCATG 

AGCCATCATGCC 

Sequence 4545 . 

CGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCTACTGCCTTGTGTGTCTTGGA 
TGdACATGATGGGGAAGTCAACGCTQtGCAGrTCAGTCCAGGTTCCCGiGTTACTGGCCAC 
TGGAGGC/^GGA(DCGCAGGGTTAAGCTTTGGGAAQTATTTGGAGAAAAATGT6AG1rCAA k 
(GGGTTCCCTATCTGGCAGTAATGCAfeGAATTACAAGCATTGAATTTGATAGTGTTGGATG 
TTACCTCTTAGCAGCTTCAMTGATTTTGCAAGCCGAATCTGGACTGTGGATGATTATCG 
ATTACGGCACACACTCACGGGACACAGTGGGAAAGTGCTGTCTGCTAAGTTCCTG 
Sequence 4546 ' 

GNAAGCCGTGGCGCTTTTANTCAATAA^fCTCACCGCTNGATAAGGGTAATCTTCANTTTC 

CGGTNGTAAGGTCCGN1NTACGCNTCCCAAAAGCCTTGGGGGCCTTGTTGGTTGNCAACCG 

AAAACCCNCCCCCNGTTTTCAAG'CNCCCGGACCCCGGCTTGCCGGCCCNTTTTAATNCCC 

GGGGTCAACCTTANTTCNGTTNCTTTNGAAGTTNGCCAAAACCCCCGGGNTAAATGGAAC 

NAACCNAACNTTTTATTCTGGNCCCACNTTGGGGCCATGNNNAGTCCCACCTTGGGGTAA 

AANCAAGGGTANTTATGGCCATGNAATCNNGAAGGGGTTATTGGTTAATGGGCNGGGAGG 
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CCTTAACAAGNAANTTTCATCTTTTNGANANGNTGGGGNTGGGCCCTTANAACTTAACCG 
GGNNTTACCACCTTAAGTAAANANAACCANGGNTATTTTTGGGTTAATNCTCGNCGGCCT 
TNTTNGCTTGAAAANCCCMNTTTTACCCTTTCNGG 
Sequence 4547 

AGGTAC I I I I I II M I I I I I I I 1 1 | | | | | i | I AGATGATCACTCTGGTGATTATGCTGAG 

GACAGACTTGGAAGGAAAAGAGGAAGAAAAGAAACAGAACAGTCAGAAGTTTGTGGCAAG 

ACACCAGGTGAGAGATAACAGGGACCCGAAAAAACAAAAGGCAGTGGANAAAGAGAGGGG 

AMCCAGATTCAAAAGCAAAAACCATTTNTGTGGTAGACTMNATTTGGTGACCAACTAA 

GTTTGGCCCCACTAAAGGAAGGGATCCAGTGATGAGCNCCATANAGCAGAGGAGCTCCCA 

GGGTGGTACTGGCAGGGCAAGGGCTCCGTTACCCAGGAATAAACTGCACTGAGGCCACAG 

CTACAGGAAGTCTAGTTTCTTTCAAGTCTCTTTTCTTTCTACCATTCTTAACCCACAGTG 

TGCCTTCCAAATAATCAAGAGTCAMCTACAGTGTAAAATCACCACTTTTATTCTAGTTA 

CCGCTTTGGCTTCCTAGTCTAGTMTTTTTTTTCCTTCCCTTAAAGGTGACTACCTACTT 

TMGTCTCATTCCAATTGNNGGTCTTTTTGAACTTGGCAGCATTTTGTACCTTGCCCGGG 

CCGGNCCGCTNTTAGAAACTTAGTGGATNCCCGCGGGCTTGGCANGGAA7TCGATTTTAA 

AGCTTANTCGAATNCCGTCNANCTTCGAGGGGGGGGG 

Sequence 4548 

CCGGGCAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGAAACC 

CCAGCGCAGC7TCTCTTCCTCCTGCTACTCTGGCTCCCAGATAGTTCCGGTGAAATTGTC 

TTGACGCAGTCTCCAGGCACCCTGTCTTTGTCTCCAGGGGAGAGAGCCACCCTCTCCTGC 

AGGGCCAGTCAGACTGTCAGAAGCAGTCACTTAGCCTGGTACCT 

Sequence 4549 

TCCACCGCGGTGGCGGCCGAGGTACTCATCAATGGGCTCAATCATATAGATCACTTCTAA 

GCCATGTTTCCGAAGACGTTCCACAAAGGCTGAGTTAGCTACCTGGTCCTTGGTCTCACC 

TGAG GTAT TACAAAGTTACTTTTAGACCTTTTAACAGTTAAGAATGGTTTCATCTAGCTC 

TGACTTTTCTTGCTAGCCAGATACCTAGGCAGAACCTAAGACAGAAAATGACCTAGTTCA 

TGTTAATTATCTTGCCTAGATCAATACCAGTTGTAACAGTGCTACCTGAGTAGAAAACAC 

ACCCACAGAGCCTACAAGGTTGTAAGAACGACGTGTATGACTGTAACATAGTGTTCTCTT 

ACCTGTGATATAATAGATATGTTTCTGGTTCTCCTTCATTCTGGTGCAGTAGTCCTT 

Sequence 4550 

CCACCGCGGTGGCGGCCGNGGTACTTCTGAACTTAAAAGTTAAAAAGTTAAAAAAAAAAA 

GTCTGTTATGGACTGTGTGTTCCCCCACACCAAAATCCGTGTTTTGAAGCCCTAATCCCC 

CATGTGATGGTATTAGGAGGTTGAGGCTTTGGGGAAGTAATTAGGTTTAGCGAGATTATG 

AGGATGGAGCCCTTGGTGGGATTAGTGCCCTTATTAAAAGAGGGAAGGGATACCAGCACT 

CTCTCTGCAATGTTGTGAGGGCACAGCCAAGGAAGGTNGGCCATCTGCAAACCAGGAAAG 

ANGAGCTCTCACAAGGGAACCTGGAACCAGCCTGGCAATCTTTGATCTTTGGATTTTCCC 

CAGCCTCC AAAAC TGTNGAAGAAAATAAMTTTCTGTTTGTTTTAAAGCCACCCTAGTCT 

TACCAATAATTTTGTTTATNGGGCAAGCCCCAAATAAACCTNGAGGACCAAAAAGTTNCT 

CAAGAAAAACTTCATTAAGMCGGTGNTTTGTTATTCCAAGAAAAACCCATTCCCTTTAA 

NAAAAGAAGAAAAAGGTTTTNCTNCATTTTCTTTGGCCAAGTAANAAAAAGGCCNAAATT 

TAMTTAAAAATGGGGGGAGGGGANTAAGGAATTTTTGGAAAAAATTCAATTCAATNTGA 

AATT GCCTAA AAAACCTTANTTGGGGTTNGAAGTTGGTTTTGGATNGAANGGNAAACCNN 

GCAAl MM l NAACCNTTANNTTCCCCCCAAAAAACCCTTCCCTTGGACAAAATTTTT 

Sequence 4551 

AGGTACATCAGCCTGTCTTAGCCTGAGCTGCTTTGAAGACCATGGGGTCTTGTGTTTCCA 

ACTTCGAAGTGCTGATGTGGACAGTTTGCCAATGTTCTCTTCTATTGCAAGTTCAGCCAG 

ACTCCATGACTCATCTGATCCCTTTTATGGCCAAATCATCCTTCAGAGTAGGGAACACTC 

AGACATTCTGTGCATGTTGTTCCCCCAAAGCATGGTCATCACAAAGTCCTGAGTTCTGGT- 

GTGTGCTCCCGCCTCCTGGGTATACAGAGAGAAGGCAGGAATCAGGAGTTCCAGAAGCAT 
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ATAC ATGTGG CTACCCCAGCAACAAGCGCATCCTGTGCTCAGATAAGCTGCATGGTTGGG 

AGTGl I I I I I CTCGCACGTTGAGGCTTAGTGGAGATGGGCACCACTGCCATTTGCTCAAA 

AGAAGGCTGGTCTGGTCCTAACTGCATCCCACACTGCCCAGATCATTCTAGAATAGGTTA 

TTTCTGMTGTTTTATAGAAmCTTAATACCATCCTGGTTTGGTCAGTCATTCCTn 

TTGGAAAGGTCAGCTG 

Sequence 4552 

AGGTACCTTCACTCATTCCACTGCCTGTGACTGACAGAAGGGAGGCAAAGTAACTCCTCG 

GCAGCATCTGCCTTTCTCAGCAGCAGACTGGTTGTTTTCTTCTGCTGGTCAGAGCAATTC 

TTCAAC AAC TGCATGAGCAGAGGCATG AACATCTGTCGTAAAATGGGGATACCTGTGTCT 

TAGGCTTGGCTGTAATCTGCTTGATAAAAGGAATGAGTTCCTGAGGGTCTCTTCCTTCAT 

AGTCTTTGAGCACATGTCTGAGCAGACAAGAGGAACAGAAGGACTTCTTCCTCCAGGCAA 

GTAATCATGCAATGAGGAAGAACATGGGACCTCTGCTTCTGAGCATATCCTTCTGTAAGG 

CACAGCTGAGGGCTGATGAGAATATCTGTAAACAGTTCAGAGCCTCTGAACAGCCACGCC 

ATTCCCCAGTCTGCTCGCTGCTCTGGCAAGTCCAGCACCATGGTTGAAGCAGTCTGTTAT 

AGAT GCCTGCCTTTCTTTNCCCTGCGGTCAGCATCAGTGTTCCTAACAGAAAGTTTAAAC 

TTTTNCATCAAGTGGGAGTCTACCAGATTCCTCAATTAATGCTTGCTTCCT 

Sequence 4553 

AGGTAC I I I I If I I I I n I I I I I I I I I I I NGCAACAGGGTCCTACTANATTGCCCTGGCT 

ACACTTCAACTCCTGGACTCAAGCAATTCTCTNATNTCAGTCTCCTGAGTAGTNGGGACA 

CCACTGNGCCCMTTTNTATTTTTTANAAGAAATTATGTTCATTCTCCACAGTATACACT 

CTTATNTGTAGCTTGCATTATTCACTTAATTAAGGATCTTGGAMTTACACAGTTTATCA 

GATCTTTCACTCCTTTAGAAGTATTACACCNGCTGTATTACTCGTAGGTCAAACCCAGNT 

CCCCANATAAATTTCCTMNCTTTTTGCTAATTTATTATAAAACAAANGGGACTNGCATG 

CCCATTACCACATAACACCATANAGGAAGGTAAAAAAAGNACNNGGGGNTATNGTAGTTT 

AGGGGAACCAAAAATGGTTGGGGTTAANGGGATAATTTGGTAATNGTACAAAAANATNTT 

TMTGTGGGGGCCTAATGGCAATAATTTTTTTATGGGTNAATTTTTAAGGGCGACCCCCN 

CNCCCCCCCAACAACNAAAAAANA 

Sequence 4554 

AGGTACGCGGGGCTCATAATAGAATTCTCATGAGATCTGGTTGTTNTGAAAGTGTGTATC 

ACCTCCACCTTCTCTCTCTCTCTCCCTCTGCCTCTCCTGCCAGCCAAGTGAAGACATGCT 

TACTTCCCCTTCACCTTCCTTCATGATGTTACCATNGGAATGACATACTGCATCCTATAG 

T TATA CCATCCACTCTGAAATCAATGGTGACTTTAACTTTCAGGNTCCATACAGAAACTT 

C7TTTCCACAGGTATAGAAACGGTTGNAACTGGGATTGCCAATTTTTATCACAGCTTTGT 

CGTGAAGACTGCCTTNTGTCCCTCCTCTCACCATGCCCATTGGGGNTAACCCAGCCANAC 

AGGNGGTTGCNTCAGGGGGCGNTTGCCCAGCTACATTGNTTCTTATAGCCCTGGTGGAGG 

GGAGGGAAGCAAAACATTTTGGCTAACCANGGCCAAGTGACAGGAAAATGNGATTTCCAA 

AATACCCANTGGTGTNGAANGCCTTGAAATGGATGGGTCAAACTTTCAATGCCCNTGGTC 

CCTGGGGGAATTTG 

Sequence 4555 

AGGTACGCGGGGTCACCAACATGGCCGCGGGCTGGAAGTGCGCATGAGCAGCTGTCTATG 

GAGATACCTAGGCCGGGAGAGGGAGAACACAGTTGGAGAAAATCGGCAGCTGAGACGGCC 

TTGGCCGGACTTAGCACTCAGGCCTGTGAATCAGGAAATACAAAGACCTCCAAAAAAGGA 

CCAGTTCCTCGGATGTGCCCCCTCACAGAGAGATGAAGGGGCAGCAGAAAACAGCTGAAA 

CGGAAGAGGGGACAGTGCAGATTCAGGAAGGTGCAGTGGCTACTGGGGAAGACCCAACCA 

GTGTGGCTATTGCCAGCATCCAGTCAGCTGCCACCTTCCCTGACCCCAACGTCAAGTGAT 

GTACCTGCCCG 

Sequence 4556 

TCCACCGCGGTGGCGGCCGAGGTACGCGGGGTGACTTCCGCAGTGCACGCTGCGCCTGCC 
GGGCAI tilt I CCTGGTTTGGGGGCAAGGTCTCATGGGAAAGGTCATGTCTCTCGAAGAA 
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AGGTTATAAACCCTGAGATATGAGGGTTGGGCGAGACATCCGAGCCTGTTTCGTTCCGTG 
TTGGGACCAGGAATAACCCTGACTTCTGAGCTTTCATAACCCCAGGATCCTCCAGAAAAT 
TTGCGGCGCGCTGAGGGAAAACCTTGCTGAAGCTGTACCTGC 
Sequence 4557 

CCGGGCAGGTACACTCCACAGTGTGGGAGTGGGCCCAAGCATAGGGGCTCAAGGGTCCTG 

TTACAGA/\TTTTGGGGGATTTAAATACCCTCTAGAGGTTTCCATTGGTTACTTTGTGTAT 

GCCCTATGTAAATGGAGATAATATTTCCCGGCATAGCTGAAGTGTGAATAGGCCTTATGT 

TCTATGCCTCCAGATCCTATTTTCCTGCCTCATTTCCTCCCTGAGAGATGTCATCCCCAT 

AAATCTTTATGGGAGGTGGAGTGACTAATGGTCTTTCTTCTGTAACTGCCTCATGCTGGC 

TTGAAGCAAAGTCCCTACCTATTGGGGATCACGGAACTGTCACCCTGCTCTTGTCTAAGT 

GGAGGCAGAGTAGCTTCTTGATGCCCAGGGGTGGTGTCTTCAACTGGAACTGGCTGGAAC 

ATTTTGTCACATGATCTTCTGAAGCTTGATGGTCTCTGGATGCCATCAACAGTGGGAGCG 

ACTCCTTGTCTGGAGAAATGCAAGTGACAGCACTGGCCCAGCTTTGAGAACC 

Sequence 4558 

GTGGCAGNGGCCGCCCGGGCAGGTACATTTTTTCCTATGATTTTCAAATGGGTATAANNG 

GTAGCCAAAAAGNNATAGTTTTTATGTTTAGGTCTGTGATTCANTTTGAGTTAAATNTTA 

TGGTTTAAGGTAGAGGTTTTGAGGTTCATGTTTTTTTC 

CANCATTTATTGCAAAGATATTCTTTCTCAATNGGAATTTATACTGGCAATATTGGAAAA 

TCTGTNATTCTGGACTTCTATTCTGTTCCATTAGATTCTATAATGCCATTnTCTTTTGT 

MTCAATTACCCACCCTTGTCTTTGGACTACCTTTTTANGCCNTTTGGTANNGTAMTTN 

CTTCAAAAAAATTCAAGGGTTAAGATGGGAAGNTCCCCTTTCAAGGCTTNTTNGTNNCCT 

TTTGTTTCAAAAAAATTNGGTTNTTTGGGCCTTTAATAATCTTT^ 

AA l l l l l lAAGGAAATCCAAGAATTCCATTTCAAGNTTTTCCTTGCCAANACCTGGAGAA 

TTTGGNNGTTTGGAAATTCNTNGTTAGAAATCCAAATATTTTGGTGGTTCTTTA 

TCCCCCCCCANCNAAAAAGTTTAGNAAAAGGCCCAGNGCANGNTTAAAATNATTTCANGA 

AGGGGCACCAAAGCCCCCANAATTGGGAANGCTGGGNAANGACAATAANNTNGCNTCCCA 

NNAAAANGGTCCCTTTCCAAAAAAAAAAAGA 

Sequence 4559 

CTCCCCGCGGTGGCGGCCGAGGTAC 1 (TTTTTTTTTTTTTT1 \ GGTACATGTGTCCAGGT 

TTCTCTCTTTGAGGGATAGTGATGCCCTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTT 

TGGGATTGTAATAGCATGATGCTGATGATGCTGTTCTCGCAGCCTGGTCCTGTGTGCTGT 

GGCTGGGGATCAGCTCACCTCTGGGGAGCGCTCAGCTGGAACCTCCCACTGGCTGTTCCT 

GCCAGAACGATCTTGGTGCTCTGCTCTCCAGCCTCTGAGACTTCCTGTCCCTTTCTTAGA 

GCAGTATTTATGATTCCCCGCGTACCTGCCCGGGCGGC 

Sequence 4560 

CGGCAAAGAAAAAAAAAAAAAAAAAAAAAAAANGGGGNNNNCCNTTNNNTTTTTTAAA 

AAAANCCCCCCCCNCNNCCCCNTNGACCNNAAAAANAAAAANNNNCCCTTNNGGNNNNNN 

NNCNi i MM INGGNCTTTNNNGGGGNNNNNAAAAAAANNNNCCCCNCCNAAATTNNNNA 

AAAPAGCNNTTTTTTNCCNNNNTTTTTNNGNGGGGGNNGCCCNNNCNCCNNNANNNT~TT 

TTNNNNTNNNGGGCCCCCGGGNCCCCNNCCNAAAAAAAATTNTTTTNNCNTTTNNNNCiNlN 

AAAAANCCCGNNNCCNNGGGTTTTCNGGNNGGGGNNGGGNTTTTTNNNNNTNWNNNGGGG 

GNTNNNTNNTTTTTCCCCNCNCTCNGTGCANCAATATATTACCANCAAGAATAAAAAAGA 

MTCCATATCTTAAAGAAACAGCTTTTNANGTGCCTTTCTGCNGNTNTTCANGANNCGGG 

GGATNGCATTTGGNATNCGAATAAGCTNTAGTTNTTACACCGACCTNCTACNAGATTTAN 

AAAAAAGTTTACACATAATCTNNGTTTACAGAAAAATNTTGTGCTAGAATACTTTTTAAA 

AGGTATTTGAATCTTTAAAAACTGC I I I 1 I II I I I CCANCAGGTTTCCNACCNCTTGGGT 

TCTGCTTNAATAAATTTTGGAAAACTCAAAAAAAAAAAAA 

Sequence 4561 

GGAGGCTA.^AAmGATCCTGCCAAATGTTCAACAmGAATACTT^TAATACTTCTCTT 
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TAGTAGCTTAAAAAAATAATATTCAACTGATGAAGAACTGAATTTCCAAAGCAGACAACA 

7TCAGTGAGAGCTGCCATTCTATGCTTTTTTTGAGATGGAGTTTTGCTCTTGTTGCCCAG 

GCTGGATTGCAATGGCACGATCTCGGCTCACCGCAACCTCTGGCCTCCTGGGTTCAAGCG 

ATTCTCCTG CCTCAG CCTCCCGAGTAGCTGGGATTACAGGTGCGTGCCACCACACCCAGC 

TAAATTTGTATTTTTAGTAGAGATGGGGTTTCTCCACGTTGGTCAGGCTGGTCTTGMTT 

CCTGACCTCAGGTGATCTGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAG 

CCACCACACCCGGCCCATTCTATGTTTCCATGTCTGTTTTTAAAAGAAAGTTTGCAAGTA 

GAAAGGAAAGTGATAACAAAGCGCTCGACACAATAACTGGAGGACAAGCGCTCTCATAGC 

AAGCTCCGCGCCCACCGTCCACTTTGAAAGAAAAGCACCGGTGGGAAAGGTCACATACTC 

GGCTCTGTTGGGAAAATGCTCATCANGCGCGAAANAANGCTGTGGACGGCTCGC 
Sequence 4562 

AGGTACi >i it > i i i i m I I I I I M I IGAGACAGAGTCTNGCTCTGTCACCCANACTGGA 

GTGCAGTGGCGCTATCTCGGCTCACTGCAAGCTCTGCCTCCCGGGTTCACGCCATTCTCC 

TGCCT AAGCC TCCCGAGTAGNTGGGACTACANAAGCCTGTCACCATGCCCGGCTMTTTT 

TNGNA I I I I I AGNANAGACATGTTAGCCAGGANGGTCTTGATCTCCTGACCTCGTGATCC 

ACCCGCCTTGGCCTCCCANAGNGCTGGGGATTACAGGCGTGAGCCACCACGCCCGGCCGA 

GGTA CGCG GGAGCAGGGAACCNNTTNAAAAACCTTTCCANACGGGGAAAANNTTTGTTTT 

TACC CTTTT GGNAAAAAAAAANTGGGGGGGGGGGGGAAAACNTTTNGGGGGGNCCCCCCC 

CCCCTTTTAAANNNGNTNNACGGNGGCCCCCCCCCGGGNGGGGGGGGGNN M I I 1 11 I 1 I 

TTGGNGGGGGGGNCNCCCCCCCNCCCCCCCCCGGGGGGGGGGGGGNNNCCCCCCCCCCCC 

CNTGNGGGGGNGNGNNANNCNCCCCCCCCCCCN I iTTTTTTTTTl 1 NNNGTGCNNNNCAN 

CNNCNTNGGGGGGGGGGGGGGNGN 1 1 I I I I I M 1 I I I I I I I 1 1 NTGGGGGNCCCCCCCNC 

CN CCCCC TNNTTNNGNNANANAANNNNTCCCNCCNCNNGGGGGGGGGGGGGTTTNNGGNN 

NNTTTTTNTNCAAAAAAAAAAAAAAACCC 

Sequence 4563 

ACGCGGGGAGCAGGGAACCGCTCAGATACCCTTCCACACCGTGGAAACTTTGTTCTTACC 

CTCTTGACGAAAAATCTTGCTGCTGCTCACTCTTTGGGTCCACACCACCTTTAAGAGCTA 

CAACGATCACCACGACAGTCTGCGGCTTCATTCTTGAAGTCAGCGACACCACAAACCCAC 

CAGAAGGGAGAAACTCCAGACACATCTGAAGGAACAAACTCCAGACACAACATNTTTAAC 

AGCTGTAACACACACTGTGAAGGTCCACGGCTTCATTNTTGAAGCCAGCGAGACCACGAA 

CCCTCT GGAAGG GAACCAACTTTGGCCACAGANGGGNCGGGAGATTTTNCNTNTTTCTTC 

NAAAATN I I I I I I GGGCCCANCCCNNNGGCCCCCTTTTNGGGGGGGTTTTTNTTTTTTNC 

CCGGGG GGGNCC NTTTTAAAAAAAAGGGGGGCNCCCCCCGGGGGGNGGGGAANNATTTTN 

NANAAAN mill NN AACCCCCCCCCCCCCCGNGGGGGGGGGGGGGGCGNNCCCCCCTTT 

I M M i M M I I 1 | I I NNNGGGNNAAAAAANATCCCNNGGGNGAAAAAAAAAAAAAAAAA 

AANAl Mill MNNGGGGGNNAAAANMTTTTNNTNTNNNNNNAAAAAAAAAAAAAAAAA 

AAAANNNNNGGNGGNGNAAAAAAAAAAAAAAAAN 

Sequence 4564 

NGCTCCCC GCGG CGGTNGCCGAGGNAC I M I I I I I I I I I H 1 11 I \ NNNTNAACNNAGGC 

GGACTNT GTTTT CTAATTCTNTTATTTTATTTGCTGGAGTMCAGGTTTGTTGATATT^ 

AAATCATGTTTTAATATTATAGCAAACTAGCCACACTATAGGAGATGGACTGAAGCTCAT 

AAGCTCCACATTCAGNCACAGNTCCTTGCTCAACANAANAAAAGGCNAAANAGTTGGCAT 

AGTCTCTGTCACCTAGTTTGTCGNTGTTCCTCTCANATCTCCAGGCANAAGTTCAGGGNG 

GACCCT GCCAN CTTCTTTNCANAATGCTTATCAAAGNTNTTATTCATAGCCCCAGGNAAA 

AGNGGGTTTTTCCAGNNTCCAGGCNTCCTTTTCCTAANAMTTTNGGNAGGGNNGGGAAA 

TGGGANTTNGGNGGGNCCNGNNCCCCCAAANATNGGNTGGGGNCCNGGGGGAAANAAACC 

CTTNATTTNNCCCCAAAAAAGNGGGGGTTTGGGGGGGNCANAANTTTTNGGTTNAN 

AAANTTACCCCCGNCNAAAAAGG I Mill I I NCCAAAAAAANTCCCANCCCCCCTNNGGG 

GGGANCNCCNAGGTTTGGGGGGG I I I I 1 I I I I NAAAANCCCCCCCCCAAAAAAAAAGGCN 
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NAANNNNAACCCNGGGGGNNA I 1 1 1 1 1 1 I 1 1 NGGGGCCCCCCCCNCNTTTTTTANAAAGG 

GGGGGNAAAAAACANGGNACCCNCNGNNAAAANMTTTTTTNNGGGNNNNAAGANAATTT 

TCTANAAAAAAAACCCCCCAAAATTTTNTGGNAGAANCCCCCCNNNAAANNGNACCCCCC 

NNCNNNGAAAMGNGGNGGTNNCCNCCCCCCCCCCCC 

Sequence 4565 

ATTGGAGCTCCACCGTNGTGGCGGCCGATGTACTTCTTTNGAGCACTGACCTTATATCCA 

CTGCCAGCAGATTCATCCCAGGGTCCCTGTTCATCTGGTCAATTTCACTTCCTCTGCTCC 

AGCAGACCTTCTTTGTTCATGTCCTCAAGACCCTGTTTTCGGGCAGCACTTTGCTGTGGA 

CCTTGCTGGACTGAACAAAGGAGGACCAAGGCGGGAATAAAGACAAAGACTGAAGAGTAT 

GTTTTGAAGAAGGGGGTCAGGGGACTCCTTGCTTCTAGTGAACAAGGGCCCGCGCGT 
Sequence 4566 

AGCTCCACCGCGGTGGCGAGCGGTCNNCCGGNCAGGTACNCGGGGAGGNAACCGATNANA 

TACNCTNNCACANCGTGGNAACTTTGNTCTTACCCTNTTGACGGAANAATCTTGCTGCTG 

CTTACTCTTTGGGCCCACACCACCTTTAAGAGCTACAACGATCACCACT 
Sequence 4567 

CCGCGGTGGCGGCCGAGGACAGGAAGCATGGCAACATCTGCTTTGCTTCTGGGGAGGACT 

CAGGAAATTTACAACCATGGTGGGAGGCAAAGGAGAACCAGCACTTCACATGGCCAGATA 

AGGAGGAAGAGAGAGAATGGGAGGTGCCACACACTTTTAAACAACCAGATCTTATGAGAG 

CTCACCATCATGAAAACAGCACCAAAGGGATGGTTTTAAACCATTTCTGAAGGATCCACT 

CCAGTGATCCAATCACCTCCCACCAGGCCCCACCTCCAGCATTGAGGTTTATAATTGAAC 

TTATGATTTGAGTGGGGACACAGATCCAAACCATATCAGCTGGTAATAATCATTCCTTTC 

CATATTTTAGTGCTCCTTTCAAGCTCTCTTGTAAGGTGGGTCTGGTGATAACAAACTCTC 

TCAGCATTrGCTTATCTGAAAAAGGATCCTGTTTCTTCTTCACTGAGGAAGCTTAGTTGG 

GCAGAATTNTGAAAATACTCAGNTTNGTAGA I I I H 1 1 I I 1 1 CTCTAAANAATGTTTGGA 

AATATANGGCCCTTCAATTCTTCATCTTNGGCTTTATAAGGGTTTCTGGCTGAAGTGGGT 

TCAACTGTTAAGCCCTNGGTGGGAGTTTGCTTTTTGTNAGGGTNGACCTAACCCCTTTTC 
CTNTTNTAGCTNNCCTTTAAA ) I 1 1 1 I I I CTTT 
Sequence 4568 

AGGTACGCGGGTGTGTTTGTATATATATTATATATACGTGTATACACGGNATATACATGT 

ATACATGTATACGTGTATACATGTATATATGNGTATAATATATATACACGTGTATATATA 

TTATATATATATACGTGTGCCATGTTGGTTTGCTGCACCCATTAACTCGACATTTACATT 

AGGTATTTCTCCTAATGCTATCCCTNCCCCAGCCNTCACCCNATGACAGGCCCTGGTGTG 

TGATGTTCCCCGTNCTGTGTCCAAGTGATCTNATTGNTCAAGTTCCCANCCNATGAAGTG 

AGTAACATTNCNTTGNACCNGNCGTNTTATNANAAANGTTTTTTAAAAAANCAGATAGTA 

NCAACCNAAATGNCCCCATTTNATTTGGGGGNA 

Sequence 4569 

AATTGGACTC CACCG CGGTGGCGGCCGAGGTAC I I I I II I I I I I I I II | I I I I I I NGCAT 

GTCTTCCATGTTTTTACAGGGCAAAGTATTTTACTCTCTCGGCTTCCACATTTTTTCATG 

TCATTATTAAACTCATGGAGAATACANCCAGAAGCTGAGCTCTGAAGAGGGATGAATACA 

GAGGGCTACCAGCACANTGATAGCAGTTCTGGAAGCTGGGCTCTGAGGAGGGATGAATTG 

AGGGCTACCAGCACACTGACAGCANTTNTGCCCGTAAACTGCCACATAGTTGGCAAAAAA 

GGGCANAGCCCGGTTAAATNATAAAGATTTTAATGGAAACCTTATTTTAAAAAAAATTCT 

TTTAGANACAAAAACAANTTGGGAAACCAGNTGAAATTAAAGTTTTAACTATTNTTNCCC 
ACGCCCATTTAAAN T ' I I I I I I I I I I I I I 

Sequence 4570 

CCGCGGTGGCGGCCGAGGTACAAAAAAAGCCTAAAATCAGGCCAGGGTGGCTCACACCTG 
TAATCTCAGCACTTTGCGAGGCCGAGGTGGGAGGACAGCTTGAGGCCAGGAGTTTGAGAC 
CAACCTGGGCAGCATAGCAAGACCCTGTCTCTACAAAAAGTTAAAAAATTAGCTGGGCGT 
GGTGGCATGCAGCTACTCAGGAGGCCGAGGTGGGAGGACTGCTTGAGCCTGGGAGGTCAA 
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GCCTGCAGTGAGCTATGATCGTGGCACTGCACTCCAGTGTGGGTCATAAAGCCGAGACAC 

TGTCTTTAAACMTAAA AGCCTAAAATC AGAGAGGTCTACCATGTGTTTTGAAAATCCAG 

GAGCCAAAAAATTTTTGTTTTTCTTTTTGGTGGTC 

ACATAAAACACCCCNGAACATTNCTGGTTACAACTAAAGACTTGCGTAAATGGTTGCTGA 
ANAAAAAATCCACCAAGANTTACCTTGCCCCGGGGCGGCCCGTTCTAGNAACCTAGTNGG 

ANCCNCCGGGGCTTGCAAGGAAATTTCCGANTATTCMGCTTTATTCGATTACCCGTTCG 

ANCCTTTAANGGGGGGGGC 

Sequence 4571 

ATTCCCCNCCACCGCGGNGGTTNGCCNAGGTACTTNANCAGNNTTTTTNCNGCCCGAGGC 

ATGGGNGACACGGNATNCTNTNATANACACAANATTTATATTTCACTCCNGGNTTGTTCA 

AGAGCCTCTCGATCTGGAAGATGGTTGAAATTNGAGACCCCAAGGGCTTTCACCAGCCCC 

TCGTACACCAGCTTNCTNCATGGCCACCCANGCATCCAAGAACGTTCCTTTNCCACTGAT 

CATANTACCTTTATCATC NTTTGGGG 

Sequence 4572 

TTCGACTCACTATAGGGCNNNAT TGGAGCTCCCCGCGGTGGCGGCCGNCCGGGCAGGTAC 
" m i i i i i H N I I I I I I I I I I | | | I AGNAGAGACGGGGTTTCACTGNGTTAGCCAGGA 

TTGTCTCGATCTCCTGACCTNGTGATCCGCCCGCCTCGGCCTCCCAAAGTTCTGGGATTA 

CAGGCGTGAGCCACTGCGCCCGGCCTCCAAGTATTTTTATTACTGAATTACAATGAATGC 

TTGTTTTMGANGTTTCTGAGCACTTAATGTGACMGTTCTGGAGAAAGAACTTTTATTA 

ATCAGAGGGACCGNTGAACATATAAAAGTGATGAATACCT 

Sequence 4573 

AC I I I n I n I I I I I Ml I M U | | I ATAGAN AACAATTTTGGAAAAAGAGAGTGTCTNT 

TTTTAGAGCAGAGGGCAGGTTTGTTTGCTGCCCAGTATMTTAANATAATGTTTCCCTCC 

AAGGCAAAGNTNANATAGGTTTGCTTGCAGCTCCCCGATAATTTATTAAGGNTTCCTATG 

CTCAGGGTCCCTCAGCAGTGATACTAACCCACTTGCACGTGCAGCTTTCACCCGGGCTTC 

CACACATCACATCCATGAGACTTGTAGGGGCATGAACGGTNTGAACACGAANGTTCATGC 

TGCCTGTTGTCCTANGAGTAATTAAGTCTTTTTACTTTGACCCAGGANTCTTTATGNNTT 

NTGGCGCGGNANNCATAAAAACCGGNGGCAAGCATTACTTGAAAAACT 

Sequence 4574 

TNTTTTTAGAGCAGAGGGCAGGTTTGTTTGCTGCCCAGNATAATTAAGATAATGTTNCCC 

TCCAAGGCAAAGTTTANATAGGTTTGCTTGCNGCTCCCCGATAATTTATTAAGGTTTCCT 

ATGCTCAGGGTCCCTNAGCAGTGATACTAACCCNCTNCACGTGCAGCTTTCACCCGGGCT 

TCCACACATCACATTCATGGANIACTTGTNGGGGCATGAACCNGTATGAACACCNAAGTTC 

ATGCTGCCTGTTGGNCCTATGAAGTNATTAAGTNTTTTTTACTTNTGACCCAGNNANTCT 

TCATGTCTTNTGCCCGGCATCCNTAAAAACCCGNGGGCCNGGTTTACTTTNAAAACNTTT 

TTTCAACAAAAAATNAGGNATGGCTTGACCAGACATGGNTTTT 

Sequence 4575 

AGGTACGCGGGTGTGTTTGTATATATATTATATATACGTGTATACACGTATATACATGTA 

TACATGTATACGTGTATACATGTATATATGTGTATAATATATATACACGTGTATATATAT 

TATATATATATACGNGTGCCATGTTGGTTTGCTGCACCCATTAACTCGTCATTTACATTA 

GGTATTTCTCCTAATGCTATCCCTCCCCCAGCCCTCACCCCATGACAGGCCCTGGTGTGT 

GATGTTCCCCGTCCTGTGTCCAAGTGTTCTCATTGTTCAGTTCCCACCCATGAGTGAGAA 

CATGCTCGCACCGCCGCTTNTAAATGTTTTTAAAAACAAAGACACCAATGCCCTTCATTG 

GGGAAATGAAAGACTTTTTAAGTAAAACGATTTTGAGTGAAAAAATATTTGTTG^ 

AAAAGNTMTATTTAACCACTCTCCATCATATGTTTGAAAATTATTTTAAAATGTGGAAA 
GNTTAAAA 

Sequence 4576 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I M I I I I I I M I I I I I I I I I I I I I I lACCAAC 
AATTATTAAAGCTG I I 1 I I ATTTCCCAAAGATTTCTAAAGTTACATGAACTAAAAGACAT 
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TACGGNTTTCATTTTGGTTTCAA 

TTAATTAGTTTTTAAAAATATAAACGTTAC N C ACAACACATATGTAGCTACNC AG AAAGA 

CGGAAGCAGATCACCACAGGGGTTGTMGATTTTTCATTTGCCAGTTTTTAAGTTTT^ 

ATTGGATTACC AGCTTT AGGGTGGAGCGCTTGGAAGAACAGGGCCAGCAAAGGGTTCTNT 

GGNGNCTC CTGTTT TTCCCAGGGAGTCCANGCTGTTAGAGCTTGAATATCCACTTTTAAT 

TGAACCTGATTTTTMCCATTAGCACTCTTTAATATTAAAAGTCCTTCCCGTGGTCCCGG 
GGAAATTGGGNGG " " ~ 

Sequence 4577 

CGAGGTACGCGGGATTGNGACCCCGTTGCATGAAGTCAGGTGTNGGAGTTTTCCACTTGT 

GGNATCATGTTTGCTGCTGCTCAAGAAGTTTCTGATTTTGGAACATTTTGGATTTTGGA 

TTTCACATTAGGGATACCTAATGTGAGAGAGACTAGGCCGCACAGCTNCCTGCACTGNTG 

CCTGGTGGTCTGAACTGGGGCTCTGATTGTTTTCTGGAGGGGGCCTTTTGNGNGCCTTTC 

TGNAGAAGGGGCCTTGCATTGANTGANTTCTACCACTGTNTGGGGCTCAGTTGTNGGGAG 

CAAN ACCTTTG TNTNGANCCCACNCNNAGGTTNTGACAAGCNTTAAAGGGGCAAGCCCCT 

GTNAi Nil! IATTCTTACAGGAAGGTATTANTTTANATGGATTAAAMGATNCTTTTTG 

GGAAAA 

Sequence 4578 

CGGGGCTCATAATAGAATTCTCATGAGATCTGGTTGTTNGAAAGNGNGTAGCACCTCCAC 
CTTCTNTNTCTCTNTCCCTNTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCC 
CTTCACCTTCCTTCATGATGNTACCATNGGAATGACATACTGCATCCTATAGTTATACCA 
TCCACTCTGAAATCAATGTGACTTTAACTTCANTTCCATACAGAAACTTTTTTTNCACAG 

GTAAGAAACGGTTGNACTGGATGCAATTNTTATCACAGCTTGNGTAAGACTGCCTNTGTN 

CCTNCTTTCACATGCCATTGG 

Sequence 4579 

AGGTAC i rTTTTTGTTTTTTTTTGTTTTTTTl rGCAATCCCTCTCCCCCTGAACCAATTT 

CACATTGGGAATGCAGGACCTAGACTGCTGAATAAAAAGCTACTTCTTCTATAATTGTCA 

GGTTCTCTCCAATTTCTCAGCTTCCTCAAAGGCATGGGGTGGAGTTGGGTGTGCCATCAC 

TGAGAGAGCTCTGGAACTTTTGACTCTTAGTGACATTTTTAGATTTAGGGGTTCATGGCC 

TTCCACATGTTGCCACCAACTGGTGATCTCTGCCCCTTNATGCTGATCAAGAAAGTAGAA 

ACTCCTCGTCGCCTTCAGGTTTGTAGTCGCAGAAACATTGCCTGCTGTGGACTGTCAGCA 

CAAAACTGGGACACTGGTGTCATTTANACTGTCAGCAGTNCACATGATTGTACGATAGAC 

TCCAGGCAACCATGTGCATNTGTGCAAGAATGACCTNTGCCCCAAGAAGAAGGGNTACGG 

TCTAATTAMTGTTTACCAAAGATGGTACCAGTGGGGCCTCTCCCCCGNGGTCCTTTTGG 

TGGNNAATTTGGGANCCTNGGGGGTNTTNACAAGACTCCAAGGGAAAANTTTrTTTAAGG 

GGAAAATTGGAAANAAANGAAAANTCAACCCTTTTATTGGGGTTCCTCTTTTTNATTGGG 

NAAAGNAGGGGNAAATNAANTGGAAAANAAAAATNGNNAAGNTCNNAAAAGGGGAANGGG 

GGGGAAAMGGAANTAAAAAAAATGGGNATGGNCNTNTTGNANCCTTNNGGNCTTTTTGG 

GGCGAACCATTGGGAAAGAANTNTCACGCNATGCCNCCACNTTTTTTTTNTTTTATNNCN 

NCNNNGTTTTNCGNCNCCCCCCCCCCCCCCCCCCCC 

Sequence 4580 

GGCATGATGGCTCATGCCTGTAATCCCAGCACTTCGAGAGGCCCAGGCAGGTGGATTGCT 

TGGGCCCAGGAGTTCAAGACCAGCCTGGGCATNATGAAGAAACCCTGTCTCTACTAAAAA 

TACAAAAAATTAGCCAGGCATGGTAGCTCACACCTGTAGTNCCNGCTACTGGGGAGGCAG 

AGGCACGAGAATCAC TTGAA CCAGGAAAGGCACAGGGTGTGGTNAGCCAAAGATCATGCC 

ACTTGCACTTCCAGCATTTTCANGCCTGGGCGACAGAAGCAAAGACCTCAATCTNAAAAA 
^NAAAAAAAAAAAAAAAAAAGTTCCCTC^ 

CCGGGGCTTNGNAGGGAAATTTNGANNTTNAAAGCCTTTNTNNGAATTNCCCGTNNNAAC 

CTTCNNANNGGGGGGGGGCCCCCGGGATCCCCCANCCTTTTTTGGGT 

Sequence 4581 
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AGGTACGCGGGGGGCCGGAGCCGGGCCGGGCAGCTAGCAGGGCGCTTCGGTCTTAGGTAT 
GTCTTTATCAGCAGCATAAAAACGGACTAATACAAGTACACAAGAATACAAAGAAAAGAA 
CAGCAGACACTGGGGCCCGCTTGAGGGTAGAGGATGGAAGGAGGATGTGGATCAAAGGCC 
TACTTATCAAGTATTTACGC TTATTACCTG GG N NTTTG NAAATAATCTTGTATACTTGAA 

CCCCTGCAACA CGCAA TTTTAANCCATATNAACAAACCCTGGCAGACCGTANCTTGCCCN 

GGGCNGGCCGCTTTTNNAAACTTAGTGGGATTCCCCCCCGGGCCTGGCAAGGAAATTTCG 

AATAATTCAAGNCTTTANTTNGANNACCCGNCCNAACCTTCTNAAGGGGGGGG 
Sequence 4582 

ATGATGGTGATGTGGAGAAATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTG 

MCTGAMTTTCCCCATAAAGAAAAACCAGATTTGGAGTTCGTTCTTGAAATGTCCTNAC 

CACAACTGATAAAAACACATCTCCCTTCACATCTTGATTCCACCATCTATCTGGAAAGAA 

AACTGCAAAGATTGTCTATGTGGCCAGAAATCCCAAAGGATTGCCTGGTGGTCCTACTTA 

CCCACTTTTCACAAGGGATGGGCTTTTCCTTTATTGCCTTGAATCCTTCAGAACCTTT 

AGGGAAATTTTAATG AAGAAATTTC ATNGTTCCGGGGAAAAGTTG NTTGGGC NGGGTCCC 

TGGGTTTGACCAATGTTAAAAANGGATGGGGGGGGGCCGCCAAAAAANAACAATGNCANC 

CCGGGAATCCNTTTANCCTTTTTCTTCCCGNGGGGNTTTTTTAAAA 

Sequence 4583 

1 n n 1 1 » u i n t n 1 1 1 \ 1 1 n 1 1 1 m i n i n n 1 1 1 1 1 1 \ m i n 1 1 1 1 > 1 1 u 1 1 

TTTAAANGGGGNAAGNTTTTATNGGNNNTNNNNCGGNNNNGGGGNGGGNCCCCCCCAANG 
GGGN CGGGGC TTNNAAATNGTTTTTNNNNNCAATTNTTTAGGGACCNAAAAAAANCNTT^ 
TNNN Nll I 1 i i NAAAAAAAAAAAAAAAACCCCNTTTCCCGGGNAAAAACCCCCCCCCGGG 
TTrTGJ^TCTTNTTTNCCCAGGG/^^ 

TTTT1 [ IGGGNNAGANNACAG GGNGGGG GNANCNTNNAATNCNTTTNAAAAAANCCNNCC 
TTTTCCCGGGGGGGGGGGNN I ITTTTTTTTI NTAAAAAAAAAAGNGGNACCCCCCNTTGT 
NNGNCTCTTTGGGGGGGAAAAAAAAAAAN 
Sequence 4584 

ACTCCAGAATTCACACAGCATTACTCACAACAGTCAAAAGACAACCCAGTAGTCAAAAAG 

CCACCCAAGTGTCTAATACATGAATAGATAAAATGTGGTATATCCATACAATGGAATATT 

ATTCAGCCTTAAAAAGGAATAAAACTCTAATACATGCTACAACACAGATGAACCTTGAGG 

ACTTATGCTAAGTGAAATAAGCCACTTGAAGGACAAATACTGCATGATTCCATTCATCTG 

AGTTTATCTAGGAGTAGCCCAGATTAATGAAAGCAGAATNAGAGGTTNCCAGGGAACCTA 

AANGGGGAG AAAGGGG ATTGAAGGCCAGTTNCTTGNTTTAAATAAAAANTAC N AGGGG NT 

TTCAAGTTTTGGGAGGAGAATNNAAAAAAAAAATCAAGGGCCCGGGGCCCCCGGGGNGGG 

CTTNACNACCCCTNGTTAAACCCTNAGCCNCNTTTTTGGGGAAGGGACCCAAGGGAAGGG 

GNCNAGGGTTTGGCTTTNNANCCTCNCMGGGNGTTTTAAAACCNCCCMNCCTTTGGGG 

GCCMNNCGGGGGGGAAAMNTCCTTNTTTTTTTGGCCCAAAAANTTCCCAAAAAAAACN 

TTTCNTTGGGGGGACAAGNNGGCCCNACCCCCTGGGTNTTCCTNGGCNTCCCNTGGAAAN 

GGGAAGGGCCCCNAGGCGGGGGGGGGNANNCNNCCAGGGGGCCNNGGNGNTTTTGNAAAA 

AAANCCNTTNGGCCAAANNAACNNTTGNAAAACCCCCCN I I II U I 1 I i AAAATTNCCCA 

AAAANT 

Sequence 4585 

CCGCGGTGGCGGCCGAGGTACGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTC 
CACCTTCTCTCTCTCTCTCCCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTT 
CCCCTTCACCTTCCTTCATGATGTTACCATTGGAATGACATACTGCATCCTAT AGITATA 
C CATC CACTC TGAAATCAATGTGAATTTAACTT 
Sequence 4586 

ACGCGGGGCGCCTAAAGCTGACGGGTTTGAAATGGCTTCGATGTTAGCCGGGACCCGACT 

CAGATCGATGCTATAGAAGACAAACAAGGGAAGGTTTTTTTCCTTTTGCATCATGGCTCA 
ATTTGG 



Page 824 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



Sequence.4587 

CC GGGC AGGTAC H I 11 I I I II I I I M I 1 I TTGGTGTAAACTGAAAAAGTGTGTGTGTGC 

CCTTTTTACCCGTTCTTTGTTCTGTGGTGTGCCGTGTGGTGTGAGCTTGGTGTTTTGNCT 

CGAGGAAACATGGGNAANACACAAAGTAAGCCTACTCCGCTAGGAACTATGTAGAAAAAT 
TTTAAAGAAGGG 

Sequence 4588 

ACTTNNTT TNTN 1 I I I I I I I NCTTTTNNCNACAAACGGTAACTGGTATTCATTTTTTAAA 

AAGGTTTC I mm iCATTATTCNGCATCTTGATTTTTCCCCCTGTAATAATGGATCTTGG 

AGATTGCTTCGCATCAGTACATAAGTTGCCTAATGTGCCATCTTTAATACTTAGGGGG N C 

CTCTGTTTCATACTTTTMTAAATGTTTTATTTGGGGGCNTGTAAAGAAACTNATTAT 

TACNAATGGAATGAGGGCTGAAAATAAAATGNGACTTTGGNCTATGNGGNGGTCCCCCCC 

CTNGTTTA ACCC TGNGTNACCNGAAATAATNAAATAGCTTNTGGGAATGCCNCTGGAACT 

CCCTGGTCTT7TGTGGGCCTGACCCCATTGGCMTNTTTGAAAAAAAATMNTATTTANT 
TAATTTTAA 

Sequence 4589 

AGGTACGCGGGGGAAAGTGTGTAGCACCTCCACCTTCTCTCTCTCTCCCTCTCCCTCTCC 

TGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCATGATGTTACCATTG 

GAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAATGTGAATTTAACT 

TCAGTTCCATACAGAAACTTCTTTTCCACAGATGGAGTTTAAGCCCAAGCT 

Sequence 4590 

AGGTACCGCGGGTGTGNTTTGTATATATATTATATATACGTGTATACACCGTATATACAT 

GTATACATGTATACGTGTATACATGTATATATGTGTATAATATATATACACGNGTATATA 

TATTATATA TATATA CCGTGTGCCATGTTGGTTTGCTGCACCCATTAACTCGTCATTTAC 

ATTAGGGTATTTTTCCTAATGCTATCCCTTCCCCAGCCCTCACCCCATGACAGGCCCTGG 

TGGTGTGATGTTCCCCCGTCCTGTGGCCAANGTNGTTCTTCATTGGTTCAAGTTTCCCAC 

CCATGAGTTGAGAACATGGCTTTGCACCCGGCCGCTTNTTAAAAAGGTTTTTTAAAAA^ 

CAAMGACCACCCAAATGCCCCNCTTTCATTTGGGGGGAAMTGGAAMGNAACTTTTTT 

AAAAGNTAAAAAACCGAATTTTTTTGGANGGGGAAAAATANAATATTTTNGNTNGGGGTT 
TTAAA 

Sequence 4591 

ACTGGCTGGGTCCCAGGTTTGTCTCACTGCTGTCGGCTTGATGGAGGTCTCCTCACCACA 

GAACCCAAG TCTCT GTGGGCCCTCAGAGCCTCAGGTCCCTTTCTCTCTGCCTTCCAGCAT 

GTTGCCTTCCTTT TGGA AGGTGATCCTTTCAAAGATGTGTCATCTCTTCTTCCCAGGAGC 

TCCCCATGCCTTCTTTTCCCACTGCTCCCTTTCAACTCTCAGCGCCGCTGGGGGCAGGCC 

CCAAGTGCTGGCTCTGCCTGCCAGGCCGCACTCCGCGTACCTGCCCNGGCNGGNCGCTCT 
AAGAACTA 

Sequence 4592 

ACTACTATAGGGCNAATTGGANCTNCACCTCCACNGCGGNNGCGGGCAACGTACTGAGCT 

NCACAAACGNTCNTCATGGCTTGGTGCGGNAANGATTAATCACNGAAGNACACTCCAAGN 

GATNCTNNNTGCNTNATCCANANTCGGTNNCNTACAGAGGGTNNGNGTNCNAGATNGCTT 

TAAGAANNAAGCCNNGNACNTTCACATGNNTGTGTTACANTTTGTAAAGANGTTACCGTC 

TGCANTCTAAAACTNCAAATNTGTCCAGGANTAGNTGACATTAAACNANCTNACNCAACA 

AAGCCAACTCNCCCCTAAATCCCCCGTACCTGCCCG 

Sequence 4593 

AGGTACMCATGGATGCATGAAATTTTAGACATGATTCTAAATGATGGTGATGTGGAGAA 

ATGCAAAAGAGCCCAGACTCTAGATAGACACGCTTTCCTTGAACTGAAATTTCCCCATAA 

AGAAAMCCAGATTTGGAGTTCGTTCTTGAAATGTCCTCACCACAACTGATAAAAACACA 

TCTCCCTTCACATCTGATTCCACCATCTATCTGGAAAGAAAACTGCAAGATTGTCTATGT 

GGCCAGAAATCCCAAGGATTGCCTGGTGTCCTACTACCACTTTCACAGGATGGCTTCCTT 
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TATGCCTGATCCTCANAACTTAGAGGMTTTTATGAGAAATTCATGTCCGGAAAAGTTGT 

TGGCCGGGGTCCTGGTTTGACCATGTTGAAAGGATGGTGGGGCTGCAAAAGACATGCACC 

CGGATCCTCTTACCTTCTTTTTACNGAGGGATATTAAAAAA 

Sequence 4594 

GGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I rTTTTTTTTTTTTTTTTTTTI 
TTGCTCTACTAMGTTTMTTTA^ 

ACCMCTACCCCTTTMCTTGCTGCCTATATTGGAACTGCTGTTTGACTCTGGCCAAAAG 

TATTAGACATTCTGACTTTATAACCAGACTTCACTGAATTTCTTTTAAGAGCAACAATAT 

TTTTCTATTTAACAGTCCMGATACCACTGGGGATGTATATTTGGAGTCTTTAAATATAT 

AMTCCTGGAAGAATTMC7TATTCTGMTAAAACTGTTTMTTTTATCTACCTAGAAAA 

CATACATAGCATTAATTGTNCCATTMTTGTAAAGACATTTCAATTTCAACTTACTGCAA 

ACCTAANAAGAAGGCAAGACTTTCCAACCCCTGGAGTCGCCAATCAGAAGTAACTTGAAT 

AAATAATCACTGCA AAAA NGAAAAANGAAAATGATGTTTAATAAAAAGCCCCACTGGCAT 

TTGGNTANTAAGCCTTTTACNAAAAMCCAAAMCCNCCNGCTTTCNAAATTAACCAACC 

TTCACTTGNTGGAAAGAACTTCCATTCTTCCCTATTNAAAGGCCCATGCNTTGGGCTTTA 

AGGCCAAAAAAC CTGGNA MCMGGNCACAAGCCCCTTTTTTGGACNGGATCAACTTAAC 

C ATGG ANTAAAAATTTTTTNTTAAAAAAGGTGGGGC AAN N N GCCCCCCN ATTTG N NTNTT 

TTTACNNTCAAGNGGAACCTTTCCCCC 

Sequence 4595 

CACTATAGGGCNAATTGNNANCTCCACCGCGGTGGCGGCCGAGGTACAAAAGCCAAGNAT ' 

GCCCATTGTGGGCCTGGGCACTTGGAGGTCTCTTCTCGGCAAAGANGAAAGAAGCGGTGA 

AGGTGGCCATTGATGCANAATATCTCCACATTGACATGNGCCTATTTCTATGANGAATCA 

ACATGAGGTGGGAGAAGCCATCCAAGAGAAAATCCAAGAGAAGGCTGTTGATGCCNGGAG 

GACCTGrrCATCGATCANTCMGGGTGTTGGCCCANTTTNCTTTGAGAGACCCCATTGTG 

AGGAAAGTCCTTTTNAATAAGGACCCTCAAGGNACCTGTAAGCTNGAGCTATCCCTGGAC 

GTCTTATCNTTATTCACTGGCCACCAGGGGATTTCAAAGACTTGGGGGATNACTTTTTTT 

CCCCAAAGGATTGATNNAAAGGNTAAATATTGANTCA 

Sequence 4596 

GTCGAGGTGCCCGTTAMGCACTAAATTCGGGMCCCTAAAGGGAGCCCCCNGATTTTAA 

GAGCCTTTGNACCGGGGGAAAGCCCGNGCGAAACGTTGGCGNAGGAAAGGGAAGGGGAAG 

GAAAAGCGAAAGCTCTAGAAACTAGGTGGGATCCCCCCCGGGGCTTGCAGGGAATTTCGC 

ATATCAANGCNTTATCGGATACCCGTNTCNGACCCTCNGAGGGGGGGGGGCCC 
Sequence 4597 

CCGNCGGNTGGGGCCGGGCCCGCCCGGGGNCAAGGGTNACAAAAAAAGGCCAAGGATGCC 

CATTGGTGGGGCCCTGGGGCACCTTTGGGGAGGGTCTCTTTCTTTCGGGCANAAAGTNGG 

ANAANGAAANCCNGNTGNAAANGGGTGGGGCCNATTTGGNTGGCCANNAATTATTTCCGC 

CCNCAATTTGGNACCTGGNGCCCCTATTTTTNTTATTTGANGAAATCAAAACNCTTGGAG 

GGGGGGGGGGANGNAAANNCCCCNNTTCCAAGGAGGNAATGAATTCCCCCAGNANNAAAA 

GGGCTTNTTGTATTGCC CNGGA AANGGGACCCCTGGTTTCATCCGNCNAGGCAAAGGGGG 

GGGNGGGGCCCCCACNTTTTTCTTTTTTGNAGGMGAACCCCCCTTTGTTGAAGGGGA 

AAAGGCCCNTTTTGGAGGNAAAGGNACCCCCTTCAAAAGGGGACCCTTGGAAAAGNCTTG 

GGAGNCTTAANTCCTTGGGAACCCGGTCTTAATTCCTTTTAATTTTCCACCTTNGGGGCC 

CCAA CCMGGGGGGAANTNTCCAMNGNAACTTGGGGGGGGGAANTGGGNANCCTTTTTT 

TTTTCCCCCCCAAAAAGNGANTGGAANTAAAAAAGGGGTTANANTTANTTGAACNCCCAG 

GNGGNGGGAAAAAAANAGGNGAAANCCNTTTTCTTTNGGGNATTGGGCCCTGGGGGGAGG 

GGCCCCNATGGGGGAAGNGAAACCCNTGGGGTGGGGACNCCCNANNGGGGGGGCCTNNTG 

NGTGAGAAAAAANCCCCCCTTTGG 

Sequence 4598 

ACATGCATTGGGATTCATCAAGGAAACAAAGCTGGACCAAAGATGGCTGACTAGAANCAG 
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TGAGGACTCTTGGCTCTCATGGAGAGAAATGAAAGGGGCAAGTAAATACAGCNACTTCAA 

CTGAAACATTCATGTTCTCACATTGAGACTGATCAGGGAAAGAGCTCAACCNATGCATNA 

AAGGAGAAAAGCAAAGCAGGGCGACNTGCCCACTAGGAAAGGACATGGNAC 
Sequence 4599 

AGGTACAGTCTCTTCACTCGCCGATAATAAGCGTCTTTGTCCAGAGTCACAGCCATAGCC 
CCGGACGCCGCTTCTCCTCGGGTTCCGAGAATCACGCGAGGTCCCGGCTCAGCCACCCGC 
TCTCGGCCCAAGAATCCCGCACTCTCCCCGCGTACCTGCCCG 
Sequence 4600 

ACGCGGGGGAGATCTGGTTGTTTGAAAGTGTGTAGCACCTCCACCTTCTCTCTCTCTCTC 

CCTCTCCCTCTCCTGCCAGCCAAGTGAAGACATGCTTACTTCCCCTTCACCTTCCTTCAT 

GATGTTACCATTGGAATGACATACTGCATCCTATAGTTATACCATCCACTCTGAAATCAA 

TGTGMTTTAACTTCAGTTCCATACAGAMCTTCTT7TCCACAGATGGAGTTTAAGCCCA 

AGCTGGAGTGCGATGGTGCAATCCCAACTCACTGCAACCTCTGCCTCCCAGGTTCAAGCT 
ATTTTCCT 

Sequence 4601 

TTGGAGCTCCACCGCGGTGGCGATCGTATATGATTGAATAGTAGAGAAGGCACCTGCAAG 
TAGAAGCCAATGGCAAAAGATTGATAAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGT 
GCCAATAACTGCACTCTGAGTAATCCTGGTCACTTCATC 
Sequence 4602 

"in IMI III f NCCTTTATTCTCAGCAAACAGCAATTCCACTGCCAGAGAGG 

. TAGTTTCCTNTTTTCTGCACC ATGCAGCTCCCTGTCAAC AGCTTATATAC AG CGGTTTCC 

ACTTGTGTCTCCTGTGTTAAGCTCTAAGCAACTTGAGGACGGGGCTCACACTCTAGTCAG 

TGCT7GTCTGAAAGCAGCATAATATGAGTCACC AGTNTAACACAGC C NC ATAATTAAAGA 

Mill l AACAGCCNCATTATAAATGTAAAAGAAAAAAGTCGGGCCCGCTCTANAAACTAG 

GGGGATCCCCCCGGGGCTGGAAGGAAATTTCGANNTTCAAGCCTTTATCGAATACCCGGC 

CNACCCCTCGANGGGGGGGGG 

Sequence 4603 

ACGCGGGGGCTCACAGTGGGATCCTGTTAGGTGTGGGTGGATGAGAGTCAGGGTCCATCA 

GTGTATTCATTTAACTGTTCATTTGTATAACCCCGTTTAAGAATACTGTCCTCCAAGTGC 

CAAGMTGGTGCTCAGGGGATTACCACCTAATTGCTGACTCAAGTTGCTGGTTTTGCAAT 

GGGCCACAGAACTTTCTCTTNGTAGGGTGGCCATGAGTTTGA 

Sequence 4604 

CGGGGAGGTACAAAATAGCCCTGGGCTCTGCAAGCTCCACAGGCTCCTGGGGTGGAGTCC 

AAAATCACTNATTGTTTGTGAAAGCTGGAGCTNACAAGCAAAAACAAGCCCACCCATGAA 

AGCTTGTTCGGTGTGGTCTCCTGCTGGTCAACGCCTGGGCCCTTNTGCTTGCTTACCCAA 

GGC CCMTG CCCNGAGGTTTCTGCCCCAGGCTTCTTTGGNTTTTCNTGAAGCCTGGTTTA 

AGACTTTTTCTTTCTTTTCMTTAAGGTGGAAAACCCTT 

AGGTTCTTTTGGCCCAA 

Sequence 4605 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTGGCCTCTCTGGGA 

TAGAAGTTATTNAGCAGGCNCACAACAGAGGCAGTTCCAGATTTNANCTGNTCATCAGAT 
GGCGGGAA 

Sequence 4606 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAATCATT 

CCTTCCACAACTGCTGCATGTCCCTGTGGGTGAAACAGAACAATCTCTGCCCTNTCTGCA 

GCAGGACTGGGNGGTCCAAAGAATCTGGCANATGAGAGTGGTTAGAAGGCTTCTTAGGCG 

CAGATGTNCAGAGCCCTGGTGGATCTTGTAATCCAGTGCCCTACAAAGGNTTGAACACTA 

CAGGGGATGAATTCTTTAAATAGG 

Sequence 4607 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGACTTCCTTGGGGGCTCAAGCTGTGTCT 

CATCCCCAGCACCCAGAACTGTGCTGGCATGTGTNGGGCACTTAATGAAGCATGAACAAA 
T 

Sequence 4608 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTAAGTATCAGCTCAGCCACAGTGGGGTAG 
AGCACCMGCGAGCTCTTGGAGTCCCCAATTCAAGGCCTTGGCTCTTGGATGGCATTTCT 
GGATTTGCACTTGACCACAGGCAAGTNCACTGCCCTGAAGGATGTGTCCTAAGCCTGGCA 
GAACTTACTATAAACTGTCTGAGGAGCCCTTGGGCCTTAAGTGAACATCGGCAGTAGCCT 

GGCAATACTCTCTTGTGGGCCTGTGGTAGTAATGGTGATAGGGAAGAGGATCCTTTTGCC 

TGGGAAAAAGGGGAAGGG 

Sequence 4609 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTG 
CGGCGGGTAGGCCTAGGATTGTGGGGGCMTGAATGAAGCGAACAGATTTTCGTTCATTT 
TGGTTCTCAGGGTTTGNTATAAATTTTTTATTATTATGGGCTTTGGTGAG 
Sequence 4610 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACG 

CGGGAGGCCTGGTGTGGTGGCCCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAG 

GCAGATCACCTGAGGTCAAGAGTTTGAGACCAGCTGGACCAGTGCGGTGAAACACTGCCT 

CTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGTGCATGCCTGTAGTCCCAGCTACTT 

GGGAGGCTGAGGCAGGAGAATTGCTTGAACCCCGGAGGCTGAGTTTGCAATGAAGTCAAA 

GATCACACCACTGCATTCCAGCCTGGGCGATAGAGCGAGACTCTGTCTCAAAAAAAAGAA 

AGAAAGGTGGAACCCTTTGNAGATAGCAATAGGAAGACAAAGGAGAAGGCGTTTGCTTTG 

AAGACCCTACTAAGAATAAAATC N ACTGGGAGAACTAAATAAAAG CCTTTGGC AG AAAGA 

GCTTAAGCTTCTNCTTCCAAGAACANNAATNAAAATGGCANGAATACTTAAGAAAAGTCT 

TAATTAAMTGGCTTGCTGATCTCCTAGTTAAACAAAGTGATATTCAAAAANNAGTTCTT 
TGCCCAAAA 

Sequence 461 1 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACAGTGGTGGAAAATTGGCAGAGAACCTACAA 

GCATTTCAATCACAATAAGGCTGTCCATGATTTATCTGTTCAAACTTGATGTCCATTTTC 

TACTGATCAAGTTGAAAAGAAAAAACCTATTCTGGCCAGGCACGGNGGCTCATTTTTATT 

TTGTGTATTTAATAGAAGATGGGGTTTCACCATGTTGGTCATGGCTGATCTTAAACTCCT 

AGGAAAGTCAAATTTAAAAAAAATAGCAATGACAATGCTTAAGTTTTAAAAAAAAGTTTT 

ATCAGCTTMGTCTCCAAAMCCAGGGMGAAAAATATTTNAATGGATTAAAAACAANGT 

ATGACCTGGGAAAGATNTTAGACTAAAAGGAGGAAATCCAATTAGCAGGGTGAAAATGTT 
AAAGG 

Sequence 4612 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGATTAATTACTGCAGTAACCTGGCAAAGAG 

ATCTCTCAAAAGCCCTGCAGCATCAAGGTTTTTATGAATGGCTTAGATGAGGTGGATACA 

GCATTCCTGACTTGTCGAGTCTTAGAAACACAAAGCTACTGCTACAAGAGTGGCCATGGG 

GTCCCAAAAGAGTCTTTACACACATTACAAAAGGCTAAATCTAAAAGGATTCAACATAAT 

AAGGTAAGTGGAAGTTCCGCCTGGAACTCCCAGAAATTTAGTTGCTCACAAAAAAGCCAA 

AGGCCAATTCAGTCTTAATCTGATACACTAGAAGCACAGGGTCAAAACAGGATGATCTTC 

CCTGTCGCTTATCCCCCGACTACACCTGCAGAAATGTGTCCATTCAAAAGCATACTCTTT 

TAGAGGGACAATCTATTTTCAGCTTANTATTAGTTTGGTGCAAAAGTMCTGCAGTTTTT 

GCMCTGAAAGTAAATTTGCGGTTT1TTGGCTTGAACGCCGGCGGCTTAACGCCTGTAAT 

TCCCAGCACTTTTNGGAAGGCCCNAANGCGGGGCCGGCTTCACNAANATCCANGGAGATT 

GGAGACCAACCCTGNCTTAACACCGNGGGAAAACCCCCGTCTTTTTNCTTAAAATTCCAA 
AAAAAATT 

Sequence 4613 
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CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGAAGCCATCTGCCTTCGAGCCTGCC 

ATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTG 

AGAGCAGATGAGATACTCCCATCAGAATCCAAACAAAAGGACTATGAAGAAAGTTCTTGG 

GATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTACA 

CATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATGGT 

TTTCTGAAGGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATG 

GACACGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATT 

GAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGA 

GCAGATCAGATGTTCCCTTCAGAATCAAAACAAAAGAACGTTGAAGAAAATTC 
Sequence 4614 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGGGCGCACTAGAGGTCGTTTGAACTCC 

TTCGGCTACCG TCGCC GCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGCGCGCGGCTAC 

AGCACGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGTGTTGAGGTTGGCATACGTAT 

CAAGGACAGTAACTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTC 

TGGTCAGGCGTCTGCGAAATCATATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAG 

CTTTGTATAAGTTTCGTGT GGCT GATCAAAGAAAGAAGGCATACCCAGATTTCTACAGAA 

ACTATGATGTCATGAAAGAT7TTGAGGAGATGAGGAAGGCTGGTATCTTTCANAGTGTAA 

AGTMTCTTGGAATATAAAGAATTTCTTCAGGTTGAATTACCTANAAGTTTGTCACTGAC 

TTGTGTTCCTGAACTATGACACATGAMTATGTTGGGCTAMNAAAATANTTCCTTTTGN 

TAAATTAACCATTTAACAAATTAAAAAAAAAAAAAAAAAAA 

Sequence 4615 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAAACCACAGGCAAGTAGAAACTGGAGCAG 

GTCCCCAGGATACCACAGCAGCCCTATGGAAAAGTGGCTAGACGGTTATGTGGGTTCCTG 

TTCCCATATCTCCTCACTGGGAAGGTCCTTCAGGCCTGGACCTCCAGCCACCCACTGCCA 

GAGCTATTAAACTAGTAACAACTTGACAACTCCCTGGGCAGAGCTTCCAGGGGCAACTGA 

AAACCTCTCTGCCACTGCCTCTGCANTAGAACTGTCTTTGCTACCCTCAGACTAACAAAA 

GAACAAAGACCCCACGTGCTTTATCCACACTTCCAACAGGCTGCAATCAACCCAAGGAGA 

AGAAGCCAGTCCCTTTCCCATGTNGCTACACACACCCTTCCACTGNTCATCATCAGGACA 
GGGACCCCT 

Sequence 461 6 

TTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTNTTNTTTTC ITTTTTTTTTTTTTTTI 

TTCTCGGGTATTNACTATAGTTTAAAGTTTCCTTTATCTAACCAACATAAAGAAAACNCA 

GNATTGTGGACTTTAAGTGGAACCCTACATCCCCCCCAAGTTCANAAAATTAAAGCAAAA 

CAATTGTTTC TGCA A GAAT G GAGAA TTCAAATGTTANACAAACATTNGTTTTGTTAAAAA 

TGCCACTGTATTTTGTTTTGNTTTTAAAATGATCACGGCTACCATACACTGGATAATTTG 

GTCAGCANAAATAGCTNTGGGAAAAAAAAATATTACATGANCCTGTTATAATCAAGGAGA 
TTAGTAAAAAAAAA 

Sequence 4617 

NCCCTTTNGAGCGGCCGCCCGGGCNGGTACCAGAAGGCANGNTGGGTCTANAAAGCCCTG 

ACNGTNTAANAAGGTCCTGANTTCAGGATACTGAATAGTGTTACTTCACACTCTAATCAA 

GTGATTCTGANACCTTANCATGCATCAGAGGGCTGGTAAAACAGATTGTTGTCTCCACCT 

CAMGTATGTGATTCAGTAGATTTGGGGTGGAATTGGAATTGTGGATT1TTAACATTCTT 

AGGTGATGCTGATGTTGTTTGTGGTCCATGGAGCTCACGGTTGAAAACTNCTGCCCTGGG 

CNATTGGGATCC ATGG AATGAATGNAAGTTGAAGACTAAAATGANCNNGACNGGGGTCTA 

AAAANGATGACGTTTTCCAANGGGATNNCTTATATGAGCACACGTGTAGCNCCCACCCCA 

CTTNGNCTTCAGGAGTCACANGCCCCCACCCTTTAGATNCTACCTTGGGGGCTGGAGCCC 

CCAANGCACTCCNCTGGGTTTGCTTGCACCTGNCTGTCAACATGCTCCCCTGTCCTGCCA 

AANGGCCCTGGANAATGTTGTGGGNGGGCCAAACAGATGAGCCACCCCCCCTTTTGGCAC 

CGTTCTNCNAAAGTGGNTTCAANGGACCNCTCCCCCTCCTCCNAAAAAANTTTNCCCCCC 
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CNNCCCI III! I GGGGTTTAANAAA 
Sequence 4618 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTAGATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCAAGGMGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCATTGCCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 

TATGAATCCAGTAACAAGATCTATGGCCGATCAAACAACCCATATGATTTACAGCATATT 

GTAGGTGGAAGTTCTGGTGGTGAGGGCTGCACACTGGCAGCTGCCTGCTCAGTTATTGGT 

GTGGGCTCTGATATTGGTTGGTAGCATTCGAATGCCTGCTTTCTTCA 

Sequence 4619 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I II I I I I I I I I I I I II M I 1 1 I GGGATGT 

ANTTTCACTCTGTCACCCANGCTGGAGTGCAGTGGCACAATNTTGGCTNACTGCCGCCTC 

CGTCTCCTGGGTACAAGTGCTTNTCCNGCTGAGATAGTTGNGGATTACAGTCNTTGCACC 

ACCACACCCTAGGCATTATTTTTGTATTnTTAGTAAGAAAACAGGGGTNTCACCTATGG 

TTAAGCCC ANGGC CTGGGG N CTT 

Sequence 4620 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTCTGTATTTGAAATTGCAACCCTCAAGA 

TTAAAGATTTAATAGAGGAATCAATTTAAATATTTTCTTATATACTACAACAGCTATGCA 

TTTTTGCTTAACCATACCATATAACCCAACTGTAACATATGAAAATTGCATAGGAAAAAA 

ATGTGGTCACCAGGCAAGATTTATCTTTAAAAAAAAAAAAAAAAAAAGCTTGGGTCTAAG 

GGGTAATGTCCATGCAAATATTCCATGCCAAATAAGATATATGCAAGACATGCTGATTTN 

CTGCCTTCCGCCATCCAACCGGGAACCACCACTGTCCTGTTAATCAAGCCAGTAGGGTGG 

GAAAATACCACTGTTTAAGAAATCTGGCTTTTATCAGCCTCTGTCATTGGAGAAACAAAC 

GAGACTGCCTCCCAGTAAGCAAAAGTGATCACATTTTCACAAATGAAAATG 

Sequence 4621 

CCCTTGAGCGGCCGCCCGGGCAGGTACAATGCTCAGTTGCCACTATAAAGAATGAGATGC 

TGTGTCCTTCTCAGTGCCTCAGATCAGGAGGCACCTGGTGTTGGCTTGTCACATTACTAA 

TGATGTTTACTTCCATCACTTGATTAAGGTGATGTCTGCCAGATTTCTCTACTGTAAAGT 

TTCTAI I I I I I I I CTGTGTAATGAATAAGTATCTTGTC AGG AGATGCTTTGG AC CTATGT 

AAGTATCTTGTTTCTCATCATACTTTCACCAAACTAATTTTAGCATTCGTGGATAATTCT 

TGTCTGAAACAGTTATTACTACAGTGTGTGCCAAACAGTGATTTTCTACTTCCATCATTA 

CTTCTACATTTGTCAATTAAAATGGTTACTATAAGGAAGATATTTTCTTTTATATTGAAA 

AAATGCAATTTTTTAAAAATCAGTCTGGACTCTTGGATTC 

Sequence 4622 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATATAAATCCCAAACCCCCAGCTCCAAAA 

GGAGATGAATAGAAGAGCAGAAGAATGCAGAGTGGCAAGGCAAAGAATGGGAGAAGAGAA 

GGAGCATCTGAAAGTTGAGAGGAGTTGGGCTGGGGACGGTCCGAGAGGAGATTGGCCGCT 

GGATGGCCAAATTCCAGGAGAAAAATAATCTCACTCCATCCCCCTTCCAGCTGCCCATCC 

ACCCTGCTGAGAGCCACTTCCATCACTCAATAAAACCCCCACATTCATCCTTTAAGTCTG 

TGCGACTTGACTTCCTGGATACCAAGAAAATTACCTGGGTCCCAAGAGGGCACCGAGCTG 

GTTACACTCTTCAGCTGTCTTCAGATGGCAAATCTAAAAGAGCACACTGTAACACACACC 

CACTTGGGCTTCAGGAGTCACAGGCACCCACCCTTAGATCCTACCTTGGGGCT 

Sequence 4623 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATATTCCCCACTTAGCACTTGGCAAAGGCC 

AAAGCCAGTTAAGGGCAGGGTGAGCACTTGGCCTCCAAGCTCTATGTCCAGTGCTCGCTC 

CCCACAGGGCCCCTAACTCACCCACAGAAGCGGACTCAGCCCCAGGCTACGTCTAACAAC 

CACACACAAAAGCAGCAAGAAATGGCCCATGCTGCCTTCTGGGCAGGACATTCCATCCTG 

CAGAAGGAACCTTTAGGCTCACTCCGCCACCTGGGAAGCCAGGCTGCCAGGGGATGGGGC 
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AGGCGGTTGGACTCACCCTGTCTGCTTTCTTCTGCTGTGTGGAGACAGCAGAGAGCCTGC 
TCCAACTCTCCCACACACTGCCTGGAATACTAAAGGCGGCTGGCCAGATCCTCAGACTCC 
TGGAATGAGAGAGGTTCAAATGGGGCCCAAAGGACTCCCCC 
Sequence 4624 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCGGGACCTAGCTCGGGACCGGCCTGGANAT 

GGANTTCGACTGC GAGG GCCTGAGACGGNTGCTTGGCAAGTTTTTAAAGATAGTNCTNAN 

AAAGACCTGCTGAATTTTACTGGCACAATTCCTGTGATGNATCAGGGTNATACATATAAC 

ATACCAATTNGTTNNTGGATTTTGGATACTCACCCTTTCGCTCCCCCTATTTGCT 
Sequence 4625 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACAGACAGGCGCAAGAGGGAGGAAGAAACT 

ATAMCCGAAAAAGAAACTGACAAACTTCTCTAATTGGGAATTTACATGCAGAGAGTGAG 

AGAAGATACATCTCCCCATAAAAGGATTGAGAGGCTGTCAGATTCTCTGGCTGTGCTGTT 

TGGTGMGGTCTTCCCCTATAGAAAGCCAGTTTGTAMGATTGAGAGAGGTGGCTATTTT 

TCAAATGCAAAAATCACAACAAAAAATAACAAGGCACACAAAGAAACAGGGAAATCAGTC 

AAAGAAACAAAATAAATCTCCATTAACTGACTCCGAAGAAACAGAGATCTATTAGTTACC 

TGAAAMGAATTTATGATAATCTTAAAGAAGCTCAATGTGTTTACAAGAGAATACAGATA 

GACAGC TTAATGAAATCACGCCAACAAAGCATGAACCTGAATGAGGATATGAACAANGAT 

ITTTn NTNCTTTAAAAAAAGMCCAACTTGGAAATTTCTGGGGCCTGNAANAAAACCAC 

CTGGTTANGGAAAAAATTTCNCCTNGTGGGAAAGACCAAANAANGAGNACTTTTGTTTCC 

CAAAC NGGGGNMGGAANTNTANTTTTNCTNTTAAAANAACAAAGGNATTTTT^ 

I I I I I NNGGGGCCCNGGGNNNGCCCCCCCCCNAAAAAAAAAAAAAAA 

Sequence 4626 

CCCTTAGCGTGGTCGCGGCCGAGGTACGGAAACAACACGGAGCCTTTGATCACCTTGGAG 

GGAAGCATATCCTTCAGATTTACTTCAGAAGGAATGAATACCATCACAGTGCAGGTCTCA 

GCTGGGAATGCCATCCTACAAGACACAAAGACCATCGCAGTATATGAGGAATTCCGGTCT 

CTTCGCTTGTCCTTTTCTCCAAACCTGGATGACTACAACCCGGACATCCCTGAGTGGAGG 

AGGGACATCGGTCGAGTCATCAAAAAAATCCCTGGTGGAAGATCCAGCTGGAGAAAACAA 

AAGGTCAACTGATGACCTGGAGCAGATATCAGAATTGCTGATCCACACGCTCAACCAAAA 

CTCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 4627 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGACTGCAAAGCCTGACTCTTAACCATTGTGT 

TCTGTTGCCTTCTCCAAGGGAAAGGAGTGCTTCCAGAAAGGCCATTGGAAGTGAGGAGTG 

TCACCTGATAATAGCTGGCTCCTCATCCCACTAGGTTAACAGGCAACAGATGGGGGCCAC 

AGAGTTGGCTGGAGTTAGTCCTGGTTGCCAAGGGTAAATGGGGCTGTTACCATGCAATGG 

ATAGAAACTAGGATGCTCCTGTGTGTCTCCTTATATCCTACCAGGTGTAGCATGAAGGTT 

MGGACAATTCCGTCCTCTTATTTGGAGAGGAGACCAAGGCCCTGTAGGACTAAAGGTTT 

GGGTGAGCTGAAAGCCAAGGGCAATTGGCCCAGC 

Sequence 4628 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTACCCTGCACAGATGCCCTCCTTGCCCCACT 

CAAGCTCCAACACCTGGAACTGAATAGTCTTCCTGTATAGATACCCTCCCCACCCTACTT 

GGACTCTGGCATCT1TGTCTGGGTAGCTTTTTCCCAAGGTGGTAGGTTGCTTGATAGGTG 

CTTAGTAAATATCATATTTGATTAACTTTTTGTAGCCTCCTCTTTAGTCTAGAAATTCTA 

GATCCCAAATAGAAGGTAAGATATGGTATATTCTGGACTTTTAGTTTTCTATATCTCCTT 

TTCAAATACAGACCTAGGGTGACAGACAAAAAAATATTGTGATCAAAGTATATAGCATTT 

CC TTTCA TGGTGGAAAAATGTGCCTGATAAATGTTTTCTCTGCATTATTTGCCTCCAAAT 

ATATTTTAATGACAGGTTATTTGGATATTTCACACTTTATACTTGACTTGGGCTCANATT 

AAGTCTTGTGTTAGTTATAACCCTTGAATAACAAATTTAGGTTCATGANAAACANGGGAT 

GGGGGNAATATTTTGG I I I I I IAA 

Sequence 4629 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCTTCTCTTGGCCAGATCGAAGGACTGT 

AATATGATTTAAGTTGTGAATATGCCTTAGTATGTGAGATGTCTTTTCATATGAGGGAGT 

TCTTAACCTACTTTAGCTTAATCACCAGATCCTTTTGTCTTTTATGCTAACACATAAAAA 

ACACAGGCTTGGTATTACAGCTTTTTGTCTTCTATGCATGAGCAGTTTTGTTTTGTATCC 

CAGGGATCCCAGAAGAACAGCTTTGCTTGGCCAGGGTACCTCGGCCGCGACCACGCTAAG 
GG 

Sequence 4630 

CCCTTAGCGTGG TCGN GGCCGAGGTACACCTTCAGCAGGAACAGGAAGATCCGAGGCTGC 

CGGCTTTGTAGGTTTTGCGCTTTTTGTTCCCTCAATTGCACTGGTATACTGCTCCNGNCT 

GCTGTCMTCTTGGAGGACTATTGNNGCTNCATGGGTCCGATTTGACACCAACTGCTTTT 

TTNTGCAACANACTTTATTCAAAAAAATTrCTGCTTCCGCTCTTCTTATTCTTGGAAGAA 

GAATGGAACCC I I II I AAGGGAG7TGGAAAAACAACCTTTGAAAATG 

Sequence 4631 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGGCTCAGTAACTTCATGGCTGAGGTGA 
GGACATGCTTGTGGGAGGGAAGTCTGTGGCTTGGTGGGTCTGTGTGACCTGCAGTCTCCT 
TATCTGTGCAGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4632 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAGTAAGTTGTGCTTGTTCCTCAGTTGAAATAG 

TTACTGTATTCTCATTATCTACAACAGTAGCAACAATGGAAGTAACTTCAGGCTCAGGAA 

CAACTGGAACAGTTCCACTGACAGTATTAGAAGCAGAAGTGGAAGCATTAGCATTGGCTG 

CAGCTGCTACTGCTGCTGCCGCTGCTGCTGCTGCAACAACAGCAGCTGCTGCTTCGGCAG 

CAGCCATGGTGCTCATTGTGGTCGGAATTTCTGTTGTAGGGACTGGGGCTGTTGATGTTG 

TGGTGCACTCTTCTTGCTTACTATACATTAAAAAAAGAGAACACTGGTCATTTCATTATT 

GGTAATCAGAAAGCTAAATAAAGGTAGCTTTTAAAATGGTCATAAAATCAAATAATTNAG 

AAAAATMTTTG AAGG AAAAAAAC G GC AAG G AAAT AC C AAG C C C ATTAAAAA 

Sequence 4633 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCACATTACCTCTGGGTTACCCAGCATCCAG 

AGCCCCAAGGGACCTAGCTCTCCCGGATATATATTCCTGCAATGGACTGACCTTTTTACC 

CACTTGTCTCTGGTGGTGGGAGAGCACTCTGAACCAGAAACCAACAAGGAATCCACTTCC 

CACCCAACTTAAGAGTGTATGCACACATGTGGATACACATGCACCTCCCCACTACTCACA 

CAGACCCCAACCCCCTTCATGTCTTTTGAGGGGGGCTCAAACTACTGATGCCTGGGGACA 

CAAGCAAAGACCTGGGTC 

Sequence 4634 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCCTCTGCAGATCCATTGCTGATTAACGTGT 

GTGGTTTCCCTCCTCCGTTCTCCCTCTCAGGTTACCACAGGGGCTGTAAGACCTAGTGAC 

CCTCCTAAGTGGGAAAGAGGAATGGAGAATAGTATTTCTGATGCATCAAGAACATCAGAA 

TATAAAACTGAGATCATAATGAAGGAAAATTCCATATCCAATATGAGTTTACTCAGAGAC 

AGTAGAAACTATTCCCAGGAAACTGTGCCTAAGGCCAGTTTCGGTTTCTCTGGCATTAGT 

CCATTAGAAGATGAAATAAACAAAGGGTCTAAAATCTCAGGCCTGCAATACTCTATACCT 

GACACCCGAGAACCAGACGCTTGAATTACCNGAAAGACAAAGGGAGATGGGAAAAGCAAA 

ATACCGGATAAGTGTCACGTTTNCTTTTACACTTAGACTAACAGAATCAAAGCGTGCCTG 

GAI I II I AAA 

Sequence 4635 

CCCTTAGCGTGGTCGCGGCCGAGGTACACAGTGAACTGAAATGCGATGGATCCGCTGACT 

GTTTGGATGCGTCTGATGAAGCTGATTGTCCCACACGCTTTCCTGATGGTGCATACTGCC 

AGGCTACTATGTTCGAATGCAAAAACCATGTTTGTATCCCGCCATATTGGAAATGTGATG 

GCGATGATGACTGTGGCCGATGGTTCAAATGAAGAACTTCACCTGTGCTTGGATGTTCCC 

TGTATTCACCAAACCCGTTTCCCGGNGTGACAAACAATCGCTTGGAATTTTATAGGTCAA 

TGGAGGTGGTNCCAAAGGGGGGTGGGATNGAACTNGNNGGNAANATTGGAAACTTGNTTN 
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NAACCCCNCAAGGGNNCCCCTNNGNGATNANAAAAACCCCCCCCCTNAAAACCCCATAGN 
AAAANATNG NTTNG G GGGNTGGGGG NNNGTTNNNAAAACCCCCCCCCCCCCCTTTNNTTC 
CCCCCCCCCl I I I IG1 I I I I I I I I I I I GAAATTCCCNACCCCCCCCCCCCCCAAAACCTT 
TT 

Sequence 4636 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTTGGGGACAAAATGTTTTTGTGGAGATAATG 

TAGACTTAAAATTTTAAATCCGTAGCTGTATTTTCGTCACAATGAAAATTTGATGTCCTT 

AGTAAGCCCCGAATAGAAAGCCTTGACTTGCTTTTTGAGCATAGTTAACAGTGTTGAGAT 

AAGAGAGGTTTGCTGGCAGTTGCACTGATGGCTGCACTGTTGTCCAGTGGGCCCAGCTGG 

GTGTACCTGCCCGGGCGGNCGCTCGAAAG 

Sequence 4637 

CCCTTAGCGTGGTCGCGGCCGAGGTAC rTTTTTTTTTTTTTTT I GAGATGGAGTCTTTCT 

CCGTCACTCAGGCTGGAATGCAGTGGTGCTGTCTTGGCTCACGCAACCTCCATCTCCCGG 

GTTCAAGTGATTCTNCTGTC TCAGC CTCCCGAGTGGCTGGGATTACAGGCATATGCCTCC 

ATGCCCAGCTAATTGTTGTATTTTTAGTGGACACGGGTTTTCGCCGTGATGGCCAGGCTG 

GTCTCAAACTCCTGACCTCAGGTGATCCGCCTGCCTTCNGCCTCCCAAAGNGCTGGGATT 

ACAGGCGTGAACCACTTGCACCTNGNTCCTTAAAGGGCTTMTTTTCTTGGGCTCTNTTG 

GAAAAAACCCT AGCTTNTTC CCAAAATTTACTTTANTTCNACGAAANGGCTTTT^ 

AAGACAAATTTNTTTTTTTTAAAACCTG NTTTTCTTATTTTTAN A 

Sequence 4638 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 rTTTTTTTTTTTTTTTTTTI I GAGGCANGG 

TCTCACTCCATCGCCCAGGCTGGGGNGCAGNGGNGNGACCACAGTNGAGGNGCCCACNAA 

CTTNTGAGCTCAGGCAGTCCNCCNGCCTNAGCCTNCCAAAAGTGCTGGAACTATAGGCGN 

GANCCACAGCGCCCAGCCATGTNATCCTGTTNAATCATCCCTGCTCCAAGGTCATAAATA 

TTCTTCCATATTTGTTNTCTAGAAATAATTTTTTTTC 

TATTTAN 

Sequence 4639 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCGGGGGAGTTTTCTTCGAAGATTTGGGGCTC 

CGCGATACANNTNAGGATGGCTGTANTACCTCTGCTGTTGTTGGGGGGTTT 

Sequence 4640 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTGGGCGGCTCTATGGCTTAGGCACAGGAG 

TGGCCCANAAGCAGAATGAGGATGTGGACTCTGCCCAGGAGAAGATGAGCATCCTGGCGA 

TTATCAACAACATGCAGCAGTGATGGCGCCAGGCTCTGCAGGGTGGGCCTGATCCCAGAG 

TGGTGCTTACTGTGCTGACTGTGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 4641 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGCATGCAGGCCGCAGCCTGGGCCCCTGC 

CAGGCAAGATGTANGGTGTGAGGTTGTGCTCTGCCCCATTCACTCTGGAACAGCTCCCCC 

CTTGAGTCCAGGATATTTTCTCAAGNGCCTCCACGCATTTGACCATNCAGAAAACATNCC 

AACTCAGNGTGCCTNGGCCACCATAAATCAAGCCAACCACACATGCTTGCCCTCAATGCT 

TNTGAATATCAAGGGAAAGGATCTGCCTCATCCTGCCCTGGTCCTGAGGCTTGCGCATTG 

ACGTTTGAGTTATGTCATTAT ITTTTTA 

Sequence 4642 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATCACATGCTGGNCAGAGTGGCCATTTGTCCC 

AAGTCAAAACATAACATGCTACAAGTGTGGCAGCAGAGAAAAGCAAACATGGCTATTTCT 

CTTGGAGGTAATGCAAACTAGATCCNAANCTGTGGAAACCAGTCTGAAGATTTCTTGGGA 

AAAAAAAAGGATGGAAGGCAGAGCTATGCTTTGACCCAGCAANTCNCTACCCCATGCATN 

TACCCCAGGGNAAAAAACACAATGCGTNTTATCANAAAAGACCACATTGACCACTCACAC 

CGTGCCACCGGGGGAGGTTGNTTACCTGGACCAGGGAAATNAAAAGAATGGNGGGAACCN 

TGGAATTCCTTANGAATGGCCCCA 
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Sequence 4643 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCCCATAATCCCCACATGTTGNGGGACGCACC 
CGGTGGCAGGTAATGGAATCATGGGTGGTTACCTCCATGCTGTTCTCATCATAGTGAGTT 
CTCATGGGATCTGATGGTTTTCTAACGGNCTTTTCCCCTTTTTCTCAGCACTTCCTTTT 
CTGCC ATCATGTGAAGAAGGATATGTTTGCTTCCCCTTCCACCATGATTGNAAATTTGCT 

GANGCCTCCCCAGCCATGCGGAACTGTGAGTCATGTAAACCTCTTTTCTTTATAAATCAC 
CCAANTCTC AGGTATG G TCCTTATAGGG AG 
Sequence 4644 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCATGGTGCTGCACAGACCATCAGGAAGAACT 

GAAAAGTTCAGGCAACTTGAGAAAATAAAGTCACCACCAGCAAGAAGCTGTCTAAAATAA 

CCGGAAGATTATAACCCAAGCACGTGGAGGAGTGTGCTAGTGAGTAGAATGTTATGAAAG 

CTACTAGAGGTCCTCCATAGATGCATGTGCTAGTCCTAAGGAGAAGGAAGAGGAGAAGGA 

TTGCCACGGAGGAACACCTGAAGTTTCAGTTGAGCACTTTGTTTGGAAAGTTGTCCAAGG 
CTGG 

Sequence 4645 

CCCTTAGCNTGGTCCCGGCCGANGTACATATGANAAACCTCTTGTGAGAAGGAGGCGGCC 

ACCATCCCGGTGCTGACAAGTANCCCCCCCAACATCACTACCAGACGGTGTCCGAAACGA 

TTGCTCAGGACTGTGGCGAGGGGAGCTGCCGGGAAAGAACAAAACNATATTTTAACTCAC 

AGAGGCTTCAGGGTTAGCTGCCATAAGACTCCTTCCTCCACGTCTTGCACATGGAGAGAT 

GATGTCNAATATAAATATGGCCCGANCGCANTGACTCATGCCTGTAATCC 

Sequence 4646 

NATATCTGC AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 II t 11 I II 11 I 1 

minimi l NGAGTGGGAAGAAACTTTTATTTCCAGGACACGTGTGCAGAAGCAACAAG 

TCAAAATTAACCATTCTATCTGAAAGAGAAGAAACATGTACCAACACATGTCATTCAAGG 

AGTAGAAGTTTNTAGAATAAGGCAAAAGTTACAGGGCAGCAGTTATGACCTTTAATAGAA 

CTTTGTTACACTGAAAGATACMGTCTGCCATACTTGCAGGGAAAATGTNTTTCAANAAG 

GGT^CACCCAATTTNTTCCANACATTTAAAAATAGCCTAATCTTAAACTTATC 

TTTTTNGGATGAGAAAACAGGGTCCNCCCAAGTTAGGGTGACCATCANTTATGGCAAAAA 

CAAAGAATTCG GCATG I I I I H U 1 I NTTAACCCCCCAAGCCTGGAAAATATTTTTCCAA 

CTGGNCCCANCTTTTCCCCTTTTACTTCAANGGACTTTTA I II I II I 1 

Sequence 4647 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCNN I I I M I I M I I I I 11 I I M I I GGGAAT 

TATGANAATNTAGCTATTTAGTCCATAACACTTCTTANAGGTCGNGGGACTTAAAATGAG 

CTTTGACAMTGGAAGACATTTTCTACACACAGAAATrTGAAATCCACATTCCATAGCAA 

ATTAGTANAAAAGAAGTAAACMGACCTCTGTATTTCACCCAATTGTTTTAGGCCNTGAT 

ACTAAAAAAACAGACACTAAAATTCTTGTGAGTGGATATTCCCTCCTCCTGGGGGAAACT 

TAGCTTGCTTCACTATGCGCATAAAAAGAGMCTCATCAGAACATTTNCNCAGGAAAAGG 

GAGAATTTMTGAAGACACTGGAAAGCCAATAAAAACTTCATGTTTTCTTGNTTTTTGTT 

AGACCAGCAAAA CAGCA AAATGACCCTTGGCCCTATNCCNATGGTCAAAGCACTTGNGGG 

TT TTANGC TTGCC I I I I 1 CTTGGGTTTAAAAACTATGCTTANNCCTTTCCTCTTTGGGAA 

CA l I \ I l tCCAGCCCCCCGTGGAAAATNGGCTTTTATNTTTGANAATTTTNAAAAAGGNC 

NCl ) N I NNAG AAANCTTAAAT7TTTAGAATAAAGNCCCNTCCCTTNAGGTNTCATTANT 

GGGGAATTTTCAA 1 I 1 I 1 NAATTGGTCNCCCAANTTCANGGAAANGGGAATTTAAATTNG 

GCCCTAATTTTAAAAAA 

Sequence 4648 

TrCTTTTTTTTTTTTTTTTI IGAGATGGAGTTTTGCTCTTGTTGAACAGGCTGGAGTGCA 
ATGTCGCGATCTNAGCTCACCACAACCTCCGCCTCCCAGGTTCAAACAATTCTCCTGCCT 
CG GCCTCC CGAGTAGCTGGGATTACAGGCATGCGCCACCACACCTGGCTAA 1 1 I 1 I 1 1 1 1 
GTATTTTTAGTAGAGATGGGGTTTNTCCATGTNGGCCAGGCTGGNCTCAAACTCCTGACC 
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TNAGGTGATCCATCCACCTNGGCCTCCCAAAGTGCAGGGATTAGAGGCGTGAGCCACTGT 

GCCCGGCCTATAATTTTTG ATAGATGATTTN NAATTATTTTC C AC AGATAAAATGTTAAA 

TGGGGGCTATTATATCACTGATTNNTTTCTGCAAATTGAATAAAATTNTTMTTTTCTGG 

CATGCACATAATANAAA ANGTT TTTCATAGGTTNGGATTTATACCNAAGGAAAAANGATT 

NTCCTTGATGAGCCACCTTTTMCCTGATTTTTTCTGTTAAAAGTTTTTAAC/^ 

TTCTTTGGGAAGTCAAGNTCCNGNAAAGGGCAAGT^ 

ATTTT NGGGTGAAAT CCAG AMGNGGAMNCANTTNGAAANTTGNATTGGGAAAATTNGG 
TTTTTAAAAATTG G AC TTTTG AAAATTTC C AAA 
Sequence 4649 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATGCAATATACAATTA 

TTTGAGATAATTAAATATATGANATAACGTAGAAAGGGAAACANAAAAGNNGTCTTAGCC 

TCCTAAATCAGCCTAATGCTTAACTGGAACCTCAGGTGGAATAGGCTGTTTAGCTCTAAT 

AGTTAACAGGATCTCTTGTGACCCTCCATCAGTCCTGGATGGTGCTTCTTNACAACTTGC 

TGCTCAGAATTGTCTGNTGGGCCCTATTCTGGTCCTTGCCATGCTATGAACCAGCTAGCC 

TACATCCTAACTTCTCTTTNTTTCTGAGACAACTTTTNTAGAAGCCCCTTCAAATNGGGC 

TTTCTCCTTTCCTTGGGGCTTCCTNCTTTCCTTAAANTNNTNTGGCCCTTACCCCAGCTT 

CCAANNGTTTGGCTTTCTCCCTGNTGNATCTCCAATTTTNTTTACCCTCTTNCTNGATGC 

TTCCGGCCTANGGGTTCCCGAACNNTAAAAAAAAAAGGGGAAANCCCCGGNGGACCACCT 

NTTNTNGCCNANGNTAANCCAAAAAMTTTTTTTNGTAAGGGGGTTTTTNGGGGCCATNT 

AANGCCC CCNG GGANAAAAATTTGGGNTTTTNNGAAAAAGGCCNANAAANNTTGGGATGG 

GGGNG GNTTTT AACCCNCTTGGGCCNCAATTTTTTTGGAGAAGTTTN 

AAAANN \ MM I CCCTTTAATTTTCCCTTTGG 

Sequence 4650 

CCCTTTCGA GCGG CCGCCCGGGCAGGTACACCTTTCCCAGGGAAAAAAATGTCACACTAT 

ATCAAGAATCTTTTAAAACGTTCACACTCCTTAAGAGTGATTCTATTTCTAGGAATCATT 

TCAAAAGAAAAAAAATCAAGGATGTGGATAGTGATTTATGTAAATGAATGTCCATCACAC 

TGCTACTTTAAAGTGTCACTGAATAACTGCAAATGGTGTATATTCCCAATATAAGGAAAA 

TAGTAAAAGAAATTATGGTATAATTATGTCATTATTATAAACATTTCTACAAATCATGAT 

ACTGAAAATACTGAATAACACTAAAAAATGAACAATACTGAGTAAGAAAGGGGATAGAAA 

AATAmCATTATGACTTGGGATTAATGACCCAAGGTCTTAGAACCCAAACATACACTTG 

CCCTTTCACACCCTCACAATTTTCCCCAAATTTTTATCCCACAGTTCAATGGAAAGGAAC 

ACCCAA AGGA AAAGCCCCAGANTGNGAAAGACTGGNGTCCTTACTTGGNCCTTTAGCTTC 

TGGGMTTTTAGTTCATTTTACTTTGGGTTTAAGTGGGATTTTAAT 

Sequence 4651 

AAA VI H III M I M I I H M M U I I I ATTN A I M I I I I I I I I I I I M I I M I M U I I 

i m m M M I AAAGGGGACCCATTTATTTATTTATTTATTTANGAGGGNG NCTCACTNTN 

TCNCCCAGGCTGGAGTGCAGNGGCNCAANNTNAAATNANTGNAACCTTTACCTNCCTGGG 

TCCANNTNN TNTCC TGC CTNAA CCTCCCAAGTNGNTGGGACTANAGGNGCCACCACCNCC 

CCCGGCTAATTTTTGGNTTTTTANAAAAAACNGGGTTTTNCCATNTTGGCCNGGCCGGTN 

TTNAACTNTTGACCTNANGGGATNTNCCTGCCTCTGGCCCTCCAAAAGGGNNTGGGGATT 

TT NANNGGGNTT GNANCCCCCCCCNTTCCNGCCNAATGGGGCCCCANTTNTTTTCNCAAG 

NNm M M M M I NAAAAAGGTCCCCCCCAANAAAAAANNAAANNA ( (MM M ACNGGG 

ggnmtnttgcnaaaggtttgaaantncagngnntttacccccncgnntnngggtttttn 
ttntnanagaatttgggnanannttgnggcccgggaacaaccntttnagggggnnaaatt 

tcnncnccctgnggggggggttntnttatgtggnacccanantnngggaccaaaanntng 
gggnaanaaatnggnataamnnnttttc^^ 

n n aaaaaan n aaaac ncggg aaaatn aaagggtn aaacccgggggg n ccnaaaan ngggg 
ccnac nnccn tttaattnggntggggcnnccgcccnttttaaananggaaancntgtttg 
gnccn m m l naaaaaattccccccccngggnnnngnggnttnnaatttggnngttttcc 
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TTTNNNTTAAATAAAAATNTGCTNGGAGTTTGGGGGGGG 
Sequence 4652 

CCCTTAG CGTG GTCGCGGCCGAGGTACAACACCGAACACATAACATCATAGCCATCTGCA 

AAGATTTCTTTTAAAAACTGCTCCCGTAACTCACTCTCATAATTTGCTACAAGGAGCACC 

TTGTAATCAGGATGGAGGATGGTATGGCTCACGCATGCTGAATGCCTTCCTGAAAGAGAC 

ACAGGATGGAAGGCAACACCCACAGATGGCTTTGATGTGTCTGCGATGCCCCTGTATTTC 

AAGGAGGGGTATCACTTGTTCATTTGGGATTGCACAAAAAGCAGGCCAGAAAAAACCTGG 

GTCACCAAMTANACTTCCTTTTTGACCCACTTGACCCACTTTTTNTTCTTANGCCCTGA 

TTAAAAAG 

Sequence 4653 

C CCTT TCGAGCGGCCGCCCGGGCAGGTACGTTATTTATTCCTTATTTCAAAAAAAAAATA 

CTTTTGTGAACAGGTGAGAAAAGGAAAAAAAAGAGAAGGAAGGGAATATCCTAAGGAATA 

GAGGCCACANTTAGAAGAATGATAGAAAGAATATGCAGGTTACTAGTCAAACAATTAGAG 

AATAT7TACCAGGAATAAATGGTGTGTGAATCAACTTCTTAGAATTCTAGACTAGTGATA 

TTAAATTAAAGAAAACTCTAAGTNACCCACATATCCTTTGTTGNGCTGGGCAATAATGAT 

ACGTGNTGTTTAAAATAAACCCCCTTAAAAAATTAAANGNAACCGGCCCGGGCAACGGNG 

GNTNACGCCTGTAATCCCAAGCACTTTTGGGGAGGGCGAAGTCCGGCCGGATCACCGANG 

TTANGGGNGANTCCAAGNACCCATTCCTGGGTTAANACAAGGGGAAAACCCCCCGTTTTT 

TTCTTTAAAMTTCCCAAAAAAAATTTNTCCCCGGGCCGTNGNNGGGCMGGCGNCCTTT 

TTGNTCCCAGGCTTCCTTCTGGGGNGGGTTTANGCNGGAAAAANTTGGCCTTTNNACCCC 

CANAAGGGGGGAGCNTTTGCNNNNNGGCTAGAAANTTGGNCNCTTGGWCTTCAACCCTGG 

GNNGGNAAAATGNGGACCNNCNTNTTCCNNTATTTTANTAATTTGGTTAAATTT 

Sequence 4654 

GAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAAACTGACAAAGGGCTCAGAAACTT 

GTGAGTAGTGGGGGCAGGGGCGGCACAGGCCAGGCCAGTATTTAGGAAACGTCAGGGTTA 

ATGTCCAGAATCTAGCAATATGTTTGGGAAGAAAAACTGAGAACAGTTGAAGGACAACTT 

ACTTGGGGTTTGGAGGGAAGAGATTCAAAGATATCAACAGATCATGGTCACACATGGATG 

ACAAACAAATGTGAAGACAGGACAATGGGTAACTAATGGGATTCCATTTCCTACTGCANT 

TTNGGGCAGGAGTNGGGGAAAGCTGCAANGGGGAGGCAATCATGGTGGAAAAGAGGGTGA 

ACCAGGGAAACCAANGGTCCGTTTTCTTGACCATGCTTTTGGCTTCCTTGCCTNCCTTTC 

CTTTCTTTAATCTANCCGGCNCAAANGGGATCTTTCAACCTTCNCAATNTTTT^ 

TGNTGGGNCNCANGAAAAGTTCCANAAAAGCAGCCCTTTGTNGGCCCCCTTNTTGACCNA 

ACAANANCTTCCCAAAGCNTTACTTNAAAAAAGGGGAAATTGACCACTTTTTGGAAAAGG 

TGGGAACCAAAAAAAAAANCCCTTCAAGGGTTTTNAAA^^ 

GGTTCTTTTTAAAAAGGGAACTCGGGGTTNNCTTATTC^ 

GCTTTAAAANAGCTTNNNTTANTTTNNAAGNCCANAAAATTTTTCCAAAAANTANTTNCC 
NGANTTTCTTTNGCCTATATTTNTTTTAAAA I Mil! I CCANCCCCCCCCCTCC 
Sequence 4655 

TGCAGAATTCGCCCTTAGCGNGGNCNCGGCCGAGGTACCCACCACCACACCCAGCTATTT 

TTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCT 

GACCTCAGGTGATTCACCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCA 

CCGTGCCTGAACTTATTTTATAGCTCTTTGGTCTCCTCCCAGATGGCTTGGCAAACAGCG 

ATTACTGATGAGTGTTACCCATCATGCAACAATTCTGCTCTCTTTTCTGTCACACGGTGG 

TCAAAGGCTCCAGATAGTCCTCCAATTTAATGT 

Sequence 4656 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M II II H I I I 1 I M I I I I I I I I I CTTT 
M I M I I M I I I I I I I M I I i I I I M I I M M i I I I I I M I AAAAAAAAAAAAGGNNGGG 
GNATTTTNTTAAAAAAAAAAANNANmNNTTTTTTAAANTANT^ 
TTTTANAGTNTNTAGGCNTNAANAAAAAAATTGATTAAATTNTN TI I I I I I 1 1 AAAAAAN 
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AAANTTCCAAAAAGTAAMGGGATNGCTNGGGATNCATTTGNTTNTTTTTAAANAT 
Sequence 4657 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCA 

GGCCACTCAGCTTTGAGTAGCCATGTCCGCCACAGGCCCTGCGGCACATCTCAGCTCCCT 

GGGTGCAGAATTCTGACATCATGGCCTTCATGCCCGTGCTCAGTGCGTGGAGCTGTGAGA 

ACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTCCACCATAGGGACCAACCCTGTGCAC 

CACTTACTGAGCATCTACTCATGCCCAGCTCAGCTCTGAGGTCCCCGCGTACCTGCCCGG 
GCGGCCGCTCGAAAGGG 

Sequence 4658 

CCCTTAGCGTGGTCNCGGCCGANGTACNCCGGGTTTAGAAAAGGGTGGTTTTGTTCTCAC 

TAATTTCATGAGAGAAAAGTGGATTGGAGGAACCTACAAGTGAAGTGGCATCATTGTCTG 

GGGTAAATACCTGGGGTTGGTCATTTTGTGCTGANAAGATTAACAACATGGACACGCACA 

CATGGAATGGGTTAAGGAGCGGAAAGTTTAATAAGCANAAGAAAGGGGAGAGGAGAGCAG 

CCGTCTCTGTCTGTCTCTTGCCAGAGAGAGGTATCTGAAAAGGAAAGACCTGCTGGTGGC 

AGAGTGCACTGGATTCTACAGGCAAGCTNGAGAAGGCACTGTCTGATTTATGTAGGGCCC 

ACAGATTGATTGGATCAGGTGTGACATTTACATTGTGTGTGGGAAGGCTGGTCGCCCCAC 
fcCTAA 

Sequence 4659 

AGCGGCCGCCCGGGCAGGTACGCGGGTGTCTGGAAGCTGATGGAGCTCANAATTCCACTG 
TCAAGAAAGAGCAGTANAGGGGTGTGGCTGGiGCCTGTCACCCTGGGGCCCTCCAGGTAGG 
CCCGTTTTCACGTGGAGCATGGGAGCCACGACCCTTCTTAAGACATGTATCACTGTAGAG 
.GGAAGGAACAGAGGCCCTGGGCCCTTCCTATCAGAAGGACATGGTGAAGGCTGGGAACCG 
TGAGGAGAGGCAATGGCCACGGCCCATTTTGGCTGTANCACATGGCACGTTGGCTGTGTG 
GCCTTGGCCCACCTTGTGAGTTTAAMGCAAGGCTTTAAAATGACTTTGGAAGAGGGTNA 
CAAATTCTAAAAAGAANCATTTGAAAGTGAGGTGTCATNGATTTAATTTGACCCCCTGTC 
NTATTGGCAATTACNATNTNAAAAACNmNTTTTNTCCACTTNTATTTT^ 
NTTTNNAAAAACCTTNGACAAAAAAAAAAAAAAAA 
Sequence 4660 

NCCCTTTNGAGCGGCCGCCCGGGCAGGTACACACTANCTGATAAGACACTGTTGCCCATA 

ATGTCTATTTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTAC 

ACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGANATTTGA 

GGTCGCTCATCCTTGTGAAAAGTGATCTTTTGATNTAAGGAGGGAGCATCAAGCCGNGGG 

GAAGCTTCACCAATGTTCCCGGTGGCTCNACACCACNCAAGAAAGGGNNTTTTTGGGNGT 

CTTrGGTCATTNGTACTTGGGNTTGGCCAAGGTTCNCAATGGGNCAAATGG 
Sequence 4661 

CCCTTAGCGTGGTCGCGGCCGAGGTAC i I I M H I I I I I III I M I H | l | n I GGGACA 

NANTCTCTGTCACTNANGCTGGAGTGCANTGGTGCGANCTNGGNTCANTCCAACATNTGC 

CTNTTGGGATTCAAGCAATTCTCCTGCCTCANCTTNCTGAGTAGCTGAGC7TATANACAC 

AAGCCACCACACCCAGCTAATTTTTGGCTTTTTAGNAAANACGGGGTTTNCCCATGTTGG 

NACAGGNTGGNCTTGAACTNCTGANCTCAAGTGATCCACCTGNCTTNACCTTCCCAAANT - 

GCTGGGATTNACANG GNGTG AGCCACCACACCCGGGCCCAAAAAGTGNTGACATTTGNAA 

ACATAAANT TCCANC NTTTTTCAAATGGGAAAGGGGCCN N il M I I I M I I AATNTTNAA 

AAGAAATANu i i i l AANAGNNTACCCNGGNNTTTCCGCGNTCCCNTTTGGGCCCCNAGG 

GGAAAANAAAATTCCTNAAAAAATTTTTTTNAAAGGGAAGGGGNGAAAAAAAGGGGNNAA 

ATGTANTTTGTAAACANAACCCCCNTTTGANAAAAAGTT 

Sequence 4662 

ATGGCCCTTTGTTCATGTTACTCTAATCGNGGAATAATGCGTTGTCACATNTCTGTCACT 

TCCTGGACCCTGAGCTCCCGGGGGTGGACTCATGCTGCTAATGCTCCTACTAAGCCTNCT 

CCATTATTCTCTTNTTTGTTTTCCTCT^ 
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TCATCATTGCATCTCTATCTAACCTGACCCTNTAANACCCAGCACAGAGCATATAGTAAA 
TGCATCCTGATTA 

Sequence 4663 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACAANGAAAGAGAGAGCCTTNTGGTGAAAATCA 

AAGTCCTGGAGCAANGACAAGGCAAGGCTGCAGAGGCTGGANGATGAGCTGAATCGTNC 
Sequence 4664 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCGTANCAGGCATTGGTGGTATCTATGCC 

CTCAATATCAGTATTGCCTGAATCCTGGAAGAGTTCCATGAGCACTGNTTTNGACAGCTT 

TGGACTTGTCAATGANGGTCTCAGNGCCTACTTCCAGCCTGCCCACAGAGTCCCATGGGG 

AGCTGNATGCGCTCCATCAGCCCGTTTGCACCCACCGTCAGGCACCAGNGGAAGNTGAAA 

GTCCTNTTTGGGACCTG GAGCA GGAAAGCCCCATAACCGNGGNTCTTGGCCCCAAAGGCC 

CCCNCCTGGTAATTAACCTTTTTCCCTTGGCNTNTCCCAACAATTNGGNNNAATAANCTT 

TCCTTCCAAGNGGNTCAAGGTNTTGGGGGTCCCCACCNATTAATTTTGGGGGCNTTGGGG 

GA AAAGNT TANGAAACCCCTTCCCANGNANCCCCNAGGGGAATNGGCNNCCAACGGTTCG 

CCi i I n iNGGGCCAAAANATTATNTCTNGGGTTTTNTGGNGCCCCAANNGGGGGGGAAC 

CAANGACANAAAANGGCTTNGGTAAGNAAAAAAA 

Sequence 4665 

CCCTTAGC GTGG TCGCGGCCGAGGTACGCGGGAAGAGAAAATCACTTGGTTTATAGAAGG 

CCTTTAACATTTTGTGAGTATGTGTTTTAAACCAAAACCCATAGATAGGAAGAGCCGACA 

GGGAGCTGGAAACTGCAATAAGCTTTCTTCTAACTAGCAAACGCAGTTGACAGACATCTT 

TTTAT AGACGTAT CTGTGATTGCACGCTGTTTTTANGCTTGATAATTTTTTCA^ 

AAAACI I I 1 I I I I CAATTTGAAAAAANCTGNNTTTACANGTNAAAATGGGCCAAAGTTTT 

TGAGGNAGGACCNCNAAAAGCCCCATCCNTGNTTCATTTCTTAAAAGCTTAAAAT7TGGG 

GGCCNCCANTTTCCCCNTTAAAANGGNGTTTGGACNCACCCAGNCCCCGCCNGTTTGGGA 

ANCCCCAANTTTAANGGGGTGGGGTTTTTAGGTGGAAAGGGAAAANNG I I 1 I 1 1 I I NGNA 

ATACCTGGCCCCCCCCCCAAATAAAATTTTTTTCAAACCCCNNTGGNAA 1 iTTTTTTTTI 

TTTGGGAAAAAAGGGGCCCCAAAANNNCNNTTGNNAAAGAGGGGGAAAANGGGGNNAAAA 
AN 

Sequence 4666 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCATATAAATCCCAAACCCCCAGCTCCAAAA 

GGAGATGAATAGAANAGCAGAAGAATGCAGAGTGGCAAGGCAAAGAATGGGAGAAGAGAA 

GGAGCATCTGAAAGTTGANAGGAGTTGGGCTGGGGACGGTCCNAGAGGAGATTGGCCCGC 

TGGGATGGCCAAMTTNCANNGAGAAAAATAAATNTTACTTNNATCCCCCTTTNCAACTT 

GCCCATTACACCCCTGCNTGANAANCCCACTTTTNCATTCACTNCAAAATTAAAAACCCC 

CCCCACAATTTCANTCCCTITTTAAMNTNTTGGT^ 

TGGGGNATTACCCCANGGAAAAAAANTTTAACCCTTGGGGGGTTNCCCCAAAAGAAGGGG 

GCCAACCCCGGAAGCCTTTGGGTTNTANCCAACCT^ 

AANNAANTGGGGGCA 

Sequence 4667 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAACACCCATTACCACCATGTAGTTTA 

TGATTGAGCCAATACGAGAGGGGTAGGCAATGACAAACAGGCCCAGCACATCAAAGAAGA 

CCATGTTTCCATGTCGATACTTAGAAGCAGCAGCCAGCATATCAGATGTAGCTAGATGCT 

TAAGAACTGCTAAAATGTTGTCACCTGCTCTCTGAATGGAATCTGTTAGAATTCTGTCCG 

CTGTGTCATACTTGGTGTGATAAATGTATCCATTCTCAATAAAAGCTAAGTCTATTCCTG 

GAATGTTCCCAAAATCCCTGTAGGATACCAAAGTCAGTATCTGAAGGGAATGATTCCACT 

TCTGAAAAACCTTCTGAGCCACCACAGAAAGCAAAAGGGGTGTTTTAGCTGCTGAAACAT 

AAACTTTGAACCAACCCAANGGATTTTTTAGGGACCCT 

Sequence 4668 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAA 
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TG TCTATTTATTGGATCAGC AAT7TATAAGTC CC ACATTCTC ATGCCAC ATAGCTCTACA 

CAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGATATTGAGT 

CGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGAGCATCAGCGGGGAAGCTCACATG 

TCCCGTGGC TCACA CACCAGAAGGTATTTGTGTCTTGTCATTGTCTGTCTGGCAGTCCAT 

GGCAATGGCTTTTTCAGAGAGGCCTGTTTTGTGGTTAACTGTGTGTACCTCGGCCGCGAC 
CACGCTAAGGG 

Sequence 4669 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACCAGCACTGTGAAAACATAATTTAATGCTT 

ATAAAGGAGAGAGTAAAGATTrTGCTTTTMTGAAGAAAAGAGAAACAGTT^ 

TAATCTTAGATATATAATGTAGCCTAGGATTAAGGCGAGTCAAACTATACCATAGCTCTT 

TCTGTGGGTTAATCTGTCTTTTATTAGTGTATCATCACTTTTTAGACTGTTTGGGCTGTT 

TTACAGAMTAG CAAA MGAAMTACATTAMTCAGAATTTATTTMTCTTTACCTAGGT 

GA AAGC TAAAAGTTTTATGCTMGATTAGTGTAAACTTGGGTAACTGAAAAATTGTCCCA 

AGTTTTGAATTAAATTTGGCCACCCAAGGTACCTCGGCCGCGACCACGCTAANGG 
Sequence 4670 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCC 

CTGCACTGC CATTTCA TTTGAGCAGGGCGTTGCCTGTCAAGAACATTCATATCTTTTGAT 

AAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCATCTGAAG 

GACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCACATTCAAACTTCTCAGC 

AAGGTGTTATGGTCCTTCTCAGTTTGCCTACGATCCATTGAGGCAAAGGTTTCCTTCTCT 

CAATACACCCTCTGCTTTAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTT 

GTTCCTGACTGTTAGTCCTCGGCCGCGACCACGCTAAGGG 

Sequence 4671 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAA 

TGTCTATTTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTACA 

CAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGATATTGAGT 

CGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGGGCATCAGCGGGGAAGCTCACATG 

TCCCGTGGC TCACA CACCAGAAGGTATTTGTGTCTTGTCATTGTCTGTCTGGCAGTCCAT 

GGCAATGGCTTTTTCAGAGAGGCCTGTTTTGTGGTTAACTGTGTGTACCTCGGCCGCGAC 
CACGCTAAGGG 

Sequence 4672 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCTAGGCCGCGGCCTTCTTTTCTCCCAGAAA 
GGTGACCCTCCCCACCCTGCGTCCTGCTCCTTCCGTCCATACTGATGTTTGTTTTGCTGG 
AGGCCAGTAGCAACTGGACAGTAGCTCTAGGGGAGGAGAATCCACCTGCGGCGAAGGGTG 
GGATTTGTTTTCTTTGAGCCTTCTCCAGTGTGGGGCAGCTGGCGCATCTCCACTTAGCGC 

CGGGGGTCCGGGATCCTACATCGCAGGGACTGGGGATCTCCTGGGTTCTGTACCTCGGCC 

GNGACCACGCTAAGGG 

Sequence 4673 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGATTTTTGTTTTTTTATTTGCCAATAT^ 

GATATTAGGTCAAGGCCTANTTGAAATTCCCTGACATCTTTCTTGTATAAACAATACCCA 

CAATGCTAATCTTTATGATTTTCAATCTCTGTCTCTCTAAATTGGCATGGTMTTTAAAG 

ATATTGGGAAC C AATCTAAATGC AGAATCCTCCTAGATTTTTAC TAAATTTC CCC AAAAC 

TTCTTAG7TATCTAACCTACATCAGCTTTAGTATTTTTTAATGACTCATTTTGATG 

CCATTCAMCATTCTGCTTAATTTTGATAGAAACAATCACTTTC 

CATGGATTTATATGGAATAATCTGTTCACATACTATTTAATTCATACAGTTGGAGTAAAG 
AGGCTTGGGGCCAAACCCAGTACCTGCCCGGGCGGCCGCTCGAAAGGGC 
Sequence 4674 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTATATGTGGCATAGCATAACCACAGTAAG 
AACAGAACAGATATTCAGCAGAAAACTTTTTATACTCTAATTC I I I M I I I I I I I I I f'GA 
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GACAGAGTTTTAGTCTTGTTTCCCAGGCTGGAGTGCAATGGCACAATCTTGGCTCACTGC 

AACCTCCGCCTCCTGGGTTCAGGCAATTTTCCTGCCTCAGCCTCCCAAGTAGCTGGGATT 

ACAGGCACCCACCACCATGCCCAGCTAATTTTTGTATTTTTAATAGAGAGCTAATAATTG 

TATATTTAATAAAGACGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTC 

AGGTGATCCTCCTGCATTGGCCTCCCAAAGTGCTGGAA7TCCAGGCATGAGCCACTGCGC 

CCAGTCTACACACTAATTCTTGTTAGCCCAACANCTGTTCTGTTCTATCTACCCCTCATT 

TCACGCTNAAAGGAGTCATACCTANAATAGNTACCCACAAGAAGGAAACTGGAAGCCAAA 

CACTGGACCTGCCCGGCGGNCGTTCAAAGGGCA 

Sequence 4675 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGACATTCAGAGGTGAGCCCAGAGGG 

GGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCC 

TGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGG 

AATGTCAAAATGTCATGTTCMTTTTACATTCAGTGCCTGGAATCTTTTCTTCACMTTG 

AAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATA 

CTACATAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGA 1 I I I I I I I GCCATGG 

CCTGGAAAGAAAGGTACCTGGGCCGCGACCACGCTAAGGG 

Sequence 4676 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC II I I I I I I N I I I I I I 1 I 1 1 I I I I I M 1 A GG 

CAAAATAAATACTTTATTGGTTTAATATATATATATTTTAGAAATCAGCCTTTGTGTGAT 

NTT TCAA ACATTTATAAGCCTTTTANAGATTCTTTCAAAGAACACTGTTMCAACTCGAC 

CACTTTTGATTAAAATNTCACNCCCAAAGAAACACAATNGGAGNTGAAAAAATTATAAAT 

GCTAGMNAAAAATTCTAAATAAACATTTGGGGGNTCTTTACACNTTTATTTAACGCATA 

TAAAACCAAATGGGGNAACCCTTTTCC I I I I I I 1 I CANAAAAACNNAGGTTTTCCCTGGT 

TTAAAACCTGAAACTAAAATTANTTTTTATTGNTTGGANGGNGGAACNNAATTCTTAAAA 
TTTACCTTCCCA I I II I GG 
Sequence 4677 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAMCTCTCATTGGCTGTTGTTTCAACAGTGT 

AACCTTAATTACAGAAAAAAAACCTATCTCAATATCCTTTGATTAAGCAAATATCTAAAA 

CTATACAGGTTGAATATCACAAATCTGAAAATCTGAAATGCTCCAAMCCMTAACTTTT 

TGAGTGCTCAAAGGAAATGCTCACTGGGGCGTTTCAGATTTCAGATTTTCAGATTTGGGA 

TGGTTAACTGATAAGTATAACTCAAATATTCCAAAATTTGAAAAAATTTGAAATCCAAAT 

CACTTCTGGTTCCAAGTATTTCAGATAAGGGATACTCAACCTGTATTTAGTAAGGTGCAG 

TTG CCGTGT GCATTAAAGAAAAGCTNAAGGAACAGAAGAAAACCAGTNAAATGTTAACAG 

TTTAl mm l GAGTAACCACATTATAGGGTGGTTTGGGTCTTTGGTTTTT 

Sequence 4678 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAGGCTTCAGATGTTACTATAGATAATCACA 

AGGA ACACT GCGCTTGGGGCATGACTGCCCTCAGCAACCCTTCTGGCGGCAGACACAGTT 

GTTAGTTTTCCAACATCCTGCTTTCATGAGAACAGTTTTCTGTTTGCTCATATAGCCTTC 

AG TGGTA TACTGAGTTGGTCACGACCTTCATTCTTTCGGCCTGTAGCATCTCCCCATTTT 

TGll l l iGCATTAATTGAATAAAGGTAATTGCAGGTTGTGCAGCTCTCAATTGCCGTTTG 

GTGGTCCAGCTGATTTTGCAGACTTATATCAGCTGTCAGCAGACTTCGTCGCAGGGTTTC 

TCATTCTCGTTCTTTCTTTGTCAGTGTCAGTTTCTCTGCTCCAGCAAGACCTTCACTCAC 

GTTCCTGTCCTAGGTGCCANGTTGTCNCTNTTTGGGTTGNTATNGGAGTGAACCGAANGG 

GGATGAATGCNNAAACCGAAAGACCAAAGACCAAAAAGTNTTTTTTGGA 

Sequence 4679 

CCCTTAGC GTGG TCGCGGCCGAGGTACCATTC I iTTTTTTTTTTITI P N TTT AAAATT AG 
TCCCTCACTTTTCCATGTGGATATACNATATAATTAATCACTTCCCTACGGATGGACATT 
GAGTTTATTTCCAATTTTCACAGTTGCAAGCAAAGCTGCAAAACACATCCTCACGTAGAA 
AAATTG 
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Sequence 4680 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGCCCTTCCCGACCGTAGCGAGGGTGCTGC 

TGCGCTGGGGGAAGGAAAACGCCGCTTTGACTGTGCCTTGTTCTCACAGCTGGCGGGAAG 

CAAGCGCCTTTTCGAAAGCCANAGGCTCGAGTTACCCCTCTTACCACCGTCATGGCAGTC 

CCAGGTTGCAACAAGGACAGTGTCAGAGCAGGCTGTAAAAAATGTGGCTACCCTGGTCAC 

CTGACTTTTGAATGCCGCAATTTTCTCCGAGTAGACCCTAAAAGGGACATAGTTTTGGAT 

GTCAGCAGTACCTTGGCCGCGACCACGCTAAGGG 

Sequence 4681 

CGCGGCCGAGGACTATGAATTTTAAAATTAT7TGCTTAGACAGAATATGTGGACATACAA 

ATG ATGM TGTGATAATNGTCATACATATATATTTATCTTANACACTTAGTCAAAACATG 

TGGTTTTTGGTTATGAGTTATGACACTGTCACTTTACCTGGAAGATACAAAGTAATTGGG 

TCATAGACTCTCAAATTATGGAACACTTAGATTTTTCAGGGGAATGACATGGAGGGAGCC 

AAGGAGTCTTATGATTAGGTAAA 

Sequence 4682 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGG 

GCTTCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTCCGCGAAT 

TGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAGCGTGGCG 

GCCGCGCTCTCTTCCAGGACATCAAGAAGCCAGCTGAAGATGAGTGGGGTAAAACCCCAG 

ACGCCATGAAAGCTGCCATGGCCCTGGAGAAAAAGTTGAACCAGGCCCTTTTGGATCTTC 

ATGCCCTGGGTTCTGGCCGCACGGACCCCCATCTCTTGTGACTTCCTGGGAGACTCACTT 

CCTAGATGAGGAAATGAAACTTATTCAAGAAAGATGGGTGACCACCTNACCAACCTCACA 

GGGCTGGGTTGGCCCGGAAGGCTGGGCTGGGCGAAGTTTTNTTTTTTNGAAAGGGTTAAC 

TNTNNAAACCNCGAAATTAATAAGCCCTTTTTGAAGCCCAACGGACTTTCTTGAANGGGG 

CCCCTTGCAAA AGTAA TTANGGCTTTTTGGCCTTAANANCCTTTTTCCTTTCAAGNCCAA 

ATTANGGNAG CTTXTTNT TTAACTTNTTCCTNAACAAGGCCCTTGGGACCCAAATNGGGA 

AAATNAAAAGCTTTTTTTGGATACCCAAAAAAAAAAAAAAAAA 

Sequence 4683 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTGTGATCTTCTGGGGATGTTACAGAACC 

TTGTCTTCTCATATTACCAGAATTGTTTTACTGGTTCCTTCTCATTTGGGTAGACTATGA 

CAGAAGAAAGATCTGANACTCAAGGACTGCTGTTCAGATTCGTTTGTCCCATGAGGTGAT 

CCCTTGATGTGGTGCTCTCTCCCTTTCCCTAGAGATGGGGCTTCCTGAGAGCCAGACTGC 

AGTGATTGTTATTGCTGTTCTGGGTCTAG 

Sequence 4684 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACGCCCAGCTAATTCTTTTATGTTTGTAGTAG 

AGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGTGATCTGCC 

TGCTTCGGCCTCCCAAAGTGCTGAGATTAGAGGCATGAGCCACCATACCTGGCTCTTTTG 

CTTCATCCATCCCTTAATTTCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACCCT 

TTCACGCCTTACACTTNAACATGCGGCTTGTTGAAATTCGTGCTCCACTTCCAGCAACTG 

CTTTCAAATCGGAGTTCCATCCTCCGGCCGCAGTATGCCCTAACGCAGCCGTTATTCTTT 

AGGAGCTACCACCAGCTTTNCGAAAACCTTTNNGAGGGAGCGCTTTTGCCACCCACCTTN 

CACNGGGGAAAGCGGCGCGTAAAACCAACCTCGGAACCCCCCCCGCGTTACCCTTGCCC 
Sequence 4685 

GCACTGC ATTTAATGTGTATATC AGG AC AAAAAATATTAATGAG AG AAC AC AC AC N GTTT 

TCTTCCTCCCCGACCAGCCAAATTCTNCACCCTCCAGCCCCATTCAAANAAAGGAGAGAA 
GAGTCTTTCTT 

Sequence 4686 

CCCTT TCGAG CG GCCGC CCGGGCAGGTACCTGGGACTACAGGCATGCACCACCACGCCCG 

GCTAATTTTTGTATTTTTAGACGAGACAGGGTTTCACCCTGTTGGCCAGGCTGGTCTCAA 

ACTCCTAACCTCAGGTGATCCAACTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTAT 
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GAGCCACCGTGCCCAGCAGMTTTTTTAACTATTTGGTTACCGACTAATTTGGATAATGT 

AAGTGCATGCAG CTTTG ATTTGTGCCACTAAGAAGTGGGCAAACTGTCTTCCTTTTTNTG 

AATCMG TAAAA ATTTTTCCCTCAACATGTGTTTGACAGTTGTCATTCACTGCTNANGTT 

AAGGGCATTTTGGGTAMCCACACAAGNCTCTTGNATTCCTTTTCCTANCCGACAGCCAC 

CANANAAAAAAGGGNGGGGCATTGGGGGAGGGGGA 

Sequence 4687 

CCCTTAGCGTGGTCGCGGCCGAGGTACTNA I 11 I M M I I 1 i 1 I I M I M 1 I M NACNGG 

GTANAGTTCAGGGTTTATTAACTTTATCTGTACTTTACAGCATGTTCTGTTTGGGCANAG 

CCTTTATAGCANTTGAGCATATTCAGTAGCCTAGTCAGANACAATGAGATGAAAACTTGG 

CCTCTCATGGATACAAMTTATGTGATTTTTTCCCCCCCCAGACCTCATAGNITATTCCTA 

GGAGTCAAGAAGATGATTGCCCACAATGTACAAGCAGTAATTGAT 

Sequence 4688 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACCAGGCTAAGTGGGTAGTNATATCGNGACTG 

GCTCCGCAGGAGAGGGTGGCTTTTTCCCTGTNTATNATACAGGGTGGCT 

Sequence 4689 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCTGTCTTATGCATGTTTAACACAACAGCAA 
CAATAATATAA GTAGT TAGCATATATTAAAGCATTAACGAACACCAAGCATTGTTAAATA 
TATTACATGTATTTTTGCTTAATTTTCACAACATTACTAATGGTTA 
Sequence 4690 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGG 

GCTTCTGCTGAGGGGGCNTTTNNCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTT^ 

AAGATAGAGATT AATAC NACTACTTAAAAAATATAGTCAATAGGGTTACTAAGATATTGC 

TTAGCGTTAAAG I I I I l AACCGTAATTTTAATAGCTTAAGATTTTAAGAGAAAAATATTG 

AAGACTTAGAAGAGTAGCATGAGGGAAGGGAAAAAGATAAAAGGGTTCTAAAACATTGAC 

CCGGANGGTTGANAATGAANCTTTCTTCCATTGGNGGTAAAAAAAATGGTTTT 

Sequence 4691 

AATGGTTCTCTTCATGGTTNGGMGAAAAAGCTTGCCACATAATTNAAACCATTTCTTTA 

CCCTGGTAAAACTTGATTGGTCTTTCCAATCTTCAAGGAGGGTTTACCNTTTACCAGGGA 

ATNTTTGAATTAGGAAACNGGGGCCTATGGCCCGGGCCTCCGNGGCTCACGCCCTGGTAA 

ATCCCCACACCTTTTGGGGGATGCCCGNGGGCGGACCCGGATCACCGAAGGGTCANGGAA 

AATTCCCGACCCATTCCTGGGTTAACCCCGGGAAAAAAACCTAAGTTCTTTTTACTn*AA 

AAATTCCCAAAAAAAAAAAAAGGAAAGGGNAAGGGAAAAAAAAAAAAAAG 

Sequence 4692 

GATGG G ATAT CTGCAGMTTCGCCCTTAGCGTGGGTCGCGGCCCGAGGNIACTCTCNTTTT 
TTTTTNCTTTTNTTTNGNTGNCNACTTTTCAGGTTNAAANTTATCTT^ 

GTTGCCTCNATCTTCTMTTTCCCTATNTTCTGTATTCTTTTCTTCGCCT 
Sequence 4693 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCTGACGAAGAAAAGGGAAGATGGAGC 
CTCCATGTTGAACATGCCTGGCCCTCAGGTAACNNTTTTTGTTGGCACAACTGCTGGCAT 
TCACCTGTGCAAGCTTCCAGCTTGCTTATCGGTGTTTGCAGCTCGATATTTCAGGCTGCT 
CTTTGTTAGAAAATAAATGATTTGGGGGCTGCTTTTTC 

GACTCT GTTCTCCTTACTATCTGCCTAAATMTTTCTTTCTAGCTCCTGTATCAAAAGCA 

I M I i I AATATTGTAAATTTGGGAATATTATATTACCTGATTTTAAGACTGCTTTAAAGC 

TAGAGTAAATTAAATGTGTGAGATGAACATAAGAACAAACATATGGATAAGTGAAACAAA 

ACGGAGTTCANAAATAAACCCCACCTATATAGAAAATTAAATATTGGATCTANGGGCCAA 

GTAATTNAATTTAGGAAGGTTTTTTTCATTTAATGATACCAGAACAAGTGACTATTTCTG 

NGCACNAAAAAAAACCCTGCTTCTTTNCTCATATATATCAAAAATAAATGGAATGNCCAA 

ATTGGNACCCACCCTAAAATGTCATTAACTGGGNGNAAGGGGTGACCCAAATTGGGGGTA 

CATTTTTACAANGG 
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Sequence 4694 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTCTGAGTATGGGAACTTCCCTCCCCAAGT 
GGTGGGAAGTTACAGTTAACTACAGCTTACTCAACTATCACTTCCAGAGGTTTAGTGTTT 
TTAATATGGGAAAGAGGAGAAATCTCAGGTCTAATCAGGGTTCTGCCCATCAGCTTTTCA 
CTGAAACTTTCAACTGTGTTTTGTTTTTTG 1 N I MH I CCATCTTTCAGTTTCTAGCTG 
TGTTTGCCTTCTCCCTCCGCGTTCCCTCCTCTTTTTTTGCTTTTGGTCTCCTTT 

TCATGTCTCCATGAGTTCAGCTGTACCCTGCATTTGGGAACAGAGAGAAAAACAAAGAAT 
TTGCTGA 

Sequence 4695 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACTAGATGCCAAGGTCACGAATTAGGGTA 

GGAAAGGAGCTAAGMGAGCAAAMTGTTAAAAGGAATCCAMTGATTTTATAGGAGTGG 

TGAGATGGTGGTAGGMGAGTTGGGATGACATCAAGGTGGMGAAGTGTTTTGTTTTGGA 

GACAGGGACTTGCTCTTTTGCCCAGGCTGGAGTGTAGATCACGGCTCACTTGCAGCCTNG 

ATCTCCTAGGTTCAAGCAGTCGTCCTGCCCCAGCCTCCAAGCAGCCGGGACCACNGATGT 

GTGTCACCATAGCTGGGCTAATTTTTA 

Sequence 4696 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATACTTGGAAGTAAAGCTCTCCTCAG 

CAAATGTAAAAGAACAGAAATTATAACAAACTATCTNTTTGACCACAGTGCAATCAAACT 

AGAACTCAGGATTAAGAATCTCACTCAAAGCCGCTCAACTACATGGAAACTGAACAACCT 

GCTCCTGAATGACTACTGGGTAAATAACGAAATGAAGGCAGAAATAAAGACGTTCTTTGA 

AAACAATGAGAGCAAAGACACAACCGTGCTNAGAATCTNTGGAACACACTTAAAGCACGG 

GTATTATAGGGGAAATTTTATAGCACTAAATACCCACCAAGGAGAAAGNANGGAAAGATC 

AAMTCAAACACNCTTMCATTCAATAAATTTAAAAAGGAACCTAGGGAGAAGGCNANGG 

AGNCAAACCAAAATTTCAAAAAAGCTTGNCAAGAAAGGGCAAAGGAAAAATAAACCTTAA 

GTATTCANGANGCCATGAAACTTGGAAAGGGAGGAATTAGGNGGACCCCCAAAAAACCTT 

TTC AAAAAAAAAATC AAAC N GAATTN CCC GGG AAGCTTTG i MIM I N G 

Sequence 4697 

NCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGCNGCTTACTTTGTAGCCTTCATCAGGG 
TTTGCTGAANNATGGCGGTATATAGGCTGANCAAGAGGTGGTGAGGTTGATCGGGGTTTA 
TCGATTACA 
Sequence 4698 

CCCTTAGCGTGGTCGCGGCCGANGTACAATTTAAAGAATAATTTTAAAGTGAATACTACG 

TAACTCCATCCAAGTCAAGAAATTGCCAGCTTCTCGGAAGCCCACTGTGTCTCCTTCCCC 

TACCTGCAACCTCTTCCAGGCTCCCTTTTCCAGCCTTNCCCTTTTTCCCTTT^ 

TGCCTTGATTTGACTTNTGTTGGTGGNGAAACAATGTGTAACTATGGAAAACCTTAAAAC 

CCNTGGCTGCCCAACCCAANAAGCCANGCTTGNTNGAACCCAAAGGGGNCTTGGCCTTCA 

AAGGGTNGTNTGGGCCCCACNGNCAAGGATATGGGGACTTNNCTNCTTCNTGGNNTAGGC 

TTGGGANCCCCATAGTAACCTCTTGTAAACCCTTTTC 

Sequence 4699 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGCAGG 
TGTGAGCCACCATGCCCAGCCTATGAGGG 1 M M M M M I I AAGACATGAATTCCCAGA 
CTTCCCTGTAGAGACTGATGTAAAGGGGGGATTTAATTTTTTCAAAAAGC 
Sequence 4700 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACTGATCTTTGACAAAGCAAACAAGATAAAG 

TGGGGAAAGGACACCCTATTCAACAAATGATGCTGGGATAATTGGCAGGCCACATGTAGA 

AGAATGAAACTGGATCCTCATCTCTTACCTTAAACAAAATAAATTAACTCAACATGGATC 

AAGGACATAAATCTAGAACCTCAAACTATAAAATTCTAGAAGATAACAATGGAAAAACCC 

TTCTAGACATTGGCTTAGGCAACTATTTCATGACCAAGAACCCAAAGGCAAATGTTATNA 

AMCAAAGATATAAAGCTGAAACTTAATTAAACTAAAGAGCTTTTTGAAGAGCAAAAGGA 
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ACAGTCAGCAAGAGTTAAACAGACAATCCACAGANTGGGANAAAATCTTCACAATCTATA 

CGTCTMCCAAATGGATTMTTTCCCAGAATCTATAATAAACTCAAACAAATTTCCCAAA 

ANNAAAAAAA ACCCC CCNGACGATNCCCTTCAAAAAAGTGAGTTTAAAGGGACATTTGAA 

TTNCCNCCNATTTTTCAAAAAAGAAGGGCNTTACCNAATNGNCNAAACAAAACNTTATTG 

AAAAAAAATGGCTNNACCCATNCCCTTTANTGATTCNAGGGGAAAAATGCCAAATTNAAA 

ACCCNCCANTNTNGNNTACCCNCCNTGGCCTTCCTNCCAANAAGNGGGCCNTTGATCCAA 

AAAAAATTCAAAAAATTTAATTT 

Sequence 4701 

CCCTTTCGAGCGGNCGCCCGGGCAGGTACTGGACCGGCCATTGGACCATTTGTTCCAAAA 
CCCATAAATNGTTGCCTAAATTTATAATTGATCATGAAACCCTAGGCAGAGGAGGAGAAA 
ATTGAAGGTCCAGGGCAATGAAAGNAAAAATGGCGC 
Sequence 4702 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACACNGGAGCAGCTATAACCACTTAAAAAGAGC 

MCAAGGCAAGACCTGGAAATTTTTTAAAAAATTGGCCCGGGTGTGGTGGCAGCATGTCT 

GTGGTCCCAGCTACTGGGGAGGCTGGGGTGGGAGGATCCCCTTGANGCCCGGGAATTCGA 

AGGTTTGCAACTGANCCTGTGAAMCAATNGCCAACCGCNACTNCAANCCCCTTGGTCAAC 

NAGNAAGATANNGGACCCCCTTNGAANTTCCTAAAAAAAAAAGNGAAAAAAAAGGGCCAA 

CCTTCCTTNGTAACATTCAAAAGGTTCCCTACCTTTAATNATTAAACNACGGCCGAAATG 

GCCANGNCNTCTTTCTTTCNAATAAAAAAGNCNTGGGCCTGNTNTAGANGNAAANACTTT 

AATTGTTCNGGGGGGNNAANTNCCAGGC7TCCAATTGGGGTTTGT 

Sequence 4703 

CCCTTAGCGTGGTCGCGG CCGAG GTACCCAGTTGTTTGGACAATGGAAAAACACCAGTCT 
AGATATTACTGTGAAGGCATTTTTAATATGAGAGTAATATTTAAAGCAGTAGGCTTGGAG 
TAAAGCAGACTACTCTCTGTCATGTGGATGGGCCCATCTCATCAGTTGAAGGCCTCAACA 
GGCAAAAGACTGAGGTTCCCTAAGGAAAATGGAATTCTGCCTCCAGTCTGCCTTTGAACT 

CACGTCTTCCCTGGGTCTCAGCCTGCCAGCCCACCCTGCAGATTTTAGACTTGCCAGTCT 

CCACCATCACATGAGCCAATTCTT 

Sequence 4704 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGGTTTGAGGAAGCGATGAAGGAGGCTCATGCT 

GTAGATCAAAAGCTTGCAGAGAAGCAGGAAGATGAAGCCACCCTGGAAAATAAATGGCCC 

TTCCTTGGGGTTCCTTTGACAGTCAAGGAAGCTTTCCAGCTACAAGGAATGCCCAATTCT 

TCTGGACTCATGAACCGTCGTGATGCCATTACCAAAACAGATGCCACTGTGGTGGCATTA 

CTGAAGGGAGCTGGTGCCATTCCTCTTGGCATAACCAACTGTAGTGAGTTGTGTATGTGG 
TA 

Sequence 4705 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAAAGATAAAATTTGAAATCTGGTTAG 
GCTGGCCGTTAGGGTTCTCTGTTTTTGGGGTTTGGCAGAGATGTGTTTAAGTGCTGTGGC 
CAGAAGCGGGGGGGGGGGGTTTGGTGAAANATTTTTTG 
Sequence 4706 

CTAGATGCATGCTCNAGCGGCCCGCTCANTGTGATGGATATCTNGCAGAATTCGCCCTTT 

CGAGCGGCCGCCCGGGCAGGTACTTTGCTACACGGTCGGGGGCCATTGAGACTGCCATGG 

AAAGACTTGAAAGGTCACGTAGCTGAGGACTTCTGGAGAGACCATTCAAGGCTTCTGGCT 

CTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGNACA 

AGACTCTCTTGNATCTGCAAATACGGACTTCATCCATGCCTGAGTTGTGTGCAGCNTGCC 

NANCGGATTCCTCTGGAGCCGCCTGTCTTATCCGCATTCTGCCTNGGGGCAAGTTTCACC 

CTTCCCTGGGGNATTGTNCCCCTGGGACANAGAAGACAAAGGGNGTANAGGCCTNNANGG 

AATCCTACCTGGGGGGGAAGTACCCGGGAGGGAAGCCANGTNCTCNTTCTTGTCCCGCNT 

GGGAACCCCCATTGGTCCCAACTGGAAAGNTCCCTTATTGCCTAACTTTTTCCACCTGGN 

GCCANTCCTTATGNAAAAATACNACCCAGGTGGAGNGAAAAATTTCCCTTTGAAAMTTT 
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TTGCCAMNNTTTGCTCTTGGGGGTTCAMTGNTTCTNAANNCTTTGGTTNCCAAGCTTN 

TCCCCANAAATTGGCCCCACCAAAAGAAATTCCAACCTTGGGANTCCTTNGGAAANNAAG 
GGAAA 

Sequence 4707 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGCCCCAGAAGGGCGGACTGGCCGGAGTC 

CAGGGATGGCAGCCAACGCCCCATAACAGAGATCAGCATTGGACTACAAGAAGAGGCAAG 

GAGAAATCAAGGATCAAAATTTAAGTAAAAGAAAAGCCAAGTCATTAAAAATAACCCCCT 

CATTGAAGAGTGGGAACGTAGGTGTGATGTTCTGGCATAAGGAGTGAAAAAGAAAAAGCT 

CTATTACTTGAAGCTTTTCACCAGGGGCAGAGAGAATGGCCGGAAGTGAGAAACGTGTGT 

GTGGATGCTTACACCGATGCCGTCTCCTAATATTGGAACATGGCTCCAGAAAGGAGAACC 

AATTATTCCTAATTCCACGGGCGGCATTCTCTGACTCCCAAACTCCCAAAGTGGAGGGCA 

GGAGCTGCCCTTACCTTGAGGAAGCTCAGAGTGTTGTGGTAAAACTCTCCCGGGGTGCGA 

CATAGGATGCTTTTCAGAGCTCCCTGGACAATG 

Sequence 4708 ' 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTTGGTAAGCATTATGTCCCGAGGATGAAA 

TCGGAGGACCAACAGGCCCAGGAGGCTTCACAGCGAACACCACATGCCTCGCGCCCAAAA 

GGACAACAGACCGCGCTTCAGAACGGAACCGCCTTCTCCATGTGTAATGGATAGGTAACA 

GAGAAGACCTCGTCCCTTCCTAGTCAGGGCATCAGCATGACTGAGTGCTTCCTGCCCCCC 

ACCAGCAGCCCCAGTGAACACCGCAGGGTGGAGCATGGCAGCGGGCTTACCCGGACCCCC 

AGCTCTGAAGAGATCAGCCCTACTAAGTTTCCTGGATTGTACCTCGGCCGCGACCACGCT 
AAGGG 

Sequence 4709 

CATCTTGCACCCGCAATACCAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAA 

ATCATCAAAGATACCCTGAGGTAAATTACTTAGGTTATTATTGGACATATCCAGTCGATA 

GAGCTGCCTTAGATMGAAAAAGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAG 

ATAAAGCTTCCTCAGGTTTGTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCG 

CACCAGGGACAGCTCTGTCAMTTAACTAGGTTGAAGAAAACTTTGTCACCTAAACCATG 

ATTGTTCAACAGGTTTCCATCTAAMCCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGA 

TGGTGATGAAATAGTGGATATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCCTGGG 

CAAACCCCAAGGGAATTGTGCTAAGGTGATTACCGGGACAGGGAAAAGCAG 
Sequence 4710 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCTCACTGCCTGGACATCTTTATTGATGGCCTG 

GAGTCCTCCCTTTTAGAAGACMGTTTCTGGGATMCCACTTAGCTTCATTGGTTAGGGA 

AGAGAAGAATTCGACTCTCAGGTAAGTTGAGAAGAGACTCCTCTTAAAATGCCATTTCTC 

CACTAATTTATCAAAATAAAAACAAAACAAAAGGCTCTTGGCTACTTTGCCTAGTATTAG 

ATAGGGTTTTGAAGAAACTA ACATGAAC ACCCTTTCATCAGTAAAGACTAAAAACCACCT 

GGAATATATATATCACTGCTGTTTTTTTGGTGGTTGGTTTTTGGGN I I til I I I I I IA TC 

TAAAAANTGCCCAGGGTGGGCTTTAAAGGGCTTGNCCAGACTGGCACCGCCANATTCTTN 

CCAGGCAAACCAAGGGGCCTTNNTATTCCCATTCTNCCAAACTTNGGGANCGGGGGGGAA 

AAAANGGGGAAANT NTTNT TGAAAANNGNAANGGAAAAAAAAGGAGGGGGGGAAAAAAAT 

ATTACCCACCAACCCTTTTCCCCCACCAAAAAAAAAGGGGNAAAAAAAAAA 

Sequence 4711 

ACAGAGGTGAATGTCTTCTCCTCGGCTACAGCCTCCACCCCAAATACAACCCACCAGTTA 

AGAGGGATAACACTAAACAATGCTGNTTAGTGTCATGTTGCACCCATCTACATGACCAGA 

AAAATACTGTTCAATGCAAAAAAATTTACTMTTTGTTAATGCCTGGCCAGATGTTCTTG 

TGAAGAGCAAGGCAGAGGAAAAACATGTTATCAAGTGAATACTCTATTCCAAACTCCAGG 
GAGAAAACATCTTCC 

Sequence 4712 

CCCTAAGCGTGGTCGCGGCCGAGGTACTTTA I I M I I I I I I I I ( I I I CTC II I I I I 1 1 I I 



Page 845 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



■" i l l l l l l I II i i i i i u i I I I I I I I I I I CCCTNANCCAAANGNTNNNAATTNATNAA 
AATCGNNCTTNTNTACMNNAANGATTTTTGGGGTTNGNAANCCATGNCTGCNTTTNTTN 
NCCNCCNNANNCCNGGAANAAAATTTNCAANNGGNNNGGTTCNCNCAGNTAANAAAGCNT 
ANNGGGNGGGNCCNNAANANGGCNTTCAANAAAAANNCCCCCCGAATTTCCNTTTGACNG 
NNTTCCCTTGGGAGNCTNTGATGNGGGNGCCCCNTTTTTTTAAAAGGAAAATAAAATTTT 

AN. i i i i INTTGTTTTGGGGNAAAANNTCCCTTNGNTNTNAACTNGCANTTTGCCCAACC 
TTTTANTTANNTTGGACCCCCCNTTTGNANNGGNANNNGGCTTTTCCNTGGGNAAAAAAA 

AAANCCTTGTGAGGGGTNCCNATGGGNCCGGAAANACCNTTTCCCGGGGG 
Sequence 4713 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I I I I I I M I I M I | | rA NA 
ACAAGGACAGGGGACTNTGATGCCTTCAGCTNTGGCCATCCTGAGNGCTGNGATCTGCTT 

CCCCTGCTTCCTACACCACCCACAATCCCACCACGCTGNTGCAGTCACTGCCAACTCATA 

GTGCCTTCTAAGGGCCCCA 

Sequence 4714 

CCCTTTCGAGCGGCCGCNGGGCAGGTACCTGCCTTGTTCATATCCMCTAATTTTTTNTG 

GCTAATTAAGTN ATN ATN NTC N AAACACTTAAGGTTTTAAAGGATGAATG ACCAG NTGAG 

AGTTACTTCTTATTTGCTCCTAAATCCMTATATTTCCTGATCAGTCAATAACACTTAGA 

ACATCTAGTTNTAATTGGNNATACAANNGNCTAAAAAATGATAATTAAAAGGACTAANAC 
TNTATATGGTCTTTTGA 

Sequence 4715 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTGGGTCTAATTACCAAATTGGTCCCAGG 
GCAGAGAACTCTCTCTCCTGCATTGCAGGGGATGCCTAGGCAGTGTGTAGGCCTAAGCCT 
GAGAACTACCCAGGCCTTCCCATACTTTGGAAGCAGNTGACACTNGACTTNTTGGTTTCC 

ATNTTTNCACTGNGCTGTGTAGCCCTGTGTGTAAACAGCAGGCACTCATGTGCCATTGAC 

TCACGGTCAGAAGCACCACAGCATTGA 

Sequence 4716 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAAATGTGAAATGTTTAGGGACATCTCCATGCT 

GTCACTTGTGATTTGCCCTCTTATGTATTTTGGTCATATTGCCAACTGGAAAGTCAAAAT 

TTTCTAACAACmAAGTAAGrrCTTTGAAGACTTAGTGCTGTTmAATCCAGmAGA 

AAGTAACTTAATrTTAATACCACTACTAAAAATTCGAAAATTTCTTCTTTAATCACATTC 

AATATGGTTAAAAGAACAACACTAATTGACATTGCGTGGGCTTTTTCTCCCTTTGTTTA^ 

AATGTCATTTGT TGAG CAAGAGTTGTATAGTATTATCTACTTACTTGAGGCTGTTAATTT 

TTCATTACAGTGTTTTGTAMTGTATCCCNCGAGACCATGATGCATTGGTTTGGGCTCAA 

CTTGTGTTTTGNATTTAAAGCATTTTGMTGGAAGGNGTATTTTTTAT/^^ 

AATTTTATGCTCCTTTAAGNMTNGGGACNCCCGNAAAAACCAMCCCTTTTNM 

TGAm AMTCCTGGAACCCMTAAACCCTGTGGNGGGCCTACCAAAGGNGATTAATTTN 

TTTTTAAAATGNTTNCCTTTAAAAANNCCT I I I I M I I r AATTAAAAAAACTTTTGCAAA 

AAAGCCTTGGGGNGAAACTTCCTTGGCCNTAAAANGNTAANTTTNGTTTGCTTGGGANNC 

CCCCCNCA ACTGANAAAAG GGGGCTGNNTAAACCTNGGNCCCCCCTNTTNCCCAANAAAA 

AGGNGAAAI I M II I I I I I I AAAAAAAAAAAAAAAAAAAAA 

Sequence 4717 . 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTNACCAATCTCATGAGGAGCGGGAAC 

ATGCTGAGAAACTGATGAAGCTGCAGAACCAACGAGGTGGCCGAATCTTCCTTCAGGATA 

TCAAGAAACCAGACTGTGATGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTAC 

ATTTGGAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGACAAAA 

ATGACCCCCATTTGTGTTGACTTTCATTTGAGGACACATTTACCTGAATGGAGCAGGGTT 

GAAAGCCCATTCAAAAAGAATTGGGGTGACCCACGTGACCAACTTGCCGCCAAGATGGGG 

AAGCCGCCCCGGAATCTGGCTTGGCGGGAAATATCTTCTTTTGACAAAGCACACCCTGGG 
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GAGACAGTTGATAATGGAAAAGCTTAMGCCCTTCGGGGCTTAAATTTTCCCCCCATTAA 

GCCCGTGGGGGGTGGACNTTCCCCTTGGGTCCACCCNAGGGGCAGTGGCCATGCCATTGG 

TTTGGGGGGTTTTTCCTTTTTA 

Sequence 4718 

NNNCCCTJTOAGCGGCCGCCCGGNCAGG 

CCATTTTTT7TTAGNAGAGACGGGGTNTCNCCATGTTGGCTANGNTGGNNTCAAACNAAT 

TGACCTNAGGGGANCCGGTCAGCTNAGCCTNCCAAAGGNGCTGGGATTACA 
Sequence 4719 

CCCTTTCGAGCGGNCGNCCGGGCAGGTACTGGGAGGGTGAATGGACTCTCAAACTTCTAG 

ACAGCCATAGTGGCATGGGCAATGGAGGTNGCATGNGGGATGAAATGCTCTTCCAAGTCT 

NAAGTAGTCTTNTGAGTCCCAATTGTGNTTGGCAATGGTTGCAATTGGGGCTTGTGTAGG 

CCAGTCTCTANAGCCANTTGTTGGTAACTTGCAGNGTATANAAGCAATAATAAG 
Sequence 4720 

CCCTTAGCCGTGGTCGCGGCCGAGGTACCTGAAGGGTATGTCTGGGAGACAGCGCCTCGG 

ACTCTAAATAAGTGGGGCATCAAAGGAGAACCGTCCTCCCAGAGCCATGGGTAGCTGGGG 

TTCCTCCGAGACAGCCCCATNCAGAATGGAAAACTGGAATAGGAAATTGCTTGCTTGGAT 

GAAGTCCAGATCAGCTGTGCTATTAATTTTCAGCAACTTGGGCNTCCAAAGACAAGCACT 

TCTCTTGGCTCTTTTCCCAGTTTAAANTGAGCCCCGAGGGAAAAATTAGGGTAAACAGTT 

TTTCTCCCATGCCAGNATCCAGNTCTTTGCGGGACAANGGGAGCCTGAAACAATTTGCTT 

ACTCNTCTTCANNTGGTTTCTTNGGGAGA7TCAGGATTTCTTGGGTGNGTGGAAAGATTT 

CCCATTTTpGCTTCTTTTNGGAATTTCCTNCAATTTCAAGNCCTTTCCCGNAGCCAAAGG 
GGGTTTTTNCTAATTCA 

Sequence 4721 

ACTTTTTATTCCACTCTCTTCTTGCTTGCGTGGTTTCTGAAAAGACAGCTGCAGTTTGCA 
TCTTTAT^CCTCTATAAGTAAGGTTTATTTTTC 

! ! " " lATCC ^ GG ^ CCTGCAG ^ AGATAT GATATGCCTTAGATGTGGNTTTTTTT 

I I i i 1 1 i i I I I I I GGCTTTTATCCTGTTTGTTGTTCTCTGAGCTTCCTGAATCTGNGGTT 

TCGTGTCACATATTAATTJAGAAAAATCTCATTCATTATTGCTTTGAATATTTCTTCTAT 

TCCTTTCTCTCTTTCCTCTCCTTCTGGGGTTCCACTATGCATACTTACATCTTTTATAGT 

TG TCCCA CTGTTCTTGGATATTCTGTTCCTTTTTTATTCAANNCTTmCCCTTTGC^ 

CATTTTTGGAAGTTTCTCTTGAAAAAATACTGGAAGCTCCAGATTTCTTTCCTNNACCCC 

CACAATNCAANTCTGCTAAATGAGAACTTTCAAACACCCATGGCCTTC 

Sequence 4722 

CCCTTAGCGTGGTCGCGGC CGAGG TACCAAAATCCCAAGTTCTAGACTTGTGCTGAGTTA 

ACAGATGTAAAAATAGAATTGTTTTTTTCCCCCCTTTTGAAGCAAGGGTCTCACCAAAAG 

GCTCAAACACGTCCTAGACATAAAGGAACAAACAGATTTAAGTCAAGGTGGAGTGGAACA 

ATATGCCTCATTATCCACACCATAGGTCTATTAGCTTGTATTTTTTAAAGAGTTTAAGCT 

TGGCATTCAATGAATTCTTTAAATACAGAGTGTGGTTATAGGTTTATTCATTTGTTTTTT 

CAAGAGGTCCCTCCTTCTTCCTTGAAATTCCAAAGCTTTCATTTCACTGGAATTATTGGC 

TTCTACCACGAGTATGGTGTATATGCCATACATGAGGGCCCTCANGTAATAGTATGTGTA 

CCTGCCCGGGCGGCCGCTCGAAAAGGGCGAATT 

Sequence 4723 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAGCCTTGAACATCGTCCTGCTTCCCAGTGGGT 

TCAGACCTCACCTNTCAGGGAGCGACCTGGGCAAAGACAGAGAAGCTCCCAGAAGGAGAG 

ATTGATCCATGTCTGTTTGTAGGACGGAGAAACCGCTTGGGTAACTTGTTCAAGATATGA 

TGCATGT TGCTT TCTAAGAAAGCCCTGTATTTTGTGATTGCC I H I I I I I I I I I I TAAGA 

TGCTTTCATTTTGCCAAAATAAAACAGATAATGNGGATGGTTTAAGGGTTATAGTATTAT 

AGTTTAAATAATAACAACAAAATTCTTCCCAGGAACTCTGCTGGAAGGTAAATTAAAATA 
CTTGII I I ICCATTT 
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Sequence 4724 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 I M I I 11 I I M H M I 1 1 I 1 CAATTN ACA 

ATATAGGGGATCTGAACMGACATACCCCAAAGCAATTTCTT1TTAMCTTTTATTACCC 

T ATAA ATTCCTCAAATATCAAACTCCATGTTAC1 TTTTTTTi J AGCAATTAATGAAAACA 

GTTTTGGAGMNM GAAA CTGAGGGGAGATTTGTCTNTAATACAAAMCTTGTTTATTCC 

AACTGCAGACAGTCTTTTCATMTTTTATGAGCCACAAAATAAGAAACAGTTTCTACTNT 

TGGGTGTCATTTGCAAATAGGAGACAATCAAGATTCAAAAGAAGCCCISITAAGAACAGCAG 

GAGACTNTANAAGGCACAAGATGTGGGATAGAATCCTACAAGGAGATGATGTACGGTGCA 

GCTGAGAGGAAGGAMCAGANAGGTAAATTTGTTTTCAAATATTTTAATGCCTCCGGTAT 

TCTGAATCTAAGTATTTCCTGATCTTNGCNCACTCANCCTATTANAAAACTGGGGGTAGC 
I I 1 I MA 

Sequence 4725 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGCAAACTCATTAGCAAAGCACACAAAGAC 

CTTTGTGATGTGGTATTGCTGAATTAAACTACTGGCAGCCCTAGAAAGGTAAAGTGTATT 

TGATGCTTC TGTGC TGTTCCC TTAGCCCAGAAAGCCCTTC C AGTTTCTGTTTAGTAAAGT 

CCTATTCATCTTTCACTACTCAATGAGTCATAAGTAATCCCATTAGGAAAGCCTGTGTGA 

TCTACCTCCTCCCTAATTTGCCAGCTTGAGTTTGCTTCACCCCTTCATAATACTCAGTCA 

ATCATAATGTCTTATAATCCATCATAGCACCTCACACAATGAACTCCAATGTCTGGTTTG 

TTGGGATGTCCGCCTTACTACATTGTAAGCTTCTTAAGGGTAGAAACCAGTTCTGATAGG 

CTTAGGGCAGTGGACCACCAACAGAAAAAGTACCTGCCCNGGCGGGCGCTCGA 

Sequence 4726 

AGTATGATGGATATNTGCAGAAATCNCCCTTAGCGNTGGTCGNGGNCGAGGTACTNTTTN 

CTCAATGANACCTAAAGTTTGCTTATGGAAGGGAGCACANGAAGAATTGCANCNTGTGAG 

TTATTGTAAAGTNTGTTCAAAGGCTGGGCGCCCATGTNTNACGCCTGTTAACCCCAAGTG 

CTTTGGGAGACCGAGGCGGGTTGATCACAAGGACANGGAGATTGAGAATGATCCTGGCTA 

ACACAGTGAAAACCCCCCGTNTTTACTTAAAAAATTACCAAAAAACTTAAGCTCATGGCN 

NCGGTGGGCAACGCGCCCTG 

Sequence 4727 

NNGTACTTATTTAGAGCCCAGCAGAGGAAGTGGTAAAGGAAACTAGCTGAGTCGTTTTCT 

GAGAAGAGACCATATTTGTTCGCANAGGAAGCCGTNGCTTTCTGGGATCTGGCTACGGNA 

GAAAAGACATCNGGCTCCAACAGGGGTTGTTNCACAGGGTAGCTGGGAGTTGGAAGAGCC 

AAGAACGCCTTCGAGCTCTGGATTTGAGCTTCTCTGCCCATGGGTGAAGCGCCCATGCTC 

AAGCTTGNGAGCTTNTTCCCGGGAGAAGCAGCCATGGCACTTGAGGGAATGNGCCCCTTT 

CGCTCAAAAGGGTCACTGGGGCCTGGGGACCCCCGACCAAGCCTTTGCTGACTTATTTCN 

AAAGAAAGCTCNAACTTATANAGGAACTTGTGAAGAAAGGCANNTGAAAGAAAGNACNNT 

NGCCNCGGGNCCGNGNCCAGNTTCNAAAGGGGG 

Sequence 4728 

CCCTTAGCGTGGTCGCGGCCGAGGTACCATTAAACACTGTCCATTCTGTCCCAGAGGACT 

TTGCAGCCCAGAAAAGCACCTTGGAGAAATTACTTATCCGTTTGCTTGTAGAAAAAGTAA 

TTGTTCCCACTGTGCACTCTTGCTTCTGCACTTGTCTCCTGGGGCGGCTGGAAGCTCGCG 

AGTCAAACATCAGTGCCATCAGTGTTCATTCACCACCCCTGACGTAGATGTACCTGCCCG 

GGCGGCCGCTCGAAAGGG 

Sequence 4729 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAATTGGTGCCGAGCAGGGATATAACCT 

GCAGTTAAGTGAAAAGAAAATCCAGCCTNCCCCTCCAAAAAAAAAANAAAAATTTAATTT 

TTAAAAATTAGTGGTATGGCAATAAGTACACTTNAGAGGCTATNTTAACCTCTGAATACC 

CATCTTCTAGTTTAAAGACAGAGACATCCCATNTGGAAAATGTTAANCTTGTGTTTGCCA 

TCTNCGTTGCCGGNAGTAAAGTAGGACATATAGGANANNAGTTTAAGAAGTAACAAAATA 

TAGGANAAAAAl I I i I GGATGGGTCCACCAAATGGAGNATANANTATTTAAGNAATTATT 
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TACCTATTTCCCAATGGATTAAANATGGAGGGGATCTTTNGAAAAATAAANATTTNTTGG 

AAGTTCTTTTCTCAAAT TTNTNTT ACATTTTTAATTTGGGGAGGGGGGTCNCCCTGGANG 

TTTCCNTGTTTCAAACC I I I I I I I I i AATTTNTAAAAGGTTCTTCTTTNGGCCNTCTTTA 

AANTTTTNGTGGCCMTAAAANTGNTTAAAAAACNCTTTCCCAAAAAAAATGGAAAAGTG 

TTTAGGCCTNTTCCTTTTCCTTTTGAACCTT7TTTTAT 

Sequence 4730 

GGTACTGTAAACAACTCACACATGGTTGTAACTAGCCAGGGCCCAGAACTGGTTAGGCAG 

CTTTTCTCCCAAGGCCACAGTGAAGAATCAGTCTCAGCCAAAACACAGGAGTCCTGGAAA 

GAAGACTTGAACTCCCTCTTTTCTGGCAGGAGAATGGGGAAAGGGAGGCTAAACAGATTA 

CCl I I IAACTAACMCTTTATCTAAACGGATTAACATTGAAGATTAACCTTCCTGGAGCC 

ACAGAGCTGAATCCCCACTCCTAGGGTGCATGGCTGAGTGGAAGCTGGTCTCTGCTCTCA 

GCCAGGATCTGGTTCCAACCTCTGTCTGAAACGGAGGGCAGTATCTTAAGCTAACTTCCT 

TTTAAAGGTGCTCTCTNAAGTCTCTCCAGAAATGGGCTCCATGGAAAGTTAATCCCCAGG 
CT 

Sequence 4731 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGTAGTTTGTAGCGGACAACATGGCGGC 

CTTCATGCTGGGCTCGCTGCTGCGGACGTTCAAGCAGATGGTTCCTTCATCAGCTTCAGG 

CCAAGTTCGAAGTCACTATGTAGACTGGAGAATGTGGCGCGATGTGAAGAGACGAAAAAN 

GGCCTATGAATACCGCAGATGAGAGGCTACCGTATTAATTCACTCAGGGAAGAAATACCA 

TTTTTGCCAAATAATTCTTNANGATGTGGGCTTGAATGAAAGAAAATTGCTGCCCTCCCC 

CNGGGGATTAGCTTGTTCCTTGGTTAGNAATNCAAGAANATCCGGTTGTGGTTATGANCG 

ATCCCCGGTTCCCGCCGTTGGTGGTGTAAGCCGGGCTGCCTNGGAAGGCCTTAAGNNNNG 

TATTAGGTCTTTCCNGTCACCTTAAACTGGACNCAANGGGGGCCAACCTTTTTNTGGGGG 

ATTCCAGGCNNAGGCGGANNAATGGGGNAAAATGGAGCCTTCCNAANAAACCCTTATTNT 

GGANGNC TTTGGCNA GGGGCAANGCCCACAGCCTTTGCAAGTTTNCCAGGCANAGGCAAA 

ANGAATTN I I I I I 1 I I AATTNNNNACCCAAAACCCCTTAAATCTTNTTACAAGGGGGCCC 

CAAGTACCCTGNCCCGGGGCCGG 

Sequence 4732 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGAAAAAAACCCCACAGCCTAAATCTCACA 

CAGCTTCTCAGCAGGAGTTGGATTAAACTGAGAAAATAATTTTAATATCAAGGGATAATG 

CACGCAAGATGGGAAAACTTTAAAGCAAACTCTGCAGTGAAAAGTGTTTCCCCCACTCCC 

TTGGGCGAGGGAAG GGAGAAGAAGA TAGATAATGAGGAGAACTATAAGGCCCTGGATTCA 

GGTTTCTGGAAACTG I I I I I I I I I I I I CAACCCTCGGAGGACAAATCAAGCTCTTTCCTG 

GAATCCAAGAAAAGCACATTCAAGAAATGCCCAATGACAGGACCACAGGCCCAAAATATT 

GGGCAGGGCAAACTGGATTTGGTTCTTGCGATTTCCCATTCTTCCTCTCCACATCCCGAA 

AAAATGCCTTCAGCTTACAGGCTAAAAAAAATTAAATAANTTAAATAAAAAAAAAAAAAT 
TTC 

Sequence 4733 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC 1 1 II I II M I 1 1 11 I I I I I 1 1 1 NCTTTTTTT 
1 ' '»'■ l I I I I I | M | N 11 I I I I II 1 1 H I I M M M I 1 I I I I I I H 1 I I II M I I I I I 

mrm inaaaccci rmm innnnaannggnggggntnaaagnaaaanaantnnaaa 

AAAAATTNNNNNAAAAAAAAANNNAAANCCCNGGNNCCNNGGNNNGNANCNCCNNANGGG 

GNAANTNCANCANNNGGGGGGGNNNTNNTANGGGISJACCNNNNNGGGGANNAAAAAGGGGG 
GAAAAA 

Sequence 4734 

gg ^ac ccaaMgtgggccttgaaatataattgtttctgagaggaacttattctc^ 

TTTrTGTAAGAGGGACAAAACTACTTAACAGTGTGTATCCTTGCAATAAGTATATTAATG 
AATACGATACAACCATTTTATACAGGCAAMGATGGTTTAATGCCAAAGCACAAACTCAT 
AAACCCAGTTGATGAGGAGCCAGAACAATGGTCATTACTGTATAGAGATGTTTTAAAAAG 
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TCACCATATAAGCTTTGAAATAATTCTAATGAAAATTATATGACCTTGAGGCTGGGCGCG 

GTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCCGAGGTGGGTGGATCACAAGGTC 

AGGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCTGTCACTACTAAAATACAAAAA 

AATTAGCCCGGGCATGATGGTGCATGCCTGTAGTCCC 

Sequence 4735 

CCCTTTCGAGCGGCCGNCCGGGCAGGTACACTCGCCTGTGGCCAGCATCCGATGGGCTAC 

ATCCTCAATGAAAGACAGGATCCCTGAGAATGAGACGTCCATCCCCTTTACAGTGTATGG 

CAGCTCMCTAGCTTCTTGCCTCGCTTTGCCATCTGTTCAATGTTGTATCCTGGACTTGG 

GTCGTTAGAAATCTTCAGCACTCGAGCAAAACGATCCC AG ACAATTTACCCACCTGCAAT 

ATCCGATGNNTTTTCCCCAAAAAGAATACCGGNTAAAGCGTAATNNTTCCCGAGGTTATT 

GNCAAATNCACCCTTGGCGTTATTTTCCTCNCACCTTCACAATAACAAACCACCGGGGTT 

TGGNGCCNTGGTTGGGCCTTCCAAGTTGNANTNGAGGGGCCGGGGCCCCCAATTCTTCGA 

AAATGGNTGNGGCCCCTAATAACNAGGTTGGNNTGTTCAACACCCNCAACNCNAAAATGG 
GG 

Sequence 4736 

CGCGGCCGAGGTACATGTTAAGGTTTGGTGAATGCATGCATTCACGGAACTACCACTCCA 
GTTGTGTTAGTTTCCCATGGCAGCTTT^ 

ACACACATTTATGCTTACACAGTTCTGGCAGCTAAATGACCAATGGGTTTCATTGGGACA 
AAATCMGGTGATGGCAGAGCCCTGCTTCTTTTGGGGGCTCTAGAGTCCATCTGCTTNCT 
TCCCTTCTTCCAGCATCTGGAGGTCACCTCATTTATTGGCTTTGGG 
Sequence 4737 

GGTACAGGTGCCAGACAAACCTCTCCACCCTCAGTGACCCGGTGCAGCTAGAAGTCCATA 

TCGGCTGGCTGTTGCTCCAGGCCCCTCGGTGGGTGTTCAAGGAGGAAGACCCTATTCACC 

TGAGGTGNCACAGCTGGAAGAACACTGCTCTGCATAAGGTCACATATTTACAGAATGGCA 

AAAGGCAGGGAAGTATTTTCATCANTAATTCTGACTTCTTACATTTCCAAAAAAGCCACC 

ACTTCAAAAGGACAGGCNGGGCTCCCTACTTTCTTGCNANGGGGGGGCTTTTTTTGGGGA 

AGTA AAAAA AATGTGGTCTTTCANGAAGACTGTTGAAACATTCAACCCATTCACCTTCCA 

ANGGTTTTGGGCCAGGTGGTCCAAACCCCATTCTTCAATTCAATTTCTTTTTTCCAACCC 

CTGGGGGGTACCCTTG 

Sequence 4738 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATGCCCTCATCGAAGCTCCTAAAACTTCCT 
GAAAAAAATGAAGCTTTAACGTCCAGCTTCCACTGCTTAAACTGAGCACAGGACGTGCAC 
TTGGATAGTAAACCAGGTGTCTCCTCAAAGCCCTAATATATTCAGCATCTCTATCAAAGG 
CGCCTTTCATTTGACTTCTTTGTTTCTG 

TTGTCCTTATTCATTGCAAAMTATTTGGGGCCAGTTTTACCCCTATTGGGGTTTCATTG 
CANAATGGGATNGTNTTTGCCAAATTGGNAAANTTTTGTGTCCCCNTGGAACTTAAAANA 
ACTGCCAACCCAGGTNCTTCGGGANGTAAAACCGAA 
Sequence 4739 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC H 11 I 1 U 1 II IN 1 I M 1 I 11 \ AATATGC A 

MCAAAAAAATGCAAAAATGAAAATGACAACACAACATCAGAAAGACATTTTTTTAACT^ 

CATTCGCTACAACAGTCACGAACTGGTTGAACTCTACCTGCCATCCAACTTTAAGAAACA 

AAGACCCGGCACTGNGAAAAAGAAACAAAACCCAAACAAAACAATGATACAAAGCAACTG 

CGAATTAATGTAAAAATGGAGTGCAAATGCGACTACAGAATGCAAAAAAACATCAGCGTT 

GCAGATTCCAGCAACACTTATCAAAATAATTTCTNNANATGGGTTCATATGAAACATAGA 

CAAAGGCGTTAAAAAGGAGGATTATATGTTTNATCATCTTTAAGCATAACCAATGTGNGG 

TTAAAGAGCTTAAAAAATTAAAAAAAAAAAAAGNTACCTTC3GGCCCGCNGACCACCGCTT 

AANGGGNCGAATTTCAGCACACTGGGCGGGCCGTTACTAAGNGGGATCCGAGCTCGGGNC 

CCAAGCTTGGGCGGAATCATGGGTCATAAGCTGTTTTCCTGGGGTGGAAAATGGNTATTC 

CGGTCACAATTTCCCNCACAANCNATNCCGGNGCNCGGGAAGGCTTAAAAGGGTAAAAAG 
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CCNGGGGGGGGGC CTTN AATGAGGNGGGGGCTTAAACTCNNATTTAATTGGNGGTTGGNG 

CTCACTGGNCCGGGTTTTNCANGTCCNGGNAAACCTTNTNTGNCCCANCTTGGNTTAAAT 

GGAATNGGGGCAANTCGGNNGGGGANGAGGCCCCCCCCCCCCCCCCCCCCC 
Sequence 4740 

CANAATTCGCCCTTAGCGGCCGCCCGGGCNGGTACNANAGAATCNCTGCCTNANCAGGNT 

CTGAGAGAANGNAANGGGCCAGNNTCTTNCAAANTGAAACAAGATACAGCANAGGGAATA 

TACTTAATTNANAAAAGCAGCTTGGCAAGACTGAAAGGAGCCTGAAGTCAAAACTCAGAG 

ACTCCCAGGNCTGATTTATNCTTCTNTCCNTTGGCTACATGNTCATAAGCTGAATGTTCC 

ANTCATGGGAAATGGGCGTGAGTTCAAAMTGTGCTANGTGTGACTGTAAAATGCTTTNT 

C CTNATCTTTC GGATTCC AGAGACTAAATACTNATATGG AAATTAGCCTATTAATAAGC A 

TCTTATNGTAA GGATA AATTACAGTGCCATCCATGAGCAAAGGACTGGCAAATTATNTAG 

NGACTACAGCCTTTTAAGATAGGGGCCAGGGAGGAAATAAAGGCCAACTTTTTACCTAAC 

TTGATATGTGAAAGGGAAACCAGNAGCCAAAGGTTCCTNCACGTTTCTCCCATGGTGNCA 

NCTTCCCTNAATCTGNGGAAAACTTCGTTCATTTGATTGGAACCAGGNTTTACCTGNAGC 

CTCNCCAACCCATTTTAATGCNAAGGGTCTNGTNCCTTCGGCCCGTNAANCCACNCTTTA 

NGGGCGGANTTCCCAANCACCAACTGGGCGGGTCGGTTTCTAGGGGGGANTCCCNAGCTC 

GGGTNCCAAAGGCTNGGGGGGTTNAATNNATNGNNNAATANCTGTGTTTCCCTNGGGNGG 

AAAATTGNTANTTTG NTTTCNACTTTTC 

Sequence 4741 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTTGGAAGGCACTCCCTGGTGTAATCTGAGA 

TACTGCACAGACCCATCCACTGTGGAGGACAAGTGTGAGAAGGCCTGCCGCCCCGAGGAG 

GAGTGCCTTGCCCTCAACAGCACCTGGGGCTGTTTCTGCAGACAGGACCTCAATAGTTCT 

GATGTCCACAGTTTGCCAGCCTCAGCTAGNACTGTGGGCCCCAGNGGGAGAATCAAGGTG 

AAAGGGTGGNACAAAATGGTTTTGCTTGGGGAAGGCCCTNGGGGTTTTTGGGGGGGAGGG 

MGGGNCATTTGCCTTACCCTGCGGAAGNACCCCAAAAACTGCANGNNAAGCTAATCTTT 

GCAAGACCAAGNAGGAAGGAAGGNAACCTNGGGGGTANTTCTGGTGGACCCAAGCCCCCC 

NTTCCCAAGGCCTAAGATGCCCTTGCAAGGGAAACCANTTTCTTGGGAAGNAGGAAAATT 

CAAAAACC 

Sequence 4742 

CCCTT AGCGTG GTCGC GGCC GAGGTACTTTA I rTTTTTTTTTTTTTTi I CCCTCTATTTT 
GTTTCAl MM I CATTTCTTTTCATTTTTTCATTTTTTCl^ 

TGCTGAATAAATATCTGTAGAATGAGCAAATGATTATATTCTATAGAATGAAATATCTGT 

AGAATGAGCAAATCACTATTGAAAAATGATTTGGGCATGGAAATCCAGGAGCACAGTGAT 

TCAACAGATGATTATTGNCTTGCTTTMTGMTCCTTCTTTATCCATTGCTTTTAGAAGC 

AATGGGGGAAATAATCCACAAGTCATTCANACAAAAGCACTATTTAGTTNTACGCNCAGC 

TTAAAGATAATGTGACCATTGGCATTTTACTGGNTCATAATCAAAGGGAN N NAGAAAACT 

GGGATAATTCCNNGNCAGNATNCTNGATTCCTTANACTTTTAAATAAGGGNAGAATTCCC 

AGAATNGTTCNAANTTAAACAAAATAANGGTGGGGAACNTTATTAGGGCCTAANTTTTTA 

TTGAAATTAAAAAGGG 

Sequence 4743 

CCCTT AGCGTGGTCGCGGCCGAGGTACI I I I II I I I l I I M H I I II I I I I I I GCTTNGC 

TTTTTAAGTGCTACTGNAGAACCCAAGACAATTTACATTTCAMCCAAATTGAGATGTGG 

AAAAAATAGACAGAAGGAAATACAGCTCTAGAGTGTGTGTGTGGGAGAAAGCACTTCAAG 

TATTTATTCTACAGCCAACTGAGAAAAACAATCAATTATACATAAGCCAACTTCATAGTT 

CAGGTATCTCAATCTTAAATTATAATACTAAACTAATGATTTCCCTAGTCTCCTAACTTA 

TTCAGTATMTGAATTGCATTCAGNTGTAAAATGTAAAATTCAAAGAAATGCAATTAAGG 

G N AGGTAAAGAGAACGGTTACTTTC AATCTAAAATGC M I I I I I I I I A ATTATTTTTTG A 

GCTTTCAAAAGTACTNTATGGAAATTAAAAAAAAAAAAATTGAAAAGTCCTGCCCNGGCG 

GCCCGTTCGAAAGGGCGAATTCCCAGCANCCTGGCGGGCCGTTACTAGNGGGATCCNNNN 
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CTCCGGNACCCAAGCTTGGCGTAATTCATGGGNCATAACCTGGGTTCCTGNNGTGAAAAA 

TTGGNTNTTCCGGTTCNCAAAATTCCCCCCNAAAAATTCCNAAGCCCCGGANGCCATAAA 

AGNGGTNAAAGCCCCTGGGGGNGCCCTNANNGGGGGGNCCNAACCNCNCATTTAATTTGG 

GGTGNGNCCTCCNCNTGGCCCNNTTTTCAAANNGGGGAAAACCTTTTTT 

Sequence 4744 

CCCTTCGGCCGCCCGGGCAGGTACGGGGGCCAAAAGAGGAAACAGCAAGGAGAACATTTG 

CmGTTTGTAGGAGGGAAGTGGTCGAGCTACAMCAMTCTTTAGGCATCTGAGGAATT 

GCTMGTTTCTMTTTCATATGGTTGCTGACAAGGAGGTGCAGACAAGGACCCTCTTGCT 

' TTCCTCACTATGGATAGTCTGTTGCCTCCATCTAGATTCTCTTATTTCAAAAAATATCCT 

CTCCATGCAATTAGGAGATATTTATCGACGCTGAGAAACCAAAGAGCCGAAGAACAGGTT 

GCACGTTTTCAAAAAATCCTAATGGTGAAAATGAGACAATGATTCCTGTATTGACATCAA 

AAAMGCAAGTGAATTACCAGTCAGTGAAGTTGCAAGCATTCTCCAAGCTGATCTTCAGA 
ATGGTCTAAA 

Sequence 4745 

TGCTACCCAAGCCTCANGCCTGGGCCTCAAGGATTNTCTCCAGNGCATACCTTAGGCTAC 

AGCTATAGGGCAGCTGNGGTNAGGGAAGGGCCCTATTNAGAATACGTNGGNCAAAAAGCA 

CATCACTTCCGGCCCTTNCTTGCAGAACTGGTTGCTGCTCTGGAATGAAAGNNTCGATTG 

GTCTGTTAGCCACGCCCACCTGGATTGG 

Sequence 4746 

CCCTTAGCGTGGTCGCGGCCGAGGACACACAGTTAACCACAAAACAGGCCTCTCTGAAAA 

AGCCATTGCCATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGATCACTTTTAC 

MGATGAGCGACTCAATATCTTTTATCAAACCAATGATCACCTGCAAGCTATGGTATATT 

TTTGCAGCTGTGTAGAGCTATGTGGCATGAGAATGTGGGACTTATAAATTGCTGATCCAA 

TAAATAGACATTATGGGCAACAGTGTCTTATCAGCTAGTGTGTACCTGCCCGGGCGGCCG 

CTCGAAAGGGCGAATTCCAGCACACTGGCGG 

Sequence 4747 

TAGNTGCATGCTCGAGCGGCCCGCCAGTGCTGANGCANANCTGCAGAATTCGCCCTTTCG 

GGNGGGCGG NNNG GGCCGGNACNAAAAAAANTNTTTTNTTTNNTTTTGGCGGGTGAAGGT 

GTGTGTCAGCTTTTGCGTCACTCGAGCCCTGGGCGCTGCTTGCTAAAGAGCCGAGCACGC 

GGGTCTGTCATCATGTCGCGTNACGGGCGGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 4748 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCCNNAAAG ATT ATTN AATNATTGCTTATGAC 

TGTGGCAAACAATTTTGTTACCGACAAGAACTCTGGAGAAGTCATGACAGTAGGAATCAA 

TGCTATAAAGGAGATAACAGCTCGATGTCCTCTGGCCATGACTGAAGAACTTCTCCAAGA 

CCTGGCTCAGTATAAAACACACAAGGATAAGAATGTAATGATGTCTGCTAGAACTTTGAT 

TCACCTCTTCCGAACACTGAATCCTCAGATGCTGCAGAAGAAATTCCGGGGTAAGCCTAC 

AGAGGCCTCCATAGAAGCAAGAGTACCTCNGCCGCGACCACGCTAAGGG 

Sequence 4749 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGAGAGAGAGAGGCGGAAGACGAAGAA 

GGAG GGAGTCGAAGGCTTTCCCGATCACAAATCTCACCTCCACTACAACTCTCTTTATAC 

TTTTCTTGCAGAAATAATAATAGAAATAAGGAGGTGGTGGGGTTTCCAAAAATCTTAACC 

TTCAACCATCTGGGGAAAAGGCAAAAATCCCATCTACCGCAACTCTCAGTTCGAGAGTAA 

AGGTTTCCCAACAGTGATGTCACAAGATTGACCACATTGATCACAATATGGAGTCTGGAG 

AACGGTTACCATCCTCAGCA 

Sequence 4750 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 11 11 1 I I 1 1 I 1 I M U M I I I I I I I M I I GCAA 

ATCAGGAATGATCTGAGTNTTTGCCAGCACCCAAATAATCCCAACAGACTACAATTTTTT 

TGAGTAACTGATACTATATTTAAAANAAATTATGGCCTATTTTATTGTCATCAAACTTNT 
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GAACAAACCTNTTAATAATTACTAAATGTCCTACAAAAATTATGTTGTATACATGGGAGT 

CAAATGGATGACATGGATGCGGAAAGCANAAAGANACTGGAA 

Sequence 4751 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCCTCCCTCCCAGCTGCTTTCATGGGCTCGTG 

TTGAGTGTCTGTGGCTTTTCCAGGTGCATGGTGCAAGCTGTTAGTGGATCTGCCATTCTG 

GGGTCCAGAGGACAGTGGCCCCCTTCTCCCCAGTAGGGACTCTGTTTGGGAGCTCCAACT 

CCACATTTCTCTTCCACACTGACCTAGCAGAGGTTCTCCATGAGTGCCCTCCCCCTGAGC 

AAACTTCTGCCTGGGCATCCAGGCATTTCCATACATCTTCTGAAATCTAGGTGGAGGTTC 
CCAAACCTCA 

Sequence 4752 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC M I M I II t C I I I II I I I ( I M II I I i ICGG 

NTATTTACTATAGTTTAAAGTTTCCTTTATCTAACCAACATAAAGAAAACACAGCATTGT 

GGACTTTAAGTGGAACCCTACATCCCCCCCAAGTTCAGAAAATTAAAGCAAAACAATTGT 

TTC TGCA AGAATGGAGAATTCAAATGTTAGACAAACATTTGTTTTGTTAAAAATGCCACT 

GTATTTTGTTTTGTTTTTAAAATGATCACGGNTA 

NAAATAGCTNTGGGAAAAAAAAT 

Sequence 4753 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACCTTCTGATGAAGAGAAAGCACCATATGTG 

GAAAACTTGCAAACTGGAAAAGCATAAAGAAAATGAGCTGACTTGAGAGATGCTGCCACA 

GGAGTTGGCTTGTTCCCCCATCGCCAAACTTCTCCTCGGTCTCAGATCGCTCCATGGCAT 

AAACAACCAGATCCACCAACTGGTCCTCCAGCACAGGGCAGCGCTGCTTGTGCTGTAGGG 

CAGAGATTAMTACAGTATTCCAAAAGCCTCTCGGTTAGTTTCAGAAGTTACCAGTTAAT 

GGGCATTAATTGTAACAAGAGGCT 

Sequence 4754 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGCTTCCTGGATTGTTGAATACACATACTGA 

ACAGGCTTGGAAGACCTGCTTAACTGCCAAGGCCAAGTTAGGCCCAATGAAGGGCCTGTT 

GACCATACCCAGAGTGGCCTCTCTCACCATATGGTAAGAGTTATGCAGGGTTTTTGTAAC 

TTTTC ATTGAGCTGTTTGAGGGAGATATAATTTTGATCCCATATATCATCAGAATCCTCA 

MM I GACCTC CTTGCTCCTTTATTAACTGTTTTTCCTGTGATGTGTATTCAGGTTCTAT 

TAGGGAATCATAGAAGG 

Sequence 4755 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCAGAGGACATAGCAGTATTAAGGGATAATGA 

A GTCAC AGCTTCAGAGCCTCCATCCTTTCTTTAGCAAGTTAGCTCTACTTGTATCTGTTC 

TGTT^ATATAATATGGTTGCATCTAACTGTTTTTAAAAAAAGTTCTG 

ATTTTMGCTATGAAAATCACTGATTMGTCAMCCCTCATTTTACAAAAGAGGCAACAC 

AAACTCAGAGCACTTATGCCTCACCATAGGTCACAAAGCCAAGTAGCTCCAGGCCAGAAA 

TGGGCTTTAGGTCTTCCGT 

Sequence 4756 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTTATAGAAGCCCAACTG.GACTGACAGA 

TGTCAAGGGGTTGGGGGATCCTCAGTAGGCTAACCTAGCAGAGTTCTTGCTAAAACTGGG 

CTAGACAGGCCACAGACAAGATAGCCAAAATCAAAGCCTAGTTGAGAAGGGAATTCAGAG 

GAGCATGACTAAAATTTGGTCAAGGGGAGAGTCTTTGTCACCCCAGCACCTAGCACAAGT 

GGTTGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 4757 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGAATAGAAAATTTCAGGCAGCAGTT 

TCACACGACTAGCAAAAGGAATCTATTGAAATAGCTGCAGCTAGGGACCGATAAGACCCT 

GAAAACCCGGGAGTAGATCCAGCTGGCTAAGACCAACTGGTTCCCACATGGCACTGGATT 

TGACCTAGGTTTCACCTAGAACCTCATTATATGCTCATTAACATACAAAAATCACACACC 

TACCAGTATTATGACAGTTTCAGGAACATCCATATTTAGTGTAAAACTGGGTGACAGGCC 
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GGGTGCC 
Sequence 4758 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGAGAGAAAGCCTACATTCAGGGCCTCAAG 

GAGAAGTTTCCACAGGAGGAAGCTATCATTGACAAGTATATAAAGCTGGTTAAGGTAACA 

TGGACATGCTGAGGACCCANAGTTTGTTCTCGATMGGCTGGGTTTCTTTATTATTAGTG 

GAGGCACTGGGGGTGGAGAGTGCAGTGCGGGAGGCANGAAGGGAGGAAGAGTCACATCTG 

TTCTTAGCTCAGCCTCCACCCAAGTCCATCCAGTTCTCTGTCTCTCTCTCTCTGGAGCCT 

Sequence 4759 

CCCTTTCGAGCGGCCGCCCGGGC AGGTAC I II I U 1 1 1) ( I I I I 1 I 1 1 1 ) 1 1 I I I CTTTT 

M \ t It I I M II I 1 I 1 11 1 I I I I H 1 11 II 1 1 I 1 J| I M I Mi II II 11 M 1 1 I i U I M 

l l I I l l I I AAAATNAAAAANNAGGNNNNNTTTTTNAANNANCCNNTTNAAAAAAAAAATA 

NNGGNAAANNCNTNATTTNTTTTTTTNAAAAAACNNGNNAATNNGGCCNNCCTNNNGGCA 

AAANTTTCNNNTTTNAAAAAAANGGGGGGNT 

Sequence 4760 

I I I 1 1 I I I I 1 1 I I I AAAGATAAATCTTGCCTGGTGACCACATTTTTTTCCTATGCMTTT 

TCATATGTTACAGTTGGGTTATATGGTATGGTTAAGCAAAAATGCATAGCTGTTGTAGTA 

TATMNAAMTATTTAAATTGATTCCTCTATTAMTCTTTAATCTTGAGGGTTGCAATTT 

CAAATACAGACATGTACTCCTTTAAAATAAGCCACTGTAGATTTTCATCAACTCAACCAT 

GTAACATCAMCTCAAGCTTTTAAAACTTTGGACATTCATTAACCTTTT 

ATATATAGACACATACATACAGGTATATATGTATATATACTATGTATATATCTATAT 

Sequence 4761 

CCCTTTCGAGCGGNCGCCCGGGCAGGTTCCTGGGTGATGGCCATACTGCGTGCCGCCATA 

GCTCAAGCCATGTGCCTGAGGCTGTGCNTGAGGGAGAGAAAGAATGTCCACTCCCAAAAG 

AACTGATTCAGGCNTGAACAGAACCATTGCACATNCTCAGGGAGGTTCTAGCAAACCTGC 

NCATNC ATGTNTTGC ACTTAG AC C AAC ATAAACAGAGTTGAGAATGGCTTCCCTANAAG N 

CACANCTAGNAAAGTTCAACCTGGGCCAAACGAACCCAGGGAAGTAAATTTTTCAAGCTT 

NCA7TCCCTTTTACCAGGNAAAAAATNGNNAAACCTTTCCCCAATTGGGGANGAAGGGAN 

CAATGGGMTNAAATTCATGGTACCAAAANGANCATATGCCGGGGGAGGACCTTCGTTTT 

TCCTTTTTTTCTTGGCAACCGTTGGNCTTGGGNTACCCTTTGTGGCNCGGCCGGAACCCA 

CCCNCCTTMNGGGGGCGGAAATTTTCNCMGGCCACCACCTTTGGGCNNGNCCCGTTTA 

ACNTAGGTNGGNAATCCNGCAGCCTNCGGGTNACCCCNAAGTCCTTNGGCGGTTAANTTN 

ATTGGGGGNCAATNAGGCCTGGATTNTNCCTTGNGGGTGGAAAAATTTNGTTTATTCCCG 

GCTTTCNCAAATTTTCCCCCACCAAACCATTACCGNAACCCNGGAAAAACCCTTAAAAGG 

TTGTNTAAAAGCCCCTTGGGGGG 

Sequence 4762 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I I I 1 1 I I I I I I I I I I I I I I I I I 1 A CTTTTTT 

M I I I I I I II 1 II II I I II I I I CTTTGGGAAAACNAANCNTGCTTTATTTCATTTTTTTC 

ACMTTTATTTAAACNTTGCNCATTTACNAAAAAGGTCCAATTTAATTTTTCTGGC 

CCAAGAAANAAAGNTTCTGNGGANCCTTGGNANTAAGATNAAAATGANTACTGGCAAAGA 

AACAAATNCCTGAATNTGTAANAAAGAGGGNCCANCCTTTGGGGCANAAAAAATTCNGCN 

NTACCTTTTTAAATTGGGGNAATAMNNATGGGGNAAAAANTATTGGAAANTGGCTTATA 

AANTCCNAAAATTTT 

Sequence 4763 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAGAAACCACAGGTTGCCCTTTCCACAGCTGG 

ATAGACTTATCCAAAACGGCAGGATGATTCTGTATTAATCTTTTTGGAAAGCATGTCTGT 

ATTAAGATTGCAAAACATACAGATAGCTACCACAAATTAGGTCAAATGACTGATCAAGTT 

GTAACATCTGTGAGGTCAAATTCCAGTTATAATAAAGTGCCTAGATACACATTTATACAA 

CAGACCATAAGAGCTGAATTCTTTACAAATATCTTTATGGGCATGTAAAATTGACTCTGC 



Page 854 of 869 



WO 01/51628 



PCT/US01/00798 



Table 2 



ATTTCTGCATGTGTGCATTCAC ATAAG AG AGGCCAGTCTNC AC TGAGTC ATATATACTC C 

AACTTGAAAAAAGTAAGTGTAACMCTGGTTAATCATTGCAAGTCTGTTTGGTAATATAA 

CMTGACTGGGTAAAACATTGAATTTCTCGCACAGTAGTTAATAGGGTGCANCTCATTAA 

AAAACCACTACCGGAAAAAAACCACTGGTATTTTGGGTGCNNGTATTCTTGATTTTTCAA 

AGGNGNTTAGTTNACCTTGANCNTTTAAAAMTANGTTTTGGAACWAATTTTM 
Sequence 4764 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTGTCAGTTGCTTCCCTCGGTTCACCTGCA 

GTCGGCGGTCCACCAGGTTCTGMCTTTTTCCAGTCCAGCAGTGGTGAAAAGCGTGTCCA 

GTTCCTCTTGTGT GAAGAA GTAMCTCTGGTTCCATCACCTCTCACATAGAAATTTCCAG 

ATAGACACTGACCI I I I I I AAACTGAAGCTGAGCCATGTCATAGCGGCCGTAATNTTCGC 

AGAAGTACCTCGGCCGCGACCACGCTANGGG 

Sequence 4765 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTGCCGCAGGAGGGGAAGGATGGGCTTCCTGCA 

ACCTCCCTTGCC CCACGG CTTCCCATCCTACCCCNGGCCGCGTCAGCTGAAGGCCAGCAG 

GGACAGCAAAAGT'i I I I I AGGCCCCTTAGGTCTTTAGGTNTAGCATACTGTATCAAGGTA 

CAGTAACTACCATGGCTCCCGAAGTTTTTGCCAAAACCTCGGCATGCNTGGCCTTNTGGC 

CAGGCGTCTGCAGAAA ATCAT ATGGCTTGTNAGCATTCGNNGGCTATCCCTGGGGGGTTG 

CMGCTTTGGTATAAAGTTTTACTTGGTGGGCTTGAATCAAAANGAAANGAAANGNCTTA 

CCTCCAGNAi I I i I CTANCAAGAAAACCTTACCAATGGTCATGNAAAANNAATTTTTTTG 

AGNGGANGNATTGNAGGGAAMGGGCCTTGGNTTATTCCTTTTTCAAAGAAATTGTAAAA 

AAGTTTAMTTCCTTTTGGGGAMTTATTNAAAAAGGAANTTTTCCTTTCCM 

Sequence 4766 

CCCTTA GCGTGGTCGCGGCCGAGGTAC 1 I I I I i Ml I I [ H 1 M I M I 1 11 I G GGGCCTT 

Hill IGGTCAMTAAAAAAAAATCACTTTAGCAGCAGTTCAGCAATCTNTAATTGTAGG 

GCTTGNTGTAAACCTCACTGCTCTACCTTATCTGNTGTTAGGGAAAACNAAAATNTACTG 

GAAATTCANTTTAACATNAAAGCTAGGTTCANNAGCTNATGCCCTTGAAAAAGGATNTTT 

TTGCCCCCCA GAATA AACNCAACTCAAAATAGGAATNCCTANTATAAANNAGCCNTNGAN 

AAAAAAATCCCTTTTCTANCAAATTAATTTTTTGGAAAAAGCNNGNAAAGGGTAANCAT^ 

NCNTGGAAAATGCCTTGTGGGTTCAGNTNGCCATTNGACCAAAGGTT 

Sequence 4767 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGGTCTGAGTGCGTATTTATTTTGTGAGCCA 
AG GTTTAT GCCTTCTTCTATAATTTTCTTTCACCGAAAATTACCTGGAGAGCTAGAAACT 
CCA I I l l iGTCAGTGTAAGAAGCTTTAGAATCTATATCCAGACCAAGGCCATGGAACAAT 
GTAGATTCACTCAGTAAAAACTCACTAGCGGCCTTCTTTGTACCTGCCCGGGCGGCCGCT 
AAGGG 

Sequence 4768 

CCCTTAGCGTGGTCGCGGCCGAGGNACGCGGGGACTCTGATGAGGGCTCAGACTTGATAA 

CAGCCCGTGGTGCCCCATCCCTATAGGAGCTGGTGAGATTGCAGCCCTGCTGCCTCCCCT 

CC ATCAG CCACAGCTATTGGATTTCCCACCCAGAATCTTTAGGTAAATGAGGTAAGTCCT 

GAM l l l AAAACTTCTTTTGAATCTGGAATCCAAACACTTGAGTGGAAAGANGAAGCCTG 

CTTTAAACTGGGGCAGATTGAAAACTTAGNAACAGGACTTCTTTGGGAGACCGGGCTTGG 

GCATGGGAAGTNGAAAGCCTCCAACCNTTTAACCCNTGGGGGCTTTACNCTTCAANCTTG 

GGGGTTCAAAAATTCNANGTAMTTTTTTATTTT^ 

GGGCTTACCTT 

Sequence 4769 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACAACTTGAGCGAAAATTCTCTTCCTGGAAAC 
TTCTTCTACCTGACCACCCTGCGTGCACTCTATCTAAGTGACAACGATTTTGAAATCCTG 
CCGCCAGATATTGGGAAGCTCACAAAGTTGCAGATACTCAGCCTTAGGGATAACGACCTG 
ATCTCGCTGCCTAAGGAAATCGGGGAGCTTACCCAGCTTAAAGAGCTCCACATTCAGGGG 
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AACCGCCTCACCGTTCTGCCCCCAGAACTAGGAAACTTGGATTTAACTGGCCAGAAGCAG 
GTATTCAAAAG CAGAG AACAATCCCTGGGTGACCCCCATTGCAGACCAGTTCCAGCTTGG 

CG Z2Z? CCATG11 ^ GAGTATATCCCGTCTGAGA 

gattttcttgaaatagtagactgngantttta™^ 

AAAAATNTTMTGTGG 

CCA i I I I I I IMNGATTGTTTTTAANTTAAAAAACNTTGCATTGTTCTGGGCCAAGGNGN 

GTGGGNGGTGGNTTCCNCMGCTNNTAATTTCCTAGCANTTTNGGGGAAAGTTCNAGAAC 

TTAAGANGGGANTTGCTTTGGAGCCCCANGNNNNTTTTGNNGAACCCGGGNCC7TGGGGC 

AAANNMTGNGCAAAGGAACCCNCNNTNTTTTTCCNTAAAAANAAAAAAAAAAAAAAANA 
AAG 

Sequence 4770 

GATATCTGCAGAATTCGCCCTTTCAGAGCGGCCGCCCGGGCAGGTACTTTTTATGCCTCA 
ATTATATCACCTATCAAAGAGCCTGCTTTGTATGATGGTCGTGTTTGTCTTCCCATTTGA 
GTTGGTTTCCTGCTNAAATTGGACCAT 
Sequence 4771 

CCCTTAGCGTGGACGCGGCCNGAGGTACTATTTTTC I fTTTTTTI I CATTTGTGGGTGGG 

GAGGGAATCACTGGTGCTATANAAATTGAGATGTCCCCCCAGGCCANCAAATGTNCCTTT 
TTGT 

Sequence 4772 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGGCCATTCCAGCTGAATCTCAAACAGAAG 

GCAGTAATGAGAGCCTACAAATGGGAGGGACCTAAGTGCCTACCTACTCGCTAATCGCAG 

GTGCAAACACACAAGGAGTTTGGTGGGCTTAAGGTCAGAGGAGTGTGTAGGGAGGGATGT 

ATGTGGAAGGTAAGATTCAAGGCAAGCTAAAAATCCGATACTGTAACGTTTTCCAAAATC 

CCA GAAGG CAAACTGTGCATGTTCTACCCTGAACCACCCAAGCAACACTTTCTACCTTGC 

CTTAt l l \ I AATTGGATTCACTGTCCAAAATGCAGAGGTTTGCTTTGC I iTTTn i CAGA 

AGTTCCAAACAGCAACTTTGAGAGCAGTGGGGTGCTTGGCAGCTGTTCTGTGTTTTTNCA 

GGAATTCAACTGAGCATTGAAAATCTCTCATTTTNCCCGACTTATTTTNATAGGGAAAGC 

CCATTTAAAAAAAAAAAAAAAAAAGTTTTCTTTATAGTATTGGGAACTACTNCTAA 

AAAATGACTTTrrTTGGATGT AI I M I I IGG 

Sequence 4773 

AGCGGCCGCCCGGGCAGGTACGCGGGGTCCTTAATCCTTCATTGTGATGCCCCTTCTTGG 

AGTTGGCATTTTGTGACAATTCATAGAGATCTTGCAGCAATATTTGGCTATTGGTTTTAT 

TAACTTAAAATTCAACAGAAATGGAGTAATTAAAAAAAAACAAAAAACAGAGAAGAATTG 

CAAAATCTGAAGTGGAATGGCACTTCCTTGGGTATGTAAGGGTTGTTTTTAGATAAAACT 

CCCGATTTGTTCTTCCTACACTTTAATAGTCTCAAATTCTTTCTGGGGAAGCAACGTCAG 

TGTCTACCTCCACAGTAACTATGATATAGGAAATTGTCCTTTCAGTGGTTTCTAGGTATA 

ACAAACAAGCCGTTAAAAATGAG TGAC CATTTTGTAGGTTACAGCCTCAGCAATCTGTGT 

CATTTGAAAG CAAAT ATCCTGATATTTTTAAATAAGGTGAGCAGGGCAGGCAGGAAACCA 

ATATTTAGTACTTTTGNGATTAAACATTCTAGACCAGGCTTGGTTGATATGTATGCCAAT 

ANCCTAGAAl nil I GGCTTAAGTGGTAAAAAAAAAAATGTCTTTTCTANTGGGGGCTGG 

ATATCCGGTTTCTTGTAAATMGANTCAGTTTTGGTTNGTCCTCTTGGGCACCANTNGGT 

TTTGGCCCTTAATTT 

Sequence 4774 

CCCTTAGCGTGGTCGCGGCCGAGGTAC H I I I H I H i I I M H I t I I I M M I I I I [ NG 

ANATGGAGTCTCGCTCTGTCACTGAGGCTGGAGTGCGGNGGCATGATCTCGGCTNACTGN 

AAGCTCCGCCTCCCGGGTTCACNCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACT 

GCAGGCATCCACCACCACACCCAGCTAATTTTTTTGTATTTTTANTAAANACGGGTTTCA 

CCGTGTTAGCCAGGATGGNCTCGATCTCCTGACCTNATGATCAACCCTNCTCAGCCTTTN 

AAAGNGCCGGGATTACAGGNGTGAGCCACCGCACCCGGCCATACCCAGTTACNNTTTATA 



Page 856 of 869 



WO 01/51628 PCT/US01/00798 

Table 2 



AACTMGGGCTCTATGGTTTTGCATGTMTTTTCTTCCNCTATGGAANGNCTTTTTACCC 

TTCTCTATTTGGGAAAATNATACAGGCNCTACTAACTTGNTCTAAATATAAAGCTATNTT 

CTATTCCCCTAACCTTAAAATGCTCCCCCAAATTCGATCTNGTACCTGCCCCGGGCGGNC 

CGTTCGAAAAGGGCGAATTCCAANNCACTGGGCGGGCCGTTACTNANGNGGATCCCGAGN 

CTTGGGTACCAAANCTTNGGCGNNAATTCAATGGGCNATAGCTTGGTTCCCTGGGNGGGA 

AAAANGGTTNTTCCCGN7TCAANAANTTCCCNCCACAAANATTACCGAGCCCGGAANGCA 

TNAAAAGTGGTNAAAGNCCCGGGGGGGGCCNNAATNGGGGGGNNCTNAACCCACATTTAA 
TTNTNNTCCCCCCCCC 

Sequence 4775 

CCCTTCGAGCGGCCGCCCGGGCAGGTACNGCGGGCAGTTGACACAAAATAGACTACGAAA 

GTGGCTTTAACATATCTGAACACACAATAGCTAAGACCCAAACTGGGATTAGATACCCCA 

CTATGCTTAGNCCTAAACCTCAACAGTTAAATCAACAAAACTGCTCGCCCAGAACACTTA 

CGAGCCACAGNTTAAAACTCAAAGGACCTGGCGGTGCTTCATATTCCCTCTAGAGGAGTC 

TGGTTCTTGTAAAATCGATAAACCCCCGGATTCAMCCCTTAACCCACCTTCTTNGCTTT 

CAAGCCCTTATTATTACCCGNTCCATTTCTTTNCAAGCCAANAACCCNCTTGGATGGAAA 

GGGGCTTACCAAAAGGTNAAAGGNCGGCCAANGTNTNCCCCCACCGGT 

Sequence 4776 

C CCTTA GCGTGGTCGCGGCCGAGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATT 

TATTTTCTCATATCAACCCTT1TTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAAC 

TGCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCGTGTGTGTGT 

CCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTCATTCTCCAATTGGAGCAA 

GAGGAGTCAGTTAGATACTATCACGGCATTCATTTGTGGCTGGCTTGCATATTTACTTAT 

GATTGATAATAAATCTATTTTG 

Sequence 4777 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCCTTACTGCCTTCAGGCTGGGGAAGGAA 

CAAAGGGCCTGGTTGATATGCCGGCACCTCCAGCATGCCACAGCCACCCTATGAAAAGGA 

GCTCAGTCTTTCTTCCCTGTGAGTCCTCACCCCCAACTCTTCACCAGGCAGGGCCCCTGG 

CTCGGGACCACAGAACAGCTGCCCCACCCCAGGCTAAGCATTCTTACTGGTAGTTGCTCT 

GGGTTTGCCAGGGATGGAGCTCTCAGAAGAAACCAACAGCTTCTCCGCTATGGCTCCTGC 

AGTGGTTCTGCCCTTGCTGCCCCAGGACTGGGAAAGGAGCAAAGAGTTTGAGGGCTCTAC 

TCACATTTCCAGCATG CCACA GTCACCATACAGATAGGAGTATAGTCACCCCTTCCTGTG 

AGCCTTGACCCCCAGCTTTTCACCAAGCAGGGTCCCTGGA 

Sequence 4778 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGACCAGAGACAAAAACAGAAGAGGGG 

AAACATGTTTCCTACTGACGACAGGTGATTACACGTGTGCTTCTGATGGAGGGATCAGGA 

AAGGATATGAAAAATCCCGAAGCTTAAACAACATAGCGGGCTTGGCAGGTAATGCTCTGA 

GGCTCTCTCCAGTAACATCACCCTACAACTCTCCTTGTCCTCTGAGGCGCTCTCGATCTC 

CCATCCCATCTATCTTGTAAACCAAACAACCAAACTGCATCAGTCGGCTAAATTGTATTA 

ATTCAAGTGCTGTTTACCCCATAATGGAAATAATTAAATGTAGAAGTTACTCCAGGCTCC 

ATTAATACAGTATAAATCTTGCATGATACTACAATTTGAAGTCAGAAATGCCACTTG 

Sequence 4779 

NGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACANGAACTAGCTGGGTGTGGNGG 

CGCTCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGATAATTGCTTGAACCTGGC 

AGGCNTAGGTTGCAGTGAGCCGAGATCGCATCACTGCACTCCAGCCTGGCGACAGAGCGA 

GACTCCGTCTCGGGAAAAAAAAAAAAAATCCTNAACAGCTGAGAATGGCTANGAGTTTAG 

GCGCTGCNCACTGGCAAGCANCTCCTTTGACCCCAGGCACTTCACTCCTCATTTCTTTCG 

TCAACAGTNNNCCAGCNAGGGATCCTGGAGGTCACAGGTGTGAGATGCGNAAAAAAAAAA 

AA 

Sequence 4780 
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CCCTTAGCGTGGTCGCGGCCGAGGTACTAGGATTACAGGCGTGAAGCAGCATGCCACGCC 
TATAGTGATATCTTTAAGTMGCCTCTCCW 

GGCACCTTATTAAATTAGAAAGTTGATGTGCTTCCCTAATGCCTACTAATGAGGTAAAGA 

ACTAAAGMCCTCTGTGATTTCAATGAAGTCCCTTCAGATGTTATGGGCTACTTGTTACT 

GACAAGTATGGTAGGAACTGTAGGTCAAGCTGTCATAGGCAAATAGATCTTGCTGAAGAG 

GAAAGAATTATTGGCTMGATAACACCCTAGGACACCTGCATACTTTAGACACAGCTAAA 
TTGAATGCT 

Sequence 4781 

CCCTTTCNAGCGGCCGCCCGGGCAGGTACACGGGGGCCGANAGTCTGTGCGAAGGTCCGT 

GGACAGACTGCTTTGCCTGTTGTTGCTCTTCGGAGGCGGCGATCCCCGAAGGCGAGCTGA 

AATACGGCTGCAGGCTACAATTTGCAGCCGACCATTATGGATGACAAGGAGCCGAAGAGG 

TGGCCCACCCTCAGGGACCGCTTGTGCTCGGATGGCTTCTTATTTCCCCAATACCCCATT 

AAACCGTATCATCTGAAGGGGATCCACAGAGCTGTCTTCTATCGTGATCTGGAGGAACTG 

AAGTTCGTTCTGCTCACGCGTTATGACATCAATAATAAAGACAGGAAGGAAAGGACCCGC 

CCTACATTTGGCCTGTGCCACTGGCCAACCG 

Sequence 4782 

GTAAAGTGGACTGGGGAGAACTTCNGAGGATGTNCATGTCCAGNANCAGCCCCACGCCCT 

GTATGGTCANGTGNCTATAGCCTNACANCANCTNATGACCANCCCANCTCTCAGAANAAG 

GAATGTCAAMTGTCATGTTCAATTTTACATTCTGTGCCTGGMTCTTTTCTTCACMTT 

GAAATGAAATGTGCTGANAGAGGTGAATCCATGCATTAATCTTCAGCTCACNANGGAGAT 

ACTACATAAG AAGC AAGACCAC N N ACTCCAG ACTGGACATAAGTTGGATT 

Sequence 4783 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATGGTCGGTGTCTAGAGCCTCACAGC 

AACTAAGACCAACCCA GCTC TCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACA 

TTCAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCC 

ATGCATTAATCTTCAG CTCACAAA GGAAATACTACATAAGAAGCAAGACCACAGACTCAA 

GACGGACATAATTGGATTTTTTTGCCATGGCCTGGAAAGAAAGGTACCTCGGCCGCGACC 
ACGCTAAGGG 

Sequence 4784 

CCCCCCAGMGCATGCTTTTNCGGGCGCCNTTNTNACGGTTTTTNGCACAACNCGCCCTT 

AGCGNGGGCGCGGNCGAGGTACAGCGGGTCACATATGTCCCTAAATTATTTTTCAAAAAC 

TCAGACATACACCAAACAGATATACTGGCACATAAGCCTCAAATAAGGAGGAACAGAGGA 

CTAAAACTC TGACTGC TGTTCTTTGTTCTAAATNTCTTCCTGAGGGGCCTAAAAGAGCCA 

GAATGAACAi Mill iCTACTGATCCCAAATTTTTAGACAAAACTTCTCCTTAACCAATN 

AC MATC AAAAATCTTTAMTCCACCTATAACCTGTGGGCCCCTGATTTGAGANGACCTG 

CCTTTTTAAATCAAACCAGTATATAACCTCCATATATTGATTNATAACTGCTGNAACTCN 

GCCTTCCTGCCTTAGAAACCCTTAACCTGTAAGCCAT 

Sequence 4785 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCCAGGTCTTCATGGfAGCTCTGTATGGTC 

CTACCTGAGGGGAGCGTCCTGTATGCAGCTGCTGAAGACATTGCCTGTCCTAGAGCTTGA 

TTAGAGCCCAGAGGCTGCTGGAAACTGGCAGGTTTGCTGGTTGAAGTGGTCTGGTGCTTT 

GATTTGGGATCTTTAACTGGTTTGGTCCAGACCAGTGCCTCCCCAACCTGGAGAGCAGCT 

CCCAACTTCTGAGCCATCTCCACCATCTTGTGTCCACAAAGGAAGTAAAAGAATCAAAAG 

CCGTGACTGTCAGAGACAAGCCAACCCACTTCTTTGGTCTTCGAGCTGGGGTTTTAGCTG 

AAATAAGTGTCTGGTCGTACCTTTCTTTGGAATGGGTTTGGTTCGACCG 

Sequence 4786 

TTTNCGGNCGCCATTTTGANNTGNTTT^ 

CAGGTNC NGGCTN GTNCCTTGTGGNG ATC AC ATGGCTCCC ACAGAAAGCACCCGGGATNT 
GACACTAACAGNCCAGCTACAGAGNGCATGCTCCTGGCTTACCATGACAACTGCCANAAC 
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TCTGGATGCTTTCATGGGCACACACAAATTTGATNCATGTGTGAGACCCCATAGAATAGA 

CAAGCAACCTCAGTATGAGAGGAGAAAATAATTCTCTATAAAATGAATCTTACTTGGACA 

CTATACAATGTGGGTTTAATTTCAAATACCCAAAAGGCTTCATNTGTGGCCTCACCTAAC 

AAGAAGTTNGCCATTGCTNGGATTTT 

Sequence 4787 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTAATCAGGCAAATTGTCAGATGCCTCCT 

AACTCTGGTTGGACAGAGGACTGGTCTTACAAGGATTCTTTCCAGATGAGCAGCTGTAGC 

CCTCMGTCCCTTTGGAGAGCTTGTGCACAAACTGCCT7TGTGTCTGATAGCTCACCTTT 

TGATGTAAAGAGCCAAATTCCACCTNATTTTAATGCTAAAATCCTGCCCCTAAGTGAACA 

TGGGATG TGTTA CATGTATGTTTATCCATTGCCCATGTAAGTTGGCTCCCCTCATAAATA 

TATATAGCTTTTNCCCAAACCTTACTGAATATGCATTGACTCTATTATATAATACCCGAC 

CCTGTAAGGCACAAAATCCAAGCTGCCCTTGCCCTCTTTGAAGAAAGGA 

Sequence 4788 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGGTGAATTGCTACCAAAAAGAAGCAGCAATC 

ATA TGGAG GCTTCTGTATCCTATCTTTGCAAAATAACTTCATTGAAAGAAAGATTTAGGA 

CAGTTTTTCACATAGAGGACAAAACATCTGTGTTGCCAAGAATCTCTTCTTGGCTTGTTA 

ATGCCCTTATCTAATTAGGAAATTTMGGCTAGGT1TGCAMGTTACTTTTCATGAGATT 

TGGGTGATTTCATATTAGGATTACACAATCCAGTTTTTGTGAGAAAGAAACAACTATTCA 

CTCTATATTCTGCAAMTGTAATTATTTTAGGAAATTAAGTCTCTAGGTTAATAATGm 

ACAGTTCTAACATCTGTGTTTTAGATTTTGTGAGAAATTGG 

Sequence 4789 

GGTACGCGGGAAATGAAGAAAAGCAAATCCTGCCCTCTCTACTTTTCACCTCCTGCTCCC 

CATGTTCCCTGCCTGGTTTGCTGTTGATCTGTTGATTGACTTAGACTGTAAGCACATGGG 

GCAGGGCCAGTCACTTTCTTCTCATGACAGAGCTCACTGCAGGGCTGTGCTCGGTGCTAG 

GGAAGCAGCATTAGAATAAAACCCCACCTGGATGCAGTGCTGGGTCTTGACAAGTTCTCT 

CTTCTTTCATCACCCATCCAACCCAAAGCTCCCGGNTCACGCAGCTGTGACCAGAGTGCT 

GAACAGAGAGGAAGGAAAGGGGTCCACATCCTGCCCTTGNTGCTNGAT7TAGATTCTGGG 

AAGGGCATTTCCCTCTTCTG 

Sequence 4790 

CCCTTCGAGCGGCCGCCCGGGCAGGTAC \ 11 i 1 1 I I II I M M T T GAGGCAGGGTCTCAC 

TCCATCGCCCAGGCTGGGGTGCAGTGGTGTGACCACAGTAGAGGTGCCCACGAACTTCTG 

AGCTCAGGCAGTCCTCCTGCCTCAGCCTCCCAAAGTGCTGGAACTATAGGCGTGAGCCAC 

AGCGCCCAGCCATGTTATCCTGTTTAATCATCCCTGCTCCAAGGTCATAAATATTCTTCC 

ATATTTGTTTCTAGAAATAATTTTTTTCATATTTATCTGAATC 

TGGATGNGGNGTATGACTTGATCCTTACAAGGCAAAGACATTCATGTGAAGACAGAGGCA 

GAAACTGAAGTGATGCAGCTCTAAGGCATGAACGTGAAGGA 

Sequence 4791 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGAAGACTACCCACAAAAACATGACCTCAC 

CAAACAAACTAAATAAGGCACCAGGGACTAATCCTGGAGAAACAGATATACGTCCTTTCA 

AACAGACAATTCAAAATAGCTTTTTTGAGGAAACTCAAAGAAATTCAAGATAACACAGAG 

AAGGAATTCAGAATTCTATCAGATAAATTTAGCAMGAGATTGAATTAATTAAAAAGA^ 

CAAGCAGAAATTCTAGAGTTGAAAAATGCAATTGCATCCTGAATAAGGCATCAAGAGGCT 

CTTAATAGCNGATTTGATCAAGTGCMGAAAGAATTAGTAAGCTTAAAGACAGGGCATTT 

Sequence 4792 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I G I I I I I I I I I I I I I AAACCTTGGA 
GAATATGTATTTCATCTCCCAGGATGAGAGCCAACCTATGTTAGTGAGTAAATAGAGTTA 
ATACTATCCTGTTTTTTATTTTTATACCTC 
TCAAACCTAAATTATTTTGTGTCTTTTATGTTTmTTCCATTC^ 
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CTCCAGTGACACTTTCTCTGTGAAACTNT 
Sequence 4793 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGTTTCCCTCCTGGCTGCTTTCACAGGCTGGTC 

TTGAATGTCTGCAGCTTTTCCAGGCACGTGGTGCAAGCTGTCAGTGGATCTACCATTCTG 

GGATCTGGAGGATGCTGGCCTCCTTCTCACAGCTCCATTAGGCAGTGCTCCAGTAGGAAC 

TCTGTGTGGGGGCACCGACCTCACATTTCCTTTTCACACTGCCCTAGTAGAGGTTCTCCA 

TAAGGGCCCTGCCCATGCAGCAAATTCTGCCTGGGCATCCAGGCATTTCCATACATCTTC 

TGAAATCTAAGGTGGAGGTTCCCAAAACCCCAGTTCTTGACTAATGCGCACTTGCAGGCT 

CAACACCATGTGAAGCTGCCAAGGCTTGGGGCTTGCACCCTCTG 

Sequence 4794 

CCCTTTC GAGCGGC CGCCCGGGCAGGTACTGTCGTCTTCCACTCCCGCTTTATTTACTTC 
AAGATAG7 HI I I 1 I CTGTGTTAATCTTC C ATGTTAAAG G CTTTTCTCCG AT ATATGCTG 
ATCTGCTTA 1 1 I I I AATAGGGTGGAGCACGCTGGCATCACGATTGGGCCTGCAACGGCCT 
GGC TGTTT GTTGGGTTAAGTCCTGCGATATCTTTAGAATAAAGTCAAAGCCTTTCCAAAN 
AAAGTTTTGGAG I I I I I AAAACTTGAAAGGATAA.AAAGGCCCTTTTTGCCCATGACTGTG 
AAGAAGCCAAGTGGGGGGAAAAGAAACACAGGGGGCCCCCATCATTCAACAGCCTGCATT 
TTTTTCCTTAMTCTCTTTTGGTACCTTCGGCCCGCGGACCAACGCCTAAGGGGCGAAAT 
TCCAGCACACTGGGGCGGCCGTTACTAAGTTGGGATCCCGAGCCTCCG 
Sequence 4795 

GGTACGCGGGTAAGAGATCTGAAATAAGTTTAAAAGGAGTTTAGTATTTTTAAAAGTCAC 

CTCAAAATCTTGAGAAATATTGTGTGTATTTCTTCGTATACTTACAAGTTAATAGGAGTA 

GTGTAGATGGTATAAGAAAGGAATGAAACTCAGAAGGNAAATACACCACATTGGCCATAA 

GGAAATAAACCTCACAAATrrNTATTTGTTTCTCTTCCAGATCNCGACGTTATCCTGANA 

GGGGAAAAGTTCCATTNCAAGCAGAGNAGCCTCCCACCCGGTAATTAGNCTCCATTTAGG 

CTTNGGGAGCCCTGGNCTAGGCAANCACNTTACCTGTCAAGTTTAAGGGCAGTTCCTGGA 

NTGGTATTCTTGGTNACCCTGGCCCCGGGGGCGGGGCCCGCCTTCCGAAAAAGGGGGCCG 
AA 

Sequence 4796 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAANTN I M I I I I I M I I I 1 1 H I M I AGG 

AGAGATGGGGTTTCACCATGTTANCCAGGATGGTCTCAATCTCCTGACCTNGTGATCCAC 

CTGCCTNGGCCTCCCAAAGTGCTGANATTACAGGCGTGAGCCACCGCGCCCGGCCTTTAA 

TTGGTTCTTMGGANACTCCCTTTGAGTGAGACGGGAATTTCTTGTAGGGTTTTAAGCAA 

AGGAGTGCCTTGATTTAACTGACGTTTNAATAGGATCCCTCTGACTGCANTATGGAAAAC 

AAACTGCAGGGGGGCTTGGNAGGCCAACTTGCCAACCATTGCAACAAATCCAGGTGAGAT 

GGGATGAAGTGGGCT 

Sequence 4797 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGAGGCATTGAGGCAGCCAGCGCAGGGGC 

TTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGAA 

AGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGGATATTGCT 

TAGCGTTAAGl I i I I AACGTMTTTTAATMGCTTAAGGATTTTAAGAGAAAATATTGAA 

AGGACTTAGAAAGAGTAGCATGGAGGGAAAGGGAAAAAGATAAAAAGGTTTTTCTAAANA 

CATGGACGGGAGGTTTGAAGAATGAAAAGCTTCTTTCATGGGAGCNNNAAGGANNNGATG 

ATAAAAAAANGTTACCCTTNGGGCCCGGCGGACCCACCGCCTTNAGGGGCCGAAATTTCN 

CCAGCCACCACCTTGGGCGGG 

Sequence 4798 

CCCTTANCGTGGNCGGGGCCGANGNACTC I ITTTTTTTTTTTTTTI 1 CTCTAATCTTGTC 
TTCATGCTTTATTTCATTAAGTTGATCTTNAATCTCTGATATTCTTTCTTCTGCTTAATC 
AATTCANCTATTGATACTTGTGTATGCTACACACAGNANCTTGTGCTGTGTTTTTCAGCT 
CCATCAGGTCATTANTGTTCTTCTCTAAANCTGGTTATTATAGNTTAGGCAATTTCCTTC 
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ntaacc i rrnrm jcaaaggtntcttttangctttcccttgccattttgggggtttngg 

NAAAACCAANTGGCC TTCT CTTTTMNCCTTTTGGNGAAGGGAAGGTTCTTGGTTTTA^ 

TTNACCCCCCACCCCTTTTNCTTGGAAAAGGCNCTTACCTTTTCCTTGGTTCCNAGGGTT 

TNCAATTCAAAAAACCTTACAATTTTCCTTCCC^ 

CCCT7TNGNCTTGGGCCAAAGG GG AANTTTTNGNGGAAATNCCCCTTTTTGGGGGANGAA 

AAAAAAA ACAAGGGCCCATTTNCCTTGGGGTTTTTTTGGNAAAATTTTT^ 

nun 1 GGCNC CTGG GGNTTTTTTTTCCCNTCNAATNTTTTCGGTGGGGAAATNTTAAA 

TTCTTTANCCCCTTTTNGGGGhTC 

GGAATTGGGGGGGNT 

Sequence 4799 1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGGAATGATTGAGATTGTGGAGGAGGGCC 

GATATGAAAGGTGAGGTCTATCCATTTGGCATCGTTGGGATGGCCAACAAAGGGGATTGC 

CTGCAGAAAGGGGAGAGCGTCAAGTTCCAATTGTGTGTCCTGGGCCAAAAATGCACAAAA 

CTATGGCTTACAACATCACACCCCTTGCGCAGGGCCACAGTTGGGAATGTTGTGAAAAGA 

TCAGTTTGGCTTCATTAACCTATNGAAAGTAGGNAGATAAGCCAAGGAAGCTCTTTTTTC 

CATGTGAAAAAGGAAAGTTTCAGGGATTGGGCCATTTGNAGCTTACCAGGCCANGGAAGA 

TNAAGGGTGGGAGATNTCTCANGTGAATTTNCTTTAAATTCANNCCGCCACTTGGNCCNA 

AGGTTGGCAGCCGCCCTTGTTAATTGGTTTTTGGGCCGGGGTTCCNTGGTGGAAGGGGGC 

CCCCCCAAAAGAACTTGGTTTGGCAANCCTTCCCTTNCGGAACCCTTGGAATCCGGGTTT 

GGGNTCCAAATCCCCCTTTGGAAAGGAAANTATTCMCTTCTTGGGGATTGANTGCCCCA 

AGTTGGCCTTCCTTCCGCCCTTAAATTGGGGTTTCCTTTTCCNTCCAAGCCCCNAAGGGG 

GGACCCCAGAANTAAACCTTCAAATTGGGGGGGTTTTTGGGGTTGGCCAANAAAAAGGAA 

Sequence 4800 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGCTCTCGCCAGGCGTCCTCGTGGAAGTG 

ACATCGTCTTTAAACCCTGCGTGGCAATCCCTGACGCACCGCCGTGATGCCCAGGGAAGA 

CAGGGCGACCTGGAAGTCCAACTACTTCCTTAAGATCATCCAACTATTGGATGATTATCC 

GAAATGTTTCATTGTGGGAGCAAGACAATGNTGGGCTTCCAAGGCAGATGCCAAGCCAGG 

ATCCCGCATGTCCCTTCGCGGGGAAAGGCTTGTTGGTGCTTGATTGGGGCCAAAGAAACA 

CCCATGGATGCCGCCAAGGCCATCCGAGGGGCCACCCTTGGNAAAACAAACCCAGCTTCT 

TGGGAGAAMCTTGCNTGCCTCATATTCCGGGGGGGAAAATGGTGGGGCTnTTGTGGTT 

TCACCAAAGGGAAGGGAACCCTTNAACTTGGANGAATTCNAGGGGGACAATGGTTTTGGC 

TTGGGCCCAAAATAAAG 

Sequence 4801 

CC CTTTCG AGCGGCCGCCCGGGCAGGTAC iTTTTTTTTTI I CTTTCTTTC I mTTTTTT 

GTATTTTTAGTAGAGACTAGGTTTTACCGCGTTAGCCAGGATGGTCTGGATTTCCTGACC 

TCGTGATCCGTCCGCCTCGGCATCCCAAAGTGTTGGGATTACAGGCGTGAGCCACGGAGC 

CCGGCCATA GGCC TGTTTCTTATTCTATATTCCTGTTAATGTAAACCTCCTGAGATTGGA 

AGACMTCAGTTTTACAGGGTAAGAATTGTTTTAATTATGTGGCAGCTTTTCTCCAAACA 

TGAAGAGAAACATTTAGAAATACCGTTTAATAAMTTCTCTATTNATTTNGG 

AGGTMTATAATTTTCTCGACTTATTGATGTTAGTACAAAACGTTT 

Sequence 4802 

CCCTTAGCGGCCGCCCGGGCAGGTACAATGACAGTAACAGCCGCGTGGTGCTGCCAGGAC 

TGCCCTTGGGCATATCAGTGACAGCCCAAATGTGGGTGGAGGAAACCTGTAATTTCCTTC 

TTAACATGTGTTTGAAATACCAAGTGAATAATACTGTTCTGGAAAAAAATGATAAACTAG 

TGGAAATTA AAGAA ATTAAGGGTTTTATATAATAGACAGGCCCCACCTCTCAAAATATTT 

TTAGAA GTC tun GTAAACTMTTTCTTTTGATCACTATTTTGCATCAAGTAAAATGAT 

mi l i AA AACCAATAAATCATCAATTATTAGAAATAGTTGTCTCACAGTGATACTGGTT 

TTTCTTTTGTGCTGTTATGATTTAACATTGACAGGAACACTATTTTAAATCCTTACGTTC 
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AGGTGTTTGGAAACTTGGCCTTATAATTAGGCTGAATTATGGCTTCAAGGTCTACAATTT 

TATGTGTATGGGTTCACMGCCTANCCTTNTATTTACCATTTTGAAAATNACAGAATTTT 

TTTACCAACCTTTGGGMTTCCTTTTTTTAAGNTTMTANTGNTT^ 

TTTAAAATTGGGTCCAAAACCTATTTT 

Sequence 4803 

CCC7TAGCGGCCGCCCGGGCAGGTACGCGGGCTTGACTAATTTTTGTGA I I II II I I 1 GG 
TAGAGACCAGGGGTTTCACTATGTTGACCAAGCTGGTCTTGGAACTCCTGGGCTCAAGTG 
ATCCTCCTGCCTTGG CCTCCC AAAATGCTGGGATTACAGGCATGAGCCACTGTGCCTGGC 
TGGATATTGAAATTTN II ITTTNTTTTTTT1 I AGAANACAGGGTTTTCGCTNTTGTTGCC 

AGGGCCTGNGAGTGCAATGGGNNGNGATCTTTGGCTCACTTGNAACCTTCGGCCTCCCGG 
GGTTCAAAGCCAATTCTNCTGCCTTCAGACCTCCCAANTAGCCTGGGGATTTACCAGGTT 
GTTN1TGCCCANCCCATGCCCAAGGCCTTA 
Sequence 4804 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGCTCCTAATAACCTTGATGTCAGAGTTGTC 

ACTTGGTTGGAATTATTATGATCCCCCAATTTAMTTTTCTTGATAAACTCAGCGTTGTT 

TGTTTTCAGTGACAAGAAAACATACATGGAAAGGGGACCCAAGACAGTTCACCAAGATAG 

TTCACAGCCCTTTGCAGGATATGCCTTTGGTGGGTGGGAGCACCTAGATTTTAGAGGGAC 

TATTAAAMCGCCATGTTTACCTTTTGTTTGAAAAT 

GTMCTT AACA TTCCCACCATTTTTCATTTTAAAAAAGGTCCCAGNAAATANTAAAA 

TCCCAAATTTTACAACCTAAGGGTGGGGTATTCTGTAAAAAAACCCTTTAAAGAATTAGT 

TACCTCTTTCCCCAAAGGAAGAATTACCAGCCGTTCTAAAGGGGGGGGGGGGAAAAGAAA 

AGCATTCTGAAGCCAGGTAAAAAAGTCAAAGCCTGGTTAAAAAAATCCCAATTACCAGGA 
AATTANTCTTAAATTAAA 

Sequence 4805 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC M I 11 II M H I I | | n I II I I II rATTTTT 
1 1 " ' " I i m I M M ll l H I M I I I 1 1 I I I M M I i I I I M I I | H | M M I IMAAAAA 
ACNACNi mi lAANTTTTAGGCCAArTTTNNNTTNTNAAANNCAAMCNATCAATTTNT 
TTTN NNAN CCNGGGCNNANNTNNAAAAACNTNTTTNANGNNNCCCGGGNNNGGGGNACCC 
NNNCTTTTGGNAAANAAAAACCNNGCTGGGGGANNNGCNCCCNNTTNTANGAAfsJNCAANG 
CCAAAATCCCTTNN AAAAAA GNTNTTAAAAAANTANNNNCCNNNNTTTTTTTGGGGNGGG 
GANCCNC TCTATG GTTTTTTNNNNAAAAAAAAAANCCCCCNGGGGGNACCCCCCCNNAAA 
CGGGGNN I MM I AAAAAAAAAAACNCCCNC I I I I I I H I f CNCNNNTNNGGGGNGGGGG 
GGNNNGCCCCCCCNGNNAAAAAAAACCCCCCN M I I I I I I I I M I I I I 
Sequence 4806 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGGCAGG 

CGGTGCCTCTAATACTGGTGATACTAGAGGTGATGTTTTTGGTAAACAGGCGGGGTAAGN 

AmGCCGAGTTCCTTTTACTTTTTTTAACCTTTCCTTATGAGCAT^ 

TGACAGTGAGGGTAATAAATGACTTGTTTGGTTGATCCCGCCGTACCTTNGGCCGCGGAC 
CCACGCTAAAGGGGCGAATTCCAGCACCACNTGGCNGGCCCGTTTACTAAGTGGGAATCC 

Sequence 4807 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 I I I 1 1 I I H I I I I I M I A AACAGAGCACTT 

TCTAMG GTAAAA TATAGGTTGGGGAAATCTTTrTCTTGTTAGTATTATr 

AGTAAATC I I I I I AAAMGCTTCATATTTAATGTTCACTCCTACACATTTAAAATATACA 

TGGTTGCACAGCCTATTCATGGTTAAAAAAATTAATATATATTTGTATTAATAATAGAAA 

AGTTATAAGATGGAAAAGTATAAAGGAAAAAATAAACTTAGGGGATAGGTGTAAGCATTA 

GGTTTCCATGATTAACTTATGCATTTTCATTM^ 

ACATGATGTCATCTCTAATGGAATACATTAGAGCTGGGT 

Sequence 4808 
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CGGGCAGGTACAI I f I » AAAGAGTTGTTTTTTGGCCGGGCGCAGTGGCTCATGCCTGTAA 

TCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCACGAGGTCTGGAGTTTGAGACCATCC 

TGGCTAACACAGTGAAATCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGGTG 

GCTGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGG 

AAGGAAGAGGTTGCAGTGAGCCAAGATTGCGCCCCTGCACTCCAGCCTGGGCAACAGAGC 

AAGACTCCATCTTCGCAAAANAAAAATAAAATNNANAAGTNCCTCGGC 

Sequence 4809 

CGGGCAGGTACAGTGGTCCTTTTCAGAGTTGGACTTCTAGACTCACCTGTTCTCACTCCC 

TGTTTTAATTCAACCCAGCCATGCAATGCCAAATAATAGAATTTGCTCCCTACCAGCTGA 

ACAGGGAGGAGTCTGTGCAGCTTCTGACACTTGTTGTTGAACATGGCTAAATNCAATGGG 

TATCGCTGAMCTMGTTGTANAAATTAACAAATNTNCTGCTTGGTTAAAATGGCTACAC 

TCATCTGACTCATTCTTTATTCTATTTTAATTGG NTTGGGATTCTTGCCTNAN GTGCGTA 

TTCGAACTNTTGGNTTTACCCTNCTAATAGTCATACTAGTANGTCATACTCCNGGGGNNG 

GGGGGGTATTTCCATAAAAAAC CTTTT AAANGGCTGGGANNGCCAGCCAAGNCATTCAAA 

ATNAGTGNMTGGGNNCTCNTCTTTTGGGCTNGGAAATTTTCAAAAAACCTTCAANAANA 

AAATGNGGNCCATTNCNGGGAGGAAANNNNNAANAATANCCCCTTNGAAGGGGANAAAAA 

ANCTCCCCAAANTGGGGGGGGGGAANANGATTAA^ 

ANTTTTGGNGNACCANATTTNTACCNTATNGGNTNANCGCCATTTTTTGNCCCAGGGGGG 
GCNTTAAANGGCTCCCNATACCTCCCAACCTGTGAANNTNTTNAAAGGAAANAAANAANT 
NANNCCCATTNAAAAAAAAAATTNAAAAACCCATTTTTANA 
Sequence 4810 

AGGTACACTTGCTCTTTCTGTGGCAAAACCAAGATGAAGAGACGAGCTGTGGGGATCTGG 

CACTGTGGTTCCTGCATGAAGACAGTGGCTGGCGGTGCCTGGACGTACCTCCAGAGGTAA 

CTGTGCTCACGAACAGCCCTGTGGAACTGAGAGAGCCCAACGTCCTCATCTG7TTCATCG 

ACAAGTTCACCCCACCAGTGGTCAATGTCACGTGGCTTCGAAATGGAAAACCTGTCACCA 

CAGGAGTGTCAGAGACAGTCTTCCTGCCCAGGGAAGACCACCTTTTCCGCAAGTTCCACT 
ATCTCCCCTTC 

Sequence 481 1 

ACAGATACATGGACACAATCATGGCAGCCAGCTCGAGGCCCCCAATTCCAGCTGCCACAC 

C ACCCA CGGTGACTGCATTAGTTCGGATGTCATACAAAAGCTGATTGAAGCAACCCTCTA 

^^^TTGGTCGTGAGCCTTTTGCTTGGTGCAGGTTTCATTGGCTGTGTTGGTGACGTTGT 

CATTGCAACAGAATGGGGGAAAGGCACTGTTCTCTTTGAAGTAGGGTGAGTCCTCAAAAT 

CCGTATAGTTGGTGAAGCCACAGCACTTGAGCCCTTTCATGGTGGTGTTCCACACTTGAG 

TGAAGTCTTCCTGGGAACCATAATCTTTCTTGATGGCAGGCACTACCAGCAACGTCAGGG 

MGTGCTCACCATTTGTGGTGTACTTCACACTTACTAAGATGTTAAAACTATATGAATTA 

TTGG GCATATACTGACTGGACTGCATATTTTGGTAGTAAAATAGGGGNAAAAATAAAGTA 

t I I iAAGTTTGGANG GGATA AATTTTGMTCCGMTCACCCTGAATTGTTCTTATTGTAA 

AT GGGA AAAANATTC I I I I I CCTTGGCTTTTCTTTGGGGGTNAAANGGGATANTATTTCT 

TATTTTGGGATTGGG AAATTCCTTATTTC NAAATACAAN I lllllll I AAAAAAGTTTAC 

CTCCTNATTTGGGACCAAAAAAAAAAAAAAAAA 

Sequence 4812 

ACCAATTGTCAACTAAGGTAAGAACATTGGGTGTGTTCCCACCCACAAACTCCTTCATCA 

CCTTTGCTACATTGGTGCCGCTTTGGTCCAAGTTGCGGGCTTGGGCTCGTGCCCGCAATT 

TGCTTACTAGTTCTACCACACTGCAGGTAATCCCAGCCACAGCAGCTGCTGCTCCCAGAC 

CCATGCCAGTGTCCAAGAGCACAAAACTGATTCCTTCTGTGAAGGGTGCCAGACCCAGGC 

CGAGGAGGGTCAGGATGCCAGAGGTAGTGCCAACAGAGTTGGACACCACATTGGCAATGG 

TGGTGCCTCTGTGGGACCTGCTCAACCTCCTTCCGCAAGGGCACGGGAGCTTCCTTATGT 

NATCCTCAAGCTTCCCTTTTCAACCCGAANGGAAACTCTTTTCAAA 
Sequence 4813 
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CGGGCAGGTACCTG GAGGTC TGGACAGTTATACTGTMCCTCTTAAGTTTTAATGTGCTA 

AATATATCTTGTATGATTTTTTATTTTTTMTAACATTGGAAATATATTCA^ 

GATTCTGTAMGCTGTGGAATGMGCTGCAGATTTAGAGAACATTGGCTTCTGAAAAAAA 

AAGAGTGAAGATAGTACGCGGGGGACTCTCAGCAGCTCAACTGCCCAGCGTGACCAGTGG 

CCACCTCTGCAGTGTCTTCCACAACCTGGGATGAAATTGA7TCTGCAGTAAAGATGTTGG 

TGTCATTAAAAATGAGCTACAAAGCTGCCGCGGG 

Sequence 4814 

CGGGCAGGTACGCGGGGGCAGAAGAGGAAGATTTCTGAAGAGTGCAGCTGCCTGAACCGA 

GCCCTGCCGAACAGCTGAGAATTGCACTGCAACCATGAGTGAGAACAATAAGAATTCCTT 

GGAGAGCAGCCTACGGCAACTAAMTGCCATTTCACCTGGAACTTTGATGGAGGGAGAAA 

ACTCCTTGGATGATTTTGMGACAAAGTATTTTACCGGACTGAGTTTCAGAATCGTGAAT 

TCAAAAGCCACAATGTGCAACCTACTGGCCTATCTAAAACACCTCAAANGGCAAAACGAG 

GCANCCCTGGGMTGCTTACGTAAAGCTGMGATTTTTCACCNGAANCTTCTTAACCAGC 

CAA AATTA AAAATTCTGGT CACCT GGGGAAACTATGCCTGGGTCTACTATTACATGGGCC 

GACTTTTAMCTTTCAGAATTTTTGTAACMGGGNMCATGTCTGTGANAAGTTTNCAGT 

CCCTNTAAAATGAAAATCCAAACTTGATTGTGAAGAAGGGGGACCCGGTTAAGTGGGGAG 

GAACC CAAAANGAAAAAC N AAGGGTCTTTGAAAAGCTCTGG AAAAAA 

Sequence 4815 

CGGGCAGGTACAGTATGGCTTAAAAGGCTCTGCCTTAGATTCTAGAATCCAGAACATTTT 

CTCCAAAGACAAT CAGG GTATGGGGGAGAAGTTAGTTCCAGAGAAGAGAGCGAGTCCAGG 

GTAGAAGGGATTCTTTTCTCCTGAGGGTCTATGGTCTCCCATTTTTTAAAGCAGCAGTGG 

TATC TATCCCACTCATGGCCTAGAGGTTGCACAGAGCTGTCTGGCACCCGCTTCTTTGGC 

TTTTCTCTCCTGAC ACCCAG CAATGCTTACTCAGAGCGTTGAAGGCGGCCAGCACCTCGA 

AAG AG ATTCT CTGA I M il IGTGAACACCTGGATGGTGAACCCATCAAGGGACTTCTGGA 

TCTCGAAATTGTTTTTCAACCACTTCGTGAACAGACAGAACTTCAGCTTATCCCCAGTTT 

TATCGANGATGTCACGTTGGCTTCTCTTCTGATCCTGGMTTGGTTTTAAGTCACTGAAA 

GAAGAGGACCAAGGGTNCCT 

Sequence 4816 

CGGGCAGGTACAGCATCACTCGGATTCTGTGTCCAATGGCCTTAGCAGGAAGATTGCTTC 

GGAAT1T GGCAC GAACCATGCCACTGTTTCCATGGGCCCGAGTTACTTTTCCCCAGATGA 

CTCTGGGTTTTTGTTTTGGG TtTGG CCGCCAGGGAAGTGACTGGGGTTGGTTCTTTGGCT 

TTATATACATAAAGCGCCATCTTTTGCCCCAAAATMGAAATTCTGGTTTCATTCTTCGG 

GCCGTAAMCACCCTTTTAAATTTTTAAAGAAAGAAGCTGGNGTGCTCCCCTTTGGGTTC 
CC 

Sequence 4817 

AGGTACNCGGGGGAGATCTGNGTNAGAACGTGCGTGNGAGCGGATACAAAACCCGANAGA 

GGCNTGAGCAGCGCTGAGTTTGCGAGCGGGAGCGAGGGGCGCCGGCTGGGGTGTGTGCTC 
TCTGAGCTCTTCAG 

Sequence 4818 

CCCTTTCGAGCGGCCGNCCGGGCAGGAACNNAAAANAGCCAGTTTTGGTTGAGGCTCTTC 

ANTTATNCCCAGGTTTGGCAGCACTGANAACCGCAAGNAACGNGCCTGTTGTTACAAAAA 

AGGAGATTTGACTCAGCTGCCCTTTGGTGCATCTGACTGACTATGACTGCTGAGNAGATT 

CCAAGGGACCCTTAATGCCAGGGCTAACNCTCTCCCATGTGCAGNTGNAGACCTCCTGGN 

AGGGAAAGTGTCATCCCT 

Sequence 4819 

AGCGGCCGCCCGGGCAGGTACGCGGGGAGTTCTCTCAGGCTTTCCAGAGCTCAGGACCTC 
TGAGAAGAATGGAGCCCTCCTGGCTTCAGGAACTCATGGCTCACCCCTTCTTGCTGCTGA 
TCCTCCTCTGCATGTCJCTGCTGCTGTTTCAGGTAATCAGGTTGTACCTCGGCCGCGACC 
ACGCTAAGGG 
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Sequence 4820 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCACCACATTCTCCAGCTATACTGCCCAGG 

AATCACTCTACCTCCCCCATCCCTGTTGCTGCTGCACCTCAACCTGCTACTTGAAACCAC 

GGGCCCAGCAAAGAAACTGTGCTCCAAGTGCCCAAACCAATTCAGTTCCCTGTTCCGCAG 

GAATCAGAGCTTCAGCATAGGGAAGCAGCCATGACCCCAGCATCGAAGCCCATGCTGTGC 

CTTGCCCTTAGGAGACCAGGTGCTCTCATCTAGTGGGAAAAGCTTGTACCTCGGCCGCGA 

CCACGCTTAAGNGGCCGAATTCCAAGCACCACTGGCGGCCCGTTTACTAGTGGGATCCCG 
AGCTCGGGTACCCA 

Sequence 4821 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCTACTGGACAGGCCCTTTGACGAGACGACGT 

ATGAAGAAACAGAAGACTGAGCCTTTTTGGTGCTCCCTCAGAGGAACTCTCCCTCACCCA 

GGACAGCCTGTGGCCTTTGTGAGCCAGTTCCAGGAACCACACTTCTGTGGCCATCTCACG 

TGAAAGACATTGCCTCAGCTACTGAAGGTGGCCACCTCCACTCTAAATGGACATTTTGTA 

AAATAGTAAAAAAACTGCTTCTTAATCCTTCCTTTGCTAAAATCTCACCCTTTTAAAAAA 

CGAAAGQTGGACTCACTTTGCTTTTTTTCAAGTCCATTAAAA 

AAACCCATTTTCTACTTGTGAAAATCACCGCTGGACCCTTAGCCTTGTCTCTNGGCTAAA 

CCACCACCAGGCCAATTCC 

Sequence 4822 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACNN I I I I I I I II I I I GANACGGAGTCTCACTC 

TGTCATCAGGCTGGAGTGCAGTGGCGtGATCTCGGCTCGCTGCAATCTCTAGCCTCCCAG 

GTTCAAGCGATT CCCCCAC CTCAGCCTTCCAAGAAGCTGGGACTACAGGCATGCNCCATN 

NTGCCCGGNTAATTTTTTTGATATTTTAGTTAGTGACAGAGGTTTCACCCATGGTTTGGC 

CAGNATGGTCTCCNATNCTCCTTGACCCTTGTGGATCCACCCCACACTNTGGCCCTCCCC 

AAANGTGCTTGGGGGATTTACCANGCCATTTAAGCCCAACCGCTGGCCCCAAGGCCCTTT 
AA 

Sequence 4823 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGATTGGTCCCGTTGGTGCTGCAGGTGC 
ACCTGGTCCTCATGGCCCCGTGGGTCCTGCTGGCAAACATGGAAACCGTGGTGAAA 
Sequence 4824 

CCTTTCGAGCGGCCGCCCGGGCAGGTAC I ITTTTTTTTTTn I GCTCCAAGAATGTATTT 

A ^^ACATGAAAACACCATTTTATACAAATTGMGACACATCTTAAAAGAAGGGTTTGTC 

CAGGCATGCCTTCCTCATCCCCTTATATTGCCACTTCCATTTrCATCTTCTTTTGNATCA 

TAAATGAAACTTCAG GACTG GTTAAAGAAAAATTGAATCTGGCCTCTTNTCCCCACCCAA 

AATTACTTTCCGATTATTTTAATGTCTGGTAAGTGATCCCTTCAAAAGAAAAAGGTCTTG 

CCCGGGGGGTTATTTTAATTTTAATTTATTTATGGTAANACCAGGNGGTAANAAAGGCGG 

ATCATTGTCAATAAAGNCAATGGATTTCTGGTACCCTCGGCCCGCGAAACNCACCGCCTT 

AAGGGGCCGAAATTTCCANGCCACAACCTGGGCNGGCCCGGNTNCCTAAGGTGGGGAATC 

CC GGAG CCTCCGGGTACCCAAAGCCTTTGGGGCGGTNAATCCATGGGGCCAATTAAGCCT 

GGTTTTCCCCTGGNTGNTGGAAAAATTGGGGTTAATTCCCCNCNTCACCAAANTTTCCCC 

ACACCCAAACATTANCNGAAGCCCCGGGGAAAGNCATTAAAAAGGGTGNNTNAAAAGGCC 

CCTGGGGGGG 

Sequence 4825 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGGGTTTTGGTCACGTTGGCCAGGCTGG 

TCTCGAACTCCTGACCTCAAGCCATCTACCCACGTCAGCCCCTCAAAGTGCTGGGATTAT 

GGCATGAGCCACCATGCCTGGCCAGACAGGAGAACTTAATGATTGCAGGCATTTAAGGAA 

GTCTCTGCACAATTATGAGCTGACCATTAAACTAACCAAGCCAAGAGACCTTGGTGGCCC 

ACACACAATTANAAAAATATAGACTTAAAAATANATTCAGAAATGACAACCACAAAACCA 

GTGACCAACAAATAANCAAGGAATAANACTCTGGGGGGTGGCAGGGAAAATTCCCGATTT 

ACAGGAGGTTTGCTTACTGNTTAAGAAGAAACCCAAAACTGGGGCCCGCTTGCCCTGCTG 
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GCAGT AAGN ACCAGGATATCTTACACCTGGAGGGTTTGGTAGGTGGGGAAGAAAAGGAAG 

GGTGGT TTTAT TTNTANGGGGTGGCCAAAGNCAANGGGGAGGGGATTTAAGGGGTAGGTT 

TAMTTATTTT TAMN GTNCCNTTGNNACCCTTTTCCCAGATTGGGCTTTAACCAAGGGT 

TTTAAAGGGG I I I I ICTTAAANGGGGCCAGGGAAAGGGCCNAGAAAANTTNNCAAGCCGG 

GT TNNT TAAMTTCNAATTNTTTTTTGGGGANGGGG I ' T' I HIM I CCCTNGGGGTTTTGG 

GNTTTTAAA 

Sequence 4826 

CCCTCTACTATGCATGCTCTGAGCGGNGCGCCACTGNAGATGGNATATCTTGCAGAA7TC 

NCCCTTAGCGTGGNACGCGGGCCGNCGTACAAGATCTCTTANGGCNAATCCAATTCCATC 

AATACCTGGGGAAACACAAAAACCTGGTGCAGCTGGAAGGCTGCTGCACTGAAAAGCTGC 

CACTCTATATGGTGTTGGAGGATTGTGGCCCAAAGGGGGACCTGCTCGGCTTTCTCTGGA 

CCTGTTCGNCCGNGGGATGTNAATGACCTATTGGGATGGNCTTTCTNTATTGGATNCTNN 

ACNATGAAAAAACATAGTTATATCCACATTTCGGGAAAAGGCATGGTCCCTTTATTGGGC 

CGCCTGGGAAATATCCTGGACAGTGAANCAMGCATTTTNGTTTCACAATGNGGGGNATG 

GTGGGGCCAAGCCCAAGGGAAANTMTTTCTTGGATNGCCAAAAAGNTGGAATCTTCCAN 

CTNGN CTNAAAGCCTNCNTGNTGNGGNTTTAAGGGGGCNCTTGGGCCTTTATTGGAAAAG 

TTTTTACCMCCCNCNGNANNGGGGGCCCAATTCTTNCNCTTCTTAACCTTCCAANAACC 

CAATTACCCCTTNTTTCAAAAGTNGGGCNTTTGGCCCCCCMNTAAACCNGGNNTTTNTT 

CCCTTGAANAAACCCTTGGCTTANGCCATTTCAANTAAGCCAANANTGGTNGGTANCCCT 

TNGCCCCCGGGGNCNGGGNNCCGGCTTCGAAAAAANGG 

Sequence 4827 

ACNCGGGGATCTTACAGTCACTCAGGATGGGAGGAAGATTTATTTCACCGATTCTAGCAG 

CAAATGGCAAAGACGAGACTACCTGCTTCTGGTGATGGAGGGCACAGATGACGGGCGCCT 

GCTGGAGTATGATACTGTGACCAGGGAAGTAAAAGTTTTATTGGACCAGCTGCGGTTCCC 

GAATGGAGTCCANGCTGTCTCCTGCAGAAGACTTTGTCCTNGGTGGCAAGAAAACAACCA 

TGGCCAGGAATACCGAAGGAGTCTACCGTTTTCTGGCCTNGATGAAGGGGCCGGGGGCTT 

GATCTGTTTGTGGGAGAAACATTGCCTGNGATTTCCAGACAAACATTCTCGGCCCANCAN 

GCTTCTGGG 

Sequence 4828 

NNGCCCTTTCGAGCGGCCGNCCGGGCAGGTACGCGGGAGCCCAATTAGGTCTCCACCCCT 

GACTCCCCTCAGCCATAGAAGGCCCCACCCCAGTCTCAGCCCTACTCCACTCAAGCACTA 

TAGTTTGTAGCAGGAATCTTCTTACTCATCCCGCTTCCACCCCCTAGCAGAAAATAGCCC 

ACTAATCCAAACTGCTAACACTATGCTTAGGCNGCTATCACCACTCTATTCGGCAGCANG 

TCTT GCGC CCCNTTACACAAAAAATGGACAATCCAAAAAAAAATCCGNAAGCCCTTTCCT 

CCACTTTTCAAAGGTTCAAAACCTTAGGGGACCTCCAATA^W\TTAGGGTTTACCAAATC 

CGGGGCATTCAAAAACCCAAAACNCAACCANCCCTTAGGCCNCCNGANTNNGGTGNANAA 

AGTTNAATGAGAGAGAATTGNGGTTAACCTCTTNTGGGCCCGGCGGGAACACAACTCGCC 

TTAAAAGGGGGCNGGAAATTTTTCCNAAGCCCACCNACCTTGGGCCNGGGNCCCGGTTTT 

AC 

Sequence 4829 

CCCTTTCGAGCGGGCGCCCGGGCAGGTACTTTN 1 I 1 1 M 1 M M I 1 1 M t 1 1 1 I I I 1 1 AG 

GCTAAAATCATTTAATTATACNCAGGCCACAATTGCAGGATGGAAAGGCAGTGGGCACTT 

GGMGTGACTACNCATGGCAATMGCANCCTATNTTNTTTACCAACCAAAAGTTTNTTGG 

NGGCATGTGATGGTAGGCCANNACCCT7TCCAAGGGGAATAATTNCCTACACTAANCCTA 

CACNTGTACTGGNGAGAAGTCCATTGGTGGGNAACAAGGCCAACAGGGCAANTGNGGAAG 

GGAAAAT7TNTATGACNCCACTTGGGGTCAAAAAATTTNTTAAGGCCCCANNCATGNATT 

CANGGGATGGTAAGGCCTCC ATTAAA \ WWW I AAACCCANCAAATTTTTTTGANNAAG 

AAACAAAAAATTTTNTTGCGAAANNCACCTTTAAAGGGGTTTTGTTTCCTTT 

TTTTT 
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Sequence 4830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGATTTATTGCCTGCCAGGATTGGAATTCA 
TGCAGAGAGGAAGGATTCATGAAAAAAATAATCAMGTCAGGAAAGTCTTTTTCTGTAAT 
CTTGTCTCATACAGTGAGTTA I I 1 1 I GTCCGGGTAGTTTACGGGGATGTAACTCCTTCAG 
TCATCTAACCGTGATGTAGTAAAAGTCATTTGCAGGAAATGAAACTCCACTTTGTTACTT 
TTTTCACTTAAmGGCTAATCTGATTAGCTTTAAAACA 

TTTGTATGATGCCTATGGAAGACATATGGATTTAAATAGAACTTGGCTAACCATCTGCCA 

ATAAGAGAAAGTGAGATGCTAAATCAGAGAGGCAGGAAAGTCTATTTCAGTAAAAGCTAT 

TTTGATCTGAAATACTGTAGGCAGTCTTTACAGAGTATTTTAATTGGGAGGATATTGATG 

CATGCTAGTAAAAGAAGTGTATTTGCTGATATGGTTGAAGTTATGTAATCATTAAATTTC 

TATATAAAGTTTAGAGATGTGGAACTATGTGAAMTTTTGATCCCTGTTAATTATAAATT 

TTTTTNCTAAAAAAAAAGCCCATTTGNTGGGAAAAAAAAA 

Sequence 4831 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCAATTAGAAGTTGTCATGGCAAAAGAAAA 
CCACAGCTGGCCTGCCACAGCCAACACAAGAAeCAGAAAATGGTNGATGAAATGAAGGAA 
TAAAGGTGGGGTTTATTCCTTATTATAAMGAAAAAAAATAATTCTTCAGCAGTCTTAAC 
AAAGACATCAAGGATACAAAAATTACAAGTGTTTTGACTCCAGCCCTTGTCCCCATCTCC 
TCCAAGAAGCCGGAGGGTAGGGAAGACAAGTTTGAAAGGCAAACAAAGCCAATTTCTGGT 
AAAAMTTACCTTANNAAMCCCTTACCAAATTTGGMTTTAAAMTTCmNAANCm 
CTTATTAAATTTTTGC I I I I I I I I AAAAAAAAAATTTTAAAATTATTC AAAAAAAGGGG N 
CCTGGCTTTTTTAANGTGGAACCAATTGCCTTA I I I I I NCCTTACCCCANGAAAAAAAAT 
TAAAACCCCCCCCAAATTAACCCCCCCCTTCTTNGTCNCANNTTAAACCAATTGGCTTCA 
AANNTTTNNGAACCCAANGCCCAACCTTC I rTTTTTTI I CNTTAAAACCCTNTTGTGTGG 
GAACCNAAGGTGTTGGGTTC I Mill 1AAAA 
Sequence 4832 

ACCATGGCAGTCATGCAAAGCATGGGACAGAAGAAATACCACGGCAGTGAACTGTGAGGA 
TAACTTCCA I III! ICCCTCGGAGAGAACAGTTTACGGGGCAGAGGTGATATGTTCTGCC 
TTTTGAAGATTACTGGCACACGTTCAGC I I I I I CACCTCTCTAATCGACTGGAAGCAGCC 
AGCCGATCACTAGTCCTCCATCCCCCTCGAGTCCTCCGATTGTCATGCCTAGGCCTTGCC 
ACAAAGACAGCACCTTTATGTGAAAAAAAACTTAGAAAAAATGTAGGTTAAAGAAAGCAA 
TAAACTTTCTTTAAAAAAGTTAAATGGAGATNTTCTGGGAAACCAAGCCATGAATGCGA 
Sequence 4833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTMTTTTTGTTTAI I t I I I I I I 1 1 IGAGA 
GAGGAGGTCTCACTATGTTGCCGAGTCTAGTCTCAAACTCCTGGGCTCAAGCGCTTCTCC 
GGCCTTGGCCTCCCAAGTGCTGGTGAGCTCTCACACCGGTGCATTGTTTTCGTGTTTCAT 
GTTTTCGTTACATGTTACTTTCTTAGGCTTTTC^ 

GACCGTAGGATAGMCTTTCTGAGAGACTGATCTTGGTTTNACTAAGCAAGAACATTTGT 
AAGAATCAGTGCTGTCCCANATGTANGTAAATCCGCTATTGAGAAAAATAATGAAGTTCC 
CCCTTTACTNGAAGTACTCAGG NAAGAANTTGAATN AACTTAAAC NTGCCTTATGAAN GG 
AGATTTCTGATATGGGG 
Sequence 4834 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGTGCTGACGAAGAAAAGGGAAGATGGAGC 

CTCCATGTTGAACATGCCTGGCCCTCAGGTAACCCTTTTCTGTTGGCACAACTGCTGGCA 

TTCACCTGTGCAAGCTTCCAGCTTGCTTATCGGTGTTTGCAGCTCGATATTTCAGGCTGC 

TCTTTGTTAGAAAATAAATGATTTGGGGGCTGCTTTTTGTTAAAAGGGAAATTCTGCCGA 

GGACTCTGTTCTCCTTACTATCTGCCTAAATAATTTCTTTCTAGCTCCTGTATCAAAAGC 

A! I I ! I I MTATTGTAAATTTGGAATATTATATTACCTGATTTTAAGACTGCTTTAAAGC 

TAGAGTAAATTAAATGTGTGAGATGAACATAAGAACAAACATATGGATAAGTGAAACAAA 

ACGGAGTTCAGAAATAAACCCCACGTATATAGAAAAATTAATNTTGGATCTAGGGGCCGA 
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AGTAAN TAAATTTAGG AAGGTTTTTTTCAT 
Sequence 4835 

CCCTTTCGAGCGGCCG CCCG GGCAGGTACNCGGGTCANTCANTGGNTCATTGCTGACAAA 
GTCACTTTTAAGTNATGTTTTANAANAACTACCNAGTGTGGCAGGNCANGCATGTNGCAG 
GACTGTTTCTGAGCNCAGATGAATGGATGAGCACCTGGC 
Sequence 4836 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACATGTCCAAGGTCAGGTCCTGGGTGGTAAA 

GGTAAATACAAATTGGAAGGGCACTGTGTGAGCCAAAATGAGTCAGATTANTCATGATTC 

ATTTCCANTTTGGGTTTTGGGTGGTCTTGGANMTGTTGTAAGCACTGCTTCATTGATAG 

GNTGATTGAGCCANACTTTACTCAGCAGCCTGGAAAAGGAGAGATGGGCTCTGGGTTCTA 

CCTTTGCTNACTGGTAAGTTGCTAAGATNTCAGCTTTGCCCTCAAACCCTGAAGTAGTCC 

TTCATTCACACAGNGGGATCACTCCAAAATGTCANATGGGGAAGTCCATAGGTTGTTACT 

TTAAAGAAAATAGAAAAAATGCTGGAAAAGGTTTCTTCAATTTTAATACCCATGAAGGCC 

CATGTTTTAGC 

Sequence 4837 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCAGAGAGCCAGAAGGCTGTTGGTGAGATGGAG 

CAGTCACTGAGCGGGTCACCAGGAGAACTTACTTTATGAGATCTGCTGCTAATTTCTGAC 

TTTGGGCAAGTCACCTCACCAGTCTGGGGCTAAGATTCACTCCTCATCAGTAAAATGAAT 

ACTTTGGATGAGACGGGAGGTTTTCCCATTCTGATGCTAGGATCTTGTTCATGAGTTAAT 

GAAGACAGTTGAG GAAGG TAAGGAGCTATTTCTACTTGATTAGTGAGGCTTCAGTCTATT 

TCAACATTTCAAAG I l l l l CATGATAATTTGTTCATGAAAAAAAAAGAAAACAGAGGAGT 

TGCTCCAGCTCTAAAAAAAATTTGAAAACCACACCCTGTGCTAATTGCAAGTCTAGTCTA 

CTCTGGTGCTGCTCTGTGGTATTGCAGACATAGAGTCTGCTCTGTGGTACCTGCCCGGGC 

GGCCGCTCGAAAGGGCGA 

Sequence 4838 

ACGCGGGTGGCTGGTTGTTTTTACCTATACAAATCAAAAGGCTATTTTGATTGTCTTCAT 

TTTCCCCTTATAMTTAGGTTGGTGTCTTTAGTCATTTAGGCTAAGTTTTACTATCTGAT 

TCTTAACTTTTCTATTGTAGAATGGTGCTGTCATGTGGACTGTCCTCCCGAGTGTCCCAC 

TGGATGTTCAGAGAATTTATGTGAAGGTCACGTCATTTAGCATTGAGATGCTGTGGTTAC 

CTTCTTCCATTTCTTCCATAATATGCAGCCACATCTATGTGTGAAGAAATGTAATAAGAT 

AAAMTTTCTCTGGACGCATAATAATGTGAGAAAAGATTGTCACATGTCCCAGCAAATTT 

GTTATTAANATAAAATTTGTTACTTGGCAAGCNTGAGATTTTTGCAAGGMTGTTACTCA 

AAAATTTCACAAATGAAAGGGG 

Sequence 4839 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I i 1 U i I I I I I I I I 11 I i I 1 1 I 1 I I U NCTT 
TCCTTAGTCTTGAGCATATGTGAAAAAAAGAAAAACTAAAATAAAATATTTTTTTAAAAT 
CTCCGTCTCAGTANAAGTCTCTTCTCATTMTTTTCGCTTTTAATCTTAANACTTAATTT 
TTCAACTCAAGMCACTTTTTTCTCTTCAGTTGTATCT^ 

TTCCCTGG GAATATT TACATACTCACAGACTTGGTCTCTTTGTTTAGAGCTACTAAGTTT 
TAGGGCGAl Mill I CTGTAGCAATAG AG AATC AG ATG ACCTATTGCC AANATTTC CTN A 
AACTACAAGGCTGNATANAACCGCCCTTTGACAATGAAATGGGGGCCCACGTTAAAAGTG 
CTTGAGCCCTNCCCTNAAGGGTAANATAGNAAGCCCCTGGCANTTCTTTTTTTAACAGNC 
NNCCTTGGCAGTTNAAAAAAAGCNAAGGGCCAGGTTTAAGTCAAAAAAATNANGGCCNGC 
TCCAGGGTTGGAGGCNNGGGTGGGGGGNTCTTATCCN I MINI (CCCCATTTGNGGNTA 
TC ATTTC N AGTTTC I I U I I U NT 
Sequence 4840 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGCTATAAAGAACTGCCCAAGACTGGGTAATTT 
ATAATGGGAAGAGGTTTAATTGATTCACAGTTCAGCATGGCTGTGGAGGCCTCAGGAAAC 
TCGTAATTATGGCGGAGTGTGAAGAGGAAGCAAGGCACCTTCTTCACAAGGCAGCAGGAA 
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GGAAAAGTGCCGAGCGAAGGGGAAAGAANAGCTCCTTATAAAACCATCAAGATCTGATGA 

GAACTCAGTCACTATCACAAGAACAGCATGGGGGAAACCGCCTCCGTGATTCAAATACCT 

CCACATGGTCTTGATCCCTTGACATGTGGGGATTATGGGGATTATGGGCTTACAATTCAA 

GATGAGATTTGGGTAGGGACACAAAGCCGAACCTTATCGGTTATTCCAGCTTTCTTTTGG 

TTAGTGTTMTGTAAGTATATCTTTTTCTATAC^ 

TTTATTTTATTTTA 

Sequence 4841 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATCTTCATCAAAGCTTTTGAACCCAAGTC 

TCAGATTGCCTTTGATCAGAAGCCTGGTTTGTCCCCCAGTGCAGAAATGTAGGAACTGTG 

TGAGAGAAAGAGAAAGAGGGAGAGAAGGAGGGAAGAAAGAGGAGAGAGAGAAAAAGAAAG 

GGAGGAGGAGCAGGAGAGAGAAGCCTGTCTCGCCTACTATAGAATTTTCTTCTCTCCTCT 

CAAAACAAGTTCCTTACACATTTGGCTGACCGCATGGTACCTCGGCCGNGACCACGCTAA 

GGGCGAATTCCAGCACACT 

Sequence 4842 

AC I I I I I I I I I I I I 1 II I I I I I I I I CACATCTGTTTTGTGACTTCTTCAAATTGAATATN 
TTTAGGAATTGGGGAAAATGANCTTTTAGTATAAATTGCCTATAATTTTCATTTCTC 
CTAAAAGANTCCACAATATATCANCCTGANATTATNATAAGCTTTGAATTACA 
Sequence 4843 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCACGCTGACGAACTATGGAATCAACAA 
GCTGCATTTGATGCTGTCGTGATTTGCGGAGTTGTTCTAGTTCAGTAAGGGCACTCTCAA 
GTTTGAGCTGAAGCTCAGTGATTCTGTAGAAAAAGTCGGCCTAATTCACAGGACTGAACT 
GAGAGT TAACTG ATTGTAATTTCTACTGTAATTAACCAAGCATCTTTGCCTACCATTCAT 
CATACCATTTTTGTCTCTCTCATTA I I I I I I I I CATGCTGAGTATTTTATGAACTACTTT 

TTAAATCCCCACCACACAGGACTCANGTACCTTGGCCGCGACCACNCTAAGGGGCGAATT 
CC 
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>Sequence 1 

CCGGGCAGGTACACTATCCCTCATGATGACTCCTTAAGTGGGTCATCGTC 

TGCATCTTCGTGTGAACCAGTGAGTGATTTTCCAGCATCTTTCCGAAAAT 

CTACCTACTGGATGAAGATGAGAAGAATCAAGCCAGCTGCTACTTCTCAT 

GTCGAAGGGTCAGGTGGAGTATCAGCCAAGGGGAAAAGGAAACCCAGGCA 

GGAAGAAGATGAAGACTATCGAGAATTTCCTCAGAAGAAGCATAAGCTTT 

ATGGGAGGAAGCAACGGCCTAAAACTCAGCCCAATCCCAAATCCCAGGCC 

CGTCGTATTCGGAAGGAACCACCAGTTTATGCAGCAGGCAGTTTGGAGGA 

GCAATGGTACCT 

>Sequence 2 

AGGTACTTTTCAAACTCCAGATCTAAATATGTTTACTTTTCATGTGGATT 

CGGAACATCCCAATGTAGTGCTAAATTCATCCTATGTTTGTGTCGAATGC 

AATTTTCTTACCAAAAGGTATGATGCACTTTCTGAGCATAATCTGAAATA 

TCACCCAGGAGAAGAGAATTTTAAGTTGACTATGGTGAAACGTAATAACC 

AGACAATCTTTGAACAAACAATAAATGATCTGACTTTTGATGGTAGTTTT 

GTTAAAGAGGAGAATGCAGAGCAAGCAGAATCTACAGAAGTTTCTTCTTC 

GGGAATATCTATCAGTAAAACTCCTATCATGAAAATGATGAAAAATAAAG 

TGGAAAATAAACGGATTGCAGTTCATCATAACTCAGTTGAGGACGTTCCT 

GAAGAGAAAGAGAATGAAATCAAACCAGACCGTGAAGAAATTGTAGAAAA 

TCCAAGTTCTTCAGCTTCTGAATCTAATACAAGT 

>Sequence 3 

AGGTACCTGCCCATCCACTGCCTTTTCCATGTATCCTGGAACTGAGCATA 

GACCTCTTCCCAGGCAGAGCTGACAGCAAGTAAAGGAGATCATAATCAGG 

GGACCAAACAACTTTGTCTAAAGTGTGAATGTCACCTAAGGAGAAGCTGT 

GAGATCAGAAGGGTGGGGCAGAGGAGCAGACACCATGAGGGAGAGTCCTT 

GGGGGTACCTGCCCG 

>Sequence 4 

CCGGGCAGGTGCTGATCTTTCACGGTCAAGCCCCGGGGGGGACCCATCCC 

TGCGGTCACCTTGACCGAACCCTGTGAAAGCTACTGAAATATAGGAACCA 

GCACTTACTCTGAAACACACAAACTCTGGTGCCTTTGAGGCTGGCCTGCC 

TGAATGCACACCTGAACTCCGGATTCACAGCAACTAGTCGGATGATCCAC 

AGTGGAAGAAGCCAAATGCCATGCTATGAGGATACTCAAGCAACTTCATG 

GAGATGTATGTATGGAGAGAAACTGAGGCCTCCTGCCAACAGCCAGCACT 

AACTTGGCAAGCATGTTTGAGAGCCACCTGGGAAGTGGAGCCCTCAGCCC 

CAGTTAAACCTTCAGATGAGACTGCAGTCCTGGCCACCATTTGGACTGCA 

ACTTCACAAGAGCTTCTAAACCAAAGCCATGCAGATGGATTCTTGGCCCC 

CAAAAATTGTGCCACTACATTTTTGGGAAATTTATTATGCAACCATAGAT 

TACCAATACACTTACTATTTITTTTTTTTGATGCCATACTAAAAAAAAAA 

AAAAAAAACCCTGGCCCGTTTAAAAACAATGGATCCCCCGGGCTGGGGGA 

ATTTTAATTAAAATTTAAAAATACCAAACACTTATGGAGAACCGCCACCT 

TTTGGGCCCCGCA 

>Sequence 5 

CCGGGCAGGTACTGAAAGGATGAAAAGGTGGTGTCATGTTTTGGGGAGAA 

TCTTACTTCTCAAATGGAAATTGCACTTTGTGGTGAATCCTTTGCATTTT 

TTTGGTAGTAAGCAGTTCATTGAGTATCAGGTCCTCAAAGGAATGAGTTG 

GCCCGGCTAGGGTGGGCCCTCTTGACCTAACTTCAGAGGGGGCCTTGGCT 

CAGTAGGTGTGAATCAGGGAAGCCACATTGTCCTCAGGGTGCTGTATGAA 

GCTGGG 

>Sequence 6 

CCGGGCAGGTACCTTCACTGGAGCACTTGGAAAACAGAAGAAATCAAAGG 

GCAGTCAGGACTCTCCCAGCAGGCAGGGACCAGGTCAGAGTCAGGATGAA 

GACAAAGCACCCTGAGCAAGAAGCAATGGAAGAGATGCTTGTGACCCGAG 

CTGATGGGGAAGGTTGAGGGCAACGCAGAGACCCCACTGCCGACTTGCCA 

AGAAAACGTGCAGGAAATGAGGGAAGGCTCCATTTTCCTGAGAAAAGGGA 

TGGAGGAACATAAGCAGCATCAAGCTCCAGCTACTGGCTCTTTGAGAATG 

TAGTCGGGACTTGCCCCAGTCACCCTTGCCCTGAGAACTCAGTGACTGGG 
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GCTAATGTCACCCTGGCTGTCCTTGACCTGTGCAGAAAGCACTGCCAACC 

CTGGACAAGTGGGGGAGGGCCCTTATGTGCCCAGGCCCCAGCAGGAGACA 

CCTACCAGGAATTTAGTGGGACAAAGTTTTAAGGGATCTGGATATCTGCC 

CACACNCACAGGTGGAACAGGTTCCTTTAATTGGCGAGTGGACAGGGGTC 
TT 

>Sequence 7 

AGGTACTGAAAGGATGAAAAGGTGGTGTCATGTTTTGGGGAGAATCTTAC 
TTCTCAAATGGAAATTGCACTTTTTGCTGAATCCTTTGCATTTTTTTGGT 
AGTAAGCAGTTCATTGAGTATCAGGTCCTCAAAGGAATGAGTTGGCCCGG 
CTAGGGTGGGCCCTCTTGACCTAACTTCAGAGGGGGCCTTGGCTCAGTAG 
GTGTG A ATC AG GGAAGCC AC ATTGTCCTCAGGGTGCTGTATGAAGCTGGG 
TGTGGGCGGATTCCTCCCACACCTTCACACTGGCCTGCCTCCAACTCATA 
CAGATTTTGGAGCGGGCGGGACCCTGCCCGGGCGGGCCGTTTTA 
>Sequence 8 

AGGTACATGTATTTGTCACTTAAAGGTTCTTTCTGTAAACTGCTTCAGAT 

TCTTTTACTATTCAATTTTTAATTGTTAATATCTGTAAAGAACGTTAATA 

T TCCTCT TTATAATCAATCTTTCCCAGTTAGCCTTAAAAATGTATTCCCT 

ACTTTTGCTTCAGGAGATCATTATTTGCAAATGCAAAGATTTTTTACTTA 

GACTTTTGAAATCACTCTTAGTAACTTTAACATTGTTTTTAGGTATGAAA 

TTGAAGGCTGTGAAGTGATTTGGGCCATTAAAGATAAAGCTATAGGGAAT 

ACTTTCTTTGATGCAGGAGCAGCTGAATTCTTGACTTCAAAGCTCATTGC 

TGAAAAAATAAGAGCTAAAATTGCACATAAAAGAACCACGATTTCACTTG 

AAGGAGGAAAAAAGGAGCTTGAAGCCAATCTAAAGCAAATATGTAGGAAG 

TGCATTGGGACCAGAATTGCATGAAGGGTTGTATCTTTAACGGACAAAAA 

ATTTTTTTATTAGATTAACCTTGAATTTTGTGAAGTAAAG 

>Sequence 9 

GATGCAGAGTCGGAAGGGAGCAGACTGCCCTGCTGGTGAGGGAGGTGATT 

ACCCAGGGCGAGTGTGCAGCCACTCAATGGCAGGGATTCTTTTCTATTTC 

CAGCCGGGGTGGAAGAGAACCCCTTTGTCCCTCAGACAAGTGGCCCCAGT 

TGAGCCCAGCGCTGAAACCGCCAGTCATCCGCCTCTGCAGGAAGTGGCCG 

CCCTGACACATAGCCCAGGGCTGGATTCTTGTGGAAGAGTCAGTGGAGTG 

AGATGGTGATTGAAAAAGGAAGAAGGCCCCTCCTCAGATCCAGGGCTTTA 

ACCCCAGCGCACTCCCCGATGTCTCACCCTTTGAGCTCCATGACTGCATT 

CCCACTTCAAGGTGCAGGCACGGACGCTAACGGCCCAGTGACTTGGCCAA 

GGCCACCCAGTAATGCAGCAGCTGAATTGGGGGCATCTACTTCTGGCCAG 

CACAGCGACTGGCCTTTACAGGCTGCTCCTGGACAGGTGTGTCTGGAAAG 

ACTGCAGGGCAGCCACTCCGGATGCTCGGGCTACCCCAGCTCCCCTTTGC 

TTTA 

>Sequence 10 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTAATTGCACTTAACACA 

ATGAACCTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

CTTTTTATAAAAACTGCTTTCAAAAGGCATAGAGACACCACACATGGTCC 

ACAGTAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAAAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCTAAAAGAATGTGAGCAATCCTATAACCAGC 

TTT A AGCC ATCTGCTTG ATTTC 1 1 11 rTTTTTTTT T TTGGTAGGGACCCT 

TTTTGGGAAAAGGGAATTCCCCCTTTGTTCCATAACATATAAAAAACCTT 

TTGAAGCTTCCAAATAGCTGGGTTTTGGGAAAATACACCCCTTTTTTTTT 

ACTTGGCCGGGGGCCCCCCAACATTTCCGGTGGGTTTTCCAAACATCCCC 

AAGATTTTGTGAGGAA 

>Sequence 1 1 

CCGGGCAGGTACACACCAGGGATTGGGGGCCCTGCAGCTTCTACGCCCAG 
GGACATTTGCTTCGGGGACTGGAGTCCTTGCTGTGGCGTGAGGCTGTGTC 
TGGCGTCTGGGAGGAGGACTGTGTGGGGTCTGGGTTCCCCAGCCCTAATG 
ACCCAGCTGGTTGAAGGCAGCAGATGAAAGGAGACAAATGACCACGCAAA 
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CCCTGGGTGGCCTCATGAACAGGTGGCGGACAAGGGTGATCCCTGTTGAG 

CAAGGTCCTGCACTGCGGTGGGTCCAAGGACTAAGCTGCCAGCATTCATT 

TCTGACTGTCACTTACCAGCTTCCTGTGCCATTTTCTCATCTGAAAACAG 

CTGGACCCATCTCATGGATGGCCGTGAGGATGGTATGAAGGAACAGGCAT 

AGAGAGCTCAACCCGACCTTTTGAAGAGTTTGTGCCTAAAAAATCCCAGT 

TGGTGCCCGTACCTTGGCCCGTTTAGAACTAGTGGAACCCCCCGGCCGGA 

GGGAATTCATATACAAGTTTTTAGACCCCCCCN 

>Sequence 12 

CCGGGCAGGTACAAAACTTGGGATCAAATGGAATCTTGATTCACTAACCA 

ATTTAAGATCTGACTTCTAATTTTAGGAACTTTGGGTTATGAACGCTTCC 

ATTTTATACCTGTGTCTAGTTAGTTTCTGCCTATCTATCCAAGAAGCTTT 

TATCAAGGGTCCACCATGTGCCAGCCACTGAAGTAGATATAAATACAAGG 

ATGTGTAAGGTATGGATGATGGTATACGAACTGTCATCTTACTGGATTTG 

TCCGCTCTGTTAAAGATAGGGTTCCGAAAACTTTTTAAAGCCCTAGAGAG 

GGCTTTAAGGCAATGTAACATCATATATAGAGGCATCAACCTGTTCATAT 

CTTTCTATTTAACAGAACTGTGCACCTGGGCACAAGGGTGTGCACAACAG 

GATGTGTACCCTGGCCCGTTTTA 

>Sequence 13 

CCGGGCAGGTACAAAACTTGGGATCAAATGGAATCTTGATTCACTAACCA 

A TTTA AGATCTGACTTCTAATTTTAGGAACTTTGGGTTATGAACGCTTCC 

ATTTTATACCTGTGTCTAGTTAGTTTCTGCCTATCTATCCAAGAAGCTTT 

TATCAAGGGTCCACCATGTGCCAGCCACTGAAGTAGATATAAATACAAGG 

ATGTGTAAGGTATGGATGATGGTATACGAACTGTCATCTTACTGGATTTG 

TCCGCTCTGTTAAAGATACGGTTCCGAAAACTTTTTAAAGCCCTAGAGAG 

GGCTTTAAGGCAATGTAGCATCATATATAGAGGCATCAACCTGTTCATAT 

CTTTCTATTTAACAGAACTGGGCACCTGGGCACAAGGGGTGGGCACAACA 

GGGATGGGTACCTTG 

>Sequence 14 

AGGTACATCATATGCCTGCTGAAGTGCTCTGACTTTAGGATGAGAAACTC 

TAACATAGGCCGGAAGACAAATAAACCATAAACTGTAACAATGACTAAAC 

AGACACTTGGCCCACTGTGGTGGATTTGTATAACATCTCTTCGCCAATTT 

ATGAGCTGTTTTTATTTCCTGTTTAGTTCTCTTAGCCATGAGAGGTGGAC 

TCTTTGACCTGCCCG 

>Sequence 15 

GCGTTCTTATTTCGCGCGATTTGTTGTCCACCTCGCGGGCGGCCGCCCGG 

GCTTGTTCCAAAAGGGTGTATACCCANAGGTGATAACAACCGCGGGNNGA 

GCAANAAAGGGGGCATTCGGGGGAAAGACCGCACAAACGGGGNGAAAGCG 

GGAAAGCCACCCGAGGAAGCACACACCGCANACAACACCAAAAAANACAC 

ACGGGCGAGAAGCCGAAGCNCAGAAGAGAGAGGGGAAAAAGACGCAGACG 

GAGCCCAACCCCCAAGGAACAACAGAGGACCCAGACCGGGGAAAGACCAA 

ACCAGCGCAAAGAGGGGGGGAAAAGGGCCAGGCAGCCNAGCAACCANACC 

CGCGAGCAGAGAAAGCACACAGGAGACAAGCCCCACAAACGGGAAGAAAG 

GGGAAAAACCGCCAGGAGAAGCCCAGGCCCAAAACCGCACCAGAGAAACC 

ACACCCGGGGAAAGACCNAAGCCGACAACGAAACCAAGGGAAGGNNCGAC 

CCAAAGCGCCGCCCGGAAGACAGCAGGGAGGCCACCCCAAGGAGGAAACC 

GAAAAAAGGGAGGAAGGGGGGAAACCCCN 

>Sequence 16 

AGGTGTGAATCAACGCAGGTCAAAATGAAATTTACACTGAAGGCTTCCAA 

ACCAAAGGGAAGGACAGGATGTGTCATCAAATATGTTTCGTCACCTTGTA 

TTATACAAAAGGCTATTTTCTAAAGAGTCAGAGAAAATCTGTGAAACTTA 

TTGTGCGGCCCCCTTGTAATTAAATGTTAACTCCCTTGTATTTAATTTTC 

AACACTACATTAAGAATTAAGTGGTTTCAGTTTGTGGACATAAGCAACAC 

TTATTAATATCAAGGTGTTTAAGAACTCAGGAGGTCAAACATATGAATAC 

CAACAGAGATCAGTATTTTCAAAATAAACATTATTTATACAAAATAGTTT 

TTAAATTAAATCAGAAAGCATTTAAAATAATTAATTTTACTGTATAAAGA 

ATTTGCTTTATTTTAGCTATGTAATTGTATCTTTCAGAAAACAGAAAGCT 
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GATGCTGCCAAACGTTCATCCCTTACCATTTAGCTTTATGTTTGAAAACC 

ATGACATAAGCAGCTAATTCATATTCATT 

>Sequence 17 

AGGTTTTGCTTCCAGTTTATATTTCACATCCTGTTCAGCTTCATTAATAT 

GCCATGGGTCACAAAACTCAGTGCAATAAAATGTGTATGAAAGAAACACC 

CTTCAGAAAAGATGAGACTCTTTCAAGTGTAAATACTCTAAACTAATATA 

AGTCAAAATATATTTTTTGTGCCCAGTGATTTTTAAAAATTACCCAGTCA 

ACCATTTCCTCAATAATTCAAATACTCAAGTGTCCATTTATATTTTTGGA 

ATAAGCGAGAGTGATCGTAGTACCTGCCCG 

>Sequence 18 

AGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAAGATCCTGAT 

TTTTCAGGAGTTCAAGCGACAATGGCAGTCCAATACGGCAGTATGAGCTT 

TAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCA 

GAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAA 

AGTGCAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCAC 

TGCAGCAAAATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGA 

AGGAAACAGAACTTGTCGTAGTTGACACACCATGCATTTTCGACACAGAG 

GTGCCCAATGCTGAAACGTTCAAGGAGATTATTCGCTGCATTCTTCTGAC 

CTCCCCAGGGCCTCATGCTTTGCTTGTGGGGGATCCACTGGGCCGATACA 

CTGAAGGAGAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAG 

AGGGCTAGAA 

>Sequence 19 

AGGTACCTCACGCGCATAAATTTGCTGCTCCTATTTTTTTTTCTGTTTAT 

GTGTTTTTATGGATCTAAGTTAAATCTTTTGGCAATATATAAAAATGTAA 

ATAGTAAACTTTATTTATTAAGAATGTCATCTTTTTTAATTTATATTTAC 

ACAATTGTTCATCTAATTTATTTTTTCTATACAGTTTTAAATACTCAGAC 

ATATTTTGCTGTTCATGATATTTTTATCCTGTTCTCATGGATtTGTTTTC 

CCATACTGTTTTCTCTGATCTCAATTACAGGTTGGATCTCACAAATAATA 

ATGTCAGAGACAGAAATATTTTGCCACTGTTGATTACTATACTTTAAAGT 

TCTATATTATGAAAATATATAATAGCTTGTACCTGCCCG 

>Sequence 20 

CCGGGC AGGTACG TCTTTCCGTGTGTGTATGCTGGTGAACAGTCAGATTT 
ATTTATATTTTTTTGCAAGCATTGAATAATCTAAGTTTTAAATATTATTT 
ATCCCCATCCGTTCGTATTTATATTAAAGAATTCTGTACCT 
>Sequence 2 1 

CCGGGCAGGTACAAGAATAAGGTTCACAGCTGAATTGGCTTGGTGTCCTA 

ATTCCCTATTCCAGTATTCTCAGAAGGATCCCATCTATGATATATGCAGA 

AATCACAGCCACATTTGAATGGTTCAATCTTGATTCATACTGAACTCCCT 

TAAGCCCAGCAGTTTCTCATTCTTAAAAGGTAGGTTATTAGAGCCCCAAA 

GCAATTTTCATAACAAATCTACCTTTGTATATTTAAGAATATGCATTAAG 

GCTAGGAGTGGTGGCTCACGCCAGTAATCCTAGCACTTTGGGAGGCCGAG 

GTGGGCAGATCACAAGGTCAGATTGAGACCATCCTGGCCAACACGGTGAA 

ACCCCATCTCTACTAAAAATACAAAAATTTGCCCGGGCGGTGGCTCACGC 

CTATAATCCCAGCACTTTTGGGAGGCCAAGGCGGTCGGATCACGAGGTCA 

GGAGATCAAAACCATCCTGGATACATGGTGAA 

>Sequence 22 

AGGTACTCTATGTCCCTCCCAGTTGCAACAATGTTGTTTCCAGCCTGGTT 

CAGCAGCTTGCTGGTGGTTTACTAGGCAGACATGAGCCAGAAACAAAATC 

AGCAACCCTGGAGTGGTCATTTAGGATCAGTTTTGTCTCCTTTTACAAAG 

CAATGAGTGCTTTATAAAAGCATTTCTCCTCAGGAAACTGGCTCCTCAAA 

AGTCGTTCTCCAAGCCAGCAGCTCACAGTAGATGGATGAGTTTACCTGTC 

CTAATAATACTTTTTATTATAATACTTTTATTACTGATACTTTATTATAA 

TACTTTTATTACTGATACTGATACCTAGTAATACTTTTATTAGATGAAAT 

GTATCCCCAGGCCTCCACATCAGCCTTCTGGGGCCCTGACAGTTGTTTAC 

CAGTAGCTCCACAACCTCCACAGGCTTGTTCTCTCATCCCTGTGAGGGAA 

GGTTCAAAAGGCAACTGGATTCCTTACTATTA 
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>Sequence 23 

CCGGGCAGGTACTCGCTCAAATTAAGTTTTTTTAAAAGGTCTGTAATTTG 

AAAGGAAAACAATTTTTCACTAAAAATATCCTTATTACATGAAAGCCATA 

ATTTAAAAGACAGAGAAAAAAGCTTTTTAATTAACAAATAAACAGCATCT 

CTCAGAGACACTTGGGAATGTTTGTTTTTAATCAGTGGGTCCTAAAAATC 

ACTGCTTCCACCTGCAAACGAACACGAATCCACTGTGGATGGCGTCCTCT 

GACCCACCCTGAAGGGTTCTGTTTCTCTCCACACACTTCCTTTTCTGCAA 

CTTTCAGCAAAGCAGGTTTGGAAGAAAGAGGATTACAAAGAACTACGACT 

GGCTCCCTAGTGAATAACTTAACACGGTAAAACCCGGTTTTCCATTTACA 

TTACACATTCACAATCGCTCACTGCTACTTACTTCACTGACGTATTTCAG 

ACTCTCTCCACACCCAGCATGATTTGTCTGAAT 

>Sequence 24 

AGGTACCTACTATGTGTCAGCCATGGGGGATACAAAGATCTATAAGGCAC 

AAGACCCTCAGTCTTGTAGTCGCCTGACAGCCAGCCAGCTACAACATAAT 

GTGGAAAGGACAATGGTGGAAAATGCACTCAGGTCTTCCTAATGCACAGA 

GTATGCTCAGGCTGTGACATCAGGAAGAAAACAGATATTTACCTTAACAC 

GGACTTGGAGGACCTTCAAAAAACAGTGATGGGAGGAAATCCAGTTTTAA 

AAGTCTTGATTTAAAAAAAAGAAAACACTTTCTGTGGATAAAGATAGGCT 

GCAGGAAATGTAACCTATGAAATTTTCTCAAATTAGCTTTCAAACACACA 

CAAAAAATTGCATTTGGTTGAGGAGCAGAATGTAACTTATATTAAAGAAT 

AAA CTACTATTTAGTATCTGA GTG A AGTACCTGCCCG 

>Sequence 25 

GCGCCCTTCGACGCAATTACTGAATTCGGGCGAATTGTAGCTCCACCGCG 

CTGGCGGCCGCCCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTG 

GCCCTTAGATCAATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCA 

GAGGACAGTGCCTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCA 

TCCAACCAGTAGCAGATGAACAGCTAATACATCATGATGCTATGCTCTCC 

TAACAGGGTCCCCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCA 

TATCCCTTACATCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAG 

AGGCAATTCCCTTTATTTCCTTACTCTCGTCGTCTTCTCTTTAGCCCAAT 

CTCCTGACAATAGTTAAAACAAAAAGACCCCCAAAATATCTCTTGCTAAA 

ACAGAGTAGTCCCTAAACTCTCTCATCTTAGACTACTGTCAGGTACCT 

>Sequence 26 

CCGGGCAGGTACAAGCTAAGAAATGTAACAGTATCAACCCTCCCAGTTGC 

TTAATTATACCCATAGGTAATACAAAAAGCTCTGAAGACCCAAAGATGAC 

ATTACTAATGATGTGATTTCAGGAGCCACAGAAGAACCTTACCAGCTTCC 

CTCAAATCAGTCCTTATCCTCTTTCTATCTTCACTCCCATCATCATCTAT 

TTTCACACTATCCAGCTAAGCAAAGATTCCTGGAGGCTGACTTGTATCTT 

CAGACTCACAGAGTGAATTCAGCTCTTCTGAATCAAGACCCACCCAGTCT 

CTTTCATTCAGACCTGTTGCTAACAAATTTATATTTGCCAAGGATATTAG 

GCAAAAGAGGCTACTTGATTGGTGGCCAACCTCGTGCCCACATGGAGGGT 

ATCTTTAATAGGGTCTTTTCAAACTTTAGTGGGGGAGGGTCAGCTCAATT 

TGGGCAATGGATTTGCTCCCAATTTATTTTCTTCCTGGGAAATAACT 

>Sequence 27 

CCGGGCAGGTTTTTiri 1 1 1 1 1 Tl i TrTTTTTGGAGAAACAGGGTCTCAC 

TATGTTGCCCAGGCTGGTCTCAAACTCTTGGCCTCAAACAATCCTTCTGC 

CTCGGCCTGCCAAAGTGGTAGGATTATAGTCATGAGCCACTGCGTCCAGC 

TAGAAATAGCAATTTTTCTAACACATATATTTCATTGGTTTATGTATGAA 

TTTAGAATATCAAAGTGGCATGAACAGGTTCAAGATCCAACAAAAGGGAA 

TCTTGATTCTGCCTCACCTAATAAAAGCAGAAGTGCGTGGGCGCACTAAA 

AAGTAATCTAGCTGTGGGCATGCAGCATGCCATGGGTGTCAGGTGATGTC 

ATTTCAAGGAGAATCCGGTTAAGGGTAGTTTGGTAAAGAAAGCTGAAATT 

TATTTAAAATGACTCAGGTATCTTTAGAATTCTTAAAAGCTGCAGGAAAT 

AAGAGTCTGGTACCT 

>Sequence 28 

AGGTACAGAAGAGGTTCGTGGAAAAGGAATATGCTTAATAACTTCGAAAA 
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AAAATACCCATAAATGGACAAGGGTGTTGGGCCCCCTTTCTGGGTGGATT 

CAGGGGTAGTCAGATATTCCAGGTTAAACTGAACCTGATGCATCAATCTC 

CTTCTTGGAGGTGTCTCAGTGTGCCAGACACTGAATCCACCTTAGACATC 

TATTGCCATTCAGCCAGCAACAAACACACA 

>Sequence 29 

AGG TACAG AGAAGGCACTGAATAAATTCACAAAGGCCGATTGGTTCACCC 

ATTCTTTTAGAGACAACAGACACGCAATTCTGACGAGGACTCCTGTTACT 

AAAAGACACAGCCTCTGATACAAGAGAGATATCCCTTTGACTGAAGCATT 

ACCAGGGTCCCCAGGGCCCCCTCCCACTGGGGCGGTAACACTACGGGTCT 

CCCCACCATATATTCCATGTCAAAGTATCTACACAAATACAGAGGAAATT 

AAGCAAGTAAATACGGTATGTAATTGTTATCATTTGTATTTCTTTAAGGC 

ATATTTATAAATATTTTAAAGTAAACAATATGAGGTGAGTGCCNTTTCAT 

TAGCTATGATCTTTCATACTGATATATTTTGAACTGATCTGAATAGNCAG 

GTTACTGTGGAAGCATATAACATAAAACAGCTAATATGANTCCAGGTGGG 

GTACCTGCCCGGGCGGCCGCTTAGAACTAGTGGGATTN 

>Sequence 30 

C CGGG CAGGTACAACAGGGACATAATTTCTCTTTTGGCTGTTATACATTT 

CTTTTAAAAAGC AAGT GATTGGTAGGAATTTGGCAAAAGTTGAATAAGTT 

ACAAGAACAGGCTTTTATTCATTTGCTATTTGGTTTTTATGTTTCTTGTT 

TACTTCGTTTGATTTGTTTCTCAAAACTCACTCAGTGGGATTACCTGTCT 

GTCATGTAGCAGCTTTTTAAAAAACTGGACTGTGCAGTGTGGTTCTGAGT 

GCAGTCTTTATAAAGCCCAGTGCTGTACCT 

>Sequence 31 

TTGTCCGGGCAGGTTTCTCACGCGCATAATTTTGCCGCTCCTATTTTTTT 

TTCTGTTTATGTGTTTTTATGGATCTAAGCTAAATCTTTTGGCAATATAT 

AAAAATGTAAATAGTAAACTTTATTTATTAAGAATGTCATCTTTTTTAAT 

TTATATTTACACAATTGTTCATCTAATTTATTTTTTCTATACAGTTTTAA 

ATACTCAGACATATTTTGCTGTTCATGATATTTTTATCCTGTTCTCATGG 

ATTTGTTTTCCCATACTGTTTTCTCTGATCTCAATTACAGGTTGGGATCT 

CACAAATAATAATGTCAGAGACAGAAATATTTTGCCACTGTTGATTACTA 

TACTTTAAAGTTTCTATATTATGAAAATATATAATAGCTTGTACCCTCGG 

CCGGCCCGGCAGGTCACCTTCGGGCTTTGAAGCAGCTTTTTTCTTCTTCC 

CGGTGCTTATAAACCTTAGGCCTGAAGCTCC 

>Sequence32 

CCGGGCAGGTACCCATTGCATCATGAAGTTTGGGCATATCAACATTTTGA 

CTCATTCGGGAAATCATACGCATTAAAAGTTGAAGCTTTCTACGATTTGG 

TGGGGGAAGTAACAAACAACATAACTGTAGAGCATCGATGGCAACCCTCT 

CTAAATGAGGTTGCAGCAAGCTTTGTGTGCCAGTCAACATAGAAGAAGCT 

GGAAGTAAAGAATTTTCTGAAAGTTCTATTGTACCTTGGCCGCCCGGGCA 

GGTACGGAGGTGAACTGAAAGAGACTGCTTCCATTGGCCTAGTCCAGATG 

AGTGTATATATTCCCATCAGAACCCACCACTGGTCATCTTTAAGGCATTC 

ACAAAATGTCCCTCACAAATTCACTTAATCTCTAGATAGGCATGTGGTCT 

GAGGCAGCCTCTTTGTTTTCTGACCTCACACAGGCAACTGCATTCCATCA 

AGGTTTTTGtTCAATTGCACGG 

>Sequence 33 

TCGAGGTACCTAAGTCAAAAGGCACTGGTTTGGAGATGGCACACTCATTT 

TCATGCGTGTAAAATCTTAAATCATCCACTTTGCAGGCAGTGGCTTTGAT 

AACTCACTGCAGTGTTCAAGGGGTTTATAAAACTGGTTATAAGCTTCAAA 

CCCATGTTTAGAAAAATTGACACTCATAGAAAAAAATGCTTTCTCTGGGC 

TAATTAAAATTAAAAAAATTGAAATGTAAACCCAGAAGTATGGCTCACAA 

AGCTATAGAAAAGATCCTTCATATCATCCCTGGCCCTAGCACCGTGAGTA 

GATGTTCACCCTGATAAGGCCAGGCGGAGGTGGCCCATGTGAAATTCTTT 

GGCTTTGAGCTAATTGCTTAGAGAATGCTAGGCTTCCTGGCCAGAGCCTG 

AGCAAACTGCAAACGCACTGCCATCTGAAGCCTCCCTGGAAATGTGAAGG 

CACTTTGGGGCAGCCAGCCAT 

>Sequence 34 
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CCGGGCAGGTACTAACATGATGATAGGTTTTCAAAATATCTTTGTAGTGG 

ATGCTGCA 

>Sequence 35 

AGGTAC CAGTGCCCCTTTTCAGACAGTTTTTGATTCGCTCTAGACTTTTT 

TTTTTTAATAGGGAAAAAATTTGATAATTTTCTTTTTTCTACATGCACTT 

AAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTTCCTTTTTCCGCT 

TTTCTT CCCGCAGAGCCTGATGGGAGAATGTCCAGGGCAGGGAAACCACA 

TTTI Kl GTAGGTG ATAACTC A ATG AAAATTGGTGCTTATTTTTTAC ACTT 

CTCTCTTGTGGCTCTCTTGTGGGGCTATCTATCTGTTTTAAGGTCTCCTT 

GAAGGCGCACTGGGGACCCTGGCCATGCCTTGGTCTCCCTGCTTTCTTTA 

TCCTGTTATTGGCTCCACAGGCTGGTGCCAAGGACTCTAAGAACAAGGCA 

CG GCACT TTTCTTTTCACTGGGCAGGAGAGGCAAGAACAATTTCTTCTGT 

GCTTTTTCCGCCCCGGGGCGGCCACTTCCGAAGGCTGCTATTAGGACTGG 

GGTGGGGGCTACTTGATTTGAAAACACACACCAGCATTAG 

>Sequence 36 

CCGGGCAGG 11 ITTI ITI mTTTTTl TTTl C AGGGTTTG A AC AC ATTTT 

TAATTATTAGAAATACATACATGCTTATAATTAACCTTAAATTTATTTTT 

AAAAATAAATTATGGTCATGAAAAACAATATGGCTTAAAATTGAAATTTC 

ATAGACATGTAATTTTATTCCCTAAAAATGAAATAAGATGAACCTTATGG 

GTAATAATGGGATTTTTAATACTTATTGAGGCTATAGACAGTCTTTTTTA 

TGTCTCAATGCATACCATGTGAGTTCCTTGT 

>Sequence 37 

AOGTlTrTTTl"14TrrriUTm"11144'in'GGAGAGAACTCCATTTTATT 
ATGGAAAGTTAAAAAACAAACAAATCAAAACAGGCAATTGATAAAGGCGG 
CACATTGTTGAAGGAGAGGTGAGGTGTCTCCTTAGCCACCCGACACCTGC 
CCG 

>Sequence 38 

AGGTACAGAAACCTTCAGAGAGGATAAATAGCTTGCCCTGTAGAAGCAGG 
ACTGAAACCCTTGTCCGCCTGACTCCCCCAGCTACTCTGCCCACTGTAGC 
CCCCTGCCTTACTGTCCTGGCACACCCCTCACCATTCTGTATACCTTAAA 
TATCAAAGAGGGCATGAGAGAAAGGGCTTTAAAGATAAGTTATTT 
>Sequence 39 

CCGGGCATGGTCCGGGCAGGTACACATGCATGCATACACACCCATACAAA 

CATCTGTGTGAGGGCAGTTCTGGAGATGAGCAGAGAGAGACCGGAATAAA 

CTCAATCTTTTCTTTCCCAAGCTCCTAGCCAACACTATCCTTGGGAGAAA 

GAAATTTGCAGAAACTGCTAAGACCAAGTGTGGAGATGTCAAGCTAGTTC 

ACACTCTGAGGCTCAGAATATGTAGGACATGCACAATTGTGCAGTCCTTT 

GGGATTGGAAGTGAAACAGTCTGTGATCCCCTACCTTCTAGGGAACTAGG 

ACCTAGGAAGAGGTAAAGATTATCAGGTATGCAAAGCGCCCCAATTCTTT 

TGCTGTCATGGGGGATTTTACCCCAACTTCAGGGTTCGAGGGCCATCCGA 

AAATGGCCTAAGATTGGAATGGCAAGGGATTAAAATAACCCCCTGCTTGA 

GGGCTGAGGCCAAAAATTCCCTCTGGACCTACCCTGTTCCCCCAGACTTT 

GCCTTGGGACCCATTTGCTGGTACTTTTCCGGCGG 

>Sequence 40 

AGGTACGCGGAACACCCATGGCAGTGGGATATATCCCGGAAACCCACAGG 

ATGAGAGAAAAGCTTGGCGCAGATGTGATAGAGGTGGCTTTTGGGCAGAT 

GATGATTATTCTCGCTGTCAGTATGCAAATGATGTCACTAGAGTTCTTTA 

TATGTTTAATCAGATGCCCCTCAATCTTACCAATGCCGTGGCAACAGCTC 

GACAGTTACTGGCTTACACTGTGGAAGCAGCCAACTTTTCTGACAAAATG 

GATGTTATATTTGTGGCAGAAATGATTGAAAAATTTGGAAGATTTACCAA 

GGAGGAAAAATCAAAAGAGCTAGGTGACGTGATGGTTGACATTGCAAGTA 

ACATCATGTTGGCTGATGAACGTGTCCTGTGGCTGGCGCAGAGGGAAGCT 

TAAGCCTGCAGTAGGATTGTGCAGTGTCTTCAGCGCATTGCTACCTACCG 

GCTAGCCGGGGGAGCTCACCGTTATTCAACATATTCACCCAATATTGCTC 

TGGTAGCTT 

>Sequence 4 1 
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AGGTGGAAAGCTGGTGCTGCTGCTGCCTGATTCCCGCCGACAGACCTTGG 

GACCGGGGCCAACACTGGCAGCTGGAGATGGCGGACACGAGATCCGTGCA 
CjGAGACTAGGTTTGA 

>Sequence 42 

AGGTACCCTTTGCCTCCTTTTGTGGGGAGATATCTGGAAAATAGCTGAAC 
AAACTCTACATGTGGCAAAACAAAGTGACAGTTGTTATAAAATGTCCACT 
AAAATTACCTGCTAGCATTACTACGTATAACTGAAGTTTTTGCATATCCG 
CATAAGAAGAAATCCACATTACAAGGAAAAGTACACCTGCCCG 
>Sequence 43 

CAACTTCGGCGCCACCCAATCGCTCACCTGGAACGGCTTGCGGATCAACC 

GTTGCTGCGATGCCAGATCCACTTTGTCCTGCAACTTGGCGAGGAACACC 

GGGTCGAGGGTCGACGGGAAAATCTCGCTGAGTTTCTGGTCTTTCAAATC 

ATTGGTCAGGATCACCGGTGGATAACTCGCCAGCCCCGACACCAACTGGA 

TGTAGGCCTGCTTGTTGTTGTCATCGGTCAGCCATTGCACCGCTTGCTGC 

TGCGCCTTGAGCAACGTGGCCACGGCTTCAGGATGCTCATCGACAAACTT 

GCCGCTGCCCACCAGCACACTCTGGATACTG 

>Sequence 44 

AGGTGTCACTTCTACGCATAAACTAGATATAGCTTTTGGTGTTTGAGTGT 

TCATCAGGGTGGGACCCCATTCCAGTCCAATTTTCCTAAGTTTCTTTGAG 

GGTTCCATGGGAGCAAATATCTAAATAATGGCCTGGTAGGTCTGGATTTT 

CAAAGATTGTTGGCAGTTTCCTCCTCCCAACAGTTTTACCTCGGGATGGC 

TGGTTAGTGCATGTCACATGACATCCACATGCACATGTATTCTGTTGGCC 

AGCACGTTCTCCAGACTCTAGATGTTTAGATGAGGTTGAGCTATGATATG 

TGCTTGTGTGTATGTCTATGTGTATATATTATATATACATTAGACACACA 

TATACATTATTTCTGTATATAGATGTCTGTGTATACATATGTATGTGTGA 

GTGTATGTATACACACACACACACACACACACACTTTTGCAAGAGTGATG 

GGAAAGACCCTAGGTGCTCATAACTAGAGTATGTGTATGTACCTGCCCGG 
GCGGCCGG 

>Sequence 45 

CCGGGCTGGTACTAAGAAGACTAAAGACAGTTATCTTATAATAAGAAATA 

TAGTATAAATAGCACCTTATCAAGAATTCTGCAGGGGTTTTAACACTTAC 

AATAATAGGAAATAGCCATTAAAAAGTTGCTCTAACTTTAGATTTCTAAC 

TTTAGTGTTCTTTAACAAAGGCCATATTTTGTGGCCTTAAAAACAAAAAA 

TTATATCTGGCTTTATCTATTAGTAAACACAAAGGGTCCATATTTTATTC 

TGAAAAAATATTTATTATATTCATTCATAAATGTTCTAACTAATTTAACT 

AAAAAAATCTTCTAGTATTTTCTGATGCCACAAGCTTACTAGAAAATTAC 

TTCTAAAAATTGGTAATATAAATCATCAATGATTTACCTACTTTAAAAAA 

GAGGGGTATCTTGTTCTCTTACATTTAATAACCTGAAAATGAGTCTATAA 

AAATATTTTTAAAAAATACAGTAACACTGCTGAGTTTTGGTAGGTCCCTT 

GGTTTTTTAAAT 

>Sequence 46 

CCGGGCAGGTACAGCACTAGAATAATGCTGTGTCCTCCTGTTACACATAC 

TCATGGTCTCTCCTACTCTCCCTTCATCACACCTGTGACATCTTGCAATT 

TATATTTGATTGTGTCATTATCTAATGTATTCCTCCTGGACTCTAAGCTC 

CAAATGAACAAATGCTTTGTCTACTTTGCCATAACTGTGTCCCCAGTGCT 

TGGCATGGGACCTGGTGCAGAGTAAATACATCATAAATATTTTGTGAATG 

AATGAATGAATGAATGACCATGATTAATAAAAGGATATAGCTGCTCAGTC 

TGGTGCTGATAATGGTGGTAGTGATCAAAAGGGTTAAACCACAGGTCATT 

AAATGAAAACAGCTAACTTAGTGCTTACAGGAACCATACACTCCCTGTGT 

ATAAACATGCCGGTGTGTGTGTACCT 

>Sequence 47 

TGGANNGGTGTCGGAGCAATTCTGTAAACGGCGANNGTGCTTGCCANGTC 

TGCGGCCGCCCGGGCAGGTTCAAAAGAACGGCTTAAATCCCANAAGTTTT 

GAAGCCAACAAGGAAGGCAAAGGGCCGGGTTTTTTTTATAAACAGCAATT 

CTCACAATTGTTTTGACAATCATGGTTTTTACTTTrCTTTTCCTTTAATT 

TAGACTGAGAGCCTACAAAGAAATGCCTTCAGTCTCTGGTAGCCCCGATG 



Page 8 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



TTTGGAATGAAATTAACACGATTCTACCTTAAAAGAGAAAACTTATGTGG 

GCTTTGCAAATTGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCC 

CCTGCTGCTGGTTTATTAATTTGGGCATATAGCCCAGAGCCCTTATTAAG 

AAAAAACAACCCACCCCAATAAACTAAAGGGCCCCATCTGATGGCTAAAG 

GTCTTCAGGAAATATTACAAGAGCCCCCTTGATCAGGAAAGGGCAAAAGG 

TTTGAGGGTTAAAACCGGAACCTTTAAACTCTATGCCCTTACTCAAGCAG 

GAACTTACCGAGGTGTTGTCTGTTAGGGCTTACCC 

>Sequence 48 

AGGTACAAGAGAACAAATTAAAATTGAAAAATTGATTTCACTTAGAAAAA 

CTTCTAGGAACAGGGTGAACCACTGATTTTAATTTGCCTAATTATCTTAT 

GACAAGTATCAAATTAAGATGACACTTAAAGATCCTTAGCATTAACTTAA 

TGATGGAGAAGAGTGCTCAACAGACAGTTCCCAGTAAGGTAATGAGATGC 

CATTTTCAGAGACATTCTAAGAAGATATTTTGATTCATTAAAACATTAAA 

TAAAAAGCGCTCCTCAGATTGGAACCCCCAAATCGATGGAGCCACATTAA 

TAATACTTTTCATGCCTCACTTTGACATGACAGCATTCGATTTTTTTAAA 

GATCTTTAATACTTTCCATGAGTA CCTGCCCG 

>Sequence 49 

TGGAAACGTATTGGACGCAAACTACTGAATATCGGGCGAATTGTAGCTCC 

TACGCGCTGGCGGCCGCCCGGGCAGGTTCGAGAAAAGAGCTAGGGTAGGC 

AACTTAAACTTACACAGTGCCAGTCTCAGGAGGTCAGTAGCTCACAGAAC 

TCAACAGATAAACTGGATTAAAACTTAAAAGTCTTCTTTCTATTTGAGCC 

CATAATGACTATTTTGAACATGGCTCTTTTGCTGCTGCCTATATATAAAT 

TTTTTATTAATTTTCTTGTATTGGGAAGATCTTGAATACGCTCCAGGATG 

AGAAGAAAAAATACGCTGACACTGCTAAATCGGGTATATGTTTTTGCAAT 

AAAGAACACTGGTCAATATACAACTGAGGAAAAACTGAAACAGATGTGAG 

TCCTAGAACCACAAGAGTTTGAATTTGCCCAGAAATGCTATTTTAAACAC 

TCTATATGTTGGTCTGCTGTTTTTTGTGGAATAATGCATTCTTGGCATCC 

TTAAAAGGTTTCAATATGTTACAAGGTTATCCGGAAAGAGAAAAAGCCAA 

GGCTAATGTATCAATCTGTGG 

>Sequence 50 

AGGTACCCTCTGTCTTCTGGACCAGTCAGTCTATGAGCTCTTCTTTGAAA 

CAGTCTTAGACCCAGAATGGTCATCTCACCCCCAGAAGACATGGTTTCCA 

AGGGTGGGAGGTGTTAGTTATGGGTGCCGAGCCCCACTTCCTGGGCGACA 

AGGCAAAGGTCAATTTCTCCCTGCTTCAAGAATGAAGAGGGAACTGGTGC 

TCCTTGAACCAAAGATTCTTGGAAGGGTCATTGTCACCAAAGTGGCTGGT 

GTGGGCAGGAGCACCAAGTGCAGACAAACCCACCGGGGCCTGGCGGGGCA 

GCCCTGTCATGGTTTCTGTCTTTGTTCCTGTTAGTGAAACAGAAGACCCC 

CGACCCCCGCCACCTAGCAGCATGGAACACCTGCTGCCCAGATACAGACA 

AGGCTCTGCTTTGTCTCCTTGTGCTGGTTTTTGGCAGAGACGTTAAAGGG 

CTGAAGGCCTGTGGGACAGAAATGGGGAGAAGGAATGGGGATACC 

>Sequence 5 1 

AGGTACTCATATAGTTACATCCCTATATAAAAAGTATGTTTACATTTAAA 

AAATTAGTAGATAACTTCCTTTCTTTCAAGTGCACAATTTCATTTTGACT 

TGAGTCAACTTTTGTTTTGGAACAAATTAAGTAAGGGAGCTGCCCAATCC 

TGTCTGATATTTCTTGAGGCTGCCCTCTATCATTTTATCTTTCCCATGGG 

CAGAGATGTTGTAAGTGGGATTCTTAATATCACCATTCTTGGGACTGGTA 

TACATAAGGCAGCCGTGAAACTGGAAAGTCATTTTGATGACTGATGTGAT 

ACATCCAGAGGTAAAATGCATTTAAACATATTAAAGTATTTGCCAAAGAT 

ACAATTTTCTTGCTGACATAAAAATCACACAAACAAGTCCCCCCCAAACC 

ACAACTGTCTCTCAAATAGCTTAAAAAAATTGAAAAACATTTTAGGATTT 

TTCAAGTTTTCTAGATTTTAAAAAAGATGGTCAGCTATTAGAGGAATGTT 

AAAAAATTTAT 

>Sequence 52 

AGGTACCAGGAATTTACTTGACCATTCCCCTTATTTTTCATCTAGAGGAA 
TCTCGGATTCAGCCCTTTCATTGCTAAGACACCTTTTCACTGAGGTTCTT 
ACCAGCTCAGCCAAATCTCCACTCTGCTATAGCAGAAGCAATAATGTTTG 
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CTTTAAAAAGATTTCTTGACCTATGCCTTTTTTTAGAAAGAGTGGTAGAT 
TATTTAGAACTTCCTATCATCAGATCAGCCTCAAAAGGGGGGGGTTGGGG 
GGGGTAT1TTTTTTCGGGGGGT 1 TT ITnTlCCCACACACCACAACCCTT 
TTTTTAGGTTTTGGGGGGGGG A A A AGGGG It i " J Tl "f 1 " 1 " 1T 1 TTTTTAGGCC 
GCATGGAAAAAAGAATATAAATTTTTTTTTTTTTGTTTGGGGGGGGGGGG 
GGGGGGGTGA AAAC CCCCAAAAGGGACACCCATTTTCCCGGGGGGCCGGG 
GGGGl l i l l l GTTTTGGGGGGAAAAA 1 fTTTl 11 1 1 1 GGGGGTTTAGGGG 
TTAAAAAAAA 
>Sequence 53 

AGGTACCATCCCATGTGGAATCTGTGAGTGTCCTCTTAAGTAGCGTGGGC 

TAGCCAATCTGCCGTTCATGGTGTATTGTAAACTCCGAATTCCATATGTA 

ATAGGATGCAAGTCTAAGCGTTTCATGTGGACATAAATGTATCTAAATAA 

AACTTTCCCTAGCACTGTGGCTGACCTCACCCTTACTTTTATACTTTAGT 

ATGAAACTGATGAGAACTTTGGTAGTGAGTATTTTTTTTATATATATACA 

TATATATGTACCTGCCCG 

>Sequence 54 

AGGTACCTCACGCGCATAAATTTGCTGCTCCTATTTTTTTTCTGTTTATG 

TGTTTTTATGGATCTAAGTTAAATCTTTTGGCAATATATAAAAATGTAAA 

TAGTAAACTTTA7TTATTAAGAATGTCATCTTTTTTAATTTATATTTACA 

CA ATTG TTCATCTAATTTATTTTTTCTATACAGTTTTAAATACTCAGACA 

TATTTTGCTGTTCATGATATTTTTATCCTGTTCTCATGGATTTGTTTTCC 

CATACTGTTTTCTCTGATCTCAATTACAGGTTGGATCTCACAAATAATAA 

TGTCAGAGACAGAAATATTTTGCCACTGTTGATTACTATACTTTAAAGTT 

CTATATTATGAAAATATATAATAGCTTGTACCTGCCCG 

>Sequence 55 

CCGGGCAGGTACAACTATATATACATGTGCATATATATGTAAATTTATAT 

TTATATATAATATCTTTATATAGATAGATATCTGCAGACAGGTTATTGAT 

TATAGAGACCCAAGAAAGCAACTCAATAATTGTTCAAAGTTTTCCTCACT 

GACTGCTGGTGTGTAGTTTAAGAAGCCCCCATTTGTTTGCACTCAGAATG 

CCTTATCTTCTTTTAATGGAACACTTGATGTGGAATTTTAAGTCTGAGAA 

GTGAGGTGCCTTCTGAAGAAGAGATTTTAGAGACTCCCTTCCTCTATAAG 

TTGGAAATGACCAGAAGTCTTAAGTAGACGACAGTTAGCTGACTTTGACA 

TTGTANGACGTAATCAGCTTTTAACCAAATTATAGAACTGGTAAAGGGTA 

AAGATCAAATTTGCCAAAAAAATAAAATATTCTCCAAACAGGTCTCTCTT 
TT 

>Sequence 56 

AGGTACGAGAAAAGAGCTAGGGTAGGCAACTAAAACTTACACAGTGCCAG 

TCTCAGGAAGTCAGTAGCTCACAGAACTCAACAGATAAACTGGATTAAAA 

CTTAAAAGTCTTCTTTCTATTTGAGCCCATAATGACTATTTTGAACATGG 

CTCTTTTGCTGCTGCCTATATATAAATTTTTTATTAATTrTCnTGTATTG 

GGAAGATCTTGAATACGCTCCAGGATGAGAAGAAAAAATACGCTGACACT 

GCTAAATCGGGTATATGTTTTTGCAATTAAAAACACTGGGCCAATATACC 

ACTGGGGGGAAAACTGGAACACATGTGGGGGTCTATAAACACAAGAAGTT 

TTTG AATTTCCCCCAAAAATCTTTT K 11 ITACCCTCTTTATGGTGGGCTG 

GCTGTGTTTTTTGGGGGGAAAAAAGGATTTTTrGGCGTTTCTTAAAAGGG 

GGTTAAAATTTTTTTACAAGGGGTG 

>Sequence 57 

AGGTACCCCGTTCTGCCTGAGCATTTTTTCCTAAAGGGAAGAATCAATAG 

TTTCTGACTGTTTTAACAGCTGAAAGCTCCAACTGGAGGCAGAAGATGGG 

ATGGCTTTTCACACACGTGCGTGCAAGTTTAGCCACCTCCAAAGGCCTTG 

TTCTTAAAGCAACAGTGCTGTTTGCATTATGAAATGTCTCTGGAGTTCCC 

CTTTGGAAAGGCTGCTGGTGGGCCACATGGGCACGATACTTTTAAGGCAC 

ACCCTACTTTGGGACCTTATCCTCAGAGTAAAGGCTTTGAGGGAAAAGGG 

ACCCCACAGTCTCACCCATTACTTGGGTGGCAACAATTCCATATGCTTCC 

TGGTGGAGTTTAATGGACCCTTACCTGGGGATTTGGGGCGAAAACCCTTT 

TTCTTTTGAAACGGGGGTTTTTTAAAAAGGGAGCCCCTAACACGGGGGGG 
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GTTTAAAACCCCCCCCCC 
>Sequence 58 

AGGTACTGGGAAAATTTATAGAAATCATCTAGTCTTACCCTTCATCTTAC 

ATATAAGAAAAATGGTCTTTTCTTCTAATCACATTTACAAAATATGATAT 

AAACCTTGACCATGAATGTATGAGCCTAATTAGAGAAACAGAAAATCAGC 

ATGTCAGTTTTTCTTCATTCAAAATAACATAGTCTTTCTAAGCAGACATT 

CtGGAGTTAACAAGCCTAGTTTATAAACGCCGTGGATGCTCAAAAAAATT 

CTGGAATTGAATTCCTGNCACACCTATTTTGGAGAAAGGCCCCCCCTCCA 

1 i I I ITTGCCCCGTGCGGGGGTTTTAGGAAGGGGTCCC AAAGGCC AGGGG 

GGGGGGGGTTTCTTACCCCCCCAGGGGTTTTTTTCCAAGGGGGTTTTTTT 

GACTTTTTTTAAATTAAANAAAAACCCCCCCCAAAACCCGGGTTGGTTTG 

CCATTTAGAAAAAAAAT 

>Sequence 59 

AGGTACTCGTAAAACAAGGATCATCGATGTTGTCTACAATGCATCTAATA 

ACGAGCTGGTTCGTACrTTTAGTAACAGTTCAGAATTCATCTTTATCTCC 

TACCTGCCTCATCGGTGGAAGTTTAAAGTCATGATTTTTTTTAGACATTG 

ATACTTGTGTCTATAGACAAATAAACTCATATTAGATGACAATTGATTTT 

TTAAAAGTCCAGGTAGAGAAAGGAGCAATCATTTTGAACTAAAATCTTTC 

TATGTTTTTTGATTACTATTCAACTTGCTATTTTTTAGCAAAAAGCCGAA 

GTTTCAATAGTGTTCATCTCAAATCTTATTGCTTTACAACCGTGGTACCT 

GCCCG 

>Sequence 60 

CCGGGCAGGTACAGATAGAGATAATAGAAGACAAAGAGATTAAAAGGAAA 

TAAAAATGCATGATTAAAAACTAAGAATAAAAAACCTATTTTTATGTTTC 

CTAAAGGAAATTGTTTATTCTACAGACTCAGTAGGTAGACACAAACATAA 

AGATTTCCCTAGAAGACATAGAGTGGGATTTGATAACACTGTCTGTTATT 

TTCTGTACCT 

>Sequence 61 

CCGGGCAGGTACCATATTATACCTTTTTATTATTGTTATAATTATTATGG 

GTATTTCTAATTAATATGATGTTGAAACCTGTTTGGCACCTTCTGGAAGC 

TACCAAAAAAATGACACTCCATTGAAGTGCTTAAAAGCTGTTCTCATAAG 

AATTCTACTGGCCTATTGCGNAAAAAAAAAAAAAAAAAAAAAAAAGGACC 

T 

>Sequence 62 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTTTTTGCACTTAACACA 

ATGAACCTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

ATTTTTATAAAAACTGCTTTCAAAAGGCATAGAGACACCACACATGGTCC 

ACAGTAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAAAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCTAAAAGAATGTGAGCAATCCTATAACCAGC 

TTTAAGCCATCTGCTTGAATCCTTACTATTCTCCTTATTGTAAGGAACAT 

TTTGGGGAAAAGAGAAATCCCCTTTTGGGTCCATTACATATAGG 

> Sequence 63 

CCGGGCAGGTACCATTTCACAAACTCTGAAATTGGGTTCCATATTGGCAA 

GGCTGCCACAGTTGTTAAGAATAATCCTCTATGTTTCTTCCTCACAAAAC 

CATATCTCATTTATATCCAGACCATTACTTCACTATAATTACAAGGACAA 

ATTATTAGCAAGAAATAAGAATAGTATTAGAAGAATTGATCCTATTTTGA 

ACCCCTCTCCAGTATCTTCACACTCTTGTCAACTCTCCAGGCCTCTCTCT 

TGCCCTGAGTTATCAGCCTGTGTGGTGTTAACTACCTTAGAAGGTACCT 

>Sequence 64 

ATCCTGAAGACCTCCTTTTTGGGCACCGGACGCCAGGTGTTCTACAAGTA 
TGGGAAACTCTCCAAGTTATCAGAGATTGTCTACGACAGTACCGCCGTCA 
CCTTCGGGTATGACGAGACCACTGGTGTCTTGAAGATGGTCAACCTCCAA 
AGTGGGGGCTTCTCCTGCACCATCAGGTACCGGAAGATTGGCCCCCTGGT 
GGACAAGCAGATCTACAGGTTCTCCGAGGAAGGCATGGTCAATGCCAGGT 
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TTGACTACACCTATCATGACAACAGCTTCCGCATCGCAAGCATCAAGCCC 

GTCATAAGTGAGACTCCCCTCCCCGTTGACCTCTACCGCTATGATGAGAT 

TTCTGGCAAGGTGGAACACTTTGGTAAGTTTGGAGTCATCTATTATGACA 

TCAACCAGATTATCACCACTGCCGTGATGACCCTCAACAAACACTTCGAC 

ACCCAGGGCGGGTCAGGGAGGTTCAGATGAAATGTTC 

>Sequence 65 

CCGGGCAGGTACATGAGGTGTGGTGCCTATAAGCCAGGGTCGGAAACTTT 

CCAGACAAACCTAGATAGCTCTACTAGGAGGGAGTCAACGACCTATTGTG 

TCAATTAGATCCCAGCCTGGACAAGGGCATGACTATTGCTGTTTGGGGAC 

ACGTGGCTCTGTGTTGAAGGCAATGACTGTGTGGCTGTTGCCATGTGGCC 

TGTTCTCCCCTAAGCCCTGAACCAAAGGTTCCAGGCCCAGATGAGAAGGC 

CCCTGGGAATGCATGCCAAGGGGGTGATGCTGGACATTACCCAACCTTTC 

CATTAATGAAAACCATTTTTATTAAACTAACTTGTTTAAAAAAATGTTTT 

AACCAACAACCTTAAAAACTGCAATGGGGTTGGTTTATATAAAATTTGGG 

AAATTAAAATTTCAAAGAACCCCTTTTTGAACTTGTTCTGATATTCAAAA 

TTTAAAAAAATTTAAAAATTTTTTAAAAAGGGGTTTTTCAAAAAAATTTT 

TTTAAG AA AA ATTTTG m ITTTTTTG 

> Sequence 66 

CCGGGCAGGTACGTGGAGTCGCAGCTGCAGCGCACAGAGACTGGAGCGAC 

GGAGACCGTCACGCCCTCAGAGGCCCCGGTGCTGGCAGCTGAGCCCGAGG 

CTGACAAGGGCACTGTGTTGGCACTCACTGAAAATAACTTCGATGACACC 

ATTGCAGAAGGAATAACCTTCATCAAGTTTTATGCTCCATGGTGTGGTCA 

TTGTAAGACTCTGGCTCCTACTTGGGAGGAACTCTCTAAAAAGGAATTCC 

CTGGTCTGGCGGGGGTCAAGATCGCCGAAGTAGACTGCACTGCTGAACGG 

AATATCTGCAGCAAGTATTCGGTACCT 

>Sequence 67 

AGGTTTTTTGTTCAATACATTTTAGATTAGGATTGACAAGTAAAGATACT 

GCTATGGAATGATACATTGTATTTTCTGCATTGTGTGAAATAGTTTTTAT 

TGAAAGTCAAGTGACATTTCAAAAGAAGTTCTATAACAATTATGTTTCAT 

GCTTAAAGTAAAAATTCCCAGAGTTTAGTTTAGAAAATGTAATCTTTTAA 

ATTTCAGACTGATATATTCCCAGTATTTTCATAATGCCATGTTTTGATAA 

AGTACCTGCCCG 

>Sequence 68 

CCGGGCAGGTACACTGACTCAAATTTTCTCTAATCATTCATACTCGCACA 

TTCACTCAAGCATACATACTAGACATAAAAATTGTGCAAGATCAAGCATC 

AGCTTTCTATTTTAAAAGCCTTAATTTAAAAAAACTTAGATAGGCTCACT 

GCAGTTCCTTTAAAGGAATATTCAGTACCTCTGAAAGGTGGCATTCTCAC 

AGATGGGTTGAATGAAGCTTTCATCTGGACATTCTACCACCACAAAAGCA 

GCACCAGGATCTGGAGGAGTACCT 

>Sequence 69 

CCGGGCAGGTCCAGGGGTAAAAAAAACCCTTGTGAATCCTGCACACATCC 
CTTCCTGTGTTGGTGTTTCCTTTAGACTGGCCTAGCCTGGGCATCACTGT 
A A AGTA TGTGCAGTTGGTCTCTGTCCTG TACCT 
>Sequence 70 

CCGGGCAGGTACAAAAATACCAGTGCTTGTTATACTAGTTACTAAAAGAA 

GAAGAAACTCAAAATTCCTATCTGCGTGCTAATTTGAAAAGAACAACGTA 

GATAGATTTGTTGGCACATATATATGGCATATTCACATATGGCATATATA 

CATATGGGGAGAAAACATGAACCAAAGGCCAATTCAGTTATGGGAGCTCA 

TCTCCTTCCATCTCTCCTAATCAAGAGCAAAGGGAACAGCAGGCCTAACA 

GCAGGGTTGGGAAGGCAAAAGGACTGGCACTGAACTAAGTGAAAGGGCGT 

CTGGTCTATTCAGAGGAAGAGGCTGGAAAGGGCTTAACAATAGCAGGCAT 

TTATAAGTGCCCACCCTCACCAATGCATGGGGGGGGGGTCCCTAGATATG 

AAAGGGGAGGGAAGTCTCTGGATACTGTGATGGTACCTTGGGCCAGGTCC 

CAAGTCTTAGCCTGCCCTACCTTCCAGGCTTCAGGTCCTGGTTCTTAAAA 

TTCCCCACC 

>Sequence 7.1 
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AGGTGTGCTATAGACGCACAAACGACCGCGAGCCACAAATCAAGCACACA 

TATCAAAAAACAAATGAGCTCTTATTTTGTAAACTCATTTTGCGGTCGCT 

ATCCAAATGGCCCGGACTACCAGTTGCATAATTATGGAGATCATAGTTCC 

GTGAGCGAGCAATTCAGGGACTCGGCGAGCATGCACTCCGGCAGGTACCT 

GCCCG 

>Sequence 72 

CCGGGCAGGTACCCCTGCTGCTGGCTGGGTTCTCAGCCCCTGACCATGAA 

ATGGTTCCACATCGATCTACAGAAAAAACAGCCACTTTGGCCGTGGGCCC 

TGACGCGTAATATCATTATGGAGTCAGCAGCGCATCCCGTCCCATTATCG 

CCTGGCCAAGCTTTTCCAAGGCCAGCCTGGCTGCAAATGGCTTTCTCCTG 

TCTAGGGGGGCCACAGCCACTGTTTGCCCTCCACTACCGGAGGAGAAATT 

TTATCTTTAATTGACACTGGCTGCCTGCCACCCCCTTGCCTCGGCTGGCC 

CAGGCTCCAAGCCCGATCTTTCCTTACACTTCAGGAACAGGCTTTCCCTG 

GCTTCTTCCCTCTCCTCGGCCATTCCCGTCTCACCCTGCTTGTTCTACAC 

TGCCCAAGACACGTCCGGGNGGTGGTTCTTGTCCTTTCTTGGGGGCAGCT 

GACACGGGAGACTTCAAAGAATCTGTGGAAAAAAGCTGGAGAGGGACAGG 

A 

>Sequence 73 

CCGGGCAGGTACCTTCTCTCCTTCCCTGGCTCTGAACATCATTCAGAACA 

GGAACATGGGGAAGCCAGGCCAGCCTGCCCTGAGCCGGGAGGAGCTGGAA 

GCACTCTTCCTCCCCTATGACCTGAAGCGGCTGGAGATGTATTCACGGAA 

TATGGTGGACTATCACCTCATCATGGACATGATCCCGGCCATCTCTCGCA 

TCTATTTCCTGAACCAGCTGGGGGACCTGGCCCTGTCTGCGGCTCAGTCG 

GCTCTTCTCTTGGGGATTGGCCTGCAGCATAAGTCTGTGGACCAGCTGGA 

AAAGGAGATTGAGCTGCCCTCGGGCCAGTTGATGGGACT7TTCAACCCGG 

ATCATCCGCAAAGTTGTGAAGCTATTTAATGAAGTTCAGGAAAAGGCCAT 

TGAGGAGCAGATGGTGGCAGCAAGGATGTGGTCATGGAGCCCACGATGAA 

GACCCTCAGTGACGACCTAAATGAAGCAGCAAGG 

>Sequence 74 

CCGGGCAGGTACATAGATCCTGATCTACTGGCAGAGCTCAGCGAAGAACA 

GAAACAGATCCTGTTCTTCAAGATGAGAGAGGAACAGATCCGACGATGGA 

AAGAAAGAGAAGCAGCTATGGAAAGAAAGGAGTCCCTGCCAGTGAAACCC 

AGACCAAAGAAAGAGAATGGCAAATCGGTTCATTGGAAACTTGGAGCTGA 

TAAGGAAAGTCTGGGTATGGGTGATGGCCGAACACCATCTAGATAAACCC 

TATGATGTGCTCTGTAATGAAATTATGGCTGAGAGGCCCCGGTTGAAAGC 

AGAACAGGGGGCAGAAGAGCCCAAAAAAACCTCCTTCTGAAAATTCCCCC 

ATTAGGTTGGAAAACAAAATAACAATATCCTTGGCCGCCCGGGCAGGGAC 

CGGTCTTTTTCTTGTGGGAACCCAACAATTTTGGCCCCCCCATGGGGGGT 

GGGGCAATTCCAAAAAACCTTGGGGCCCTTTTGGGGCCCCCTTTTACACC 

TTCCCCAAGACTTTCCGGTTGGTCCCA 

>Sequence 75 

CCGGCAGGTACTTTGTTTCTTTTGGGGAGCATTAGACAGTAACCCTCATG 

GAGCTAGAGAACCGGATGGGAGACATGAGCAGTAATTAACTCACTTGTTC 

CCCAGAGTTTCTATTTGATTGATTATCTTTTTCTGAGACTTATTTTCCTA 

TTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACC 

TGGAAATTACAAGGAAAAAAAATTCTTCCTCTAATAACTATCCAAATTTG 

TGGAATATTTATTTGTAATAGCAGATATCAAGTTATGCTTATATAGCATT 

AAAAATTCTCCTGCTTTGACTACACACACAACCACAGTTGTGGGTCTAAT 

CATGGAGATATCAGTAATTTTTAGTAACTGAATTATGAGGACATTTATCT 

GTTTAGCATGTATGCAAACTGATATGTAATCTGAGGTTCCAAAGTCAATT 

CTTTCCTTTTTTTTTTTGAGATGGAAGTCTACTTTTGT 

>Sequence 76 

CCGGCCGGGTACGGCGTGGTCAAGGTAACAAGAAGAAAAAAATGTGAGTG 
GCATCCTGGGATGAGCAGGGGGACAGACCTGGACAGACACGTTGTCATTT 
GCTGCTGTGGGTAGGAAAATGGGCGTAAAGGAGGAGAAACAGATACAAAA 
TCTCCAACTCAGTATTAAGGTATTCTCATGCCTAGAATATTGGTAGAAAC 
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AAGAATACATTCATATGGCAAATAACTAACCATGGTGGAACAAAATTCTG 

GGATTTTAAGTTGAATCCCAAGGGGAATTTGTTTTAAAAGAGCTTTTCAT 

TGGAATAAGAAAAAAACTTGTTTATTTTAAAACTTTTTAAAAAGTGGATT 

TTTGGGGGGGTGGTTCCTTTATAACCTCGTTTAAAAAAAGGGGGGGGGGT 

TAAAAAA TATGGGGGCCCCCCCCCGGGGGGGGAGGAAATTAAAAAAAAAA 

TTTTTTTCCGCCCCGGCCAACCTTGGGGGGGGGGGGCCCCGGCCCCAACC 

TTTTTTTTTTTTTTTTAGGGGGGGGTAAG 

>Sequence 77 

CCGGGCAGGTACTTTTTTTCTCTTTGAAATCTCATAGGATAGTCACACTT 

ATAAACATTCCCAATATTCGGATTCTAGAAGAAATGCAATTCATTAAAAT 

TTTCCTGGCACTGAGAGTTAATCTTTAGCAGATTGCATGAAAATACTGAA 

TTCCTGGTAAGGAGATATTTTGTTTTAAAAATAATGTGTTTTGATACGAA 

TCAGTGTATTAACTGATAACTAAAAAGTACCT 

>Sequence 73 

CCGGGCAGGTACGTTGAACGTTTATTACAACTAATTGGCGATGTGATAAG 
ACAGTGCTCACGTGGCCTGAATGTTGGTCACAATCACAACAAAGCTTAAT 
CCAGCCCAGCATATATAAGTGAAAATATAAACCATGAAGACATGTTTAGA 
TATGTATAAG TACCT 
>Sequence 79 

CCGGGCAGGTCGGTTCTCTTGGTCTTATTCCCATCCTGGCCAATGCTTAA 

ATACTATTTGTTGAAAATAATTCTTTGAGACAGATTTCAGCTACCTCCCT 

TCCAGGTTCGATTTAACTTGGTTGTAATTGTCAATTTGTTGTTATAGGTC 

TTACCTGTGTGAAAGAAAGAAAAAGAAAGAAAGAAAGAAAGAGAAAGGAA 

ATTATAAGGTCAAGTTAACAGTT 

>Sequence 80 

AGGTTTn 11 1 1 1 I l l"l"IGAAAAGGAAGGAAAATATTTTATTAAAAGTTT 

TTTAAAGTTTATGAATGGAAGTCTATGAAAACAAACTACTTGATACAAAA 

ACATTCAGATATTAGATGTCAAAATAAATCAGCACATTTGAAAATACTAT 

AAATTATATTTCAAACAAATATATACACATTATGTTAACCTTCAACAGGA 

TCCATTATCACTACTTAGAACACTGATATGTTTATCTTTTAAGTATGTAA 

AAATTACATAGCTGTTAACTTTGTATGGCAATTCACCTATAACACATTTA 

AGAAAGCATTACAAAATTCATTATATAATAATTCTACAAAAGTTTTCTCA 

CATTTACCAAAGCCTACTAAAGTCCAGAGGGCACAGATATTGGCCAAATA 

AGTTCTTTTATCTTAGACATAAGGAAGTTTTTGCTGGTTTTTAGAACCAT 

TAAGATGGCTAAGAGAACAAACTTACGGAGTTATCTTGTTCTAAGG 

>Sequence81 

AGGTACTTTAACTTTTGAAGGTGGTTTCTGGTTCCCCCAATCGGTGAGCC 

CAAAGACCTCAAATAACATTTTATTCACACAGACTTCTTAGAGATGAAAA 

GTTTCTAGAGAGCAGAGCCTTTAGGGAACTAGTGATGATGCATTCACTGA 

ATAAATCACAGTATTATACTCAAGAGCAAATACGTTTTCTTTCTTATTGG 

TGTCATCTTTCCTTGTGAAATACGGCAACTGATGAAGAAGTCTCCTATTG 

AGAATAACCAGACGAAATCACAAGGCTAGACAAGCAGCTACTAACACCAT 

CCCCTTCCCCCTGCCCATGGTAAACCCTGCTGGCAAATGTATTTCTCCCT 

CCTAAACCTGGGAGGACTCACGTTTCTGCACCCAGAGCCCCAGGTGGAAG 

TAAACAATGGGAGTGAGCCGATGAGGTGGGATTGCTGTTCCTTGACTCTT 

AGTGCTTCTCATGCTAGTCTCCTGGGGATGCAGGTTAAATGCAGATTCTT 

CTCTT 

>Sequence 82 

CCGGGCAGGTACTGTTCTTATAAAAGATTCTTTCTCCCAGAATTATATCT 

CCTCAGAGCAACAGCAAGGTTCTCAGGATCGAAGCCTACTCTAGCCTGAA 

GGGCTAGGAAGATTAGGATAAGGATAAGGATAATAATCCAAAAGTCTCGA 

CAATTCCAGTAGTCTCTGGATGGCTCCAACATCATAGAAATTTAACACTG 

TTCCACTTGTTTACAAAATCTAACACTGGCTTAGACATTCTGGACTTTCA 

GTGAGGGTTCCAGCATCTGATGTCCCTCAACTCCTTTCCAGGGTGAGAGG 

CCCACTTACAGGAAACTTAACTTCTCACCATGTGGACCCATGAGGGTTTT 

TCTCTTGCAGAAGGGCTAAAAAGTGAGGAGCTATGGAAAAATGTTGGGTC 
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ACTTTTAAGGCAGAACTGTTTGGTTGTGTGGGAATTTTTCCTAACCTAGT 
TCTACCATCTTGGATTATTCAATGTATAGGATAGAGCAGCAGGA 
>Sequence 83 

CCGGGCAGGTACCCTGTGCGTAGGTGGAGCGGTTGAAGCAAGGTGGGTGT 

GAAGCCCCGAGAGTGGTGCTTTGGTCGGACTGGCACACTCCGGGCAGCTG 

GGAGAGTGACAGGGAGGCTGAGAAGGGGCCGCTGGATCCCGCAGCTGGCG 

CGCACATAGTGTCTGCTGCCCTGCTTAGGACAGTTCTCTTTGCATCCGTG 

AGGAGCCAAGACAAGTCACAACTGCAAGTGAGGGGGTTGCCAAAGAGGTT 

GATCGATAGGACCTGGGAGGAATCCAGGGTCCAAGGAGGGAAGGAACTCA 

AGTTGCAGTTCTGGAACAGAAGGACCTATAGATGTGGAGTATCTTGAAAG 

ATGGTGTGTGGCGACAGAAGCAAGTGCTGNNGGAGTCCTGACAGTCCAGC 

TGCTGCAGGTGGGGGGGTCATCTTGAAAATGTCCCCCTCAGGNGGTCGTC 

AGCCGAGGGCATCTTCAACTT 

>Sequence 84 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 85 

CCGGGCAGGTACTCTTTGAGGACATTTTTGTCAGATTAACTATAACAGTG 

TAGTGTAGTTTTTAAAATTGCAGTTGAAAAGTTTAGCTGTCTTGGAAGTC 

AAATTTATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACC 

ATGCTGGCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATA 

TTACAAATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATAC 

AAAGGGTTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGT 

TCTACCATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAA 

GCAGAAACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTTCAGTTA 

AAAAACAACTCTCAAAACCAGCACTCATTTCTCTAAGATAGGTTATAAGT 

ATTTTACGATTTCTTGTTATATTAAATTGAGTTAAAGGTACCT 

>Sequence 86 

AGGTACACCAGCCAGCTCCCACCACTCACGGCCTTCATCCTGCCTTCGGG 

AGGCAAGATCAGCTCGGCGCTGCATTTCTGCCGGGCCGTGTGCCGCCGGG 

CCGAGAGACGTGTGGTGCCTCTTGTCCAGATGGGAGAGACCGATGCGAAC 

GTGGCCAAGTTCTTAAACAGACTCAGTGACTATC 

^Sequence 87 

AGGTACAGAAGAGGTTCGTGGAAAAGGAATATGCTTAATAACTTCGAAAA 

AAATACCCATAAATGGACAAGGGTGTTGGGCCCCCTTTCTGGGTGGATTC 

AGGGGTAGTCAGATATTCCAGGTTAAACTGAACCTGATGCATCAATCTCC 

TTCTTGGAGGTGTCTCAGTGTGCCAGACACTGAATCCACCTTAGACATCT 

ATTGCCATTCAGCCAGCAACAAACACACA 

>Sequence 88 

CCGGGCAGGTACAGAAAAAGGATTGGAATTGTGTTTAGTTTTTGGTGTTT 

AG ATTATTTTCTTTGTGTCTTTCTTC nTTTCTI rTTTTTTTTCTTTTTT 

ACAATAGGCCAGTAGAATTCTTATGAGAACAGCTTTTAAGCACTTCAATG 

GAGTGTCATTTTTTTGGTAGCTTCCAGAAGGTGCCAAACAGGTTTCAACA 

TCATATTAATTAGAAATACCCATAATAATTATAACAATAATAAAAAGGTA 

T A AT ATGGTACCT 

>Sequence 89 

AGGTACTGTTGCACGTCGAATTAAGGATCTAGCTGCTGACATTGAAGAAG 

AGCTTGTTTGTAGACTGAAAATTTGCGATGGGTTTTCACTGCAACTAGAT 

GAATCAGCTGATGTTTCAGGACTTGCTGTGCTGCTTGTGTTTGTTCGTTA 

TAGGTTTAATAAGTCTATTGAGGAAGACCTACTCCTGTGTGAATCTTTGC 

AAAGTAATGCTACCGGTGAAGAAATATTCAACTGTATCAACAGTTTTATG 

CAGAAACATGAAATTGAATGGGAAAAATGTGTTGATGTTTGTAGTGATGC 

TTCTAGGGCAGTGGATGGGAAAATTGCCGAAGCTGTCACCTTAATAAAAT 
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ATGTGGCTCCCGAAAGCACCAGTAGTCACTGCCTATTATACAGACATGCC 
TGGGCAGTTAAAATAATGCCTACATCTTAAAAAATGTGCTAGACCAGGCT 
TTCCTGTACCTGCCGGGCGGCCGCTTAGACTGAGTGGATCCCNCGGCTG • 
>Sequence 90 

CCGGGCAGGTACCGAACAATGACAGGGGAAGGGTATTGGACACGGCAGCG 

TCCTCCTTATTGAAAACACATTATGTCAGTTGGGAATTTTAAATAAGCTT 

TTAGCAAACCTAACACTAAAAGCAAAATAGAAGAAAGCTATACCATTACC 

ATAATACATTTTTCATCTCATGGCTACAATGGAATTCTTGAAAAGGAAAh 

AAAAATCCTATCTACATATAAAAACCTGCATGAATGAATCACTACATATG 

CTTATAATGAGGAAGAGTTATGGGTCCTGAGTGTAATTTTTTATCCTTTC 

TTAAAAAGTTTCTGTATTATGCATTTTGATAACACTACTGATGATCCTTC 

CACTTACATTTGAAATGTTATGTACCT 

>Sequence 91 

AGGTGGCTATTGAACTTCCTTTTCTTGTTTGAAGTTAGCTTCAAATTTGT 

TCCTATCCAGAATATTTACAGGTAATTTAGCATAGGAGCAAATTACCTGT 

AAATATTCTGGATAGGAACTACTTGAAATAGTAATTTGTTAAAAGATATG 

ACAAAATGAAAATGCTTAAACTACAGAAATTTAAAAATGCCATAACAATC 

TTGCGAGACTAACTTTAAAATATACTTTAAATGATTATTATGATTTTGGT 

GGTAACGATCCCCCACACACAACCACTATGAAGAAATAATGCCGCATTTT 

TCCCCCATTGTACCTGCCCG 

>Sequence 92 

CCGGGCAGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACA 

TTTGAACAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATG 

CTAACCTGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGA 

AGCATCCAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTT 

GAGCACTATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCT 

CTGATGGCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTG 

GGTGCTCAGGGCATGCTTATTAGCAGCTGGGTTGGTATTGGAGTTGGCAG 

ACAGGATGTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAAC 

ACCTGCCGTTAGTTACTGGCTGAGTGAGGGCATANAAGTAAAAGGTTACT 

GGTTTTATCCTCTATCCTTTTTTCCTT 

>Sequence 93 

AGGTACTGGATGGACGATACTGGCTACAGCGAGAAAGCAACCTTTGCCTC 

AGTGACATATCCTCGGGGCTATCCCTACAACGGGACAAACTATGTGAATG 

TCACCATGCACCTCCGAAGTCCCATCACCAGGGCAGCTTACCTCTTCATA 

GGGCCATCTATAGATGTTCAGAGCTTCACTGTCCACGGAGACTCTCAGCA 

ACTGGATGTGTTCATAGCCACCAGCAAACATGCCTACGCCACATACCTGT 

GGACAGGTGAGGCCACAGGACAGTCTGCCTTTGCACAGGTCATTGGCTGG 

ATCGTCACAAAATTTCTGTTTGGACCGGAATTCAGCCATCAAGAGCAGCA 

TT GTCC CTGAGGTGAAGGACTATGCTGCTATTGTGGAACAGAACTTGCAG 

CATTTTAAACCAGTGTTTCAGCTGCTGGAGAAGCAGATACTGTCCCGAGT 

CCGGAACACAGCTAGCTTTAGGAAGACTG 

>Sequence 94 

AGGTACTTGCTGAAATTGAGACTCTTCTCCCTTTTGAGCAGAGGTCATTT 

TCTCTTGACATTGAATTCCAGTATTTGTGCAGAAAAGAGGTGTCAATGAG 

GACTCCATGGATACTTTCAGTTGATCAGTATTGGCTCTGCTGCAGGGTGA 

TTTTGGCTTCACACATAAATGTTGCAGTGGCATTTGTCCAGGGGAAAGCC 

CGCTTGGAGGCTGTAGGATGACCCTGATGGAGGCTGTCACTCAAACAGCT 

CCAGGTAGTCAGGCAGCTGGTCCTGCTGACCACAGGGATAGAGAAGGAGC 

TCCTTCCCCAGGGAAGTGATGGGTTCCTCCTTGTGATATTCCACCAAATC 

CGCCAAGGTGGCATGCTGTAGCTGGTCCACGCCCAGAAGCTGAANGCGTC 

TGCGAGGCTCGATGGGAAAATGTACAGCCGTCCCCGACGATGGACGGGCA 

TACTTTGATCTTT 

>Sequence 95 

AGGTACCAGAAACCCACCTCACCCCGGCTCACATCTAAAGGGGCGGGGCC 
GTGGTCTGGTTCTGACTTTGTGTTTTTGTGCCCTCCTGGGGACCAGAATC 
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TCC TTTCG GAATGAATGTTCATGGAAGAGGCTCCTCTGAGGGCAAGAGAC 

CTGTTTTAGTGCTGCATTCGACATGGAAAAGTCCTTTTAACCTGTGCTTG 

CATCCTCCTTTCCTCCTCCTCCTCACAATCCATCTCTTCTTAAGTTGACA 

GTGACTATGTCAGTCTAATCTCTTGTTTGCCAGGGTTCCTAAATTAATTC 

ACTTAACCATGATGCAAATGTTTTTCATTTTGTGAAGACCCTCCAGACTC 

TGGGAGAGGCTGGTGTGGGCAAGGACAAGCAGGATAGTGGAGTGAGAAGG 

AGTTGGTAGGGTTTTAAGCCAAATCAAGGCCAGAAAAGTCAGTAGGACAT 

TGCAGAAGCTTGAAGGC 

> Sequence 96 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACGTATTGGAAAC 

AATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAG 

GAGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTACTTAGTTG 

GTAGGGTAATGGCCTACCAAGACGATGATGGTTAGCCGGGCCGAGAGGCT 

GTACCT 

>Sequence 97 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTG 

CCCG 

>Sequence 98 

AGGTACCTGCCCATCCACATGCCTTTTCCATGTATACTGGAACTGAGCAT 

AGACCTCTTCCCAGGCAGAGCTGACAGCAAGTAAAGGAGATCATAATCAT 

GGGGACCAAACAACTTTGACTAAAGTGTGAATGTCACCTAAGGAGATGCT 

GTGAGATCAGAAGGGTGGGGCAGAGGAGCAGACACCATGAGGGAGAGTCC 

TTGGGGGTACCTGCCCG 

>Sequence 99 

GGCTTTCAGGGACCACCCCNANNGCTGNGAGTTGAATCNCACCGCGGNGG 

CGGCCGAGGCCAANANCNNCTGNGAAGGGAGGGAAAAGCCACNCCCCCCA 

GACAAAACNGNCACGNACCNNNGGCCTTGCNAGAACNAGGGGGAGCCCCC 

GCGACNAAAA 

>Sequence 100 

AGGTTGCAGAAATNACCCTANAACTGGAGTGTAAACNACCCCTGNGGCGG 
CCGNCCGGGCAGGTNGATGAGAAGATTNGTAAATCAACCCTCTCCCTGNG 
CGAAAGTCTACCTTTGATGCTTTCAGNNNCANGGGAGGAANNGCCCNAAA 
AAACGGGNGNGCAGGCNGNAANNNNCNNNCNNAANAAANNCNGCAAANCA 
AA AG A ACG ATTTGTCCAC AC! T ITTn AC AG AGGGGGTG AN ACCCC A AG A 
GAAAGGCGANNCATTTAGTGTAACTCACTGAAGCGGAAAGACTATCTTTT , 
AAGATGTCCCACATGGAAGACGCTATTCCAGGATCTTTAAATTTCCATGG 
ATGCATATAGGATGTTTGGGAGCATAATCCGNGAAGAAAAAATCAATAA 
>Sequence 101 

CCGGGCAGGTACCTTTTGTTGGTTTTGATAATCCTTTAACAAGCTTAGAT 

TTATTATTGTGCCTTTTATGGAAGATGAGGAAGAAATAGGAAAGCAGTAA 

AATGAACAATGAGAATCTGTTACCCAAACTGATATAAACTCCCTCAGAAA 

GAAAGATACTACTCCCTAATTCTTTAAGNGTTAAGTGGCAATAATGATCA 

AATGTTGTAAAGGGGATTGTTACTACAGCTAATATGAAACGGGAGGCTGG 

ACTAAATCTAACCTTTCTACCCTTGATTTCAATTCTAAAAGGACACCGTA 

TACCATTGCAGAAAGAAAAGACAGGTCCCAATGATAAATTTCAGAGTTCT 

TTT 

>Sequence 102 

AGGTACCAGGGTTTTTAANCCTTNNTCAAAAATCACTCTTGTGAATGCTT 

TGGCCATTCATTGCTTTTAAGGTTGTTNNATGGTTGGCACCAGTTACTTG 

CTTTCGCCTGT^TAAATTTCAAATGGTCCTTTGTTTGATACTTACTTGT 

TAGCAACACTTATTTTTTTAAATACCAGAAAAAAGGCTTCCCTTATTAAT 

CGCAACTTTCAAGAAGAAATTTAAAAAATTCCACAAGAAGGTATTTTATT 

TAACCCAATGGCTTGCCAGGGTTCCCTGCCCCCGGGGCCGGCCCCGAAAG 
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TTAACTTAAATGGTAAGTTTTCCAACTTGGGTCAAGGGTCTTTTAAACAT 

TTCTCTTAAAAACCCAAGTAG 

>Sequence 103 

CCGGGCAGGTACAGTTGGATTGACTACAAAAAAAAATTAGGCCTTGTCCA 

TTTATCCAGAGGTTTCCTTCAAAACTTTTAAAAAATTTTATCACCTAAAA 

TGGATTTTAAATTATCAGAATTTAGATGTAGCAATTAAGTAAATCTTAAA 

GGAGGTGTAGAATTCCTTTAAGAAGTTATTGTCTGCTTCCCATTGCAGCA 

ATGTCTGCAATACTACTTTTTTTAATGAGCCCAGAAACAATTCTCTGCAA 

CTGTAAAAATTATGCCAGAATGCAAGTTTTTGGTTAGTGCCATAGTTTCG 

TTTTGTTATTGAAAATGGGATAAGTCATGATTTATTCCCTCCCTTCTATG 

GAAG 

>Sequence 104 

AGGTACTTTTACCATAGAATCTACTAGAACTCTCTGCTATTCAAAACAAA 

GAGCTCATACTTGTTGGAGTAGGGAAAAAATTAGAAATTTGACCAAAAGA 

TAGATTCAATCAACTACAAAGTCAATTCCAAGATGCTGATAACATCGAAA 

CTCTTG AAAA AGAACTATTAGAATCTGGAGTTGAACTTTAATGGATCATA 

TACCTGTTTTGCTTGATCAAGTGATTGATCAGCTTAATATTAAAGAAGAT 

GGTATCTATTTAGATCTTACTTTAGGACGTGGTGGTCATTCGAGTCAAAT 

TTTAAAAAAACTTACTAGTGGCAAGCTTATAGTCTTTGATAAAGACAAA 

>Sequence 105 

CACTACT ATAG GTCGAATTGGAACCTCACGCGGTGGCGGCCGCCCGGGCA 

GGTACCNTTTTGCCATGTCAGTTATGACTCCAATTTTCTGTGTGCAAGAG 

CAATCACACGGAAGCCCTGTTTAGTGAAGTCTTCCAAAACGTTTTGAAAA 

TCGACAGGAACTGTTTCAGGTTTACAGAGACCGGCAATGGCCTCGGGCGC 

TCCTTTCATGTAGGCTTTCATTTTCCTATCCCCCAGCACCCTGGCAACCA 

CACTCATACGTTGCAAAGCAGAAGAAAATGGGAACTGGCGAACAATTCCT 

ATCTCATAAGTAGCTGGAAGTTCAAACAGCTCCATTTCTTGGTTTCCTGC 

AGGGGTAGATTCAGGAAGCAGTTGTTTGGGAGGACGAACCACTGTGGGCA 

T 

>Sequence 106 

CCGGGCAGGTAAAAAACAATTAGTAGATACTAAACTACTATTTATTCTTG 
. CCGGTATGGGCGGAGCAACAGGGACTGGAGCTTCACATATTTTTGCAAAA 
GTAGCCAAAACTCTGAAATCTTTAACTATAGCTATTGCTATCCAACCTTT 
TGATTTTGAAGATAGTAAAAGGCTTTCAAGAGCTTCTGAAGGAATTAAAA 
AACTACAAGAAAATTCAGACGCGCTAATTGTAGTTTCCAATTCTAAAATC 
GCGGAGCTATACAACGGCATAAGTATTTCAGATTCTTTTACAAAAGCTAA 
TCAAATTATTTTTGATATTATTTAAACTATTATTGATTTAATTAGTAAAC 
AAGCTC 
>Sequence 107 

GCTCGTAAACCACTATATAGGGCGATTGGNNAANCTCCCNNCAACCNNCC 

CGGGNNNCCCGGGGGGGCTTTTCGGGGGGGGGGGCACCCCACGGGhfNGGG 

GCCGCCCGGGCAGGTACATNNCCAGGGTGNACNCAAGCCCCACCTNNGGT 

TCTTAAGTCATTATCCCACCCAGAATTCCCTGGAGTCCTTGCCAGAGCCA 

TCAGAGACAGCAGGCGAAAGCAGGCTCACTGAAATCATATTGGGTTTCCT 

CTCTCGGGTCTTCCTGGGTTCCACTGGCCGTTCTTCCAAACGTGGAAAAA 

AACCGGTCCATTTTCTTTCTG 

>Sequence 108 

AGGTACATCCCGAAAGACAGCAAAAAGAAGAAGCACGAGCTGAAGATTAC 

TCAGCAGGGCACGGACCCGCTTGTTCTCGCCGTCCAGAGCAAGGAACAGG 

CCGAGCAGTGGCTGAAGGTGATCAAAGAAGCCTACAGTGGTTGTAGTGGC 

CCCGTGGATTCAGAGTGTCCTCCTCCACCAAGCTCCCCGGTGCACAAGGC 

AGAACTGGAGAAGAAACTGTCTTCAGAGAGACCCAGCTCAGATGGGGAGG 

GTGTTGTGGAAAATGGAATTACCACATGTAATGGAAAGGAGCAAGTGAAG 

AGGAAGAAAAGTTCCAAATCAGAGGCCAAGGGC 

>Sequence 109 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 
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CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 
AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 
GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTG 
CCCG 

>Sequence 1 10 

AGGTACCGACCGCTCCGAGATCTGTATGAGTTGGAGGCAGGCCAGTGTGA 

AGGTGTGGGAGGAATCCGCCCACACCCAGCTTCATACAGCACCCTGAGGA 

CAATGTGGCTTCCCTGATTCACACCTACTGAGCCAAGGCCCCCTCTGAAG 

TTAGGTCAAGAGGGCCCACCCTAGCCGGGCCAACTCATTCCTTTGAGGAC 

CTGATACTCAATGAACTGCTTACTACCAAAAAAATGCAAAGGATTCAGCA 

AAAAGTGCAATTTCCATTTGAGAAGTAAGATTCTCCCCAAAACATGACAC 

CACCTTTTCATCCTTTCAGTACCTGCCCGGGCGGCCGCTCTAGAAC 

>Sequence 11! 

CCGGGCAGGTACTACCATTTAGGAAACTGCTATAACACATAATTTCATGA 

AGTAACACCTAATACGGTGTAGTTCCCTGGTCATATTTTATACAATTCAA 

CCATATAAAAGGGTGTCACTGTAATTTCAGTAGTGTGGGTTTACAAATAA 

TCfGCTGGTTAGCTTATTACCTTGAGGTTTTGAAAAACTAGAATTATATT 

GAGGCATTTCATAAACATATCTCTTGCACCCTCTTCATGGTGGAGTTAAG 

GATAACTTGCAGGTGGTTGGCCAAGGCCCAATATAGATGATTATAACATT 

TAGAATTGGCAATTAGAAGTTGATAATCCATATAGGACCATAGGA 

>Sequence 1 12 

AGGTACCCACCTCACATTCTTTAACACTTAAGGTTTTTCTGGGTAGTAAG 

TGCAATACATTCTTATTATAAAACAATATGGACAGTTCAGTATGTATAAA 

TGAGGATAAAATCAAAATCACCCACAATCTCACCACTTTGTGATAATAAC 

CATTAACTTCAATATTGATGAATTTCCTTGAATGTTTTATCTACAATATT 

TCTTTCATATAGTTGATATCACTCTGTATGCACAAACTTGTATCCTTTTT 

CTAAATCTTAATATCATAATATTAGCATTTTCTAATGTTAGTAGATGTAC 

CTGCCCG 

>Sequence 1 13 

AGGTACTATGAGTTGCCACCATGTCATGCAACATAACATATTGCTTTCTA 

ATGGAATATAGTGAGCTTACGATTGATACTATGGACATAACCACAATAGC 

TAGAGCATAGTAATAGTATTCATCAGTGCTCCACAGTATAACACTGAACA 

GCTGGAAAATGTAAAATGGGTTGAGAACCTCTTTAATTAGAAGCTTAAAA 

ACAGAAGGCACTTTTACAGCAATTTCATTTACTCCATAAAGCAGTTTTCT 

GTAGGCATGCATCCCCTTTGTCAGTCCTGCACTATGCTTTTCATAAATTG 

ACGTACCTGCCCG 

>Sequence 1 14 

AGGTACTGCACTGGTCATTGATAAAGATGTATTCAAAGGCTCACTTAAAG 

ACTTCGAATACAAGCTGATGGGAATCTGATTACTATTTTCACTGCTTGGA 

GCTGATCCAAATTCAGAGAGAGAAGGTTCTGACCCAAATTCCAGAGCCCC 

AAACTGCACATTTAATCCTGTGACATCTGCTGAACCAGGCATTTCCACTG 

CAGAAGCTGGGATCTTAGAAGCTGGGGGTATCCGCCGCTTAGCAAGTTTG 

ATGTGTTTGGGCTGTGGCTGGTGGACAGACACAGAGATATTTTCAATGGT 

CGTGCTGGGAAGCTGCAAAAGCTTGTTCACAGTGGAGGGACTGTCT 

>Sequence 115 

CCGGGCAGGTACCTGGTTCTACAGATGGTTCTCATGCACAAAATTTCAGA 

ACCACATTGTAGAAAAGTAAAGCAGTATGACATGCTTTGGAAACTGCAGA 

TAA 

>Sequence 1 16 

AGGTTTTTTTTCACTGTCGTATTGTTTATGGAAGAAGAGATTAGAGGACA 

ATACAAGTAGCCACAGCTATGATGCATGGAATACTACAGAATATGGTGAA 

ATGCTATGTAAGGGCTAGAAACAATTCATTAGGTGTACCTGCCCGGGCGG 

CCGCCCGGACAGGTACATGCATATCGCCTGTGGTAGCTCATAGTCACAGG 

ATGTGTCTTCAAGACAGAAACTTGCTTTGTGGCCCTCAGCCACTCTCCTG 

TGGGTGTTGGCATCAAGCAGGTCATAGAGCCTAAACTCATCCATACTGTG 

GTAATGTTGATGACAACTGTGCCATTCCCAGAAATATCT 
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>Sequence 117 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGCCCGAGAGGCTG 

TACCTCGA 

>Sequence 1 1 8 

AGGTACCAACTTCCTTATTTCACAAATTTAAGTTTGGTTTATATATTTTA 

TTGACATGGTTACTCAATGTCCACATCATTCCATCTGCATCGTCTTCCTA 

C A AA CAGTTTTTCTTCTACTATTCGGTTATTTCTCCnTTTTTTGTTTCCT 

ATTTCAGAATCAAATTTATTTTACTTGCAAAGTCAGTGGAATATGGTTTG 

GAACCAGTAGGGCCTCTAACTTAAGCCCAGAACCTGTCAAAGAGAAGTGC 

AGTATCATTGCTAAGACTTGAACAGTTTATCTCTCAGAATCTTCAGTTCC 

TTTG A ATTTCTC AGCTCTT AGTGTAATCTGTTTTATGTGTTTGTTGTAG A 

CTTCCATTATGGATAGATTTCCAAAATAATTTGGGTAATCAACTGGTATT 

TTAGCATTCTGGTAACTAACATGTTTAAAAATCTAAGGCTCTTTTTCATG 

CAAAGGAGACTGATTTTTGCTTTCAAAAGCATAGGCAGGAAACGTTAGGT 

TCN 

> Sequence 119 

AGGTACAGTAATATCATGAAGCTGCTGTCTGCACTTGTCAATATCCTGTA 
AGCCAGTAACAATAAAATTCAGCTTTTGGTTGAGCCCGGCCTGGCTGCTG 
GGCTGGAAGTCACTGACGATGATGCCGAGCTGCCGAATGTTCTCCACGAA 
CTTCTCCAGGTGCTCCTCTAGGTGGTCAAACTTCTCCGCCACCTGCCCG 
>Sequence 120 

AGGTACTGGAAGAAATTGCCAAGGACAAAGTTTTAAAAGACTTTTATGTT 

CATACAGTAATGACITGTTATTTTAGTTTATTTGGAATAGACAATATGGC 

TCCTAGTCCTGGTCATATATTGAGAGTTTACGGTGGTGTTTTGCCTTGGT 

CTGTTGCTTTGGACTGGCTCACAGAAAAGCCAGAACTGTTTCAACTAGCA 

CTGAAAGCATTCAGGTATACTCTGAAACTAATGATTGATAAAGCAAGTTT 

AGGTCCAATAGAAGACTTTAGAGAACTGATTAAGTACCTGCCCG 

>Sequence 121 

ATGGGTCATTTTTCTTGTATATTTTCTCTTGATTCCCCTCCTTCATGGCT 

GCATATCTGGCTAGCGTGAAGAGATAGTCACTGAGTCTGTTTAAGAACTT 

GGCCACGTTCGCATCGGTCTCTCCCATCTGGACAAGAGGCACCACACGTC 

TCTCGGCCCGGCGGCACACGGGCCGGCAGAAATGCAGCGCCGAGCTGATC 

TTGCCTCCCGAAGGCAGGATGAAGGCCGTGAGTGGTGGGAGCTGGCTGGT 

GTACCT 

>Sequence 122 

ATCATTCTTGGTTTTGAAGTAATATTATTTTCTCGTGGTGCTATTCTTGT 

GTATTCATCTTATTTTTTTTGTACATATTAGAATATATCGTACTTATTAT 

ATAATTTTTATTNNTNNCTGGGTGCGACGTTAAGTATAGGGGAATTGCAG 

CTCCATGGCGGTGGAGGTCGAGGTACAGAAATAAAAATTAGCAAACAATT 

ATTCTAGGGATATTTTCAGATTTTACTTCATTTCTTGAAATGCGTGTGCC 

ATATGCAATTGCATTTCTTGTGCCAAGAAACTAATAGAACTTATTTCACT 

TTACCTTTTTTTAAAATGTGAATTTAGTTATTATAGTTCAATTTTATGGC 

CTTACAGATGGCTTTTATTTTGTTTGCAGCTGACACTGCAGTTCCTTTCA 

TGCAAAATACCATAAACTGTTTGATGAAAATTATGCCCCTAATGGAAACT 

CTCTAGTTTTTCCATATAACTATTCTACTGTACCTGCCCCGGCGGCCGTT 

TTGACCAACATGTGGTGAGCATTCCCCGGGCGCATGAAGTCTGGGTGCTG 

CGCTTGAAGCTTTGAATATTTTGGAAGGAAACGACAAGAAAATTTAAACT 

GTGTTTTTGGTGACTACTTGGAAGTGAAAAGGAGCCTAAGGTTTCCCTTT 

AAAAGAAACCCTTTG 

>Sequence 123 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 
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GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAGAGGCAATTCCC 

TTTATTTCCTTACTCTCGTCGTCTTCTCTTTAGCCCAATCTCCTGACAAT 

AGTTAAAACAAAAAGACCCCCAAAATATCTCTTGCTAAAACAGAGTAGTC 

CCTAAACTCTCTCATCTTAGACTACTGTCAGGTACCT 

>Sequence 124 

CCGGGCAGGTACAAAGCACTGGAATTGGGGAAATAGCAGGGTGTTTCCCC 

CACAATTAGAAGCAGTGTTGCTTTTCATTTTCCTTTTACTGATTAGCACT 

AAGTAGACATTAACCTATATGAATTTTTCAAAAACAGCATTTAGGGTCCA 

CATTTATTTTAATTCTGATCTTCTCTAATCTAATTGGTGAAACTTATGGT 

GAAAAAATATGCATAGTTACTTTTGACATAGATTTGTTTAAGCATGAAAG 

CTAGGAATTGATTAAAACCAATACATAATATTTAGTTNTGTGTTACTTAG 

TTTCTTTGTAATAGTGTG1 AGAATCATGTGA ATTACTGT 

>Sequence 125 

AGGTCTAGTTTAGTTTATTTCTAGTTCAAAAATAATCTGTAATTGCTGTA 

AGAAATGTCAACCACTTACCTAGGATGTTTGACAATTGGGATGAAGTCTA 

CATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAAAAGAAAGTC 

AAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATTTCAAGTATG 

ACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGATTAAAACAAT 

CAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTATCTTCAGTTA 

AAGTGCATCATTGCATGTTATACATTACTAAAATTACACAGTGCATAATT 

GTTACCATGTGACTATTTAATTCAGGGTCAACTGTCTAAAGGTCTCAGGT 

GTCACATTAAGGTTATAATCTAGATGAATTGAACAAGAAAGAAAAGATTT 

CTTCATTAGCCAATTTGGTTATGATTCAATTCCTACTCTTG 

> Sequence 126 

TGGGCGTTTCTGTTCGACCTrGCGTTAACGGAACCGCCCCTTTTCCTTTG 

GGAGGTGGGCTTTTAAAATACCCCC 

>Sequence 127 

AGGTACATTCCCAACAGCATGTCCTTCCTGGTTCTCTACCCCCACAGCAC 

TTCTTAGAGCAGAGGCAGAGCCCAGAAGCTGTGTGGGTCACAGGCAAGAG 

CTGAAGTAAGACCTGCAAGAGGCGGCAGGGAGCTAACTGTAGCACGAGGA 

CAAAAATGAACACGGTAATACTGAGGTAAATGAACACTCAATTCATGTGG 

AGGCTGTAAACGTCCTGATGTCACCTCTGCCTCAAGAGCAGAAAATGTGA 

CTGGAGTGGTTACAGGAGGGGCCTGCCAGACCCCTGTGGGAATACTACAT 

CTGGGACACCTCAATCAAGGAGGCAAGAGAGAATTTCTGGCCACTGGCAA 

ATGAAGCATACTGGCTTGCAGGGACCTTCTGATTCAAGT 

>Sequence 128 

CCGGGCAGGTACCCTTGCCGGACTTTCCCTTAAAGAAGGAGAGGATCAGA 

AAGAGATAAAGATTGAGCCAGCTCAGGCTGTGGATGAAGTGGAACCTCTA 

CCTGAAGACTATTATACAAGACCAGTAAATTTAACAGAGGTAACAACCCT 

TCAGCAGCGTCTGTTACAGCCTGACTTGCAGCCAGTCTGTGCTTCACAGC 

TCTATCCTCGCCACAAACATCTTCTGATCAAACGGTCCCTGCGCTGCCGT 

AAATGTGAACATAATTTGAGCAAGCCAGAATTTAACCCAACGTCAATCAA 

ATTCAAAATCCAGCTGGTCGCTGTCAATTATATTCCAGAAGTGAGAATCA 

TGTCAATTCCCAACCTTCGCTACATGAAGGAGAGCCAGGTCCTCCTGACT 

CTTACAAATCCAGTTGAGAACCTCACCCATGTGACTTTTTGNAGTGTGAG 

GAGGG 

>Sequence 129 

CCGGGCAGGTACATAGATCCTGATCTACTGGCAGAGCTCAGCGAAGAACA 

GAAACAGATCCTGTTCTTCAAGATGAGAGAGGAACAGATCCGACGATGGA 

AAGAAAGAGAAGCAGCTATGGAAAGAAAGGAGTCCCTGCCAGTGAAACCC 

AGACCAAAGAAAGAGAATGGCAAATCGGTTCATTGGAAACTTGGAGCTGA 

TAAGGAAGTCTGGGTATGGGTGATGGGCGAACACCATCTAGATAAACCCT 

ATGATGTGCTCTGTAATGAAATTATTGCTGAGAGGGCTCGGCTGAAAGCA 

GAACAGGAGGCAGAAGAGCCCAGAAAAACTCACTCTGAAGAATTCACCAA 
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TAGCTTGAAAACAAAATCACAGTACCT 
>Sequence 130 

AGGTACATCATATGCCTGCTGAAGTGCTCTGACTTTAGGATGAGAAACTC 

TAACATAGGCCGGAAGACAAATAAACCATAAACTGTAACAATGACTAAAC 

AGACACTTGGCCCACTGTGGTGGATTTGTATAACATCTCTTCGCCAATTT 

ATGAGCTGTTTTTATTTCCTGTTTAGTTCTCTTAGCCATGAGAGGTGGAC 

TCTTTGACCTGCCCG 

>Sequencel31 

CCGGGCAGGTACAGTGTTTGTTTCCTAATATTTATTAACCACCTTATACC 

AAATGTCTTGCAAAGAAATGTTATTAAAACCTTGAATTTTTACAAATGTA 

AAAAACAAAAAGTGTATTAATGTATTTGTTCAGGAAAAGCTACATACCGA 

AGGGCTTTTGTATATGAATTCTGAGGTGGGGAGACCCATTTGTAATCTAT 

ATGGCAGTTCCATCTGGGTTTTAAGTTTAGATTTCACCGTGTCTTAGTGC 

TTCATTCTATTGGTTTATTGGAACATGTAATAAATAGGAGTAGTGATGTA 

TTAAAACACAAGTATTCATTAATGTTTTATATCTTCACTAAAATTCTATA 

GTTATGAAACTTTTATCAATCAAGGTGTTATATTTCAGTCAGAAGTGAAA 

ATTTATGAAGAGTATTTGGAAGTGTGTACCTAGGCCGCTCTAGAACTAG 

>Sequence 132 

CCGGGCAGGTACTACCAAAATAGTTCAAAAGAGTTCTGTATTATCCTTAA 

C ATAGTGC mTTTI TCCTTCCCCTTCTCTTGGGG AAGCTAC AAG AC ATA 

ATCCTTCAGTGCTTAACTGGAAAGAACAGTCAATCCTAAATATTAAAGAA 

TCTTATGCTGTTGAAAGTAAATGAAAAATTTCGAGTTATTTGTGGCATAT 

TTGAGCAACCAATATTTATTGCATTTAATCAACTGACTTTAAAAAATTAC 

AATCTTGTTACTTTCATTAATTTAGCATGTGAAATTTAATTAGAAATACT 

GGGTACCT 

>Sequence 133 

AGGTACAGAAATATTTTGTAATGTGTTGATTTTAAAAAAAATCTGTAAAT 

AAAGTTTTAAAAAAAGAATTCAAATGGCACACGCTGAAATATGTAGATAT 

TTTGCTATTTATTTAAAGGAGTATTTTAAGAGATATTGAACTATCTGAAA 

TTGACCAGTAATCAAAGTTCCAATCATCTGAATGCTTTTCCTTGAGGTAG 

AATGTGAGTCTCAGAAATGACTGCATTACCTGCCCTTTTTTGCACCTTTT 

CTGTCTTTTTATTTTGCAGAACAACAACAACAACAAAATTGTGCCTTAGC 

TGTATTTTTTTGTCTAGGGGAGTTTGTTTCTGTCTGACAAAGGAACATTT 

TTTGCAGAAAACAGGGGATGTATTAAATACTGTATCATACCAAAAACACT 

GNAGGTGTATATAGATGCTTTCTGTCATACTGTGTTTTCAGATGCAGAAT 

TTTA 

> Sequence 134 

CCGGGCAGGTACAAAGCTTATTCACATTTTTACTAAATCCAACACAACTT 

TCACAAATGGCAAAATGATTGCCTCTTCAAAGCAATGCAGCCTAGTTTTT 

GGTGGGTTCTGGTCACTGCTTAGCTAAGTCTTTGTTGGGCAGAGTCCTGG 

CTCCACAGTCTCCTTCGATGGGCTCCTCGATACACGAGGCTTCATAACAT 

GCGCTCTTTGAAGAACCATTTCTGATGATCCGAGTTGGTGCAGTCTCGTA 

AGAGTGGAACGAAACTGTCACTCGACTCCTTCCTCGCAGCCTGGACACAT 

TTCTTGGACTGTTCGTGAAATAAAGATCCATCCTCCTGCAAGATGAACTT 

CTGATTCTCTGGGGCAGTTTCTTCGCAGAGATGCATGATAAGGGTATCCA 

TTCCTGCTTCCACAGCAATGCAGCCCTAGGTGGTGGGGTGTTTAGCGTAT 

>Sequence 135 

AGGTACTGGCCTCTTTGAGTATGAATGAACTTGGAAGAATAAAGCGTTCC 

AGTTGGATGAAAGCACATCCAGCCTTTTGTGAGTGACAGCTTTGTATATA 

ATCTTATGCAGAGCTGATATGGATTCCCTCCAGGCAGCTCAAATCTGGAA 

GTTGTAAATGAATGGCTATGCCACCTTGGAGTATCACCATAATACATCTC 

TGCTTTAGAGCTGATATACAGATGTGAAACGATCGAACAACATGATTTCT 

CATTCTAGTGCTCCTTAGAAAGGAGTTCTGATAAGCCCCAAAGCAGACCT 

GGGTTGGAATCGTGGTTATTATTCAAGTACCTGCCCG 

>Sequence 136 

CCGGGCAGGTACCGCTATATCCGCCAGTTGATGACTGTCCATCTCTAGCC 
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CCTCTAACCATGCTATGCACCCAGTGAGTGCAGAATGATTACTAGTAATT 

GATGTTGACTTTACAATTCTATGACATGTAATACAGGATGCCGAGGCACT 

TTTAAAATTCCACCTAACATGTTCTGGCACTGGAAAATCTTACTTGAGAT 

TTTAATACTGGTTAATATAGGAAAAATTATGCTTAAGCACCACTAACTTA 

AAAGTGTAATTTCATTTTCTTGAATTTAGGTAAAAGCAAAATTCTCAAAA 

TTCTATTATGGCACATGGTTTCACAGTTTCAACCT 

>Sequence 137 

AGGTACATACACATACTCTAGTTATGAGCACCTAGGGTCTTTCCCATCAC 

TCTTGCAAAAGTGTGTGTGTGTGTGTGTGTGTATACATACACTCACACAT 

ACATATGTATACACAGACATCTATATACAGAGATAATGTATATGCGTGTC 

TAATGTATATATAATATATACACATAGACATACACACAAGCACATATCAT 

AGCGTCAACCTCATCTAAACATCTAGAGTCTGGAGAACGTGCTGGCCAAC 

AGAATACATGTGCATGTGGATGTCATGTGACATGCACTAACCAACCATCC 

CGAGGTGAAACTGTTGGGAGGAGGAAACTGCCCACAATCTTTGAAAATGC 

AGGCCTACCAGGCCATTATTTAGATATTTGCTCCCATGGAACCCTCAAAG 

AAACTTAGGAAAATTGGACTGGAATGGGGTCCCACCCTGGTGAACACTCA 

AACACGCAAAGCTATATCTAGTTATGCGTAGAAGCGACTCAA 

>Sequence 138 

AGGTAC CAGTGCCCTTTTTCAGACAGTTTTTGATTCGCTCTAGACTTTTT 

TTTTTTTTTAATAGGGAGGGAAAAAATTTGATAATTTTCTTTTTTCTACA 

TGCACTTAAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTTCCTTT 

TTCCGCTT TTCTT CCCGCAGAGCCTGATGGGAGAATGTCCAGGGCAGGGA 

AACCACATTTTTTGTAGGTGATAACTCAATGAAAATTGGTGCTTATTTTT 

TACACTTCTCTCTTGTGGCTCTCTTGAGGTGCTATCTGTTTTAAGGTCTC 

CTTGAAGGCGCACTGGGGTCCCTGGCCATGCCTCGTTCTCCCTGCTTTCT 

TTATCCTGTTATTGCCTTCACAGTTCTGTTGCCAGGGACTCTAAGATCAA 

TGCACGTCACTTTCCTTTCCACTGGGCAGGATAGCCAAGCACACTCCCTC 

CTGGCGCTTTTCCGCCCCGGTGCGTCCACTCCGAGGGGCG 

>Sequence 139 

AGGTGTGCTATAGACGCACAAACGACCGCGAGCCACAAATCAAGCACACA 

TATCAAAAAACAAATGAGCTCTTATTTTGTAAACTCATTTTGCGGTCGCT 

ATCCAAATGGCCCGGACTACCAGTTGCATAATTATGGAGATCATAGTTCC 

GTGAGCGAGCAATTCAGGGACTCGGCGAGCATGCACTCCGGCAGGTACCT 

GCCCG 

>Sequence 140 

CCGGGCAGGTACTTTGATAGAACTAAGGAAATAGTGGTTTTGAGTGAAGG 

GAAAGGAAACCCAGAAACATTTTACGTTGCTTTTACTTCTGTAGTGTAGA 

TTGCCCCGGCCCCTCTCTGAGCCCTGTAGCATCTGTGATAGCTTCTGTCC 

CTTCATCGGTTCATGTCACAGGGATTTTCTTTCCCAGGAAGCGGACACGG 

AGAGTCAGCCCTAATAAATGAGCACATGCCCTGGCTGTGAAAAAAAAAAA 

ATAAAACAGACCTTCAACAAAAAATAATAGGACCTGGCTCGATCTAAAAC 

AAGTGGTTCCCCCGGGCTGCCGGACTGCTATATAATGGTAATCAAACCCG 

TCGCTCTAAAGGGTGGTCCCGGTTCCAAGCTTTCGTTCCCTTTAGGGGGG 

GTCAACCTCCCGCTTGTCGTAATCATGGATATAGCTGTATTCGGCCTCAA 

GGTGCCATCCGGTCACAAAGGGCGCGCCGGGT 

>Sequence 141 

AGGTACAGATTGTTCTCAAGAGGGCCATCAGAAGGAAGCCAAAGAGTTCA 
CAGCCTCAGCACCAACAACTCAACATGGTCATCATGTTTTCTATATGGTT 
TTTCCAGCTAGCAGTACCTGCCCG 
>Sequence 142 

CCGGGCAGGTACCCTGAGAAGCATGGGGCAGTAGAAAGAGCATGTGGGCT 

TTAGAGTTCAAACCAAGTCAGGCTCAAACATAGTTCTGTGATAAGCCCTG 

AGCAAGTTACCCGGGTCTTCCATTTCCCCCTTCTGGAGAAGTCCTTTGGA 

GGATGAGTCCTTCTGGAGGATGAGTCCTTCTGGAGGATGAAGTCCTTCTG 

GAGGATGAGTTCGTTGTAAGAATAAAATGAGAATGTAAGACACCTAGAGG 

ATGCCCGAGTAAAAAATGACAGTTGCTAGTAGTAGTAATTTGTAGGGCTC 
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ATTATCTAGAATAATTTTGTTTGACGTTACTAATTAAAATGAACTCTTAA 

AGAA AAGCAG T GTATT TAGACTCTTGTAGTTAAGAAAAATTACACCACAG 

AGCCCTTTTTACTTTTTAAATTCATTTTTACATm 

TATTCATTATGATTCCCGTTGCTACTAT 

>Sequence 143 

CCGGGCAGGTACTATATTAAGTGGTTCTATAAAAGCTATTCACAAGTTCT 

ACTGTGATGGACATCCTCATCATAGACAAACCTCCCCTGTTTTATCCTCA 

ATTTCTAGTTACAGAAATTTGGTGATGCTTATTTTTGCCAATTTTATGTC 

AAAATAAGGTAAAACTTCCCTCCTGTTCACCTCTTGGGTCTCTATCCTGT 

GTAACCTCTGGTGTAGTATTTGCCCATAGGCAACCAGAGCCACTTCCTCT 

GAACCCAACATCTTCTGGGGACCTTCGCAGCATGAGGAAAGCACTGAGAC 

AATAGCTTGCTAAGCAGGGGCCCAGTGGTGTCTCAGAGAAACCATGGGTG 

TCCTCGCCACTTCCCAGGGAGGGTGAGGTGAGCTCGGGAACATAACGATG 

TTTTGACTTACAATAGGCATGAAATCGCAACTAGGAAAATAGGGGCAGCC 

TTTAAAAATGTGATAGGTATCTATTGC 

>Sequence 144 

CCGGGCAGGTACAGATTATGCTTACCTCAGGTTTCTTTAGTGTGCTTGAA 

TGCCCTCCTTTCCATATAACACTTATCTTCTTCTTAATTCGGCAATGGAA 

TATCTTTTAAGTTTTAAAAAAACTGGAATAATTATATCTATCTTTTTTGC 

CGTTTATATTTAGGGGTTTTTGTTGATAAAATCAAGTCTTGGTTGTGGCT 

TGCTGAATTAAATATTTATGAGTGGTGCATTTTTAAGTATAGTGAACAAG 

ACACCATATTAAGTACCT 

>Sequence 145 

AGGTACCTGCCGGAGTGCATGCTCGCCGAGTCCCTGAATTGCTCGCTCAC 

GGAACTATGATCTCCATAATTATGCAACTGGTAGTCCGGGCCATTTGGAT 

AGCGACCGCAAAATGAGTTTACAAAATAAGAGCTCATTTGTTTTTTGATA 

TGTGTGCTTGATTTGTGGCTCGCGGTCGTTTGTGCGTCTATAGCACCCTT 

GCACAATTTATGATGAATTATGGAAATGACTGGGACATGTACCTGCCCG 

>Sequence 146 

AGGTACAACCTCATCAATGTCTCTAAAACTAGGTCTTGAATCTAAAATGG 

AATTATACATAGAACTATTACATGAAGCAGTTCTTTCACTACAATCATTT 

TTAGCCCCCCAGTGACCAATCTCCTCAGGTAAACAATGTCTAATGACTGA 

TGATTGTTTACTGTATGCCAATTACTGCTAAATCCCTCATATAGATTATC 

TCATCTATGAAGACACAAGGATTATTAATAACCCCACTTCAGAGATAAAC 

AGACACAGGTTAACACATCTCGCTAACACCTNTTGTAAGTGAAAAACCAA 

GTTCAGAGCCCAAAAAGTTTGACTGCATAGCCCATGTGTCTAGCCATTAC 

TTTGGGTGTTCCCTGGAATACTTTTTAATTCCCCAACTACTAAAAAATCT 

CGTACCTAGGAGTGGGGTTATGCAGCGAAACCGATGAACAATGGATATAA 

CTGCCGAAAGTNGAGGGTCTCATACTAGCANCAGCATAAAGCC 

>Sequence 147 

AGGTCTGTATCTCATGTTTGCTGATGGCAGTTTGTGGGAGAGGGAACCAT 

TTCAGCAATGATTTCAGTTAGCAAATAGCTTTGCAGCTTTAACAGAACTC 

TCTCTGCTTGCTTTTTTATTTCCTGGGTTTTCTGGCCAGGCGCGGTGGCT 

CACGCCTGTAATCCCAGCACTTTGGGAGTCTGAGGTGGACAGATCACTTG 

AAACCAGGAAGCCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACC 

CTGTCTCCACTTAAAAAAAAAAAAAAAAAATTAGCCTGTAATTCCAACTA 

CTCGAGAGGCTGAGGCACAGGAATCGCTTGAACTTGAGAAGCAGAGGTTG 

CAGTGAGCCAAGATCGCACCACTGTGCTCCAGCCTGGGCAACAGAGCAAG 

ACTCCATCTCAAAAAATAAAAATAAATAAAAAATAAAAAAATAAAAGAGC 

AAACTATTTCCAAATACCATAGAATAACTTACTT 

>Sequence 148 

AGGTACA CTAAG TTTGCAACATTTATTGAGATCTAAGTCTGTCTTGCCTT 

CATTTCTCTTTTTATCTCCCCCTTGCCCTCATTCTTGAACAGCTGGAGGA 

ATACATTTTATTCTGTCCATGAAGCATACACTATGAAATTCAAGTGCTTA 

AAAATACTTCTATGACTCTCTGCTATCCCACTGTATAGATCCACAGGGAG 

CAAACACTTAGAAATGATAGAGAACTGAAGGAGATCAATGGTTTAACAGT 
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TATCCATGCCAAGTCCCATTGTCAGAAATATTCTTATTACTCAGTCAAAC 

ACTCTTTGAGCTTCCCTTCTAAAGGTAACCATTCCAGTGAATAGATGTGC 

CCTTTTATAAGGAAACTTCTGATGTTTATTAAAAAAAACTGGCCTTTTGT 

AGAGGTAACTTAATTGGGAATTTGTTGTGTTGAAATGGCATTTAATTTCA 

ACCTAAATACTGACTGCTGGACATAAATA 

>Sequence 149 

AGGTACAGAAGTTAGAATTTTTGACTCCAGGCAGCAGTTTGCTCAGTGAT 

CTTGAACAAGTTATCCAATTGCCTCTACATTTGCATCAGTTTCTCTAGCT 

GCAAAATGGGGATAATACTATATACCTACCTCACAGTGGGAGGGCAGGAG 

ATTTTGAGGCCCTGAGGTTTTAGGTGGGCTGTGAGGGCCAACGCTTGACA 

CAAAGTCCATGGGTTATTATTCAAGAATGCACAGGCCCATCGGCCTTTTA 

GAAAGACAAGACAGGGAGTGCTTGTTTGATATTTCAAGGAATAAAGCCGG 

AGCTCCTGAATT GTAGTCCACCTTAAAAGAGAGACCTGTATTGGAGAATA 

TTTTA mill TGG CA A ATTTG ATCTTACCCTTTACC AGTTCTATA ATTT 

GGTTAAAAGCTGATTATGTCCTACAATGTCAAAGTCAGCTAACTGTCGTC 

TACTTAAGACTTCTGGTCATTTCCAACTTATAG 

>Sequence 150 

AGGTACTGGGGGTTTGAACGTGAACGTATCTTTCTTGGGAGATGCGATTC 

AAGCCACAAGAGCATTTACTTCTACTGTAAGAAGAAAACAAATCGAGTTT 

AAATCCTATGTATCTTTTGTTTCCAAACCATGCTGCAGAAACTAAAACTG 

AACTGCACTATATATATTTCTAGGTGTCTGAAGTTTTGAAAGAGCTTCCC 

AAAACTTTAAGGTAGATCCCTAGTTTCATCATAAATGTAACTAAAAGAAT 

TGGCCTAAATGATTTCAAAGATCTCCACCAGCTCCTGGTTAAAAACTGCA 

AAGCTATGATGTTGTGGGCTTGTAAAAAAAACAAAATACACACACACACA 

CACACACACACACACAAACAAAACTGCAAAGCACAGTTGGTGTGCACCTG 

TAATCCCAGCTACTTGGGAAGCTGAGGTGAAAGGGTCACTTGGGCTCAGG 

AATGAGGCCCCGACTAAAATTCGCTGCAAAAGCC 

>Sequence 151 

AGGT ACTCAGG TGACTTTCTGGTTAAAAATATTGAAGACGGATGACAACT 

GGGCTTTTTTTACTTTGACAACTGAGACAAAATGACAAATTGTCAGTGTT 

CAGA GATCC AGACCAACTTCTCAAAAAAATATGTTTACCCCTGATATCAT 

CATTATTTTAGCCCAACTGTGCCTTTTGGGTGATCACAACTCATTACTGG 

CCTTTTTGTTTTAAGTTTAAAAATTATTGGGGCCCTTTAAGAAGGGGCTT 

TAGGAAAATAATTACCCCTTGTTGGCATGGGCTTGAAAAACCCCACCCCC 

CTTTTTGGTCCCCGGGGGGCCCAACCCATTTTTTTTTCATTAAGGGGTTC 

CCCACGGGGGGGGGCCTTTTTGTGGTGTGTTAAAAAAAAAAAAAACCTCC 

CCCCGCCGCTTT rTTTTTTAAATAAAAAGGGGTTTTTTTCCCCCTCTTTT 

TTTAAAAAAATAATTAGTGTCCCCCCCCGCGGGCGCGGTTTTTTTAATAA 

ATTATTTCCCCCCCCTGTGGTGGATATAATTTTTATTAATTTTT 

>Sequence 152 

CCGGGCAGGTACATTATTTTGATGGACGAAAACGGATGATCTTGAGCACT 
ATTTCATGGATGGGAGGAAAAAATCCATTTTTGGGGATTGCTTACATCGC 
TGTTGGATCCATCTCCTTCCTTCTGGGAGTTGTACCT 
>Sequence 153 

CCGGGCAGGTACCAATTAGAATGTCTTCAGTTATTAGTAATAGAGCATCC 

TAAATCAACTGGCTTAAAAATAAGTTTAGTCTCTCACAAAAGAAACAGTC 

CAAAGGAGGAGTGGCTACAAGGCTGCTTGGTTTGGTGGCTCAAAGACATC 

ATCCAGGTCTCAGGGTCTTTCAGTATTTCTGCTCAGGCCATGATTAAACT 

ATAATCCATTGCTGAAAGATGGTTACCAGGCACCACATCCAGACAAGGTA 

CCT 

>Sequence 154 

CCGGGCAGGTACCACGGTTGTAAAGCAATAAGATTTGAGATGAACACTAT 

TGAAACTTCGCTTTTTGCTAAAAAATAGCAAGTTGAATAGTAATCAAAAA 

ACATAGAAAGATTTTAGTTCAAAATGATTGCTCCmCTCTACCTGGACT 

TTTAAAAAATCAATTGTCATCTAATATGAGTTTATTTGTCTATAGACACA 

AGTATCAATGTCTAAAAAAAATCATGACTTTAAACTTCCACCGATGAGGC 
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AGGTAGGAGATAAAGATGAATTCTGAACTGTTACTAAAAGTACGAACCAG 

CTCGTTATTAGATGCATTGTAGACAACATCGATGATCCTTGTTTTACGAG 
TACCT 

>Sequence 155 

CCGGGCAGGTACAAAGCTTATTCACATTTTTACTAAATCCAACACAACTT 
TCACATATGGCAAAATGATTGCCTCTTCAAAGCAATGCAGCCTAGTTTTT 
GGTGGGTTCTGGTCACTGCTTAGCTAAGTCTTTGTTGGGCAGAGTCCTGG 
CTCCACAGTCTCCrTCGATGGGCTCCTTGATACACGAGGCTTTATAACAT 
GCGCTTCTTTGAGAACCATTTCTGATGATCCCAGGTGGTCGACCCTCTTA 
AGGAGGGAACAAAATTGTGGTTTGATTTTTTTTTTGGAGGCGGGGAACAT 
TTT1 l rGGGGGGTTGTGGA GAAAAAAAAAACCCCCCCCCCCCCCAAAAAA 
AAAAT1 11 1 J 1 J I'l l 1'rrTGGG GGGGGTTTTTTTAAAAAAAAAAAAAAAA 
AAAAGGAGACTTCTT I 1111 I'll CCCC AA A A A AA A A A A A ACCCCCNNNNG 
GGGGGGGGGGGGGGAGAAAAAAATTTTTTTTTTAAAAGAGAAAAAGACCG 
GCCGCCGGGG AGGGGCCCCCAAAAATTAA 1 1 11 UTIA ATAAAAC 
> Sequence 156 

AGGTACTCGCGATGCCCCCGAGTGGCCTCTGCCAGGCTGTCCCGGGCCTC 

TCGGCTTCCCGGGGACCCAGTGGTGTAGGCACGGACGATGTTGTAGGCAC 

CATCCCGGAGACGCCGCTGGACACAGTATGCCTCATACAGCTCATCGATC 

TTGCTGGCATGGAACTCCAGTCGTCGCAGGAAGCGTTCAATGGACTTGAC 

TTGCTTGTCCAGATCATACAGGAAGCCCAAGCGGGAATTCCTCTTGGACT 

CCCTTATCTGCCCCTGGAGTTTCTCTTGCTCCTGCTGGTGCACTTCCAAG 

TAGGCCGTCAGGCCCCGCTTCAGCGCCGTGTACCTGCCCG 

>Sequence 157 

CCGGGCAGGTGGCGGAGAAGTTTGACCACCTAGAGGAGCACCTGGAGAAG 
TTCGTGGAGAACATTCGGCAGCTCGGCATCATCGTCAGTGACTTCCAGCC 
CAGCAGCCAGGCCGGGCTCAACCAAAAGC 
> Sequence 158 

AGGTACATTCAAACTCATAGTTTTAATAAAATACATCTTTAGATCAAAGC 
TGAACGAAGACATCAGTAGTAGATCAGAGCATTCCATTTTTCTTCTGCAT 
GATGGATGGCTTATGCCATTTTTTATCTAATATTTCCACAGAACATTGCA 
TTCACCTATCATTTTACTCATTCTACTCCTCAAGCACCTGCCCG 
>Sequence 159 

AGGTCTTGGGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGATAAGCT 

TCGTGGAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGGGTAAC 

CTAACTGAGCAAACCTCAGTTGCATTTTGATGAATCCATAGTCAAATTAG 

CGAGACACGTTGCGAATTGAACCATCTTAGTAGCACCGGGAAAAAAAAAA 

AAAAAAAATAAAGGCTTGTACCTGCCCG 

>Sequence 160 

CCGGGCAGGTACTATCATTTGCACACAGCAGATCAATAGGTGTCAGTCAC 

CAGCTTAAGTTACACTTGTCAATATTCAAACTTGAATAAAATAAACACAC 

ATCACAACAGCGACACTTTGCACTATCAACAATGAAGCTTGCCCTCAACA 

ATTATGACGTTACTGGTTTTAGTAACATAAAAATACATTGCTGGTTGACA 

GGAAGGATAAAAATGACATCAAGAATCTCAAAAAGTTATGTGAGGTGCCG 

GTCACCACATTTAGGCACTCAGGAATTAAAAATCAAATAAAAGCATAGCG 

AGGTGATGAATTTCCTCCTGGCTTCCCCCTCTACTTGTGCCATATGAGAT 

AAAAGAGAAGGCAAGAGAATGAACGAAGATCATGAGATTTCTTTCAAAAA 

TCTATACACCAGCTAAGCTACAGACTTTACTTTACAGGAGTTTGTGGTTG 

CCATTATTTTAAGGGTCCTATGCCAATTTATTT 

>Sequence 161 

AGGTACATACATTTCTTAGGGACACAGTATACTGACCACATCACCACCCT 

CTTCTTCC AG TG CTGCGTGG ACC ATCTGGCTGCCITTTTTTCTCC A A AAG 

ATGCAATATTCAGACTGACTGACCCCCTGCCTTATTTCACCAAAGACACG 

ATGCATAGTCACCCCGGCCTTGTTTCTCCAATGGCCGCGATACACTAGTG 

ATCATGTTCAGCCCTGCTTCCACCTGCATAGAATCTTTTC7TCTCAGACA 

GGGACAGTGCGGCCTCAACATCTCCTGGAGTCTAGAAGCTGTTTCCTTTC 
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CCCTCCTTCCTCCTCTTGCTCTAGCCTTAATACTGGCCTTTTCCCTCCCT 

GCCCCAAGTGAAGACAGGGCACTCTGCGCCCACCACATGCACAGCTGTGC 

ATGGAGACCTGCAGGTGCACGTGCTGGAACACGTGTGGTTCCCCCCTGGC 

CCAGCCTNCTCTGCAGTGCCCCTCTCCCCTGCCCATTCTCG 

>Sequence 162 

AGGTACATCGTCTTCGTCTTCCTCCTGGGCGCCATCTGCACTCGAGAGGC 

CCTTCG CTAT GACTTCCTGATAGCGGAAAAGGTATCCCTCATGGGCTTCC 

TGTTCCTTTTGGGCTTATACATCTCGTCCCTGGCTTCCTGCATGGGAGGA 

CTTTATGGAGCTCCCCGCATCCTGCAGTGCATTGCCCAGGAGAAAGTGAT 

CCCTGCACTTGCCTGTCTGGGACAAGGGAAGGGGCCAAACAAAACACCCG 

TGGCTGCCATCTGCCTGACCAGCTTGGTGACCATGGCCTTTGTTTTTGTG 

GGTCAAGTGAACGTTCTGGCCCCCATCGTCACCATCAACTTCATGCTGAC 

ATACGTTGCAGTGGACTACTCTTACTTCTCCCTGTCCATGTGTTCCTGCA 

GCCTGACCCCGGTGCCTGAGCCGGTGCTCAGGGAGGGCGCAGAAGGCCTC 

CACTGCTCTGAGCACCTGCTCTTAGAGAAG 

>Sequence 163 

AGGTACCACAGTCTTGCACATAAGTGCAGATTTGGCTCAAGTAAAGAGAA 

TTTCCTCAACACTAACTTCACTGGGATAATCAGCAGCGTAACTACCCTAA 

AAGCATATCACTAGCCAAAGAGGGAAATATCTGTTCTTCTTACTGTGCCT 

ATATTAAGACTAGTACCTGCCCG 

> Sequence 164 

AGGTACCACCTACAAGCTAGAGTGGTAAATTTCAGGAAAGCAGAAGTTAA 

AGGCAAAATTGTAAATCAGTCGAGATCGGGTGCCTTCAGGGTGGTATGGC 

TGTATACCAAAATTGTAAATCACTACATGAAGCTTATATATTGGTTTGGC 

CTGAAAGGTGAAGTGGTGTAGGCAGGGGGCGGGCTTACAGGTTATGGCGG 

ATTCAAAGACTCCCTGATTTGTGATTGGTTAAGGAAGCAAAGCTTTGTCT 

AAAAACTTGGGGTCCGCAGAAAGGAACATTAAGGTCTGGCCAGGCCCCTC 

AGGAAGAAACTGAGAGCAAAGAATGGAGGTCAGAGTTTAGTCCCTGGTGT 

TCCCTCATATCTGACGTTTGAGTGAATCCATTTGGTGGGGGTCTTGGTTT 

TCTGAAAAGTTTTTCAGGGGCACGTAGTACGGAAGACTCTAGGTGACTCT 

AACTTCCTTGGCTATG 

>Sequence 165 

CCGGGCAGGTACATAAATATGGAAGAGCAGTTTGTAATATGAATACATTT 
TCTCTAGACGAGATCACAGTTTTATTTTGTAAATATTACATTTAAGTATA 
TATATACACACATATATGTACCT 
>Sequence 166 

CCGGGCAGGTACAAAACCTCAGGGTTATTTACGAAGCCAAAGGACTTTGC 

TATATCAAGTAGTTCATTTCTTATCTAAGACCAACTATAGGTATGATGCT 

ACTGTATTCAGGCAATGCCGACTGGATTGGAACATGCTAATTTAAGGTGA 

GTTGGTACCT 

>Sequence 167 

CCGGGCAGGTACAGTTTTTGCTCAAAATATATGAAAGGAAAGATAATCAG 

TTCTTAAAGTTTGGTATGCTAAATAAGCACCCAGGGAACTTACCTGCTCC 

ACCT CACC CCAGAAATTGATTATTCAGGTCTGGAATATGGCTCAGGATTC 

TTAATTTTCAACCAACACAATATAGAATCCTGTCAGTTATCCTTGGATCA 

TTTGCTAAGTGATCTTGCAAAATCAAAACTCCTTTGAGACTATTTCATTT 

TCAGAAATATTTTAAAACTTGTTCAGAAACATCTTAAAACTTGTTAGCAT 

ATAGGAAAGGTCCCTG 

>Sequence 168 

CCGGGCAGGTACACCCATCAAGCCACCAGCCTGGCCAAACGGGCATCTTT 

CTGTCCAGAGCTCATCAATAGGAACTGGGCAACCAGGTGGGGAGCCGCCA 

GGGGAGCTTGGAGAGGGCAGAGTAGGAGCCTCCATGAACCAAGTCAGGCT 

GGAAGGGGTCAGCCCTCGTGGTCCGTCAGCGTGCGGCGGAGTCCCTGTGC 

CTAAGTAGCAGAGCGGTAGTCATTGAAACAGGCCGGGATGCCAGCAAGAG 

GGAGGCGAGCATGCAGTGAGCGATAGGTACCT 

>Sequence 169 
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AGGTACCTTGAAGCAATATACTCAATGAGCTCTAAATCTCACATTCACTA 

GTGATCTGCAAGTGAAGCTGAATAAATATATTCTCTTTGTTCAGTCATGG 

AAACTCAACATTAGAAATGACATGTGGGAATA.GATCACCTTCTCTCTAGA 

CTAATATCCCATTTCTGACAGTGGTCTCCATGGCCCATTGGGGCTTATAA 

AGTAGCTGCCTTCTGTGACATTCTGCTTGAAGACAAAGGCTTTGCCCAAA 

CATAACTCCTTTTAAAAAAGCACAACTTGTTTAGGCACACAGAGGTTAAG 

TGACTTACACAAATCCACCCAGGATTGTGATTGGCACGGTCTAATCTACT 

GAAAAATATAAGGCCAGGCAATTATATAGATATCTTTAACAAGTTAGTAA 

AATAGTGGGGACTTTTCTGGCTAAAAATTGTAATAAATGGGATGTTACTC 

TGGTATAACTAAACAAACAAAN 

>Sequence 170 

TGTAGCGGATCACT 

>Sequence 171 

AGGTACATTAAATAATAACAGAAACCAAGAGTTTGTTTCTAGTAGTAGAA 

GTATAAGTGGAGAGAGTGCTACATCAGAGAGTGAATTTACCTTAGGGGGT 

GACGACAGTGGTGTGTCAATGAACCCAGCTAGGAGTGCACTTGCACTGTT 

GGCCATGGCCCAATCTGGGGATGCAGTCAGTGTCAAGATTGAAGAAGAAA 

ACCAAGATTTAAJGCATTTTAACCTTCAAAAGAAAAGAGCTAAAGGAAAA 

GGGCAAGTTAAAGAGGAAGACAACAGTAATCAGAAACAGCTGAAAAGACC 

TGCCCAAGGCAAACGCCAGAATCCAAGGGGAACAGATATTTACTTACCGT 

ATACTCCTCCTTCCTCAGAAAGCTGCCATGATGGTTATCAGCATCAAGAA 

AAAATGAGACAGAAGATCAAAGAGGTGGAGGAAAAACAACCCGAAGTCAA 

AACAGGAATTATTGCTTTTTTTCTAAATTTTCTGAAATN 

>Sequence 172 

AGGTACCAACTCACCTTAAATTAGCATGTTCCAATCCAGTCGGCATTGCC 

TGAATACAGTAGCATCATACCTATAGTTGGTCTTAGATAAGAAATGAACT 

ACTTGATATAGCAAAGTCCTTTGGCTTCGTAAATAACCCTGAGGTTTTGT 

ACCTGCCCG 

>Sequence 173 

AGGTACCAACTCACCTTAAATTAGCATGTTCCAATCCAGTCGGCATTGCC 

TGAATACAGTAGCATCATACCTATAGTTGGTCTTAGATAAGAAATGAACT 

ACTTGATATAGCAAAGTCCTTTGGCTTCGTAAATAACCCTGAGGTTTTGT 

ACCTGCCCG 

>Sequence 174 

CCGGGCAGGTACCAGTGCCCCTTTTCAGACAGTTTTTGATTCGCTCTAGA 

CTTTTTTTTTlll^AATAGGGAGGGAAAAAATTTGATAATTTrCTTTTTT 

CTACATGCACTTAAGACTAAAACACAGGTTTGGATTAATTTTATTTGCTT 

CCTTTTTCCGCTTTTCTTCCCGCAGAGCCTGATGGGAGAATGTCCAGGGC 

AGGGAAACCACATTTTTTGTAGGTGATAACTCAATGAAAATTGGTGCTTA 

TTTTTTACACTTCTCTCTTGTGGCTCTCTTGTGGTGCTATCTGTTTTAAG 

GGTCTCCTTGAAGGGCGCCTGGGGTCCCTGGCCATGCCTGGTTCTCCCTG 

CTTTCTTTATCCTGTTATTGCCTCCACAGTTCTGTTGCCAAGGACTCTTA 

AGATCATGGCACGTCACTTTCCTTTCCACTGGGCAGGATAGCCAAGCACA 

CTCCCTCCTGCGCTCT 

>Sequence 175 

CCGGGCAGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAG 

GTTTGCACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAAT 

AGATGTCTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAA 

GGAGATTGATGCATCAGGTTCAGTTTAACCTGGAATATCTGACTACCCCT 

GAATCCACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTT 

TTTTTCGAAGTTATTAAGCATATTCCTTTTCCACGAACCTCTTCTGTACC 

T 

>Sequence 176 

CCGGGCAGGTACACGCGTCGCAATTCAGGATGGCTCTCTTGGATCTTAGC 
TTGCAACTCGGCCTCCAAGCTTGTCACAGACATGGAACTTTTCTGAGGAA 
ACAGGGCACAACACAGGGGTGTAGCAAACACCAAACAGAAGCCAACTAAC 
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CCAACTTGAATGGGTGCACTCATCCATGGGAACCTCTTCAAAAAGGCTTT 

CTTTTCCAAAGTGTTCATAATGAATGGAGGGATGGCCATGCCAGGGGCTG 

CCATGAGAATCCTGGACACGACAACTTGCGTGATGGCTTGTTTCGCAACG 

TTCGCCGACTCCCCCAAGCGGTTCCCATTCTCATCCGTGACGGGAATGCC 

AACTTTGAGTTCCCTTTGCCTCATTAATGGAATATTAATGCAATTAGCAG 

CAGCTACGGGAGCAAGGGGACAAAACGTCTATAAGTGGGGAGACAGCTTG 

GG 

>Sequence 177 

AGGTTACAAGCTATTATATATTTTCATAATATAGAACTTTAAAGTATAGT 

AATCAACAGTGGCAAAATATTTCTGTCTCTGACATTATTATTTGTGAGAT 

CCAACCTGTAATTGAGATCAGAGAAAACAGTATGGGAAAACAAATCCATG 

AGAACAGGATAAAAATATCATGAACAGCAAAATATGTCTGAGTATTTAAA 

ACTGTATAGAAAAAATAAATTAGATGAACAATTGTGTAAATATAAATTAA 

AAAAGATGACATTCTTAATAAATAAAGTTTACTATTTACATTTTTATATA 

TTGCCAAAAGATTTAACTTAGATCCATAAAAACACATAAACAGAAAAAAA 

AATAGGAGCAGCAAATTTATGCCGTGAGGTACCTGCCCGGGCG 

>Sequence 178 

AGGTACAGAAGTTAGAATTTTTGACTCCAGGCAGCAGTTTGCTCAGTGAT 

CTTGAACAAGTTATCCAATTGCCTCTACATTTGCATCAGTTTCTCTAGCT 

GCAAAATGGGGATAATACTATATACCTACCTCACAGTGGGAGGGCAGGAG 

ATTTTGAGGCCCTGAGGTTTTAGGTGGGCTGTGAGGGCCAACGCTTGACA 

CAAAGTCCATGGGTTATTATTCAAGAATGCACAGCCCCATCGGCCTTTTT 

AGAAGGACANGACCGGGAGGGGCTTGGTTGGATATTTCAAGGGAATAAAG 

CCCGGCCCTCCTGGATTGGGCACCCCCCCCTTAAAAGGGAAACCCCGGGT 

TGGGAAAA ATTTTTTTl TITGTGGGG A AAAAATTGAGCCTTCCCCCTCTC 

CCCAATTATTAATATTTGGGAAAAAAGGGTTATTTTTCCCCCCAAAGAGG 

GAAAAAGCCCGCCCCCCGGGCGCCATAATAAAAAAATTGGGGGTATTTCC 

ACAATTTTAGGGGGG 

>Sequence 179 

CCGGGCAGGTACTTCCTGAGGAGTGAAGCTGTTTTCTGCTACCCTTTCCT 

GTCTGGTGGCTCACGAAGTTCAGTGTCTCGGTGTCTGATGCAGTGAATAC 

CTGGGATTACAGTCTGGCATGCTCATTCCTTAGAACACAGGTTTATTCTC 

AGGATGATTTATAGCAAGTGATTCTGGTTTCCAGTCTGGTTGAAAAAAGT 

GAATATTGAATGTCCGGGCCCAGTTCTTTAAAGACTCGTTTTTTTTGTGA 

AAAAAGCGGGGAAGACTGGCCTTTGTGGTCCCTTTTTTATGGGGGAAGGG 

GGCCCCCCCGCCCCTTTAAAAAAAAAGGGGGCCCCCCCGGGGGCGGGGGG 

GAGAATAAAAATAAAAGGTGTTTTCCCCCCCCCCCCCCGGGGGGGGGGGG 

CCCCCCCCCCCCCCCCTTTXTTTTTTTTAAAATAAAGGGGGAGCCCCCCC 

CCCCCCCGCC A AA A A A AA AA A ATATTTT [TTTTm GTGTTTTAGTG A AA 

GGNNNNAACAACACACACCCCCCCCGGCGGTGG 

>Sequence 180 

AGGTACTTGTTTATAGACTCAAAACATGATGAAAATTCATTTCATTGTCT 

TCACTGAATAGACTTAACCTTGACAGTAAGCTTAAAGCATTAGTGTCATT 

TAATTACATGTCTGAGGAATTTATGCTAACTAGATTTTGGGCTTTTGCAG 

CGAATTTTAGTCGGGGCCTCATTCCTGAGCCCAAGTGACCCTTTCACCTC 

AGCTTCCCAAGTAGCTGGGATTACAGGTGCACACCAACTGTGCTTTGCAG 

TTTTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTTTTNTTTTTT 

TTTTACAAGCCCCACAACATCATAGCTTTTGCAGGTTTTTAACCAGGAGC 

TGGTGGGAGATCTTTGAAATCATTTAGGCCAATTCTTTTAGTTACATTTA 

TGATGAAACTAGGGGATCTACCTTAAAGTTTTGGGAAGCTCTTTCAAAAC 

TTCAGACACCTAGAAT 

>Sequence 181 

CCGGGCAGGTACTCATGGAAAGTATTAAAGATCTTTAAAAAAATCGAATG 
CTGTCATGTCAAAGTGAGGCATGAAAAGTATTATTAATGTGGCTCCATCG 
ATTTGGGGGTTCCAATCTGAGGAGGGCTTTTTATTTAATGTTTTAATGAA 
TCAAAATATCTTCTTAGAATGTCTCTGAAAATGGCATCTCATTACCTTAC 
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TGGGAACTGTCTATTGAGCACTCTTCTCCATCATTAAAGTAATGCTAAGG 

GATCTTTAAGGGGAATTCTCAATTTGACCCTTGGACATAAGAAAACGCGG 

GCAAAAAAAAATGGGGGGCCCCCCCCTGCACAAAAAAT 11 11 1 TTAAGAA 

AAACCCTTTCAAAAATTTAAAGGGGGTTTTGGGCCCCCCGCGCCCCCGGG 

GAGGGGTTCTTGAAAGGGAACCATTTTTTGTTTTTTGGAAAGAACCTTTG 

CCCAAAACCGGCCCTCCTTAAATTATTTTGGGCAATA 

>Sequence 182 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 

GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTTTTTAGCCAGAGGCAATTCCC 

TTTATTrCCTTACTCCTCGTCGGCTTTTTTTTAACCCAATCTTCTGACAA 

TAGTTAAAACAAAAA GACC CCCAAAATATCTTTTGCTAAAACAGAGTAAG 

CCCCTAAACTCTCTTATTTTAGACTACTGGCAGGGTCCTTGGGCGGTTAA 

GACTAGTGGGATTCCCCGGGCTG 

>Sequence 183 

AGGTACACACACACCGGCATGTTTATACACAGGGAGTGTATGGTTCCTGT 

AAGCACTAAGTTAGCTGTTTTCATTTAATGACCTGTGGTTTAACCCTTTT 

GATCACTACCACCATTATCAGCACCAGACTGAGCAGCTATATCCTTTTAT 

TAATCATGGTCATTCATTCATTCATTCACAAAATATTTATGATGTATTTA 

CTCTGCGCCAGGTCCCATGCCAAGCACTGGGGACACAGTTATGGCAAAGT 

AGACAAAGCATTTGTTCATTTGGAGCTTAGAGTCCAGGAGGAATACATTA 

GATAATGACACAATCAAATATAAATTGCAAGATGTCACACGTGTGATGAA 

GGTAGAGTAGGAGAGACCATGAGTAATGTGTAACAGGAGGACACAGCATA 

TTTTAGTGCTGTACCTGCCCGGGCGGCCGCTTAAACAGNGTGGATCCCCC 

GG 

> Sequence 184 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 185 

AGGGGTCAGGTTCATGATGAATTATTTGTGGGTGGGTGGATATTTTTATT 

CCTAGATATGGAGGAAACATATGTCTGTATTATTATAAAACTGATTGTAA 

TAATTCTTTCCTATCAAAATCTCCATAGGTCAAAATATTGGGGGAATACT 

AAAATTTGCAACCTTGTTTACTTTAAAAGGTTGCCACTTTCAGTGCAGAA 

TACTACCGGCATCTTGTTACTGCAATAGTTGGAAATAAAATGTGAAAATT 

AGCGGAAAAAAAAAAAAAAAAAAGAAACAACCCT 

>Sequence 186 

AGGTCTCTGATAAAGTTCTTGAGATCCTGTATGTTCTTCAAGACCTTTAT 

CAGAGTTTATGTGAATGCGGCTATTTTCTGTTTTAGGACAAACAGGACTA 

AAAAGTTCAAGGGAATATGCTTGGTTTTGTCCACTTTCATATGCTTCTGT 

AAAACCATCAAGCTGAATCGAATTCTCTTCAGGTATTCTTATCTCCCCGT 

AACTTG CCTTT GGTTCAGTCTCCATGTTTACATTCCCTTTATTTACAGGA 

CTCCGCCTTTTATCTTTCTTTTGAGCTAAAAAAGCAACCTGGCTGGAGGT 

AATTATACTGAGAAATTCTGTATCAGTTGATATTTTAAGGTCTGAGACCT 

TCCTAACTGCTGCTTCAGACCTTGACTTATCTACTGCGTTCGAGGAAAAT 

AATCCCAACACTGGTTTTGTATTTCATGATATTCTGTTGGCACCACTCTT 

TT 

>Sequence 187 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 
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CAAGGAACTTCATGCTTGATTTGACCACGGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGGGCT 

CAAGGCATGCTTATTAGCAGCTGGGTTGGTATTGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGGTTAAGGCTTGGCAGCAACAACCGCC 

GTAGGTACTGGCTGAGTGAGGGCTTTAAGTTAAGGGGACCGGTTTTAACC 

TCTATCCCTTTTTCC 

>Sequence 188 

AGGTACATTTCTAAATAAATATCTTTGATCTATAACCCTTGAAAATATTA 

CAGTTTATGGTGACATGATAGAGACAAGTCAAACAGTATTATAAGTGAAA 

ATGAAACATCAATTTAAAATGAACAAGTGTAAAAACACGCGGAACTGAAA 

TTATAGAAAATCAAAACACTAAATACACAGTAATTAAATATCTAGCACTG 

GAATCACCAAATGCATGCGCAGTAACACACTTTCAACTGATATAAAAAGC 

CCTTTAAGATTCACATAATCTAAATAAATAAGCAGAAACACAAAGGGAGG 

TACCTGCCCG 

>Sequence 1 89 

AGGTGGAGGGAACTGTTGCAAAGCCATTTCATCGAGAAGGGGACAGAAGG 

AGAAATACACACATGTATACACAAACAGAATGGTTGAGAAAACGTTTTAA 

TAAAATGTGAGGGTTGTATGTGTGCGTGTATATATTTACACTTAACCTCT 

AAAA TTCTCTTCTACAGTATCTCTGTTATGAATATGATGGAAAAGCAACA 

TTTTGGTGGTGAGACTATTGTTAAAATAAATTTGAGAAAGACGAAAATTT 

TGTGAGTCTTGATAATTACAAGTCAACAGCTATCGAAAGTTAGCACAGCT 

TGTCTGTGGTGCTGTTTTTTTCCCCACTGCAGTGGACTTATGCTGGTTTC 

ATGTTTAGAAACAAAAAGGTTTCATGGAGATCAATGGGGAAAAGCACAGT 

TTTGGACACCCGGTTTTTGAAACCTTATTCCAAAACCGGGTTTAACTTAT 

GGGGGGCC 

>Sequence 190 

AGG i 1 1 1 1 1 GTTCAATACATTTTAGATTAGGATTGACAAGTAAAGATACT 
GCTATGGAATGATACATTGTATTTTCTGCATTGTGTGAAATAGTTTTTAT 
TGAAAGTCAAGTGACATTTCAAAAGAAGTTCTATAACAATTATGTTTCAT 
GCTTAAAGTAAAAATTCCCAGAGTTTAGTTTAGAAAATGTAA 
>Sequence 191 

AGGTACTGTTCTTATAAAAGATTCTTTCTCCCAGAATTATATCTCCTCAG 

AGCAACAGCAAGGTTCTCAGGATCGAAGCCTACTCTAGCCTGAAGGGCTA 

GGAAGATTAGGATAAGGATAAGGATAATAATCCAAAAGTCTCGACAATTC 

CAGTAGTCTCTGGATGGCTCCAACATCATAGAAATTTAACACTGTTCCAC 

TTGTTTACAAAATCTAACACTGGCTTAGACATTCTGGACTTTCAGTGAGG 

GTTCCAGCATCTGATGTCCCTCAACTCCTTTCCAGGGTGAGAGGCCCACT 

TACAGGAAACTTAACTTCTCACCATGTGGACCCATGAGGGTTTTTCTCTT 

GCAGAAGGGCTAAAAAGTGAGGAGCTATGGAAAAATGTTGGGTCACTTTT 

AAGCAGACTGTTGGTTTGGTGGGAATTTTTCCTAACCTAGTTCTAA 

>Sequence 192 

CCGGGCAGGTACGATTCACTAGGGCATCCTGCGAGCCTCACTAGCCTTCT 

GGTTCATGCCTTTGACAAGCATTTTTGTGCCCCCTCTGCTTACTGTGACA 

GTCGATGATGAATCTTGCGTTGCCATTTTCTGCTGTGGGTAACTGCGTGC 

AGGGTCTTGCCTTGCTTTCTCTTCTTACTGTCCCACAGCTTGGTTTCATG 

TTACAAACAGAAAAGCTCGAGGCTCCCACCCCGCCACATCCCAACTTCAT 

TTCCCCCTCACTGTAGCCCATTTCCACCCCACCACAAAGTTGCCACAGGT 

TTTCTTTGTATAGAATATTTATTTTGAAGCTCTATTTTAATAGTATTTAT 

TTTAAAAAGTCTACTATTGTAAGAGTTCTTCTGGTTGTGAAGAAAAAAAC 

AAGTTAAAAACTGAATGTACCT 

>Sequence 193 

AGGTACTTCCATAAGCTTGGATTTTAAACACTGATAGTATCTCATGAGTA 
ATGTGTGTTTTGGGAGAGGGAGGGATGCTGATTGATATTTCACATTGTAT 
GAAATACCATGTTTGAAACTCATAGCAATAATGCTATGCTGTTGTGATCC 
CTCTCAAGTTCTGCATTTAAAATATATTTTTTCTTTATAGGAATTGATGT 
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ATACCATGAAGTCATTGTCAGTTGTAGTAGCTCTGATGTTGAATGAGATA 
TCATGTTTTAACATTCCATTTTACTGACTTAGGGAAGAAGAACACTTTTC 
TGGCTACATTTGGAGGGATCCCAGGGAGGCTTGGGTGGTCCTTTATTGGG 
GAAGCAAACCTTTCACTAGCCTCTTTTTTCATCCTTAAAATGGAAATTAA 

AGGTTTCCTCAGCTCCCCATTATTAAAGAGGGGACTTGTTTCAAGTCAAC 

CTTTGGCT 

>Sequence 194 

GTGGACCGTGAAAGCTGTAGTTTGCAACCCTGCGAGTATGTCTGGATCAC 

AGGAGAATGGTCAGAGTGCTCAGTGACCTGTGGAAAAGGCTACAAACAAA 

GGCTTGTCTCGTGCAGCGAGATTTACACCGGGAAGGAGAATTATGAATAC 

AGCTACCAAACCACCATCAACTGCCCAGGCACGCAGCCCCCCAGTGTTCA 

CCCCTGTTACCTGAGGGACTGCCCTGTCTCGGCCACCTGGAGAGTTGGCA 

ACTGGGGGAGCTGCTCAGTGTCTTGTGGTGTTGGAGTGATGCAGAGATCT 

GTGCAATGTTTAACCAATGAGGACCAACCCAGCCACTTATGCCACANCTG 

ATCTGAAGCCAGAAGAACGAAAAACCTGCCGTAATGTCTATANACTGTGA 

GTTACCCCAGAATTGCAGGGAGGTAAAAAGACTTAAAGGTGCCAGTGAGG 

ATGGTGAATA 

>Sequence 195 

AGGTACAAGTTGGGGTCATAATTATCGAGTCTCTTGATATTATCACAATT 

ACTGTGCCCCCTGCACTTCCTGCTGCAATGACTGCTGGTATTGTGTATGC 

TCAGAGAAGACTGAAAAAAATCGGTATTTTCTGTATCAGTCCTCAAAGAA 

TAAATATTTGTGGACAGCTCAATCTTGTTTGCTTTGACAAGACTGGAACT 

CTAACTGAAGATGGTTTAGATCTTTGGGGGATTCAACGAGTGGAAAATGC 

ACGA TTTCT TTCACCAGAAGAAAATGTGTGCAATGAGATGTTGGTAAAAT 

CCCAGTTTTGTTGCCTTGGATGGCTACCTTGGCCATTCACTTACAAAAAT 

TGAAGGGAGTGCTCTCTGGGTGATCCACCTTGATCTGAAAATTGTTTTGA 

GGCT TTTGAAATGGATCCTGGAAAGAAGCACCTGAAAAAGAAACAGCCCT 

TTTTAATCCAATTATGCCCCCAGGGGT 

>Sequence 196 

AGGTGTGCTGCACAGATTGATACATTAGCCTTTGCTTTTTCTCTTTCCGG 

ATAACCTTGTAACATATTGAAACCTTTTAAGGATGCCAAGAATGCATTAT 

TCCACAAAAAAACAGCAGACCAACATATAGAGTGTTTAAAATAGCATTTC 

TGGGCAAATTCAAACTCTTGTGGTTCTAGGACTCACATCTGTTTCAGTTT 

TTCCTCAGTTGTATATTGACCAGTGTTCTTTATTGCAAAAACATATACCC 

GATTTAGCAGTGTCAGCGTATTTTTTCTTCTCATCCTGGAGCGTATTCNA 

AGATCTTCCCAATACAAGAAAATTAATAAAAAATTTATATATAGGCAGCA 

GCAAAAGAGCCATGTTCAAAATAGTCATTATGGGCTCAAATAGAAAGAAG 

ACTTTTAAGTTTAATTCCAGTTATCTGNTGAGNTTCTGTGAGCTACTGAC 
CTN 

>Sequence 197 

AGGTACAAATTGTTCTACTGTTTTAAAAAGTTTTCCGCAGAACAGTGCAT 

TTATGGCAATGCTATGTTTAATGAGTTAGGGACATCAAATATATAGTAGT 

TCCTTATTTTCAGTTGTGAAAATGAAATGGCTAAAGCAGAAGAGACGTCT 

ATTTTAGTCTTTTAA AAATG TGTGTGGGTGGTCTTTTTTCCTCAGAAGCC 

CAAAGCACATGTATATTTTGTTATTTCTCCTTGCTATATTCCTGAGACTA 

TACTAAAAACTTTAAGAAAAGGAACAAGAAAAAGGTAAATTCATGTGTTC 

CCCACTGCTGTGTCTAGAACCAAGATCACATTATATCATTGTTAAAATTG 

TGTTATCTAGAAAGTGCAATATAGGGAAAACACTCTAAGAATCTTTTAAA 

AACCTAGTGGTTCCCTTATTTGTCAGAATATGTGGTAGTGGCATCCATAA 

GTATCTTTAACTTGCATTTAGCAGGACAATAGTGTGATACTTATACG 

>Sequence 198 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 
ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 
AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 
TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 
TACCT 
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>Sequence 199 

CCGGGCAGGTACTGATGAACACCAACATGTTCCAGAAGACCCAAGAGAAA 

AATCACAAGATGAAGTCTTGAGAGATGACCCTCCAAAAAAAGAACATCTA 

CGGGATACAAAGTCTACATTTGCTGGCAGTCCAGAGCGTGAGTCCATTCA 

CATCCTGAGTGTTGATGAGAAGAACAAGTTGGGAGCCAAGATTATCAAAG 

CAGAGATGATGGGGAATATGGAATTAGCTGAACAACTTAAAGTTCAACTT 

GAAAAGGCAAATAAATTCAAAGAAACTATAACACAGATACCAAAAAAATC 

TGGGGTAGAGAATGAAGACCAGCAAGAAGTAATCCTTGTCAGAACAGATC 

AGTCTGGAAGAGTATGGCCTGTGAACACACCCGGAAAATCTTTGGAATCA 

CAAGGGGGAAGAAGAAAGAGACGTTTGGTTCAACCCATGAGGAAGGAGAA 

AGGGGCAGAACCTTCATGGGGGGGTAACTAAACCTAA 

>Sequence 200 

AGGACCTGTGTTTAAAAGATGAAAGAAATGGTTGCTGAACCCAAAACATG 

TTTAGGAGGAAAACCAGAAGAACAGAGCAGTGGCACTGGACCTCCTGTCT 

GTCCGTGAGGCTGCAGAACACAAGGCAGCTCCCAATGCCGCTGGACTCTC 

TGACCTTGGAGAGCGTAAACATCATATATGATTCTGTGTTCCTGAGATCT 

GGGTTTAACGATCTGGGCTTTGTCATGGTGTTATACGTTCGTTGTTGTTT 

GTGTACCTGCCCCTTTAACCCCTTTTTTTGACCTGTGTTTTAGACATTAG 

GCCACTTTAGAAAGTCTmCTTCTCAATTCTGTTGTTCCTTTTTAAGCC 

CCTTGTCGATGCCCTCTCCTTTCCACAACTCTGGTTTGCCCGGATTTAGT 

CCCTTTTTATTTTCTACTTATCTTCTAGCCGAAAGTTTACTTTTTTGCCA 

AAAATTATTTGTTCCAATCATTTTTCCCATATCTTTCTTATATCCTTCAT 

CCATCCCCACTCATA 

>Sequence 201 

AGGACAACCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTAC 

CCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTGA 

AGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAG 

CTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCTGC 

CCG 

>Sequence 202 

CCGGGCAGGTACAGAATCCAAAAGTCATAAAAAGCAAAAGCTATCTTTTT 

TTCACTCTGGCACCCATCTGTTCTTCCCTGGAGTCAAACACTATTACCAA 

TTTTTAGGTATACTTCCAAAGATACTTACTGCATTTACAAGCACAGACTT 

ATATTGATTCTAAAAGAATAAGAGACATTTTCAGCATGTTGTTTTGTTCA 

ACACCACAGTATATCTTAAAGATGGTCCCCCATCAATACATATAGAGATC 

TCTCTTTTTTATGGCTTCATAGTATTATCATGTGCTGATATGCCAAAAAC 

TAATCCATTAGACCCTTTTGGGTATATATTTACTATTTTGCAGTCTTCTG 

CTCTTAGGAATAAAGTGAAATTCAATCACCTGTATAGAAGTATTTCACAC 

ATGTTTGAATATATATGTAGAATAAATTCCCAAAAGAGAAATTTCTAGAG 

AAAGAGATATATGCATTCACATT 

>Sequence 203 

CCGGGCAGGTACAAAGCTATAAAGGAACGTTTTTAGAGAAAGCACTGAAG 

ACACACATTTTGCTGACCTAAAAGATTTTAAAATGAATTAGAATAATTTA 

CATCATATAAAGAGGTATTTAGTCTTTAAGTGGAGAAAGTTGCTAGTCAC 

ATGTAAGAAAAACAAGTATTATGGGCCTTCCTAAGACAAATGGAATAAAT 

TCCA TCAC TTTTGGCTTTTTTATAAACCAGACTTCTAACAAATAACCATA 

TTA ATTT TCCAGTAATCAAACATATCCTAAAAGAGGAAAAAGAGAATGTC 

TACTTTTAAATCACATCCAATGTGAATTTGCGTGAATGCAAGGCATAAAA 

TACCT 

> Sequence 204 

CCGGGCAGGTACAAGGGCAGGATGGCAGCACAGAGCCGCCAGCTCTTTCC 

CCGCCCACTCTCGGTGAAGCAGTGCAGCTTGCCCGCCAAGTAGAACGTCG 

TGAAGCCAAGGCCCGAAAAGGCAAAGGAGGAATGGATGCTGGGGAAGCTT 

TTGCGGCCCTCGGACACCAGATCGGGGTCACCTGTGCAATGCATTTCCGA 

GTTCATCACTCCATCTTCCCACTATTAATTTAATAGTGTTTGTGCAGACT 

CCATTCAAAGCAAGAGCCAAGGACACCGCTAAGAAGGCTTCCTTAATTTC 
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AGTCTTGTCTGTTCGCCGGATAATTTTCACCACACAAATAACAGCCAGGG 

GTGTGAGGAAAGAAATTGCAAACATGAGGCGGTAGGTATGTTATCTGATT 

GCACCAAAGGATTTTTATAGAGCCAGATCTCTTCTGGCTGGATGACTCTC 

TGAACGGATCCAAAAACTCTGTAAAAC 

>Sequence 205 

CCGGGCAGGTACCATATCTCCTGGCTTCCTTCTACATGGGTCACTTAGTT 

AAGAGGGAGGCCAAGGGAGTTCCGATTTCAGGCAGTGTGTGGCAGGGTTA 

CTGTCCTAGCAACCTGGCTACTCCTCACTGTGAACGTTTCTCATAGGTGT 

CATATGGCAGGATGAAAAACATATTTGCCTCCCAGTGAAAGATGGCACAG 

GCTTTTGCCCAGCCAGGTTGGCAAGAGAACAGAACTCTTAACCCCTTGCT 

CGACAGGTTTGAGTTCAAGGGGTTGGATGCTCCAAGCAGAGGGCCAAACC 

CTGATTTATGAAGCATGCTAGGTCAACAGCCAGTCAGACCT 

>Sequence 206 

CCGGGCAGGTACAGTGCCCCCTGCTTGTGGTGCAGGGGGGTGCCATTGCC 

GTGGTGCTTGGCATTGAGGGGCTGCAGGTGATGCATTGCACGGGACACCA 

GGTCACTCAATTCGGCGATGCTGCCTACGCGCGTGGCCAGCAAAGACTGC 

TCGATGGTCCTCAGCTCCGACTGGCTGAACATGGGCAGTTCCCCTGGACC 

T 

>Sequence 207 

CCGGGCAGGTACCAAGCTAAAGAAGGCAGGAGAGAAAGTTTTTGAGGATG 

GTGTGTGTAATCGGTCACTATTTACTGTGTGAGTTCCACTGGAGACAAGC 

ACACTTTCTCCAATCCCAGAGTCTACACCTGACTGGGAATTTTTCATTCT 

GGATTCTGATTGAGGGAAAATACTGATATCCAATGGGCTATAAGGAGGAC 

CTTTCAGTTTCTGTAACAGCATCTGAGTTCTATGCATGTCCTGGAAAGGC 

ACCTGCCCACTGGCTAATTCACATGCTGTAATCCCAACACTGTAAATATC 

TGACTTCACATTATACCCACGTAAATCCTGTCTCAGTAGTTCTGGACTCA 

GCCACGGCTGCACTGATGTGCTGAACTGTGGGAAATCATACACAGCCCTA 

TGCCTCTGTCCATGCTTAACCAAACTATGCAGATGGGAAAGGCCAGAGAG 

GGTCACTAGGCCATTACCAGAAATGGGG 

>Sequence 208 

CCGGGCAGGTACCAAGCTAAAGAAGGCAGGAGAGAAAGTTTTTGAGGATG 

GTGTGTGTAATCGGTCACTATTTACTGTGTGAGTTCCACTGGAGACAAGC 

ACACTTTCTCCAATCCCAGAGTCTACACCTGACTGGGAATTTTTCATTCT 

GGATTCTGATTGAGGGAAAATACTGATATCCAATGGGCTATAAGGAGGAC 

CTTTCAGTTTCTGTAACAGCATCTGAGTTCTATGCATGTCCTGGAAAGGC 

ACCTGCCCACTGGCTAATTCACATGCTGTAATCCCAACACTGTAAATATC 

TGACTTCACATTATACCCACGTAAATCCTGTCTCAGTAGTTCTGGACTCA 

GCCACGGCTGCACTGATGTGCTGAACTGTGGGAAATCATACACAGCCCTA 

TGCCTCTGGCCATGCTTAACCAAACTATGCAGATGGGAAAGGCCAGAGAG 

GGTCACTAGGCCATCACCAGAAA 

>Sequence 209 

AGGTTTTTACTAAATTATCTATGTCAAAAAAATTCTGTGCCTGGCGTGGA 
ATTTC ACTCC AtC AAGTGTTAC AATG A rTTTTl C ATTTTC ATTAC A AGC A 
GGAGAATGAATGTAGGACAAG 
>Sequence2lO 

AGGTACATAGTCTCCCAGTCTACATGTCCTGGCTGTTAATCATCTTGGCC 

CCTTGAGGCACATCACAGTTTGAAGGACCTGTTTAAGTTGAAATAGACTT 

TGCTTATTTATTGGGATTCTAAAAAATTCTGAGTGAGTTTGCAGTATGAG 

AGGAAATAAGATTTCCTCCTCCTTCCTCTCATTTTATATTGACTGTTTGC 

CAGAAACTGTTTTCTTCTGTTTTCTTATATTTTGTTTTTGAGATGGAGTC 

TCACTCTCTCACCCAGGCTGGAGTGCAGTGGTGCAATCTCAGCTCACTGC 

AACCTCTGCCTCCTGGGTTCAAGTGATTCTCCTGCCTCGGCCTCCTGAGT 

AGCTGGAATTACAGCACCGTGCCACTACGCCCCGCTACTTTTTGGAATTT 

GGTTTTTAGGAGAACGGGGGTTTACCATGTTGGTCAGGCTGGGTCTTGAA 

CTCCTGACCTCAAGTGATCC 

>Sequence21 1 
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AGGTACCTGTTTGCCTTAAATTGCTTTTTAGCTCTAAGATTGTAGAATGA 

TCCTTTCAAATTGGACTCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAA 

TCATTCATTGGGCCTTATATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence 212 

AGGTACTGGATGTTAGAACGGGCTCCAGGAGCCAGGAATCCTGGCTCTGC 

ACTGTTGGAAACATCTAAGCTAGTCTTGCGCCCATTTACTGGCTTGACAG 

GGATGCCTGAGGACTTCTGGATCTTGCTGAGAGTGGCTGAACCACCAGTT 

TGCATGACAGTGGCTGTGCCTGTGGCAGGAGGAGGCTTCTTGTAGCCAAA 

GGATCCCGAAGTGGAGGGGCGAGCAATGCCCGAGGGGGGCTTCTTAGCAT 

CACTCAGGCGGTCCCGACCAGCATTAGAGGAGGAGCGTTGGAACCCAGTA 

TTCTTCACTGCAAGCTTACCCTTGTCTGTAGCTTTGCCCTTAAGTTTGCC 

TGCGACTTTGAGGGCACTCTGGGCTTTTTTAGTATGGNNGAAAGTTACAG 

CCCAGGGGGGGGCTTTGCCTTTTTTAGGGACCAGGGGGGGCCAGCTGAGG 

GGCTTTTT 

>Sequence213 

AGGTACTTGAGACCTCATGCATATAAAACCAGCTTACAAACTACATCGGA 

CTATATGAAGAAATTATCACTGGGGGCAAATCACCAAGTAGGGAGCACAA 

TACACAGGGTGTGGATGTTAATGTCATTCCCTAGCCTTCTCATTCCCTTC 

TCTTGGTCCTTTATGCATATGGAACAGTTCCATTATTAAATTTTGTAATA 

ATAACTGAGAACCTGACTCCCAGCAAGGGAGTAGTTCAGAAGTTGAGGGA 

GTTTAAATCTGAATGAGTAAATAAAGCAATTATATCATTAGCTTAAAATT 

TTATCATCAATTAAAAATAAATTTAAAAACAAATACTTAAAAAAAAAAAA 

AACCTGCCCGGGCGGCCCGCCGTNCAGGTAGCAAACCATTTTCTCCGGCT 

GGTCTGGTTTTCTCCAAGCCCTTTTCTGGCAACTTTCAAGATTTTCGGGG 

GAACCCACN 

>Sequence2I4 

CCGGGCAGGTACAAGTCTCATAAACTATCTCAGCACTGCATCCGTATTTG 
TGGGCACCTGTGCCAAAAGGACCTTGATATGTTTCTTAGTGTAATTGGCC 
AGAGATGGCCAATAGATGTCTTCTCAAGTGTTTTTGATCACCAGGTCAGT 
GCTATTGGGAGTGATATAATATGGTGGTTCCTAAAGTTATTTTTGGTCTC 
TTTTTTTTTTTTTTTTAAGTGCTATGA 

ATGCAGGAATTAGGTGGGGCTGCACACGTGCATGGTATTTTCTATCCCTA 

TGCTAGGTTTTGGTTCTGTTGGCTGTCTTCACTAGACTTGAGATGACTTG 

ATTTACAGTAATCCCTATGTGATGTAACTAGTCTAGACCTTCCCTTCTCC 

GCAATTCCCAGCTCCAGGTTTCAGAAAGTATGCCACACTCAACCCTTTCT 

TCAGTTAT 

>Sequence215 

AGGTACTGTAAAGTGAAAAGGGATGTGCATAAAAATAAAAAAAAACAACA 

AAAAAAGCTAACCTTCTATTAGAAAAGGGGACAGGGGAATGAGTAAACTT 

CTTTTATTGCGGACAAATGTGCACATAGCCGCTAGTAAAACTAGCCTCAA 

ACAGGATGCTCATAGCTTAATAATAAAAGCTGTGCAAAGGCCATGAAAAA 

AATGAAAAAAATAAAAAAAAATAATGCTTAAGCACCACTAACTTAAAAGT 

GTAATTACAATTACTTGAATTTAAGTAAAAAGAAAAATTCTCAAAATTCT 

ATTATGGAACATGGGGGGACAATTCCGAATGACCCCGGAGCTATTTGAAA 

AAAAAAGAACATTTTTTGGAATTGCAGAAAGGATATTTTTACTTTTTTTA 

CCAAAAACATAAGTTTGTGGGACCTATGGGGGAAGCCTTTTTAAGACTTT 

TTTTTGAAACCTTACACATTTG 

>Sequence2l6 

CCGGGCAGGTACATACAGATCTTTTACTGCCTTGGTGTTAAATTTATTCC 
TAAGTAAGTATTTTTTTTATGCTATCATAAATGGCATCTTAATTTTTCAG 
TTAGGTCATTATTTTCATTATTTATGTATAAAAATGCTAATGCTTTTTGT 
ATGTTGATTTTGTATTCTGCAACTTTACTGAATTCACTTGAGTTCTAACA 



Page 35 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AACAGATTTTTTTTGTGTGTGTATCTTTGGGGTTTTTACATAGAGCCCAG 

TTTTAGTTTTAATAGAAATGTTTATAATAGTGGATGGAATAAAGACTTTG 

TATGATTACTGTGAACCACTATCTCTCTCTATATATATAGATAGATATGA 

ATGA GTATGTGTATAAATACATAAAGCAAAGGCTTTGAGAACAATACTCA 

TTTTGCTTTCTGTACATACTGTGGACTTTCTGTTTATTTTCTTATAAAAT 

GCA 

>Sequence2l7 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAG AC AATC AT T Til 1 1 11 CTTTTCTTTTCCTCTCATTTAGTCTCAGAG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGGCTTAAGGTTCTCAGGAA 

AAAATGAGAAGAGCACCTTTGATCAGGAAAGGAAAAAAGGATTGAGGGAT 

AAAACAGTAACCTTTAT 

>Sequence218 

CCGGGCAGGTACATCTGAGACTCAAGACTCTCACTGATTGGAGAGCTTGT 

GGAAAACAAAACACACCATGCCAATAAATGAGATGAAAACTTGAGTTTGC 

CTTTTTAACTATTTATGTTCTAAGTTAAGCTTTGATAACATTCAAATGTC 

AAATTCTCTCATTCTTATAAAAAGTTGAATTAATTGCCTGTATTTATTTT 

AGCAATTATTCAATGTATTTCCAGTATAGGATGTATAGTATAATTAATTT 

TTTGTAAATAAAATATTTTACCT 

>Sequence 219 

AGGTATTCTTGTTTCTATGAAGGAAAAGTTTGGCTACTAACAGTAGCATT 

GTGATGGCCAGTATATCCAGTCCATGGATAAAGAAAATGCATCTGCATCT 

CCTGCCCCTCTTCCTTCTAAGCAAAAGGAAATAAACATCCTGTGCCAAAG 

GTATTGGTCATTTAGAATGTCGGTAGCCATCCATCAGTGCTTTTAGCTAT 

TATGAGTGTAGGAAACTGAGCCATCCGTGGGTCAAGATGCAATTATTTAT 

AAAAGTCCCCAGGTGAACATGGCTGAAGATTTTTCTAGTATATTAATAAT 

TGACTAGGAAGATGAACTTTTTTTCAAGATCTTTGGGCAGCTGATAATTT 

AAATCTGGATGGGCAGCTTGCACTCACCAATAGACCAAAAGACATCTTTT 

GATATTCTTATAAATGGAACTTACACAGAAGAAATAGGGATATGATACCA 

CTC AGTTTTGTTTTCA A AT 

> Sequence 220 

CCGGGCAGGTACTGCCAGATCTGTATCACTCCGGAGCAACGACCTGTCTC 

TCTGAATGATCTCTGGCATGGTAAAAGAGTTAACTGTATTTCAAAAGGTG 

AAACAAAACTTTTTTTGCTTTGTTATGCATGTTTCAAATTGATCAATGGT 

TCAGGCCTGGAGTATGCATCAGAATTATCTGTGAAGCTTAGTGAAAGTGC 

TGATGCCAGAGCCCACCCAAAGCTTACTGCTTCAGAACCACTGGGGACCT 

GGCAGTTCTGATGTGCACGACTAGTCAAGAATCCTTTAAAGGCTGATAAA 

GCAATCTTGAAATCACTGTCAATGCAAAAGTGGGATGTTCCTTATTAATA 

AGAACTCAAAAAATAAAGTACCT 

>Sequence 22 1 

AGGTACGCGTTTCTTGTAAACACGAGGCACCCCAAGATAAGAAGACAGAT 

AGAGCAAGGGATGGACATGGTCATCTCCTCAGTGATTGGAGAAAGTTACC 

GGCTTCAGTTTGATTTTCAAGAGGCAGTGAAGAATTTCTTCCCCCCAGGA 

AATGAAGTGGTTAATGGAGAAAATTTAAGCTTTGCATATGAATTCAAAGC 

TGATGCATTATTTGATTTCTTCTA 

>Sequence 222 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCC1TGAGCTGGTTTTCTCTGATG 
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GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAACACCTGCC 

GTAAGTTACTGGCTGAGTGAGGGCATATAAGTTAAAGGTTACTGTTTTTA 

TCCTCTAT 

>Sequence 223 

AGGTACAGTCACCATCATACTTGTCTCCATTTGGAAAGATAAAGCTGATC 
TTATACACTTCTGAAGTTGGTCGAGAGGTGTTAGAGAGATCTTCCAAACT 
CTGCGACTCCCCCTGGGCGGCCAGCTCTGCGGCCACCTGCCCGGC 
>Sequence 224 

CCGGGCAGGTACATTACTCCATCTACCGAGGCAGCGCATGGCATGACTGA 

ACGGCTTGGAACAAACACAGAAATTAGCACCACAAACATTCAGGAACCAA 

ATATAATCTGCTATGGTCACACCACAGACAATGCAGGAAGAGGCTTTTTA 

TTGCTTGTGTGTGTTTTCAAATCAAGTAGGCACAACCCAGTCCTCATAAC 

AGCCCTCGGGAGTGGACGCACCGGGGCGGGAGAGCGCAGGAGGGAGTGTG 

CTTGGCTATCCTGCCCAGTGGAAAGGAAAGTGACGTGCATTGATCTTAGA 

GTCCTTGGCAACAGACTGTGGAGGCAATAACAGGATAAAGAAAGCAGGGA 

GAACGAGGCATGGCCAGGGTCCCCAGTGCGCCTTAAGGAGACCTTAAAAC 

AGATAGATAGCACCACAAGAGAGCCACAGAGAGAAGTGTAAAAATAAGTA 

CCATTTTATTGAGTTATCAC 

>Sequence 225 

CCGGGCAGGTAAAAAAAAAAAAGGAGACACAAGACTTACTGCAAAAATAT 

TTTTCCAAGGATTTAGGAAAGAAAAATTGCCTTGTATTCTCAAGTCAGGT 

AACTCAAAGCAAAAAAGTGATCCAAATGTAGAGTATGAGTTTGCACTCCA 

AAAATTTGACATTACTGTAAATTATCTCATGGAATTTTTGCTAAAATTCA 

GAGATACGGGAAGTTCACAATCTACCTTATTGTAGACATGAAATGCGAAC 

ACTTACTTACATATTAATGTTAACTCACCCTTAGGGACCTGGAATGGTTG 

CATAAAGGCTTTAAACGGGGGATCCGCCCATTTCCCAAAAATTATAAAAA 

ATTCCCTCCCTTTTTTTAAGGAAATTTTTAAAGGTTTACAAAAATCAATA 

TTGGGCTTTTAAAAGTGAAAACCTCCCCCCTCCTTAAAAAAAATGAGCCC 

CCCCCCGCGGGGGGAAATTTTTTTCCCCTCTCTCCT 

>Sequence 226 

CCGGGCAGGTACTTTCCATTCATTCCAGTGAGAAGCACTAGAACTTTAAA 

ATTTCAGAATTGGATGAAAATAACAAAGATCACCCAGTTGAATCATATTT 

TTTTGTTCAGAAGCAAAAACTGAGGCTCAGAGACAAACTGTCCTGTCCAA 

GATTATACAGAAAATGGTGGGAAGAGTTGAGAAGTTTCTCAATAATGCCA 

TGACTGTTGAATCATAGGAACAAAAGCCAAGAGATGGATCCTTACAATAG 

TTTAACAATATAAACCACATGGAACATTTCAAGAAAGAGTTAAACAATGA 

TCTATGTTTAAAAGCTATCTCTACCTGGCATAGTATCTTACATTTATAAT 

TCTAGCACTTTGGGGGTTTGAGGCAGGAGpATCGTTTGAGGCTTAAGTGA 

GCTGTGATCGCACTACTGATTGCCAACCCGGGTGGCAGAACAAGAATTTG 

TTTTTAAAAATTATAATTCCCATTATCTTTTTG 

>Sequence 227 

CCGGGCAGGTGGCCGCAGAGCTGGCCGCCCAGGGGGAGTCGCAGAGTTTG 
GAAGATCTCTCTAACACCTCTCGGCCAACTTCAGAAGTGTATAAGATCAG 
CTTTATCTTTCC A A ATGG AG AC A AGTATG IT 1 " I TCTCCTCTGTTTAG ATG 
GTGACTGTACCT 
>Sequence 228 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAGACAATCA Mill 1111 CTTTTCTTTTCCTCTC ATTTAGTCTC AG AG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGGA 

ATTACCCAGGTTTCTCCCTTAAAGGAAAAAATTTTTGGGGGGCTTTTAAA 

AAAATGGAAAAAAATGCCCCCCCCTTTAAAAAAAAAAAAATTTTCCCCCC 

CCGCGGGGGTGGTTTTTTATAAAGGGGGGGGTCCCCCCCCCCCTTTTTTT 

TTTAAAAAAACACACCCCCCCCCCCCCCCAAATTATAGGAGCCCCCCCCC 
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TGTTGGGGGGGGGGGGGGGAAATAAAAAAAAAAAAAAAACCCCCCCTTCT 
CCTTGTGGGGAGG GGGGGGGGGGGGGGGGGGAACACAAAAATTlliil TT 
1 rTTTTTTTn ill CTTCTCCCCCCCCCAA A A ACTGGGGGGGGGGG GGGG 
GGGG 

>Sequence 229 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAG AC A ATC AT TT 111111 CTTTTCTTTTCCTCTC ATTTAGTCTC AG AG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGCTAAGGTTCTCAGGAAAA 

AATGAGAAGAGCACCTTGATCAGGAAGGGAAAAAGGATAGAGGATAAAAA 

CAGTACCTTTAACTTCTATGC 

> Sequence 230 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTTCCTTCTTTTCCTGGGTGCT 

CAGGGCTTGCTTAATAACAACTGGGTTGGTATTGGAGTTTGGCAAACAGG 

ATTGTCCACCTTTTTGAAAAAAAACACTTTAGGAGGTTTTGACAAAAACA 

CCTG CAAA AATTTTCTTGGCTTGGGGGGGGCATAAAAAAAAAAGAGGGCC 

CCGGTTTTAACCCCCCAACCTTTTTTTCCTTTCGGGAAAAAGGGTTG 

>Sequence 23 1 

CCGGGCAGGTACTAGAAATTGCACTGTCCTAGAAATTCCTCCATCCCATG 

AAGCCATTTCCATCATGAAACCTTTGACACACTTGAACACAAGTTCCGCT 

CTCCTTAAGCACCAGGGTATAGTCATTTCCTCTGACATATAATGGTACTA 

AAGCACTGCAAATGCTCAATATTATGCCAATAGGTCCCTTTCCAATTTCA 

ATTACTGGGAAAATATACATATGGACAATAGATGGATGCCACAATAAAAG 

GCTGGCAGCCTAACCTTAACATGAATTTTTCCCTACCTCTATTTAGGGGG 

ACAGGGGA GGGCCC CTGGTTTGCTTTGAGAAGGGACAAATACATTTTACA 

AGGAGTCACTTTTTGGGGTTTTGGTTGGCCCCGCCCAAATAAGCCTGGTG 

GCTATGATCGGGCTCAAGGGTTGGTACTTGGATTGGGGAGGGTTTGAAAA 

AATTTATTTGCCGGGAGAAAAAAGAC 

>Sequence 232 

CCGGGCAGGTACTTGGAGCTGACCAAACGGGAGGTCGAATACATTGCCCT 

GTCAAGGGACACCACTGAAACTGATCTCAAACAGCGACGAGAGATCCGTG 

CAGGCACAGCCTTTTACATTGATCAGTGTGCAGTTCGTGCAGCCACAGAA 

GGCA GAACT CTCATTTTGGAAGGTTTGGAAAAGGCAGAGAGGAATGTTTT 

GCCTGTTTTGAACAACTTGCTGGAAAACAGAGAGATGCAGCTTGAAGATG 

GACGCTTCCTGATGTCTGCTGAGCGTTACGACAAACTTCTCCGAGATCAT 

ACCAAAAAAGAGTTGGATTCTTGGAAAATTGTCCGAGTTAGTGAAAATTT 

CCGAGTGATTGCCTTGGGCTTGCCAGTGCCAAGGTATTCTGGGAATCCAT 

TAAACCCCCCTCTTCGTTCTCGATTTCAAGCCAGGATATTTATTATTTAC 

CCTTCAGGACCACTTAAGGGTGGTTA 

>Sequence 233 

AGGTACAGATAGAGATAATAGAAGACAAAGAGATTAAAAGGAAATAAAAA 

TGCATGATTAAAAACTAAGAATAAAAAACCTATTTTTATGTTTCCTAAAG 

GAAATTGTTTATTCTACAGACTCAGTAGGTAGACACAAACATAAAGATTT 

CCCTAGAAGACATAGAGTGGGATTTGATAACACTGTCTGTTATTTTCTGT 

ACCTGCCCG 

>Sequence 234 

AGGTACTrTTGTTTTGTTTTAAATTAAGAGATTCCCAAATGCCTTTTTCC 
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CCCTCATCTTGAAATGAGATGAGTTTTTATGTGTAAGCAATATTTATTTA 

ACTATTCTATAAAATTATTGAGTGCCTACTGAGGCCTTTAAGCACCGCTA 

ACATTCCTTTCCATCATTCTTTTAAATGACATAAAATAATTGTGCAATGT 

TCCTGATGATGTACCTGCCCG 

>Sequence 235 

AGGTACACTAAGTTTGCAACATTTATTGAGATCTAAGTCTGTCTTGCCTT 

CATTT CTCTT TTTATCTCCCCCTTGCCCTCATTCTTGAACAGCTGGAGGA 

ATACATTTTATTCTGTCCATGAAGCATACACTATGAAATTCAAGTGCTTA 

AAAATACTTCTATGACTCTCTGCTATCCCACTGTATAGATCCACAGGGAG 

CAAACACTTAGAAATGATAGAGAACTGAAGGAGATCAATGGTTTAACAGT 

TATCCATGCCAAGTCCCATTGTCAGAAATATTCTTATTACTCAGTCAAAC 

ACT CTTT GAGCTTCCCTTGCTAAAGGTAACCATTCCAGTGAATAGATGTG 

CCCTTTTATAAGGAAACTTCTGATGTTTATTAAAAAAAACTGGCCTTTTG 

ATAGAGGTAACTTAATTTGGGAATTTGTTGTGTTGAAATGGCATTTAATT 

TAACCTAAAACTGACTGTGGGG 

>Sequence 236 

AGGTTTTTAATCATTCATATTGACTTAATCAGGTTGACAAAATCTCAGGG 

TTGGTCTGGGATCATTCACAAATCAGAATTACTCAGAGAAATTTTCACAG 

CAGTTGCAGCAGCACAAACTCTAACGCTGATTTAAATTAATAACTGTTAT 

TAATGAACAAACTTGAAAAAGGAATTTCATATAGAACATTACATTTCTCC 

CTGACACTACCGTATCATAAAAATTAAAAATGATATAAACATGTTTTAAA 

GTCATAGTGGTAGAACCAGCCACACTACAGTGCGGCATTGTTAGAAGTTC 

GCTCTCAAGTTGACTCAGCTTAGTAAAGCAAATTGTTCTCTGAGATTTCA 

GCTTTGGTTAGTCCTCTTTGGCTGACATGAACATTATGGAGTGTTAACTT 

GTGGTAGCAACACATAACCAAAAAGCATTCTTTTTAAAATACATTAGAAA 

GATCTCAATGACCTGGATTA 

>Sequence 237 

1 II 1 1 lirrAAGCTTTTTTGTTCCCGGTCCCCCTTGGGGGGGGCCCCTCC 

CCCCCCCTTTTTTTTTCCTTTTTTGGGAGGGTTAATACCCCCCTCCGGGG 

GTTTATCATGGGGTTTATAAATTTTTTTTGGGGAAAAAAAAATATTTTTT 

TCCCCCATTTTTTCCAAACAATATTTATTCGCGGGGGTGGAAAAAAATAT 

A TATAAAATT TCTTTGGCTCCTCTTTTTGTGGGGAATTTTCCTCTCCATA 

TA nniTil GTGTTTCTCTTCTCCTCCCCTCTTTTTTAAA A A A ATATTA 

AAACACCCTGCTCTCCCCTATAATATTTAAAATT 

>Sequence 238 

AGGTACTCTTTGAGGACATTTTTGTCAGATTAACTATAACAGTGTAGTGT 

AGTTVl IAAAATTGCAGTTGAAAAGTTTAGCTGTCTTGGAAGTCAAATTT 

ATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACCATGCTG 

GCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATATTACAA 

ATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATACAAAGGG 

TTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGTTCTACC 

ATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAAGCAGAA 

ACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTTCAGTTAAAAAAC 

AACTCTCAAAACCAGCACTCATTTTTCTAGATAGGTTATTAGGATTTTAC 

GATTTCTTGGTAT 

>Sequence 239 

CCGGGCAGGTACTGCTAGCTGGAAAAACCATATAGAAAACATGATGACCA 
TG 

>Sequence 240 

AGGTGTTGGGTTTGATTTGCTTTTGTTTTTAATGCAGCTCTTTTAATATA 
AAGATTCTTGATACAGTGAAATCTCTTATTTCAAGTGTAAGTTATTCTTC 
ACCCACCCCTTCCCCTGCCA 
>Sequence 24! 

AGGTACTTATTGAGTGCTTGTATGCACCAGGCTCTGAACTAAACGCGCTC 

CATATTACCCCCATTTAAATTCTTACCATTATTCCTGTCTTACAGAAAGA 

AAAAAGGCATGGTGAGTCACACAGTTCACAAATGAGGGCTAGAACCAAAC 
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CCAGGCACTGTGACCTGCTACACAGGAGAGGCAGATATGAAGATTTCTTC 

AAGGGTGCTTATTACAGCATCATTTATAATAGCAAATAAAGTACCTGCCC 
G 

>Sequence 242 

AGGTACTCCTCCAGATCCTGGTGCTGCTTTTGTGGTGGTAGAATGTCCAG 
ATGAAAGCTTCATTCAACCCATCTGTGAGAATGCCACCTTTCAGAGGTAC 
CTGCCCG 
>Sequence 243 

AGGTACTTTTTAAAAAATCTATAAATTTAATGCACTGTCCAAGTGAAATG 

TCCTAGTTGTCATTGTGATTAAGGGGCCAACTTTCCAGGCAGCTAGCAGA 

GATACTATTCTCTTCCTCTCCCAGCAAATTTGTATTCCTTCGCCCACGCA 

TTCCTGCTATACTAGATGGCAGCCAGTGATGGAACTATAAAGATGTCTGT 

GGTCATATGTTGAATGTGGCAGCTTGAAGATGTACCTGCCCG 

>Sequence 244 

AGGTACAGAAAAAGGATTGGAATTGTGTTTAGTTTTTGGTGTTTAGATTA 

TTTTCTTTGTGTCTTTCTTCTTTTTCTTTi 1 H T I TTTTCTTTTTT AC A A 

TAGGCCAGTAGAATTCTTATGAGAACAGCTTTTTAAGCACTTCAATGGAG 

TGTCATTTTTTTGGTAGCTTCCAGAAGGTGCCAAACAGGTTTCAACATCA 

TATTAATTAGAAATACCCATAATAATTATAACAACAATAAAAAGGTATAA 

TATGGTACCTGCCCG 

>Sequence 245 

AGG TAC I TTTI GCTTTTCTTTTG A AAGTATG A A A ATG ATTTTTAC AATGT 

AAAGAGAGTCTGAGAAATGCAATTGCTATTCTTTTTATATACTTTTTCAG 

AN 1 1 i l ATATGCTTCTTTACTACTTACATC ATAATGCACAATTTTATAT 

ACTGATTTTTTCAATCAATGTATATCATGAGTTTTTAAAATAATGCTACA 

ATCTTC ATAA CTAATATTTTAATGGGGAGTGACTGCTTAATTGGCATGAG 

GTTTCCTTTTGAGATGAGGAAAATGTTCTGAAAATATGGTGATGGTTGCA 

CACCATTGTGAATGTACCTGCCCGGGCGGCCGAGGTACTTGCCTGGGAGA 

AGGCAGCGGACGCATCACTTGCACTTCTAGAAATAGATGCAACGATCAGG 

ACACAAGGACATCCTATAGAATTGGAGACACCTGGAGCAAGAAGGATAAT 

CGAGGAAACCTGCTTCAGTGCATCTGCACAGGCAACGGCCGCTCTAGACT 

A 

>Sequence 246 

CCGGGCAGGTACAGGTCCCCAGCTTACTCCAGGGATGATGTCAGAAAATG 

AGGTCCTAAACATGCAGCTTTCGGATGGAGGACAAGGAGATGTCCCTGTT 

GATGAAAACAAACTCCATGGTAAACCTGATAAAACCTTGCGCTTTTCCCT 

CTGCAGTGATAATCTGGAAGGAATATCTGAAGGTCCTTCAAATCGCTCCA 

ATTCAGTGTCCTCCCTAGACCTAGAAGGAGAGTCTGTGTCAGAACTTGGA 

GCAGGACCTTCTGGCAGTAATGGAGTTGAAGCTCTACAGCTGTTAGAACA 

TGAGCAAGCTACAACACAGGATAACCTTGATGATAAGCTAAGGAAGTTTG 

AAATTCGTGACATGATGGGATTAACAGATGATAGGGACATATCAGAAACA 

GTGAGTGAGACCTGGAGACNCTTC 

>Sequence 247 

CCGG GCAGGTTTTTTAT 1111 [TTTTn U nTTTTl CTT ATC A A A A AT A 

TTTTATTTACAAAAAATTAATTATACTATACATCCTATACTGGAAATACA 

TTGAATAATTGCTAAAATAAATACAGGCAATTAATTCAACTTTTTATAAG 

AATGAGAGAATTTGACATTTGAATGTTATCAAAGCTTAACTTAGAACATA 

AATAGTTAAAAAGGCAAACTCAAGTTTTCATCTCATTTATTGGCATGGTG 

TGTTTTGTTTTCCACAAGCTCTCCAATCAGTGAGAGTCTTGAGTCTCAGA 

TGTACCTT 

>Sequence 248 

CCGGGCAGGTACCCAGCACATCTCAGAGAGATGGAGGCAAGCTGGGTTCC 

TGATGATTTCCAGCTAATACAGGTCCTTCCTCCTGCATGCAGGCGCCCCG 

TAACGCTTTATAACAGACGCCTCTAGACTTCTGTGGGGGTAAAGTGAAGG 

ACCCAAAGCGACACAAGTAGTGTCTGTTCACACTTCCACTTTCAAAGCTA 

ACTACTAGCTGTTCAAATATACTCCATACAGCTTTCAGCAAATCAAAGTG 
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TTTACCTCTCCCACACCAAGGGAAGAAAAGATGCAGACTGCCTTTAAAGC 

ACCTGTCAGCAAGGCGAGAGGTTTTAAAAGATCAGCCTTGAGAATCAAAG 

CAGCAGCAGAAGTGTCATTACTCCAGTGCTCTCCTTTCCGTTCGTGGGTC 

ACACAGAGACAGGCACATCCCAGCGCTTTGCAAACAGAAGCGCTCCAAAA 

GTTGGTAGNAGGGTACCTTGGCCGGT 

>Sequence 249 

AGGTACCCATTGGTCTTACAGACAAGCATCAGGAACCAGAGGGCCTGGTG 

GGGCTGGGAGGAAGCTCGGCAGTGACAGCTGAGGTGCTCATGTCCTTCCA 

TCCCACTGCCCAGTGGATAATGAGCTCATTAGTCAGACGAGGACCAGCCC 

AGAATAGCCAGGAGTAAGCATGTCACATTACAGAGCTGTAGCCAGCTTCT 

GGGTGGAAATAGCACTATCTGGTACCTGCCCG 

>Sequence 250 

AGGTACCCCTTTTTGCACACTGTCAGCAAAACACGTCCCTTTGAGTATCT 

CCGGCTCACCAGCCTTGGAGTTATTGGGGCCCTGGTGAAAACAGATGAAC 

AAGAAGTAATCAACTTTTTATTAACAACAGAAATTATCCCTTTATGTTTG 

CGAATTATGGAATCTGGAAGTGAACTTTCTAAAACAGTTGCCACATTCAT 

CCTCCAGAAGATCTTGTTAGATGACACTGGTTTGGCTTATATATGTCAGA 

CGTATGAGCGTTTCTCCCATGTTGCCATGATC1TGGGTAAGATGGTCCTG 

CAGCTATCCAAAGAGCCTTCTGCCCGTCTGCTGAAGCATGTAGTGAGGAT 

GTTACCTT CGAC TTTCAGATAACCCCAGGTTTTCAGATTTGACTTTCTGC 

TGGTCATCTTTTAAAGAAAATNAAACGTTAAAAAGTTCATCTGATAATAC 

TGCACCATAGNTTTTGTTTTACTGGTCATCTCTATTAAAGGGTTTTAACC 

ATTAAAACTGAACATTTTTTT 

>Sequence 25 1 

AAACCCCAGCATCTCGAATTCGGGCAAGGCAGTGACACGTCTCGCGGNCG 

NCCGGCAGTCACNGCACAGACTCAAACANNGAGGTCAGAACGNCANGANA 

CCNANGGNGCAGGGTTAGTTTAACAGNGGACCCAGANGACAGANGNAAAC 

ACCNGGAAACNANANCCNAAAGGGCAGGGNAAACCCCAGCNACCNGGGGA 

CCAGAANCNGACGAGACCAACAANGGNGAGCGCCGGGACAAGCGCCACAC 

AGGACACCAAGCGCAAGCCCCAAGGCNGCACAANNGCACCGGGANNAGAA 

GGGAAAGCAAAACCCCCCAAAGGGAGAAAACCAGGGGCCGGGGGANCCGG 

AAGAGGGAAAAAAAAAAGACCAACGGCCAGGAGGAACAAAAGGAGCCCGG 

AAAAAAGAGAACCCGAAAACCAACCAAAAGAAAGNNCCGGAGGGGACCGG 

GGANNACAAAACCAAAGCACCAAAACGGGAAANCGGGACGCCGAAAGGAA 

ACAAGAACCGGGGGAAAACCGAAAGGGGCAGGACCCACCAC 

>Sequence 252 

CCGGGCAGGTACAAAATAACATCATAAATAACATAAATGAGAAGTTTTCA 

AGTATTTCAATGTGCCTTGAAAAGTTTCAAACAGTAATTCTCACAATTGG 

TTAGACAATCATTTTTTTTTCTTTTCTTTTCCTCTCATTTAGTCTCAGAG 

CCTAAAAAGAAATGCCTCCAGTCTCTGTTAGCCCCGATGTTTGGAATGAA 

ATTAACAAGATTCTACCTTAAAAGAGAAAACTTATGTGGGCTTTTCAAAT 

TGTGAAAATTTGTTCCCTCTTATAAAATATAATCTTTCCCCTGCTGCTGG 

TTTATAAATATGGGCATATAGCCCAGAGCCATTATAAAGAAAAAACAACC 

AACCACAATAAACTAAGGAGCCTCATCTGATGGCTAAGGGTTCTCAGGAA 

AAAATGAGAAGAGCACCTTTGATCAGGAAAGGAAAAAAGGATAGAGGAAT 

AAAACAGTAACCTTTAACTTTTATGCCCTCACTCACCAGTAACTACGGGA 

AGTGTTGCTTGCA 

>Sequence 253 

AGGTTGGAAGAGAAGTTACCCCGATGACTTGGTTTGGAAGGGGTTAAGGC 

ACCAGTCATCCTCTTCTAAAGTGATTTATGATGATGTGTGGAGTTTAAAA 

ACTT1ACCCCACCCCAAAGAACAGCCCTCTCACTCCTCACTGAGTCCACT 

CTGAACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAAT 

TCTTAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTTGG 

TTTGGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGC 

AAGAGAAAGAAGAAAAAGAAGAAGAAAAAGAGGAGGAAAAAGGTAGGGAG 

AAATAAAGGGAGGAGAGAAGCACAGTGAAAGAAAAAAAAAGTCCCTTTTC 
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GACATCACATTCCTGTGTTTTCCCTCAGCCTGGAAAACATATTAATCCCA 
GTGCTTTTACGCCCGGAAACAAAGAGACTAAGCCAGACTATGGGGAAAGG 
GAGATAGAA 
>Sequence 254 

GGGCGAGACTTAGCTCGTATAGGAGCCGTACCGCGGCTCGGCGGCCGCCC 

GGGCCGGTACCTTTAACTCAATTTAATATAACAAGAAATCGTAAAATACT 

TATAACCTATCTTAGAGAAATGAGTGCTGGTTTTGAGAGTTGT11 TT1AA 

CTGAAAGATTAT1TCTAGATGGGTAGTGCTTTGTGCTGGTTTCTGCTTCC 

ATATATTTCCCAGTCATTTTAATTAGAGAAGATACTCTATGGTAGAACTA 

AGGCCTTTCCTTTCTTGGCCAAAGTCTTTACCCTATTTAACCCTTTGTAT 

ATTTCTGACTGCTCACTGTTCATATTATAGGGGACCAGATTTGTAATATA 

GAATTCTCCATAACATGAATGAAATTAATTCTGTCCAAGCCAGCATGGTG 

GGCTTCATATTAAGGTAGTAACAAGAAGTCTGAAACAATTGGATATAATT 

TGACTTTCAAGACAGCTAAACTTTTCAACTGCCATTTTAAAAACTACACT 

CACTGTTATAGGTAATCTGACAAAAATGGTCTCAAAGAGTACCTCGGTCG 

CCGGGCAAGGTCTGCACGGAGAGACTAA 

>Sequence 255 

AGGTACATTGTGGTAGGTCCAGGAAATATGACATTTTCCCCCTTGATGTG 
TTATTGTTGTTGTTGGGTGGGGTGGGCATTTTGTTTATTTGTTTGGTGGC 
AATCAGTGGTAGTAGGGAGTGGGAGGGCTTATATTGGTTTTTCC 
>Sequence 256 

AGGTACTTCCATAAGCTTGGATTTTAAACACTGATAGTATCTCATGAGTA 

ATGTGTGTTTTGGGAGAGGGAGGGATGCTGATTGATATTTCACATTGTAT 

GAAATACCATGTTTGAAACTCATAGCAATAATGCTATGCTGTTGTGATCC 

CTCTCAAGTTCTGCATTTAAAATATA II I I I 1 CTTTATAGG AATTG ATGT 

ATACCATGAAGTCATTGTCAGTTGTAGTAGCTCTGATGTTGAATGAGATA 

TCATGTTTTAGCATTCCATTTTACTGACTAGGGTAGAAGAACACTTTTCT 

TGGCTACATTTGGAGGATACCCAGGGAGTCTTGGGTGTTCCTTATCTGGG 

GAAGCAAACATTTCACTAGTCTCTTTTTTTCATCCTTTAAATTGTAAAAT 

TAGGATTACTCAAGCTCACCATTATTCAAGATTGGGACTTGCTTTCCAAG 

TGACACTTTTGCCTTGCTGAN 

>Sequence 257 

CCGGGCAGGTACATTTTTTAAAGTTCCTCAAAAAATTCTGCTTCTAGGCA 

AATG TAATAGATATTGTGCGTTGCTCATGTTTTTCCTATCAGAACCATGA 

TTTTAAAAAAACTATCCTTTCTGTCCCCATATATCCCTCATGTGGCCTCC 

ACTTCTACTCTCAGCTCCAGTGGACCTGACTGCCCTAAAGGTTATTCTAG 

ACCCTTTGCCAGTGACTGGCTCAGGGATGGACAGGTCTAAGTTACTTTAG 

AGCAATGAGACCTAAGGATATGGAAAGTGAATTCTGGGAAAGCTTTCTCA 

TACTAGGACAGGGCCCCTAGAATCCAGCCTGACTCTTCCGCTGCATGTAA 

ATGAAGATGCACAAGGCTCCAACTGCTACTGGCAATCATCCCATGACCAC 

GAGGGTAGCCAGCCTTAGGATGATGCCATGTTGTGGGTGAAAGGGGGTGG 

>Sequence 258 

CCGGGCAGGTACTGCTAGCTGGAAAAACCATATAGAAAACATGATGACCA 
TG 

>Sequence 259 

AGGTACAACAAAGCCTGTGAACTGGCTTAAACCAGTTTACATGCTGGATT 

CCGACCCAGATAATAATGGATTCATAAATGAGGATTTTATTGTTTGGATG 

CGTACCTGCCCGTTCGTTCGGCTTACCAGGTACTCCACGAGGGTGTTTTC 

TGTGCCCAGCAGGGCCATGAAGGGCCCCCACI TTTTTTGGATAGGCCGGC 

TTTGCTGGTGACTTCTTCCAAACTATGCAGGAGCCTTTCTACCTTCTCAG 

AGGTTTTGAGAGGACCTCTAATTGGACTATGACGGAAACTTTGACAATGT 

CTCTCATAAGGGTAGCACATTTATGATTGGTTTGGACCCCCGGCCAGGAA 

CTCCTTTGGATTGCATTAAAAGCATTTTTATAACTGAGTACTGGACGAAA 

CTGGGTTCCATCCTCGCCTGATTGGCTTCCAAGGAAGAACTGCCCTTTGA 

GCTTCCAAAGAAGAAC 

>Sequence 260 
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AGGTGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGATAAGCTTCGTG 

GAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGGGTAACCTAAC 

TGAGCAAACCTGAGTTGCATTTTGATGAATCCATAGTCAAATTAGCGAGA 

CACGTTGCGAATTGAAACATCTTAGTAGCATCAGGAAACGTAAACAAAAC 

CGCAAAATTATAAAGGCTTGACCTGCCCG 

>Sequence 261 

AGGTACTGTATAGGCCATATTCCTTTACGTGGGACATTAATGAAAAGCTG 
TCTTTTCCAAACTGAATGCGCCTATTAATAAAAAAATACACCTGACCATC 
TAATGCTGAAGTCATCCGCCAAGGTGGTACCTGCCCG 
>Sequence 262 

AGGTACAGATTATGGAAAATATGAAGGACTAACAAAGAATTACATGGATT 

ATTTATCCCGACTATATGAAAGAGAAATCAAAGATTTCTTTGAAGTTGCA 

AAGATCAAGATGACTGGCACAACTAAAGAAAGCAAGAAGTTTGGTCTTCA 

TGGAAGTTCGGGGAAATTAACTGGATCTACTTCTAGTCTAAATAAGCTCA 

GTGTTCAGAGTTCAGGGAATCGCAGATCTCAGTCATCTTCCCTGTTGGAT 

ATGGGAAACATGTCTGCCTCTGATCTCGATGTTGCTGACAGGACCAAATT 

TGATAAGATCTTTGAACAGGTACCTGCCCG 

>Sequence 263 

CCGGCCAGGGl I I 1 rTTTTTTTTTTTTTTTATACAAAAAGCAACAAGAGT 

TTAATTCTCTTTTTACATGGCCACAGGCTCTCTTCAGTCAGGGGAACTTC 

AGCTGGTGCCTCTCTCTTGCAGCTATGAGGCGACAGTGTGGTGACATGCC 

TCATACAGACTGTCCCAGTAAGCCAGGACAAGTCACCATTAAAATCTTGC 

ATGAACAGCCCTGGGCACGTGGGAATGTTAAGAAAGAGCCACCGCCTCCT 

TAGTCAGCTTAACCACAGCTCCAAACGCAGTTTGTCCCAGCTGGCAAACG 

CCTCAAACACCAATCATGCGTCGTGCTCCTATTCTGGGTTTTTATAAAAC 

ACTTTTATATAGAGATATAGATAGCACAGTAAATGTGCTTCTGATGCACT 

CTAACATAGAGGACAGGAATACACACTGTGGGGCGCCGGCCCAACCATTT 

TCACAGTGGAGAAG 

>Sequence 264 

CCGGCCGGGTACAGGATTTCTATTTATCCATAGATAGGTATCTATACATA 

CACATCTCAAGTGCATCTATTCCCACTCTCATTAATCCATCATGTTCCTA 

AATTTTTGTAATCTTACTGTAAAAAAAAGTGCACTGAACTTCAAAACAAA 

ACAAAAAACAACAACAACAAAAAACAAGTCCAAACTGATATATCCTATAT 

TCTGTTAAAATTCAAAAGTGAACGAAAGCATTTAACTGGCCAGTTTTGAT 

TGCAAATGCTGTAAAGATATAGAATGAAGTCCTGTGAGGCCTTCCTATCT 

CCAAGTCTATGTATTTTCTGGAGACCAAACCAGATACCAGATAATCACAA 

AGAAAGCTTTTTTAATAAGGCTTAAACCAAGACCTTGTCTAGATATTTTT 

AGTTTTGTTGCCAAGGTAGCACTGTGAGAAATCTCATTGGATGTTTATTA 

AGGGGTGAGACC 

>Sequence 265 

CCGGGCAGGTACACGGTGGACCTGGAGTCAGGGCTACACTACCTCCTGCG 
GGTGGAGCTGGCAGCCCACAAGTCCCTGGCCGGAGCAGAGCTGAAGACGC 
TCAAGGACTTTGTGACTGTCTTGGCCAAGCTGTTCCCTGGA 
>Sequence 266 

AGGTACTTTGGGGGAGAAAAACATGATTCCATTTACGGGGAAAAAAGCCA 

TTGACACTCAGTAAGCAACACTGCCATCTAGTGGAATGGTGACACACCAC 

CAAGAATTTCAAGACCCGATAGGAAATGTGAGTGGATTTGGTTTCAATTT 

TCACCACAAAACAGCACTTTTAATAAGCTGGTTTTCAGAGAACTTCAGAT 

TTTTTTGAGAAACTACTTTTTATCTTTAAAATGCATAAATGTATGTGTTT 

TCTCTGTTTTGGGGGGGTGGTTAAGAATGAGTTGTATTTTTCTTATTAGA 

GCATAAAGTTCTCTACTTGAAAGTTAGAAAACACTTTGGGGCAACCTGCC 

TCCTTGAACATCCATCACTTCTGCTTGACAGTCTAACAGCAACCCCTGAT 

TTTAACAGACAGTTTATAAAGAAGCAAAACTCAACTGTACCTGCCCGGGC 

GGCCGCTCTTAAACTGGTGGAT 

> Sequence 267 

CCGGGCAGGTACTCTTTGAGGACATTTTTGTCAGATTAACTATAACAGTG 
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TAGTGTAG II 1 I i AAAATTGCAGTTGA AAAGTTTAGCTGTCTTGG A AGTC 

AAATTTATCCAATTGTTCAGACTTCTGTTACTACTTAATATGAAGCCACC 

ATGCTGGCTTGGACAGAATTAATTTCATTCATGTTATGGAGAATTCTATA 

TTACAAATCTGGTCCCCTATAATATGAACAGTGAGCAGTCAGAAATATAC 

AAAGGGTTAAATAGGGTAAAGACTTTGGCCAAGAAAGGAAAGGCCTTAGT 

TCTACCATAGAGTATCTTCTCTAATTAAAATGACTGGGAAATATATGGAA 

GCAGAAACCAGCACAAAGCACTACCCATCTAGAAATAATCTTTCAGTTAA 

AAAACAACTCTCAAAACCAGCACTTATTTCTCTAAGATAGGTTATAAGTA 

TTTTACGATTTCTTGTTATAT 

>Sequence 268 

AGGTTTCATGGTCAAGCTCTAAGACACAACGAGCTCTGTTATTCAAGAAA 

TCAATTCCAGTGGATTTCCAGTTCCAATTCCTGAGAACTAGGGTAAGGGG 

GAGAGCTAATGGTTGCTTCCTAAGGCCTTCTGGGTTTATTAGTTCCATTT 

CAGGACATGACAAGAAAATGTACCTGCCCG 

>Sequence 269 

CCGGGCAGGTACCTTCTAAGGTAGTTAACACCACACAGGCTGATAACTCA 

GGGCAAGAGAGAGGCCTGGAGAGTTGACAAGAGTGTGAAGATACTGGAGA 

GGGGTTCAAAATAGGATCAATTCTTCTAATACTATTCTTATTTCTTGCTA 

ATAATTTGTCCTTGTAATTATAGTGAAGTAATGGTCTGGATATAAATGAG 

ATATGGTTTTGTGAGGAAGAAACATAGAGGATTATTCTTAACAACTGTGG 

CAGCCTTGCCAATATGGAACCCAATTTCAGAGTTTGTGAAATGGTACCTC 

GGCCGCCCGGGCAGGTACATATTTCCAACCTGTGTGATCTCAAAGATTTC 

AGGTTGGTACTCTTTTGGAGCCATTTTTACCAAAGTCTATAAGTAGCCAG 

TTTAACATCTTAACGCAACTTGGACAGGAGTATGGGAATCGGCATTTAAA 

ATAAAAGCCGCTGCATTTAATTT 

>Sequence 270 

TGCCCTATCACTACTTATGGAAAATTGAGCTCCACCGGGGTGGCGGCCGC 

CCGGGCAGGTGCGTTCTCAGGCTCATTGCAACCTCTGCCTTTGTAAACAT 

GCTATTAAATGTGGCACTGAAAGACTGTTTTTAACGTGATCTTGCTATTA 

AGTGGTAATGAATGTTCCCAGGATGAGGATGTTACCCAAAGCAAAAATCA 

AGAGTAGCCAAAGAATCAACATGAAATATATTAACTACTTCCTCTGACCA 

TACTAAAGAATTCAGAATACACAGTGACCAATGTGCCTCAATATCTTATT 

GTTCAACTTGACATTTTCTAGGACTGTACCT 

>Sequence 27 1 

AGGTACATCCACAGGAGGAATCGGACGAGAGGATGTGACATTCGGTCCAG 

GAGAGAAAGAGCAGTTTCTGTTAAAGATGTAACAAATGGATTTCCAAAGT 

CTAC ATGA CA TTC ACTTTTC AA ACTTCCCACCAGTTGA ATTTCTTTTTTT 

CCTTAAGAAACAGGTGATGTCTTGGAAAACAGCTCCTTATGTCTCTCTGT 

GCATCTCCATTTTCCTAGTCTCTGGAGTCTCAAAAAGAGTGGCAAAGCAC 

TTTACAGTAGTAACTGAGGAATCAGAGTCTCTGCTTCAGCGATATCTAGT 

TTGTACCTGCCCG 

>Sequence 272 

AGGTACTTGTCAAATGAAAGAACAGGGATTGCCAGACCTTCAAGGCAATG 

GGAAAGGAGCAAATCTGCAAAGGTAGGATCTCTTTGGAAGGCAGGTATTG 

GCCACCAAGTCAAACTCCTTGAGTCTTATATTCTGATTGGGATGATCTCA 

CATGGATGTTCATCTCTTATATGTGAATGCTCATTTGTGAAAAATAGTAA 

GAGCCAGCTAGGATATTTGGATTCAGTCAGGCACCATCAGAATAGTGCAG 

TGAAAGGCCAAACTGGCCACAAGACAGAGGAATGTTTTCAGTTTTCTGGT 

TTTCCTCTGGTCCATGATAAAGCTCGGAGTAACTCTTCTATCAAGATGGG 

GCTATACCTTCTCATGACAGAGGCTGGCAATTGAGCTACCCAGCAGAACG 

TGTGCTCTCAAAAGGAAGTCAAGGGAACTGGGTTCCTCTTCTCCCTCTAC 

TTT 

>Sequence 273 

CCGGGCAGGTCAGGCAAGGAGAACTGTGCTATATTGTTGGTGCTTGCTGT 

TTTGCTGGACATCTTCAATTATTGTTTTTACCTGAAATCAGTAAGACTTT 

GACAGGATATCACCTGAATTATTAATGAATGCCCAGGAAGTAATTTTCTT 
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CTCATTCTTCTAAAACTACTGCCTTTCAAAGTGCACACACACGCGTCCAC 
ATAC ACTG CATTCGTTGCTCCAGTATAAATTACATGCATGAGCACCTTTC 
TGGCTTTTAAGCCAATATAATGGGCTGCAAAATGAAGACACCAGAGTGTA 
TGCATACAAATCTCACTGTATTAAAGATGCAGGTTTTCTAATTGTACCT 
>Sequence 274 

AGGTTTTTTTTTTATCAAAAATATTTAATTAACAAAAAATAAATTATACT 

ATACATNCTATACTGGGAAATACATGGAATAATGGCTAAAATAAATACAG 

GCAATTAATTCAACTTTTTATAAGAATGAGAGAATTTGACATTTGAATGT 

TATCAAAGCTTAACTTAGAACATAAATAGGTTAAAAAGGCAAACTCAAGT 

TTTCATCTCATTTATTGGCATGGTGTGTTTTTGTTTTCCACAAGCTCTCC 

AATCAGTGAGAGTCTTGAGTTTCAGATGTACCTGCCCG 

>Sequence 275 

AGGTA CACAC GAAAGTGTGTATTTTTACTTCCAAAGTGGTGATAGGTATA 

TTGGCCTTTTCTAAAAGAAAATAAAAACAAAAAGTTAAAATATTGAAAGT 

TTAAATACTTCTTTCACAGAAATAAACTATTCAATTTTAAAAGGTAGAGA 

GAG AGAA ACATTTTATTCTTTCTATCATGAACATCAGTCAACCAAGCTTC 

ACATTTTGGGCAGGATTTTTTAAGTATAAATTTTTTAAGAACTTATTTTA 

TTTTAAAAAAGGAAGAACAGGTTTATTTTGGCAGAAAAGTAAAATAGAGA 

ATATGCAAAATTTGTCTTTAAGATTGGCATACAAAATTTAAAAACACAGT 

ACCTGCCCG 

>Sequence 276 

CCGGGCAGGTACAACTATATATACATGTGCATATATATGTAAATTTATAT 

TTATATATAATATCTTTATATAGATAGATATCTGCAGACAGGTTATTGAT 

TATAGAGACCCAAGAAAGCAACTCAATAATTGTTCAAAGTTTTCCTCACT 

GACTGCTGGTGTGTAGTTTAAGAAGCCCCCATTTGTTTGCACTCAGAATG 

CCTTATCTTCTTTTAATGGAACACTTGATGTGGAATTTTAAGTCTGAGAA 

GTGAGGTGCCTTCTGAAGAAGAGATTTTAGAGACTCCCTTCCTCTATAAG 

TTGGAAATGACCAGAAGTCTTAAGTAGACGACAGTTAGCTGACTTTGACA 

TTGTAGGACGTAATCAGCTTTTAACCAAATTATAGAACTGGTAAAGGGTA 

AAGATCAAATTTGCCAAAAAAATAAAATATTCTCCAATACAGGTCTCTTT 

TTAAGGGGGATTACAATTCAAGAGCTC 

>Sequence 277 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAATAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 278 

CCGGGCAGGTTTTTTTrrTTTTAAGTTTAAAATm 

TAAAAAATTTTACACGTGCTGAG 

>Sequence 279 

AGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACAATAGCT 
AATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGGAGCTTC 
ACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGT 
AATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTGTACCTG 
CCCG 

>Sequence280 

AGGTACAGTGCCAGACCATGACTGTCAATCGTCAGATGAAGCGCTACAAC 

GTTCCGTTTCTAACTTTTATTAACAAATTGGACCGAATGGGCTCCAACCC 

AGCCAGGGCCCTGCAGCAAATGAGGTCTAAACTAAATCATAATGCAGCGT 

TTATGCAGATACCCATGGGTTTGGAGGGTAATTTTAAAGGTATTATAGAT 

CrrATTGAGGAACGAGCCATCTATTTTGATGGAGACTTTGGTCAGATTGT 

TCGATATGGTGAGATTCCAGCTGAATTAAGGGCGGCGGCCACTGACCACC 

GGCAGGAGCTAATTGAATGTGTTGCCAATTCAGATGAACAGCTTGGTGAG 

N 
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>Sequence 281 

CCGGGCAGGTACTTGTTTATAGACTCAAAACATGATGAAAATTCATTTCA 

TTGTCTTCACTGAATAGACTTAACCTTGACAGTAAGCTTAAAGCATTAGT 

GTCATTTAATTACATGTCTGAGGAATTTATGCTAACTAGATTTTGGGCTT 

TTGCAGCGAATTTTAGTCGGGGCCTCATTCCTGAGCCCAAGTGACCCTTT 

CACCTCAGCTTCCCAAGTAGCTGGGATTACAGGTGCACACCAACTGTGCT 

TTGCAGTTTTGTTTGTGTGTGTGTGTGTGTGTGTGTGTATTTTGTTTTTT 

TTACAAGCCCACAACATCATAGCTTTGCAGTTT 

>Sequence 282 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 283 

CCGGGCAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACC 

TCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTT 

TGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATG 

GTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATATAT 

TCTCGTGGGACCTCAAAAGGATGTAAAACCT 

>Sequence 284 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATT CTAA GGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAACACCTGCC 

GTAAGTTACTGGCTGAGTGAGGGCATAAAAAGTAAAGGGTACTGGTTTTA 

TCCTCTATCCTTT 

>Sequence 285 

CCGGGCAGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACA 

TTTGAACAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATG 

CTAACCTGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGA 

AGCATCCAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTT 

GAGCACTATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCT 

CTGATGGCACTTTTGAGCTCCTAAGCTGCCAGCCrrCCCTTCTTTTCCTG 

GGTGCTCAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGGAGTTGGCAG 

ACAGGGATGTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGCCAGCAA 

CACCTGGCGTAAGTTACTGGCTGAGTGAGGGCATAAAAAGTAAAGGTTAC 

TGGTTTTA 

>Sequence 286 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 

CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 

TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGGGTTGGTATGGAGTTGGCAGACAGGAT 

GTTCAACTTAATGAAGAAATACAGCTAAGGCCTTGTCAGCAACACCTGCC 

GTAAGTTACTGACTGAGTGAGGGCATAGAAGTTAAAGGTTACTGTT 

>Sequence 287 

AGGTACTTACATGGGTGTTTTGATCTCTGTTCTTTCATACTACATTTGAA 
CAGGGCAAAATGAACTAACTGCCATGTAGGCTAAGAAAGAAATGCTAACC 
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TGTGGAAAGTTGGTTTTGTAAAATTCCATGGATCTTGCTGGAGAAGCATC 

CAAGGAACTTCATGCTTGATTTGACCACTGACAGCCTCCACCTTGAGCAC 

TATTCTAAGGAGCAAATACCTTAGCTCCCTTGAGCTGGTTTTCTCTGATG 

GCACTTTTGAGCTCCTAAGCTGCCAGCCTTCCCTTCTTTTCCTGGGTGCT 

CAGGGCATGCTTATTAGCAGCTGG 

>Sequence 288 

AGGTA CAGTAAACATTATTCAGTGAGAGATCAGAAGGAAACAAATGGCAT 

CTTTTCAGAACGCTGTCAACTGTTCCCACAACCCAAGTCTGTTTTTCCAA 

GTTGCACAAGTGCTTGGAATAACTCTGAAACAATTCTCTTCAGAGTTTAA 

AGGCTTCAGAGTATAGGTGATGCTTCCTAAAACAAGAAGCCTGTATTAAC 

ATCACAAATTGGAACTCATTCCAAAGCCTCTTCTTAGAGAAAAAAAAATA 

AAGAAATAAAAAATAAAAAATGTAAAGAAGGTCATGAAAAATTCACATGC 

AGCTAATTATCGTAAAAAATATCAAACACA 

>Sequence 289 

AGGTACAGCATTGATGAACACTTTCAGCCGAAGCAGATTGTCAAGTCTCT 

TATCCCTTCGTGGAACAAACTGGTTTTCTTTGAAGTATCTCCTGTGTCCT 

TTCACCAGGTGTCTGAAGTGCTGTCTGAAGAAAAGTCACGTTTGTCTATA 

AGTGGCTGGTTTCATGGTCCATCATTGACTCGGCCTCCCAACTACTTTGA 

ACCCCCCATACCTCGGAGCCCTCACATCCCACAAGATCATGAGATTTTGT 

ATGATTGGATCAACCCTACTTATCTGGACATGGATTACCAAGTTCAAATT 

CAAGAAGAGTTTGAAGAAAGTTCTGAA 

>Sequence 290 

CCGGGCAGGTACATTGTGGTAGGTCCAGGAAATATGACATTTTCCCCCTT 
GATGTGTTATTGTTGTTGTTGGGTGGGGTGGGCATTTTGTTTATTTGTTT 
GGTGGCAATCAGTGGTAGTAGGGAGTGGGAGGGCTTATATTGGTTT 
>Sequence 291 

CCGGGCAGGTTnTm 1 1 1 I I ll'ITI GTAAATTTTCAATAGGTNTAATT 

NTTAAA TAAACCAAGGTTTTAACATTAAACAGGTCAACGTGGATGAAACT 

HUH CTTTTA ATGTC AGCTA AACTC AA A AC AC AGTTTTGTTC ACGGTT 

CAAACCAAACAGCTCTTCACGTTCCAGAGCTGCCTCACAGCTAGCACAGA 

TCACAGGAGATTACTGTCTGTCCATACCCACCAGACACAGAACTGAACAC 

CCACACACCAGTTTTTCAAAGAGGGAACTTACAATGAATGCTGGCTGCCC 

AGGGCAGCCCATGAGTGTATCTGGGACTCAAGCTGGGAGTTTTCCAGGGG 

AGAAAGCCTGGGAAGCCTTGTGGCAAGGAAATTGGGAAATTGCCCACCCT 

ACTGGAAAGGGCCTTCTCAGGGATGAGGGGAAAATCCAGGCTCAAGGTGT 

CAGCCCTTTTGTGGAAACATGACACTCTTAGTATAGACAGGTCGTGGAAA 

ACAAGGCTGAGGGAT 

>Sequence 292 

AGGTACCGATTTAACTAACTGTATTACTGAACTCCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAGGTTATCAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATTTGTTCTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCG 

>Sequence 293 

CCGGGCAGGTACAATAAAGTTCACCCACCCTGCACTTTGGCCCTTAGATC 

AATCCTAAGTAGCCATTGCCAGTAGGCCAAGTTTAATCAGAGGACAGTGC 

CTACCAGTAAATACTGAATAGTTACAATAGTTATGTCCATCCAACCAGTA 

GCAGATGAACAGCTAATACATCATGATGCTATGCTCTCCTAACAGGGTCC 

CCTCAGATCCTCAGTGAGCACATAAAGAAAGGGAGGTCATATCCCTTACA 

TCTCTACCAGGTATTAACACCTAACTACTCTCTAGCCAGAGGCAATTCCC 

TTTATTTCCTTACTCTCGTCGTCTTCTCTT 

>Sequence 294 

CCGGGCAGGTACATAACATTTCAAATATAAGTGGAAGGATCATCAGTAGT 
GTTATCAAAATGCATAATACAGAAACTTTTTAAGAAAGGATAAAAAATTA 
CACTCAGGACCCATAACTCTTCCTCATTATAAGCATATGTAGTGATTCAT 
TCATGCAGGTTTTTATATGTAGATAGGATTTTTTTTTCCTTTTCAAGAAT 
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TCCATTGTAGCCATGAGATGAAAAATGTATTATGGTAATGGTATAGCTTT 
CTTCTATTTTGCTTTTAGTGTTAGGTTTGCTAAAAGCTTATTTAAAATTC 
CCAACTGACATAATGTGTTTTCAATAAGGAGGACGCTG 
>Sequence 295 

AGGTACTGATTTAACACTCTGTATTACTGAACTTCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAG GTTAT CAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATAGGAACTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCG 

>Sequence 296 

AGGTACAGCACTGGGCTTTATAAAGACTGCACTCAGAACCACACTGCACA 

GTCC AGll l 11 IAAAAAGCTGCTACATGACAGACAGGTAATCCCACTGAG 

TGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAAAAACCA 

AATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTATTCAACTTTTGCCA 

AATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAAG 

AGAAATTATGTCCCTGTTGTACCTGCCCG 

>Sequence 297 

AGGTACACCACTGGGTTTTTATAAAGACTGCACTCAGAACCACACTGCAC 

AGACCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATTCCACTGA 

GAGAGTTTTGAGAAACAAATCAAACGAAGTGGACAAGAAACATAAAAACC 

AAATAGCACATGAATAAAAGCCTGTTTTTGTAACTTATTCAACTTTTGCC 

AAATTCCTACCAATCACTTGCTTTTTAAAAGAAATGTATAACAGCCAAAA 

GAGAAATTATGTCCCTGATGTACCTGCCCG 

>Sequence 298 

AGGTACTATGTCAGATCGTATGTAACTAGCTGTCAGGTCTTTCCCCGTTG 

CCTCAGCCTTTCTACACAGACTGGCCTTCAACTTCCCCTGAGTCCAGAAG 

TAGACTCTTTCAGCAACTCTATTCAGGAATCTGCAGCAGGAAAACTGCTT 

CCTCTATTAACATCTATGACTGAAGCACAGATGTGTCTAATAGAAATCAC 

CCTTCACCCAAAAGCTGGGTGCAGAAAGGGAAGCCCTTAGCTGACTATAG 

GAGGTGCCTCTTGTGGCTCCACGTGCTTCTTACACACCACCCCCCAGCTT 

GAGCGATGCCTCAGCCAGCTCACCCTCATCCACACAATCGCTAGAAA 

>Sequence 299 

CCGGGCAGGTACCATATCTCCTGGCTTCCTTCTACATGGGTCACTTAGTT 

AAGAGGGAGGCCAAGGGAGTTCCGATTTCAGGCAGTGTGTGGCAGGGTTA 

CTGTCCTAGCAACCTGGCTACTCCTCACTGTGAACGTTTCTCATAGGTGT 

CATATGGCAGGATGAAAAACATATTTGCCTCCCAGTGAAAGATGGCACAG 

GCTTTTGCCCAGCCAGGTTGGCAAGAGAACAGAACTCTTAACCCCTTGCT 

CGACAGGTTTGAGTTCAAGGGGTTGGATGCTCCAAGCAGAGGGCCAAACC 

CTGATTTATGAAGCATGCTAGGTCAACAGCCAGTCAGACCA 

>Sequence 300 

CCGGGCAGGTACCTAAGGGGTTACTTGTTTAATGGGATGGCATTGACTTT 

TTGAAAATCAAGTGGACTGAGTCATTGATAAAACATTTCTAAGAGTGGGG 

CTAGAGAACATACTTTACATCTGACATCCTTTGGCCTAACAACATCTATT 

ATTATAGTGCTCAGCAGTGTGGGCATTGAAGAGGCGCAGAATGCTTTGAA 

AGAAACT AATCA GAATCTTGGAACATCATGATCATGCCATTCTTAAGTAA 

ATCAACTATTTTCAACACTGAAGAAAAATGAAACATTATTTAGAAAACAA 

TGAGATTACAAGTTCCAAACTCAGCCAGGAATGTGGCTCACACN 

>Sequence301 

CCGGGCAGGTACCCTCTACCTCCTTCCCTGTCGGAAAAGTCACCACTTTA 

GTCCCTGGCCACCAGCACACCCCAGGAGGGTGAGTGGCCTGAGGTAGTTA 

CGGCACTTAAAACTCCCTTGCTACCGATCTGGAACTCAAGCCCCAAGACA 

TCCCCTTAGATGATCTGAATACGCATTCAGGGACAGATCTAGGCAGTTTC 

TAAACAACACTTAGACTGGGGTCTAACGTTGACAAATCCTTCTAGAATTT 

GCCTCTTTGGGACTGAAGTCTAAGGGGCTGAGACCAAGAAGGGAGAGCAC 

AAGACTAACTTTGGTCTCTTGACCTTTTC 

>Sequence 302 
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AGGTACCTTCTAAGGTAGTTAACACCACACAGGCTGATAACTCAGGGCAA 

GAGAGAGGCCTGGAGAGTTGACAAGAGTGTGAAGATACTGGAGAGGGGTT 

CAAAATAGGATCAATTCTTCTAATACTATTCTTATTTCTTGCTAATAATT 

TGTCCTTGTAATTATAGTGAAGTAATGGTCTGGATATAAATGAGATATGG 

TTTTGTGAGGAAGAAACATAGAGGATTATTCTTAACAACTGTGGCAGCCT 

TGCCAATATGGAACCCAATTTCAGAGTTTGTGAAATGGTACCTGCCCGGG 

CGGCCGCCCGGGCAGGTACAGTGACCTAAAGTT 

>Sequence 303 

AGGTACTCAAATGCATTGATTTTTCCAGCTGGCTTTTCAGAGCAGTGCTA 

GTGAGAGGCACCAGTGTAACTTGAAGCAGGAATAGTGATGGCTCAGGTCC 

CCACAGGTAGCTCCTCCATACCTGTGGGACTCAAAGGCTAAGGGCACTAA 

CTCATAGGGCTCAAAGGCTGGATGAAGAGAACAATCAATGTGTTAAATGT 

CCTTCAGACCTAGGTCAGAGGACAAATTTTGACTAATTCTTTTGACTAAT 

TCTTTTTGCAACTTCTCTCAACAGGTACCTGCCCG 

>Sequence 304 

CCGGGCAGGTACCTATTCACCATTCCAACGTGAAGAAGCTCTGCAGTAGG 

AAAAATAATTAACACACTTATAGTCTACTGCCTATGTAAGGATCAGCTCC 

GGCTAAGAGGCCAAAGATGGGTGACATCGTTATGCTCTGCCTTTATTTTT 

TCTTTCTTACCCACTTAGCTTCCTAATTGGAGGAAGGAGGCGTGGTAAAG 

GTATATGAAGACTATGGTTTAATTAGACCAGAAAACACTGTCATAATCTC 

TGGGGTCATCAGAATGTCCAGTTTTGTCTTTGGGCCAAGATAAGGGCAGT 

GGGATTTATGATGTGTTGTTTATAGTCTGAAACTACTCT 

>Sequence 305 

AGGTACGCATGTCGCAGGGTTAAGTATGATGCAGAGGTTAAAGTCTGTTT 

GAACAAAAACAAATGCCCGGGGAAATTTCATAGCTATAAAGTTAATAACT 

AAATTTTGTTCACTAAGAGGACCTTTTCTATGGATTTCCTTCATCTCTCA 

GTCACACTGCAAACTTATCTGAAGTGCACTTCCCAAGTGTAGTTAGAGAA 

TAGGAAGGAATGTAAA AT TT 1 1 1 TTTI A ATTATTTGTTTTGTTTGTTTGT 

TTGTTTTTTTAAAAACAGCCCTTATTAACTCTTCCTTCCACTGATTCTAC 

TGTAAACTCATAAAAGCCTTTTATAGAAAGCAAATTC 

> Sequence 306 

CCGGGCAGGACTAGGGTGGACTAATGTCTCACTTCAAAAAAAATATGAGT 

GTAGTATACTTGGCCTAAAATTGTTACTCAGTGTTACTAAAGTGTAATCA 

TTTTCCACATCTCCAAATATATTCCAAGTCTCTGAAATACTAGTGCATTG 

GGAGGTAGAACATTTTCGAGCTTCATGTCTGTAAATGGTTTCTCTTTACT 

GTCATTCAGTAAAATCAGAATAAATGATTGATGTAATACTTAAAAAAAAA 

AAAAAAAAAAAAAAACCT 

>Sequence 307 

CCGGGCAGGTACATTCAAATCAGGACACCTGGGTATATGGACAAAGATAT 

CCTACAATTAAAATGGAATAGAAGTTAAAAAAAAAATTCAGTCCCCTACA 

CCACAGGCCTCAAACATGCTTGCTGATGGATTCTGGGAAGGTTTTGGATG 

AAGGACGGAGATATGGGAGGAAAGTGAGAAAACAGTGGATTCCCTTTGAA 

AAGTATGCTAGCAGACAAGCATTTGGTTTTATGAAAGAGGCACTCTTATA 

GAGAAAGAAGCTAGTATGTGGTGTATAAAAAGCCCCTAAATCATCACCAG 

AATGTCTATCCATGATTGTACCTCGGCCGCTCTAGAACT 

>Sequence 308 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTAGGTACCTGC 

CCGGNCGGNNCGCCGGNCNGGNCCATANTACATGATTGAATACATGATCG 

TATTTAACATG i Mil 1 I J I ICTGCAGCGGACAAATAAACATCCTCAAAG 

TAGCAACTGCAAATCAGTTACCCTTAGAAAA 

>Sequence 309 

GGCTCCNGGTNACTCTACTATAGCTCGAGAGGGNGACNCACCGCGGNGGC 
GGCCGAGGNACGCATGTCGCTGGGNTGAGTATGATACCCAGGNTAAAGNC 
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TGNTTGAACAAAAACAAATGCCCGGGTTAANNNCATAGCTATAAAGTTAC 
TAACTAAATTTTGTTCACTAAGAGGACCTTTTCTATGGATTTCCTTCATC 
TCTCAGTCACACTGCAATTTTATCTGATTTTTACTTCCCAAGTGTAGNTA 
GAGAATAGGAAGGAATGTAAAA1 TT1 1THT1AATTATTTGTTTTGTTTG 
TTTGTTTG 1 1 1 1 III AAAAACAGCCCTTATTAACTCTTCCTTCCACTGAT 
TCTACTGTAAACTCATAAAAGCCTTTTATAGAAAGCAAATTCA 
>Sequence 310 

CCGGGCAGGACTAGGGTGGACTAATGTCTCACTTCAAAAAAAATATGAGT 

GTAGTATACTTGGCCTAAAATTGTTACTCAGTGTTACTAAAGTGTAATCA 

TTTTCCACATCTCCAAATATATTCCAAGTGTCTGAAATACTAGTGCATTG 

GGAGGTAGAACATTTTCGAGCTTCATGTCTGTAAATGGTTTCTCTTTACT 

GTCATTCAGTAAAATCAGAATAAATGATTGATGTAATACTTAAAAAAAAA 

AAAAAAAAAAAAAAACCT 

>Sequence 3 1 1 

CCGGGCAGGTACATTCAAATCAGGACACCTGGGTATATGGACAAAGATAT 

CCTACAATTAAAATGGAATAGAAGTTAAAAAAAAAATTCAGTCCCCTACA 

CCACAGGCCTCAAACATGCTTGCTGATGGATTCTGGGAAGGTTTTGGATG 

AAGGACGGAGATATGGGAGGAAAGTGAGAAAACAGTGGATTCCCTTTGAA 

AAGTATGCTAGCAGACAAGCATTTGGTTTTATGAAAGAGGCACTCTTATA 

GAGAAAGAAGCTAGTATGTGGTGTATAAAAAGCCCCTAAATCATCACCAG 

AATGTCTATCCATGATTGTACCTCGGCCGCTCTC 

>Sequence 312 

AGGTACAGCCTCTCGGCCCGGCTAAACATCATCGTCTTGGTAGGCCATTA 

CCCTACCAACTAACTAATGTTCCGCACCCCCATTTTTAAGTGAAGCTGTG 

AAGCTCCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTA 

GCTATTGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACCCT 

GCCCGGNCGGNCGNCCGGNCNGGNCCNTANTACATGATTGAATACATGAT 

CGTATTTAACATGTTTCTTTTTTCTGCAGCGGACCAATAAACATCCTCAT 

AGTAGCAACTGCAGATCAGTTACC 

>Sequence313 

AGGTACAAACAGTAGAACAATACTGACAAATGCAAACTTAGTCACATGTG 

CTTTAATAACTGACAATACATTCAAGCAGGTTTTTCTAATTCAAGTGTAT 

AGCACATATTCAAATAATAGGAAACAAATCTCATGCAAAGTAAATAAATC 

TTGATGTCTAAAAACTGATTAGAACTAGAAAAGAAGTGGACATGTTTTAT 

TATCTTTGCATTACGTTCTAACAAAAGCAGATTATCAGGGGCTCTTACTC 

ACTTGCCATTCCTGACATGAGCACTATAAGTGAATACTATGAGTTCTACA 

AACAGAACATTTTTCCACATGAATTTGACTTGCAA 

>Sequence 314 

CCGGGCAGGTACGCGTTTCTTGTAAACACGAGGCACCCCAAGATAAGAAG 

ACAGATAGAGCAAGGGATGGACATGGTCATCTCCTCAGTGATTGGAGAAA 

GTTACCGGCTTCAGTTTGATTTTCAAGAGGCAGTGAAGAATTTCTTCCCC 

CCAGGAAATGAAGTGGTTAATGGAGAAAATTTAAGCTTTGCATATGAATT 

CAAAGCTGATGCATTATTTGATTTCTTCTATTGGTTTGGGCTCAGTAATT 

CCGTTGTAAAAGTAAATGGAAAAGTTCTGAATTTGTCAAGTACCT 

>Sequence 315 

AGGTACATTTTGTATTAACTGAACTCAGCTAAACAGTAAAACCTGTTTTA 

CTTAATCCCTGTCTTGACTACCAGACTATCATGATGTTTGTTGGAACTGT 

AATTCCTGCTCTCCATTTCTCTCTGTCCCCCAAGTTGAAAATATAACCCA 

AATCTTTAGAATTTTTGCCTCTCATTCCTTGCAACTCCAGTGGGCTAGAA 

TCTTGATCCAGTTTTCTCCAGACTAGATTTCAAGCTACTCTGCATGATGT 

AGAACATGTAACCATGTAACCTCATCAGCTACCTTTTCCCTTTTGACTTT 

TCCTGTTGCACACAGTTCAGTCTGACTATCC 

>Sequence 676 

CCCTTTCG AGCGGTCGTCCGGGCAGGTACTTT 1 1 1 1' 1 1 1 TTGTTA ACTTT 

ATTTTTAATTCATGACACTTTCACTGATCATTAGGATGGCAGGGTATCGC 

TAAGAACCAGGATTATAAAGATGAACAGGCCTCAGGTCTGTCTTTAACAA 
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GCTTATAATCTATGGTAAGAGGCAAGGCATTTAATCTCCTTTGCTTCTAC 

GATAATGGCTCACATATGTTTGCTCTGCTCTAAGAAAAATGCATCAGAAG 

CACCTTAGGTTTGGCAGGTAGGGGCTCTGATGTTAACAGGATTGGGTAGA 

GAAGCTCTTGATGCTTCTGGAAACCCCATGAGAGTTTAGAAAACACGAAC 

CTTGTACTTCCCTCTGGAAAGCCTTTGATTTTTCCTGTTTGATCACTGAG 

TCTCCTCCCCAGTGCAGGGAGGAAACAATTTTTGTTGGAAGACATAAAAT 

TTGTTGGCTGAGTGTTGTGGCCCTGGGAGAAATGAAAGCAGACATGGTTA 

ATGGAATGCGTGGACGCATTTTTTGGGGATTGGTTTGAAAAGTATTTCAC 

TCGGAAACATTAACACAGCTTGGGCAAAAGGGCTTTGGGAG 

>Sequence 677 

CCNGGGGNGGCCGGTCCATTCACAGGCAGCACACATGAATAAGCCAGCAG 

TAAGTGCAAATATCCACATAGAAACATTTCAGCATAATGACCAATGAAAA 

TTCCTGTTGCCATTCCAAGATACGCCAGCATGGCTGACAATGCATTATAAA 

GGACAGCCTGCTTAACGGTCATGCCAGCCTTT 

>Sequence 678 

AGGTACTGCTTAAATGAACACAAGATGGTGTCAGGATTCCAAGTTTCTAG 

TTCTTTCTAGGGAGTTACCTAAGGTCTAAGTTTTATCCTGGACAGAATCT 

CTTGGGGAACTAAAATGCTACCAATGAAAAGCTCTTGATACTCCTACATC 

ATGAATATTATTGAGCTCTAAAACTTGAACTGGTCGTGTCAGGAGAACCT 

TTAACTGCTCATGGCAGTTCTTGTGGACTGAGAGGAAGTACCTGCCCG 

>Sequence 679 

AGGTACTGAACATGTTCCAAACTCAGATAGTGATGATTGCACAACTCTGC 

GAATACACAAAAAAACATCCTCGGAGGGAGTCTGAAGGTATGTAAATTAC 

ATCTCAGTAAAGCTGAAAAACTGCTTTGGCTAAAGTGGCTATCCCTCCAT 

GGTGCTGGGTCCTGCCCG 

>Sequence 680 

ATTNCGNATNATNNCAAGhWCnTAATNNCGGAATACCCGWNCGACNC^ 

CGNAGGGGGNGWGGCCCGGGTNACCCCAAGCTTTTTTGTTTCCCCTTTT 

AGTTGAGGGGGTTAAATTGCGGCGGCTTTGGGCGTTAAATCAATGGTCCA 

TTAGGCTTGTTTTCCCTGTGGTGAAAAATTTGTTTATCCCGGCTTCACCA 

ATTTCCAACAACAAACATTACGAAAGCCCGGGAAGGCATAAAAAGGTGGT 

AAAAGGCCCCTGGGGGGTGGCCCTTAAATGGGGGGGGAGCCTAAACT 

>Sequence68I 

AGGTACAAACTATTTCATTATCAGCAAAAATTAACATCGACTGGACCGAG 
AAATGACTCCTTTTTACAAACGGGGAAAGAAACGGAGACTCCTGGAGGAA 
AGCTGCTTCTGCTGGACATGTTCTCCGGCGTACCTGCCCG 
>Sequence 682 

CCGGGCAGGTACTACTCAGAGAATTTCATTGCTACTGCCTGTTCGTTAAC 

CTAGCAAGTGAGTAAATTGAGGCTTTAATTAAAAAAAAACGGTTGTTGTT 

CTTTGATATACATTTTGACATAGCTCAAGCTTCAACCCTGCCCAGTTCCT 

ATGCTCAGA CCCCA TCTTCAAGGATGCTCCTCCTGCCTAACTCCTATCTC 

AGAATATTGTTTTTTCCTTTCCCGTTTAATCCCCAGGCTCAGCTCCTGGG 

ACCAATCCTGGTTCAGGCTCCTGTTGCCTGCCTCATCCCACAGCCGTCCA 

TAATTTGGTGGTTACGTCATGCACCTGAAGTGGTAGTGAGCATTTATAGT 

AATAAAAA 

>Sequence 683 

AGGTACATTTTGAACAATCTACTCTTCAAGTGGATCATTTACAAAACAAG 

AACATAATTCCCTGAATCAGTAAATTTTATTTTCATGAAAGGATGACAAA 

GAAATTCCATTTACACTATCACGATTTACATTTTCCTACAATTCATGCAG 

CTTTCTTCAATTCACAATCTACAAACCACAACAATGCACAAATTTGATGT 

TAGAGGATACTTTAATGTTTAGTTCTCATCTCAACAGTCACTGTTGCTAG 

TGTCTCTCATTCTCACTCTTCACTGTTACTTAAAGAACAAAGAACTAAAG 

AAGCCAGAAAGAACTAGATCAAGCGATGAGACCAATTTTCAGGGTAAGGC 

ATAATAA 

>Sequence 684 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 
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GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTA CACAC AAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 

ATTTATTTTTTTTGAGACAGGGTCCCACTCTGTCGCCCAGGTTAGAGTAC 

CTGCCCG 

>Sequence 685 

AGGTACCTCCTGCCITGAGTGATTTAAAGCATTTTAAGATATGCTTTGCT 

GCCTCTAGATATTTCTCTGGTTAGATCCCCACAAAGATACTGTAACATTA 

AGTTCTGGGACCATTTGAGAACAAACTAGCTGCTCACAGATTCCTGAAAG 

AAATGCAAAACCTTTTCTCTGGCCCCAAGTACCTGCCCG 

>Sequence 686 

AGGTACTCTTTTTCAAAATGCCATATTTTGAAATTGCTATTTGCTATTAT 

ATGATGCTGTGTCCTTGAGAAAGAGAATACATGGATCTGGCAACCAGGAG 

TGTGTGTAGGTAGAACTGGCTTCTCTCATCATATACCCCAGGGATCCAAT 

GGGAAATGTTTTCTTCCTGTCCTTTTAACTTCAGGTTT1 t'l'l 1 1CGGGGG 

GTGGGGGTAGCGGTAGGGGGTTAGTGAGGATCTTCTAGCAGAGAATACCT 

TACAAGGATACCACTAAATCTAAAGCTCCAACTACCTCCTGGTCACTTCG 

GGCTCCTCCTGACACTAGTCCAGCAGGCAAAAAGGTTACTGAACTGGCAG 

GGGTAATTGCCACA 

>Sequence 687 

GGGCTTCGGAAACTCNACNANGTCTTGAAGGGAACCACCGCGGGCGGCGC 

CGGGCAGGACGTGGCCAGTTATATCTTGCGCCAAACGCAAACCAGACGAG 

TTGNGAGGGAGAGGACCCGCCAAACCACGCCANGAACCNGGCNGGGAACC 

AGNGGCCCNGGNGGANGCACCANAGATTTTGAGCC^GTTTTTTTGGCCA 

GGTTTCTGCCGCCACCNAGAA 

>Sequence 688 

CCGGGCAGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATC 

CCCAGCTGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGA 

TGGTGTCTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGT 

ATTCTGTGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGAT 

CAGGAGAGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCA 

GCTACACAGGATTGAAAGGAGACATTTCTGAAGGGGAAAAAGGAAATGAA 

AAANNAAANANAAAAANAAANNNNGGTACCT 

>Sequence 689 

AGGTACTGCAAACTAATATTAGTAATAATTTGTTGATATCAGCTTGTGAG 

CTTTAAAAAGCCTGGTCAAACAAGTTTTATGTATTATGTTTATGCATGCT 

ATGTTTAAAATGAATAATTAAATTTTGAGTAATTATTAGGATTTGGCTGG 

GACAGGGGATGGATGAGCTTTCTGTTGTAATTTTGCTCTTAGTGAGTAGT 

AGGTACCTGCCCG 

>Sequence 690 

AGGTACCACTTGTGATGTGTTTAATAAATTCTGTGTGGTTTTTACATAGC 
CCTGAGAGGTAAGCAATGAGTCAGGAGTTTCCTCCAAGCACCTGTTAAGT 
GGCATCATATAAATAGCAATGTCAGGAAATCAGGTACCTGCCCG 
>Sequence 691 

CCGGGCAGGTACTGGAATGAAAATACAGGTAAAGCATTTGAAAATTATTT 

TTCTGGCTTAGACTGTTTACTGGCTCGATTCTAGCTCTGTCCTGGTAAAG 

GCCTCCAGAACCTTCACCTACTATTATCAAGTCTGGCCTCATAGGGAGGG 

ACTTTTACTGTACCT 

>Sequence 692 

GAATTTCCATCGGTTTGCTGAGAAGCACAACTTTGCAAAACCCAATGACA 
GCCGTGCTCTCCAGCTGATGACCAAATGTGCGCAGACTGTGATGGAAGAA 
CTAGAGGATATTGTGATCGCGTATGGACAGAGTGATGAGTACCTGCCCG 
>Sequence 693 

CCGGGCAGGTACCATAAGAACATTAAAAGCTGAAATTCAGGTTGGTCTGC 
AGCCTGGGCAAGGGGAACAGCTCCTGGCCTCTGAGCCCAGCTGGTGGACC 
ACTGGAAAATATGGAATATTTCAGTACCT 
>Sequence 694 
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AGCGGCCGCCCGGGCAGGTACAACAAAAGTTCATCCTAGTAATTCTTAAA 
GCTCTTCAATTCCTA TAG AGTTTAGCCTTTGTCAATAG CCA A AATATGTG 
CTTGAAAAATAACTTCTTTGAGTTTCAAAGCAAATGAAAACATAAAACAA 
GCAAAAAAGGC 1 1 I 1 ITGTTGTTGTTTTTCTCTGCATATCTAGGGTTTGT 
TTCTTCATTCATAAATACGGTTTTCAAAAAGCATTGCCTCAGCCAAAATT 
ATTGCCCl'l ] 1 IAAAAATGCTTTTCATGTATACACTTTCTACATAACTGC 
TTTTCTTTACACCTTTTTTCTACATTAATTCTAATGA 
>Sequence 695 

AGGTACATGAAGGCCCCCAGTTCCCCCATGCTAGACACGTCCCCAGAAGC 

AGCACCTAATGGGCAACACTGCGGAATCATTTTCCACCCAGATCAGGGGC 

ATCCCACGGACACTTATTCCAGAAAACTGAAGCTGGGCCACAAAGAAGGC 

TCCCATCCTTGCTGCTATTTGCCCTGGACCACTTCAAAATGTGACACATC 

GGGCTGCAGTGAGCTGAGATCGTGCCACTGTACCTGCCCG 

>Sequence 696 

AGGTACTGAACATGTTCTAAACTCAGATAGTGATGACTGCACAACTCTGC 

GAATACACAAAAAAACATCCTCGGAGGGAGTCTGAAGGTATGTAAATTAC 

ATCTCAGTAAAGCTGAAAAACTGCTTTGGCTAAAGTGGCTATCCCTCCAT 

GGTGCTGGGACCTGCCCG 

>Sequence 697 

CCGGGCAGGTACAGTGAACACGCCTGTAAAACTATCACTCATATGAAAGA 

GAGGACAATATCGGCGCAGAATACATACTAGCAGATACTGCTTTTTTACT 

GTGATTTGGAAACTTTTGGTATTCAAGTAACCACTAAGGAATATAACTCT 

AACATGGACAAGGCTTAGATGCATCATGAAAGTCTGTCATGGGAAAGGTC 

TGTGGACAGAGGATGTACCT 

>Sequence 698 

AGGTACAAGGCAGCAGAAGCAACAAAGGCTGTGGCCAGCAACGAAGGCAG 

AGTCCC CGGT AGGCGGAGGTCCCCGTGCACAGTGTGGTGCAGCAGTGAAC 

CCAAGATTTTCCTTCACAGGGCAGGGGAACTATTTCCTAATAAGCATTGG 

CATTCAGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGGA 

ATTTGCTGGGCAAGGAAAATGACGTGGCCCTCATCATCGATGGCCACACC 

CTGAAGTACCTGCCCG 

>Sequence 699 

CCGGGCAGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAA 

AAATAAATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGT 

GTGTAGGAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGC 

TCAGTGACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAG 

CAGTACCT 

>Sequence 700 

AGGTACCTCTGAAAAGCCTAGTGCACTCCAGAAGGCAGGTGGAAGGTGTT 

GTTTGAAGTGAACCCTATTTTATTTTTCTCAAGAAATTCTTGAGCCGATT 

CTGTGACATGAACATCTAAACAGAGTAACCAGATTCCAACTGCATGACTC 

GAATAGGTTTACACATTTTTCTTCTGTCCCGCCTTTCAAACAAAATGGTA 

AATAACTTCATTTCCAGGCCAGTTTAGCATTCCCATTTTTTACCCTGATG 

AGTCCCATTTTAATGAGCAATTTGCTTTATCCAGTAGTGCATTAGTGAAG 

TGTTTCCTGATTTTATGCGGCAAGTGTTTATG 

>Sequence 701 

AGGTACGCTTCTAAAAATGAGTGAACATGGTGACTTACCAAAGTGTGATT 

TGAGTTTCCTGGACCCTCTGCATGAAATGTGAACATGAGCTATGCTGAGA 

TCACAAGTTAAATTTACTTTTGAAACCAGGTATACAGTTGATGGATGTCA 

AATGATAAACGTATGCATAGTGATGAAACGGTCTTTTAAGTTTTAGGTGT 

GCATGTTTGCTTTTTTCCTGAACCTGATTCAAATAGTTGTAATTTGTACC 

TGCCCG 

>Sequence 702 

AGGTACCTGCAATGAAGGAGAGGAGAGGACAGGGAGCCAGATTTCCAAGG 
ACGAGAGGATGGATGCGGAGCAGGTTTTCTGTAGCATGTGGAGGAGGGTA 
GGAGGTGGCATGTGATGACCTCGTGCTCCAAGAATAGTGCTCAGTACCTG 
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CCCG 

>Sequence 703 

CCGGGCAGGTACATCCTACTCCAAACAGCCTAACAAAGAGTCAATCAAAG 

GAGTTCTTTGACCTGCTACTTGATTTGAGAGTTCC 

>Sequence 704 

GCGGTGGCGGCCGAGGTACGTGACAAATGTCATCTAATAACCCTGGGAGG 

GCTGGGTCCACCAGGCTGTCCCAGTATCCACCACCCTCTTCCTATCCTCA 

GGGTGCAAAGGCCAATTCACTCCCTCTCCCGTTTCCTTTCATTCTTTCAG 

TGTTGCTGTATTATGTAGTACCTGCCCG 

>Sequence 705 

AGGTACGATGCAAACCAGCAAGCCAGGAAGCACCTCCTTCCCGTCACCAC 
AGCAGGCCTGAGCAGCAAGGAGCGTCACCGGAGCCCACTGGAGAAGCCCC 
ACAACGGCCTCCTCTTCCCCCAGCACGGGGACTATCAGTACCTGCCCG 
>Sequence 706 

CCGGGCAGGTACCCTCCAGGCCCTGTGTATTATTAAGATCTTTTAGTAGC 
GAGTTGCTCTTTCTCTGGGAAATCGGCTGTTAAAGTCAGAGGGAGCTCTT 
AATAGTTTGCATGGTATTTGATTAAATGGAACAGTTGGATCAGTACCT 
>Sequence 707 

GGGCAGTTTGGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGACGCGCTC 

TCCTTCGAAGTCCGGAGGAGTTTCCTGGATTTGGCACTCTCGTGCAAAGC 

GGTCATATGCTGCAGAGTGTCTCCTCTGCAGAAGTCTGAGATAGTGGATG 

TGGTGAAGAAGCGGGTGAAGGCCATCACCCTCGCCATCGGAGACGGCGCC 

AACGATGTCGGGATGATCCAGACAGCCCACGTGGGTGTGGGAATCAGTGG 

GAATGAATGCATGCAGGCCACCAACAACTCGGATTACGCCATCGCACAGT 

TTTTCCTACTTAAGAGAAGCCTTAGTTTGGTTCATTGGAGCTCTGTGAGC 

TACCACCCGGGGTGGACCAAAGTGCATTCTCGTACCCTCCGGCC 

>Sequence 708 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

>Sequence 709 

AGGTACAGCATCGCTGGTGGTTTCAAAAAACGTAGTCATTCCTCTCACTG 

CAACAATGTAAGATAAGCAGAGTAGATCTGTTATTTCCAAATTAAAGGTG 

ATTAAGATATATGGAGAGAGAACATGGCATGTGAGGTTTATAGGGCTAGA 

AACTGCAGAACCATGTAGAACCCACATTTAACTACAGT 

>Sequence710 

AGGTACATTTGAGATGGTCTCACGTGAGACATCAATACGGCTTGCTGGGG 

GGCACAGGTTTAGGGCAGATGAAACTCACAGGAGGGCGGGTCTGGGTTAA 

CTGAGCTAAAGAGCTTTCAAGCCACTAGAGCAACAGAGCTGCCCACAGTT 

GAGTCAGATTAACCTGGGAAGCCTCCAAGTAATGGCTACCAGCACCACAT 

TCACAGATCTCAAAATTTATGAAACTGATGAGAGGTTGGATTTGATAACT 

AAGAGTCTACAAATCTACAGCATTAATGACACTTGGCATTATGTCAAAAT 

ACATAGTCTGCATTTTTTTCTATTGAATTATGGGTGAGATTACACATGCT 

TTTGG 

>Sequence 71 1 

AGGNACCCAAACCCTTCATTGCCAAGAGAAAACGCATTGTGAGGGAAATT 
TTGAAAACCANGACANGAAAANGGAGACTGAGATTATTAGAAACAAAAAG 
ACTGTCTAGACCAGCATGGACAGACCTGCCCGGCGGCGT 
>Sequence 7 1 2 

AGGTACTCAGGATCTGCAGAGGTTAGGCTGCTTGGCTCCCATCACATGAG 
GTTTGCTATTCAACCCAGAAGGAGCTTTCAAACAAGCCTAGATATTCCTG 
CCTGGCCTGCTGCCATTCTCCAAGAAGGCAAGTAGGCACAATAAATAGAC 
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TGGACGG 
>Sequence 713 

AGGTACTCAGGATCTGCAGAGGCCAGGCTGCTTGGCTCCCATCACAGGAG 

GTTTGCTAGGCAACCCAGAAGGAGCTTTCAAACAAGCCTAGATATTCCTG 

CCTGGCCTGCTGCCATTCTCCAAGAAGGCAAGTAGGCACAATAAATAGAA 

CTGGACGG 

>Sequence 714 

CCACATCGATTGAATATGCCNGAATNGGAGCTCTTCCGCGATGGCGGCCG 

CCCGG CAGG TACTGTATGTATGTTGGTAAAATGTTGTGAAATTTAATGAG 

GACTATTTTTTGCCATAAGACCTTCCGGACAGAATGTATCTCTGAAAAAG 

AATTCCCACTCCTAAAATAGAGGTCTGATGAGCAACAGATGTGGTTTAAA 

TGAACCCTTGTTCAACTGAACCAAGAATATATTGTGATCTGTATGAGGCA 

CAATTCAGAAGAGAGGGGAGGTGGCTACAGCACAGCCTCAGTGTTGAGTT 

TGGTTGTGGGGTTTAAACATATTTATTTATTTCATAAAGTTTCTCTCATA 

AGGCACAATGCAAATGAGCTTTTAATTAATACAATCTAATGTTCAGAGGA 

TGGTCTTCATGCTTGTTATAAAACAATTTACATTTTTATTTTGTAGTCTA 

AGAACGTGTGTCGAAAAGCATGTCAGTGAGTAGCCATAACCTTCAGAGTG 

ATCTATGTCCTG 

>Sequence 715 

CC GGGC AGGTACATACCCACATACATACCCACACATAAACATATAAATAA 

TATTTTTTAAAGAACCAAGGACAATAAATTTTCCTGATGAGCCAACATTT 

TAAGGAAAAAAATAAGAAAATTGTATCTTTGTGACCTGACATAAATACCC 

ANNAGGATAACTGCCATCCAGCTCTTCTCACGGTGTGACTGAGCACAGTG 

GGTCCTCCCTTAGCTGAATTCTAAGAGTGAAGAATAGTTTATTGTTTGAA 

GCAGTGAGGAGAGCACTAGGGATATATTTCATAATACATGAAGAAAGGAG 

GG AAG ACTA ATGCAAGTTTGTACCT . 

>Sequence 716 

CCGGCAGGTACATACCCACATACATACCCACACATAAACATATAAATAAT 

ATTTTTTAAAGAACCAAGGACAATAAATTTTCCTGATGAGCCAACATTTT 

AAGGAAAAAAATAATGAAAATTGTATCTTTGTGACCTGACATAAATACCA 

AGATAACTGCCATCCAGCCTTCTCACGGTGTGACTGAGCACAGTGGGTCC 

TCCCTTAGCTGAATTCTAAGAGTGAAGAATAGTTTATTGTTTGAAGCAGT 

GAGGAGAGCACTAGGGATATATTTCATAATACATGAAGAAAGGAGGGAAG 

ACTAATGCAAGTTTGTACCTT 

>Sequence 717 

AGGACTTAATTTAATGTTTAATAATATTAAATATCTTTAATATTAACGAA 

GTGATCTTTTAAGAGATATTGGTATTGCAAATGTTTACAAATAGTTTCTT 

AGTTGAATCAAGATTNTATGAGTGTAATGGGACTGGGTGATAGATATGAT 

AATTCATCATATTGCTCAGTTTATATTTGAAATTGTATATTAAACTTGAA 

AAGACACTTTAATTTGAATTACTATTTTATCTTTTAAATGTGGTATTTCT 

CCTTAATTTACCCTAAGAAAACACTATAATTTTATCACAGTACCT 

>Sequence718 

CCGGGCAGGTACAGAGACTCCATCTCAAAAAAAAAAGAAAGAAAGATAAA 

AAGATTATCATTGATCCCATTTTACAGTTGAGAAAACAAAGACAGTTCAG 

TTCCTCACTGAAAGTCACACAGATTGTTAGCAGTCACACTGGGAACATAA 

GCTGGGCACTCCTAGTTCATGATCCTAACCACTGTGCATTAATGCGGCAC 

AGACATGAAATACTGATGAGACTATTCTTGAAAAAAAATCACTCAAATAA 

TC A AGTGTGTGTTA ATTGG ATTTG ACT H T II C AGTACTCCGTC AT AC AG 

CAAAGTAAATCAATGGTTGTTTGAAGAGCTGAGAGAAAAACTTTTTAAAG 

GCTCCCAGGTAATACCAAAGGTGATGGATTAAGAAAATTCATTATGGGGA 

ACTTTGAGGAGGTTTCACCGGGTTTTTTATAAATTTAAGATCTTTTTTAC 

AATTTAAAATTTGTGGCCTG 

>Sequence719 

AGGTACCCTTGGTTTCTACACAACTCACTGATTTATGGTCTTGAGACCAT 
AAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACCA 
CCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAACT 
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GCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCCCTTAATG 

TACCT 

>Sequence 720 

AGGTACCCTTGGTTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCA 

TAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACC 

ACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAAC 

TGCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCCCTTAAT 

GTACCT 

>Sequence 72 1 

TTCTTATCCACCCCCGCCCACCGGGGGGGGGGGCGCCCCCCCCCCACATT 

TTTT1 im TCCCTTTTG AGGGGGGGGTA A ATGCCCCCCGCCGGGGG A A A 

AAAACAGGGGAGAAAA 1 1 11 11 T 1 CTTTGGG AA A AA A AT i rTTTTTT CCC 

CAAAAAAATCCCCCAAAAAAAAAAACCCCCCCGAAAAAAATAAAAAAACA 

CAAGGCGGCCTTCCTTGTGGGCCACACCCCCCATATTTTTTTTGTTGGCC 

TCCCGCCCCCTCTTCACGGGGAC 

>Sequence 722 

AGGTACCC TTGG TTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCA 

TAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAACAATACC 

ACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAAC 

TGCGTGCATTTTAATGTTGCGTAGTTTACTGATTTATGATTTCCCTTAAT 

GTACC 

>Sequence 723 

AGCGGCCGCCCGGGCAGGTACTCTTGTTTAACCATCAGAGGTTATCCCAT 

CACCTTCACAGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGC 

CGCCCATGCCATCCTGCTTGCTGTGATTTGCTTTGTGGTCATGGACTCAG 

TGGACATCATTATTTTATTAACCGTGTGGTAGGTTTTTAACTCAGTTATC 

CTGGATATCCAAAGGTTTGTGGTCCATCTTTAGGCTTCCGTTTGTTCTTT 

GGTACCTT 

>Sequence 724 

AGGTACTGCAGTTAGAGCTTCAATCTCCAGTGTGATGGTATTAGGGTTAG 

ATCTTCAATCTCCAGTGTGATGGTATCAGGGTTAGAGCTTCAGCCTCCAG 

TGTGATGGTATCAGGGTTAGAGCTTCAGCCTCCAGTGTGATGGTATCGGG 

GTTAGATCTTCAATCCCCAGTGGTGGTGGTTAGAGCTTCAATCTCCAGTG 

TGATGGTATTGGGGTTAGAGCTTCAATCTCCAGTCTGATGGTGTTTCGGG 

ATGGGGCTTTTAAGATGTAATTAGGGTTTAAGATCATAAGGGACCTGGTC 

TGATGGGGATTAGTAGGCTTATATGAAGAGACACAAGAGGGCTTGCTCTA 

TCTCTGACTCTCCCACACACAAAGTAGAGGCCATGTTAGCCTATGGAGAG 

AAGATGGCCACCTGCAAGCCAGGAAGAAAGCCCTCACTTGAAACCAAACC 

CCGCAAAACTTTATTCTGG 

>Sequence 725 

AGGTACTT T II 1 I 1 ITiTm CACGTGGTCCCAGCTTGAGTTTACTGAGC 

CTCCTCCAGGCTCAGATATGTGCTTGCCTGGAGAAACTGCTTTCAAAGGC 

CAAGCAGCCTTGCCTTTGGAGGAGCTGCTTTTTGTAACTTACAATAGTGT 

TTCCCAGAGTGCATTCCATGAAAATATTAGTTCTTTCAACATGCTGAACA 

A 

>Sequence 726 

AGGTACAGAACTCCAAAAGAAAATCAGGCCTCATTGCCAAAGCTCAGGGA 

TAAGTCTAAACAGAAAGGCATTTATACAGCAACAAGAAAGTTACTGGGGG 

CTGGGGATGAGGGAGGGCTGGGGTAGGAGGATACTAAAATATTTTCTGAG 

NNGTGCCCAACTTCTTGTCTTAGAAGAGAGCTATAACTGAGCCAAGCGTC 

TCTGTTNTGTCTCCTTCCACCCCCTCCTCTACAAGCTTTACATATGTTCT 

CTATGCAGTAGCAAATAACAGTGGTCANCTTGCCATCATATGATATAAAG 

GGATGN 

>Sequence 727 

AGGTACAGTTTTATATCAATATTTTATCAAGCAAAAAGTTGAAGCCAACA 
CCCAAAGCTGCCAGATATGGAGAACCCAGTGACAATTTTGAATTAACCTG 
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AGTG ACCCTCTTTCTTTCA A AG TTGCTA A ATTG TTTC ACA ATTGCTTCTG 

TGGG ATGTAAATAACAGAGTATATATGACCTTTTTAAAAAAAATTCTTTC 

TTTTCTGTGTTCTAAGCAACTGGAAACTAAAAACTGCCCTGGCCTATCAT 

AAGGGAGAAGATGGGAGTCTTTTGCTGTCCATCTTGAATGTAATTCACAT 

TGTCCATGAGTGCTGATCTAACCCCATATGCCTCTGCCCGACTGCCTTTA 

TGAAATATGGTAATTTAATGCTTAAACAACTGTTTCATTTGTGTACCTGC 

CCG 

>Sequence 728 

AGGTACCAGATCAAAACCTGGGAACTTCGTATTTGTCCTTTTCTCTCTGC 

CAGGAATATCGTCCTCTCCATTTGCCCAATGAGCCCCACCTGCTCAACAT 

TTTTACCTCTGTGGAAATCCCTTCCTTCCAGAAGCCTCACTCGCTTTGAG 

CCAAGGAGCTTCTGCGGCGCCCTGCACGCACCTTTACAGATGCAGGTGGC 

TGTTTCCTGTGTCAGACTGCAAGCTCCCCCCGCGTACCTGCCCGGGCGGC 

CGCTCGA 

>Sequence 729 

AGGTACTCCACAAGCTTGCCTGCCATGGGCTGTCGGGATGTCCACGCAGC 

CACAGTCCTTTCCTTCCTGTGTGGAATCGCCTCAGTAGCAGGCCTCTTTG 

CAGGGACCCTGCTTCCCAACTGGAGAAAATTACGACTGATCCATTCAACA 

GAAACGAGAAGAACCTGACTGTTTACACAGGCCTGTGGGTGAAATGTGCC 

CGGTATGACGGGAGCAGTGACTGCCTGATGTACCTGCCCG 

>Sequence 730 

AGGTACTGATCCAACTGTTCCATTTAATCAAATACCATGCAAACTATTAA 

GAGCTCCCTCTGACTTTAACAGCCGA 

>Sequence 73 1 

AACTTTATAATCTTTTAACTAAATGTAATTGTCACCATAATCTTATAGAC 

AAAGCATTGAGGTTTATTGAGCTAATGCTGAAGGTAGTAAGTGGAGGAGC 

CAGGATGAGGTCAGAATCTGAGATTTTAACCATGCCTATGCTGTCACTTC 

TTACACTTTAGAATACCTCCATGCTCATGTGGACACCTAGGAACAAATGA 

AT ATTTC TATTCTTCTCCCAGAATTTCAAAACATTAAACATGTTAAACTG 

TATTT1 I GTTTACC ATA AGCCTTCCCAG G AGG AAC A AGCACTAA AC AC AG 

TCTCTGGCTTAGGATTTGGATGAACATATTCAAAAGCCATCTGCTTCCCA 

GCAATTATAATCATACCCTTTCCTTTTGGCCACTATCACCAAGATCTCCA 

GTATTCCCT 

>Sequence 732 

CCGGGCAGGTACGCGGGGAGATCCCTCTTGTTGAGTAGCTGCAGAGACGG 
CAGATGGAAAATATGCTCAGAAGTTGTTTAATGACCTTTTTGAAGATTAT 
TCCAATGCTCTTCGTCCAGTGGAAGATACAGATAAAGTCCTGAATGTGAC 
CCTGCAGATTACGCTCTCTCAGATTAAGGATATGGATGAAAGAAACCAAA 
>Sequence 733 

AGGTACCCAAAGAAGTAAACTTAGCAACCTCATAATTCTAGGCACCTCTC 

TCAGGTAATCTCAGCTGGCTTCTCTAACACCTCTGGTTCCTCCCCCTACC 

AGCATGAGGACATGAACAGCCATGGATGGTGTTCTGCAAATGTTATCTCA 

GATAGTCTCTGGACAGGACCTGCGAGCAGACTTGCTCAGGGTCTAGAAAG 

TCTTCCCTGGACAAATTCCAGATCTCTAGCTAGCTAAGACAACTGCAGCC 

ATTTTCCTGTACCTGCCCG 

>Sequence 734 

CCGGGCAGGTACCTTATACAAGATGCTATAAATATTTGTATGCATAATTC 

AACAGTAATCAGTGGTGTTTATCTAAACTAACTGATAATCTACAGATTGC 

AGTGCATTTATGATTTCAATGGAATTAATCTAATTCTCCACACTTAATTG 

TGAGAATAGCTATAAACAGATTGTCAAGAGGAGCCTTTTAGTGCCAATGC 

TTTACTTGAGGAAAAAAATTTCTTTTGGGCAAACCCATCTTTATTCATTG 

CAGAATACAACGATTCTCAAAAGTAGCTTAACAACCCCAACTCCGCTGGG 

TAAGTGTGGCGGCACACGCCTGTAATCCCAGCTACTTGGGAGGCTGAAGA 

GGGAAGGCTGCTTGGGGCCAGGAGTTTGAAACCAGCCTAGACAACATAAC 

AAGAGTCTGTCGCGAAAAAAAAGCAAACAGGCTAACAAAAAATAACCTCA 

ACTTCTTATATATGCATGTCTTAGAAGATATCTTCTTTCCC 
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>Sequence 735 

CCGGGCAGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAA 

AAATAAATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGT 

GTGTAGGAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGC 

TCAGTGACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAG 
TAGTACCT 

>Sequence 736 

CCGGGCAGGTACCACCATCCTGTCATAATTCTTTTTTTTGGCCAGGGGGA 
GACAGGGTCTCACTCTCTTGCCCAGCATAAAGTCCTTTTTAAAACTGTAA 
AATAGTTTATACATTTGAGCATTATTATTATAAGCTTTTGTTTCTTACCT 
CAGAAGAATATATTTTCAAATGATAGACTTCTGGGACTTTTGGTACCT 
>Sequence 737 

AGGTACATCCCTCAAACATACCACCTGAGAGGGCATGATCACATACTTTG 

CTGATAGCTGACAAAGACTGAAGATGACTGGTGGAACCACGGCATAAAAA 

TGAATCTATTCAAGACAGACACAGCTCTCATTTCAAAAATATCGCCTACC 

TTTCCATAGCCCCCTTTACCAAGTACCTGCCCG 

>Sequence 738 

AGGTACCACCCATGTGGAGGAGACTGCAAGGAAGCTGTTATTCAAAGTAG 

AACAGTCAGCCTTGTGCTTGAGTCCTGCTTTATGCTTGCGTGTTTCATAA 

CAAAACACAAAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATCAAGT 

AGCTGACTACTGTACCTGCCCG 

>Sequence 739 

CCGGGCAGGTACTTGGAAAGAATTGACCCAGCTGAATTGGAAAATGTGGG 

AAGGGGATGGGGAAGAGGCTGCTCCACCTGAGATCTGGCTCCAGGACTTA 

CAGCAAGGGGAACTTGGGCAAGTTACAGACTGTCTATGCCTCATTTTTTA 

TCAGCAAAACAGAATCATCCCATAAACTATAAGGTCGATGGTATCAGCGG ■ 

GTCCCCAAACTGACTGCACATCTGAGTCATGTTAACAAACACATTCCAGG 

CCCCACCTGAGCCCTCTGAATCAGAATCCCTGTAAGGAGGACGATGAACT 

TGAATTTGCACTGACTTTCCCAGCTGTTTCTTACTCTGATCAACTTGGGG 

ATAGGACCCATTGAGCTGCATCACATCATTCCAAAGCCAAAACACAACAG ' 

CAGGACAAGAATATTTTCAAGGCAGTCTCTAAAGCAAAGGAGAAACTGTT 

GAGGGAACCTAGAAGTAAGGAGATCTGGCTTGCTGGGCTCCATTTGAACT 

TTGAGTACCT 

>Sequence 740 

AGGTACTTTTTTTTTTTn I 1 liTITnTGGACCAAGTTTGGCTTACCTG 

AGAAGTGCAAGGTTGGTTCAAAATACCTACTGTTTTCACCACCCTAACAG 

ATTAAAAGAAAAAAGCCATATAATTACCTCAAAAGATGCACAGATGCACT 

TCTGGGGTTGGGGGAAGGGGGAGGCACTGGGACACAGAGAAGGTGCTATT 

T CAATGNA AAACAAAGACTTGGGTTTTTTAAAATTTGGCCTTTATTTTTA 

ATI I F rn A ATTTTA AG AG ACG AGGGTTCTTATTAGGG A AGTGCCC AGGC 

GTGGGGCTTTTCTTTTCTGTGCAAGGTACATThWT^ 

T TTCTA TTATGAATANACTCAACAGGGATTGAAACTAATTGAAAGGCATT 

ATTTTAAAGAAGTGGGTCCCAGGTAAAAAATGAATTCAAGTGGAAATTTC 

CTAAATCTGGTGTGGTCATTGTTTAACGGGAGACCAGAAAAAACAAAGGG 

GTGTTTCTCCTAACTGGCTGGTAAAAAGTTATTCTTCTACCTGTTGGATA 

AAAATTTAAAAATACCAAAAGCCGCCAAAAAGGGGAAATCCCTACCAATG 

CGCAATAA CCATTGACTTTTTAGAGGATTCCTGGCTTCAACTTTATTTTT 

TTTTTTTTGTGAGAACGGGAGACTTGGTTTTTGTTCACCCCAGGTCTGGG 

AAATGGCAAGTGGGTATTTGATTTTAGGGTTTAACTTGAAAGCGCTCCGC 

CTCTCTTGGGAGAACAAAATATATTTTTTGGGCCGTCTAAAGCCTCTCAC 

AATAATTGTGGGAATAAAAGGGGGCGCGTGCAACACCCTGTTTATCTTGC 

CGGGGGGGGCGGTTTTAATAAATATAGGGGAGATCCCCCGGGCGTGGGGG 

ATTATTGGTATTAAGACTTTTATGATACCCGGGCACCCTCAGA 

>Sequence 74 I 

CCGGCAGGTACGCCCTAGCTCCAGCTTCCTTTGGGAGACTGTGCATCTCC 
TGGCTCCACTAACTTTACCTTCTTCTGACCTTCCAGCCTAGAGATGATGA 
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TCTCTGCCAGCNCNNTAGATGGGCCTCTGGGTTGTCTCCCTATTCCTGTT 

GCT TGAG ATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCT 

CTATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGAT 

ATACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCA 

GTAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 742 

CGAGGTACCTTCANNTGCTCTAAATCATTATGNATCTACNNTATCTGAAA 

AGTGTAAACCGACAAATCTTGATCTATACAAAAGAAAATTTCAACAACAG 

AAATAGG^CAGTTGAATTAGCATGNNAGGCACTTAACNNATTAAANNCC 

CAAGTCTTTCAATGGCCACTTGGAGTCCAGGGCCTGCCCG 

>Sequence 743 

CCGGCAGGTACTGTATCTCCCACTAGGATGTCAACTCCGTGAAAGTAGGA 

ACTTACTGGTCTTGTTCATGGCCCTATTCCCAGCTCCTAGAATACAGCCT 

GGCATGTTGTAGGTGCTCAATAAAATCCTTGTTGAATGACTGACTGAATG 

AAACCTGGCCAAGGTCTAAGCATCACTTCAATGGATTCACCTGGAAATTG 

GCACCCCCCTCCCCCGCGTACCT 

>Sequence 744 

CCGGGCAGGTACTGTATCTCCCACTAGGATGTCAACTCCGTGAAAGTAGG 

AACTTACTGGTCTTGTTCATGGCCCTATTCCCAGCTCCTAGAATACAGCC 

TGGCATGTTGTAGGTGCTCAATAAAATCCTTGTTGAATGACTGACTGAAT 

GGAAAACCTGGCCAGAGGTCTAAGCATCACTTTCACATGGATTCAACCTG 

GACAATTGAGCACCCTCCTCCCCCCGCGTACCCTCGGC 

>Sequence 745 

CCGGGCAGGTACAACCTGATTACCTGAAACAGCAGCATAGTCATGCAGAG 

GAGGATCAGCAGCAAGAAGGGGTGAGCCATGAGTTCC 

>Sequence 746 

AGGTACCTCTCCCACACTCTTCCTGACAAAGCATCTGAGGGACTTTCTCT 

GCCAAAATGAGAGAGTAAACTTAAAAAGAAGACAAGGTGGGATATTGCAA 

ACAAGAGATACAACACAGGAGGGAGCCGAAGAGAATCCCTTGATTTGAGG 

TGAAGCAGCTGTACCTGCCCG 

>Sequence 747 

AGGTACCTTAGGCTCTCCAGGGAATGCCATCAGTTAAGGCAGCCTGTTCT 

GATGTCATGACTATAGGGAATGTGATGCCTTATTTGAATTAGGCGCTGTT 

TGTrCCACTCTTTATCTTTTTTCCTCCAGAACTGAGGCTAGTTGATCTTC 

CCTTGAAAGTTCAGTCCCCCTGAGTAGCTAAGCCCAATCCTGTCTGTACC 

TGCCCG 

>Sequence 748 

AGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAAAAATAA 
ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 
GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCAC 
>Sequence 749 

CCGGGCAGGTACAGTAGTCAGCTACTTGGATATCAAGACTAAGTGCTGAT 

ATGAATACTTGCCTTTGTGTTTTGTTATGAAACACGCAAGCATAAAGCAG 

GACTCAAGCACAAGGCTGACTGTTCTACTTTGAATAACAGCTCCTTGCAG 

TCTCCTCCACATGGGTGGTACCT 

>Sequence 750 

GTTTGTTATCGGCAATTGAGCTTACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACCCACCGTTCATCTGTAACATGGCTGTAATATATGGCACCTACTCGTTG 

CTGTTAGCATTGAAGGAGCCAACGTATGCAAGCCAATCACTTAACAAATG 

TCCATTGTTCTGCTTGTCATTCTTTGCTTATACTTCCTGACAACAAGCAG 

AAACCTTAGAAGAGTGGTCTGTTCACTTTAGGGAAGGCTAAGTCAGCATT 

AGGTGTCTTCCATCTTAAAGCACACAATACAGACTGGGTAGAGCAGCATC 

GTCACTGATCGCCACTCTAATAGCTCTCTGGCTAAGTTTCTCATGTCCTT 

TGCGGTGTTAACTACAAAATGCATCGACCAGATTCTCCTCATAGTTTCTT 

CACAGGGCCAGAATGACACCAAAAGTATAGTATGCCCAGTGACCTGATAC 

CAGAGAGCCAGAACACTCATTAAAGTGCACAGTAGGGTCCTTGCTAGGGT 
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CACCTGAAGACCTGAGAAT 
>Sequence 751 

TTCCGCCCGGCGGTACTCGGGCCTAGAAATTATTTAATTTGGCGACTGAT 

ACGTCTCATGGTGAACTCGTTTATCCTAAGGCACTCCCACTTATAGTAGG 

AGCTCAGCTGATCCACGCGGACAAGTTAGGTGAGGTAGGGGCTGACATAT 

TCTGACTCACTCTTGGATCAATCCCTGACTTCAGGCCCTGCTGGGTCCTT 

CTTGGTACCT 

>Sequence 752 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 

TTTGAGGG AGGT CAGCATCATTGGTCTCAGCTACTAGAGTTGAAGATGAT 

TCAGCCACTTTTATTCCAGCCACTCCATTTCTAGCATACACTACAGAGAA 

GTGTATATTTAAAGAGGCCATTTTCCTGCAGGATGTTTATAAATAGTTCC 

TGGCCCCCGCGTACCTGCCCGGGCGGCCGCTCG 

>Sequence 753 

CCGGGCAGGTACTGAAATACTTAAGAAATACTTTTCACAAGTGTCAATAG 

TTTTATGTGTTATGGACTCATTGCAGAAGGCTGAGGAGCAGTAAAGGAGG 

GAAGGTTCAAGAAAGCCTTCAAAAAGGAAATAACACTTACCAGAGCCCTG 

CTCACCAGTAAGAGCAAAAATTGTGCAACTTTGATATTTAAGAAATGGAG 

GGTTACTGCTAGTCGTAGTGGTGGTGAGTAATTCTATATGACTAAAGCAT 

CAAACTCTAATAAGAGCATTATAAAAAGAGGCTAGAAAATTGGACAGGCA 

ACATTCAACATATCTTATAATTAAAGATTTGGTAGTTTATGTTAGAGGTG 

ATAGACACATAGGAGAGTTTTTAAATGTGGGGAGAAAATGGTCAGACTTG 

AC 1 1'IT I AG A AC AGTAATA AAGG AGTGCC AGTATTTTTGG A AATCATTTA 

TGGGACCTTTTAAAGACTTCTGGGGGAAGCCTGTGCAAAGGCTTATGGCT 

GTGGTCCCATCACCTTGGGAAGCTTAAAGTGGGCAAATTGCTTCAGTCCA 

AGAGTTTGAGAACCAGCTTGACAACGGTGGGAAACCCCCATTTTACCAAA 

AATGCATTAGCCAGGCGGGGCGGTGCGGGCCTATAGTCCCAATTCTCCCT 

TATGGACCCCTAGGGGGGAAAAACTCCCTGGCCCAGAGTTTAAAACTGCG 

TGAGACTTGGATGAACCACTGTATCCAGCTGGGCAAAAAGAGAGTCCTTT 

CTCAAAAAAACTTAGGGAGACTCATTTCAATTCTTTCTAAA 

>Sequence 754 

CCGG GCAG GTACCACAGGGAAGAATACCTCAGTTATTCACCTTTTGTTTA 

AATGTTTTGGAATAACACAGACACAGCAATTATGAAGTTTTTCTCTGCTC 

TACTTAGATGAACAGATTCTGTTAACTAAAATGAAGGCAATGAATGAAGA 

GAGTTCTATGTTATATATCTGAGAGCAGGGTCTCTATTTTTGATACACTG 

ACCATTGTTTCTCTGTAAAAAATACAATTAATACTTCATCCTCTCCGTAA 

CTCAGTTTTAGCTGAATACTATTTTTTAGTCCATTGTATATGGCAGACTT 

TATGTTAGGCACGAGGGACATAAAGATTCATTCATTCCTTCACGCAGTAA 

AATATTGAGTTTGGAATCTCCTATGTTCGAGGCACTGAGTTCAGTGCTGA 

AGGTTTAACAATGAGCAACACAGACACAGTTTTGCCTTCCTGCAGGGTAC 

CT 

>Sequence 755 

AGGTACTGTAATTTTGGGGAGCAAGCTAACACATTTGACTTGCGGCTGAG 

CTCTTAACTAAGCAATACCTCAGTATGCTCCTTCGGGAAAAATTAAAGGT 

TCAGTAGTCAAATACTTTTGGAAATGCTGGGCCATTATGCACAGAGAAGC 

GCAGTAAGGAACATT 

>Sequence 756 

GTTTGTGTATCGTCAATTGTGCTCCACCGCGGTGGCGGCCGAGGTGCGCG 

GGGAAGCAATGACGTGGGGAGAGAGCGCTGAGGAAGGGAGAGATCCAGAA 

AGGTAGATTCTTCTGTGTAGGTGAGTGGATGAGATAATGAAGCAAGTTAA 

TTTGGGCTCTGCTGACTTATTTATCTGTCCCGGGCACTTTTCTCTGTACC 

TGCCCG 

>Sequence 757 

AGGTACTGCGGGCTCTCTTGATTCCAGTCTACTGGTCTGCTTGTTGCTTT 
GGGTATTTGAGTATTTATGTGTTTCTTTTGGCTCCTGTTTGCATGGTCAC 
TGGCTGTCATAGGGAATGGTGATCGGCTTTTCCAGTTGCTCAGGACACAA 



Page 60 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



AAGAGGTTGGCTGGTGTCATGGACAGCACATGGGATTTGGAGTTAGAAGG 

TCTCAGTTAAAAACCCTCAGGCCCCTGCATTCTAGCTGGGGGACCCTCGG 

GCAGGTTGCTTGAACCTCTCACCTTGACTGGTTTGTTGAACTTGCAGAGT 

GCTAGCAGCACCTGCCCCCAGCGTGGGGGAGTGGTTTTGCAGATTAAAGT 

GTTGTGAATGCACTTCCTCGATGGAGGGCCTCTAGCACCATGGTTTCGTC 

ATCCTGTATCTGTCACTCACCCTGTAGGTCAGGGGTTTTTCACATTTGTG 

GCATCAGAGAAACCCCTAGGTTTCTGTTTACAGAGGCATCCCAAGCCTAG 

GGGAGACAGGTGGCTTAATGGCACTGGTTCCTACTGCTAGGCTTGCAGAG 

CTTACTGCAGGAGGACTGTAGGTGGGGATCCAAGACTGTTCACTTTCTTT 

TCCTGGGGGACATGCTGTCATCTTGTACAAAGATACATTCCCGTTCTGTT 

CCTCTTCGGTTGGAAGAAAACATTACCCCTAAATTCCITTCTTTGTTTAC 

CCCTCCCCTAAAACTTATTTTGTTGAAACCCTTTATAGCCTTGACTGTGG 

TTTATACAA CTTG AATTi rCCTTATAATGGGCTATTTGTTAACCTCCTAA 

AACTATGTTTTTTCT 

>Sequence 758 

AGGTACATGGTGGCTACCACATCCTGTTGTTTGTCTATACTGGGAGAATC 

AGGCGTTCCTTGTCATCTTGGCTGCCCTAGCTCTGAGCTTCAGGGGATAT 

ATGACTCAGAAATGCTATGCTTTCTGGAATTTGGATATTCATTTTATTGT 

TCTTGGTAAATTCTCTTTTGACfTAGGAGAAGCTAACTATTTGGAAAGGT 

CTCTCAGAACTCTAATTACAAATATATGGTACCTGCCCGGGCGGCCGCTC 

G 

>Sequence 759 

GGGGATATCGATCTGATATCNGACGCCTGTTAGCTGTTAAATGCAGGCGG 

CCGAGGTACTGGTTTGACATTGTGTTTAAAGTCAAAAGTTTAGGCTTGAG 

ATCTCTTTCTAGTGTGATGGTTTTACTAGTATATACGTATGTTAATGTTT 

AAAAATTTCACACCCCAAAAATGTGCAGTATACCAGATGTTAATTATATC 

TCATAAAGCTATTAAAATTTTATCTCAAAATTATAGCTTTATTGCATTTA 

GGGCATTATCCAATTTTGAATCTAGTCCAGTTATCATAGCTTAATGCAGT 

ATTATGAAAATAATGCCTATAAAGGTCCAGTTCCTCAAACACCCTTGGAA 

CCAATTTTGCCATCTATATTAGTTACCTTGGGCTGCTATAATGAAGTACC 

TT 

>Sequence 760 

CCGGCAGGTACTTGTAGCAGTCCACAAAGAGAACAGCCAGAACATTCTCT 

ATGCCACTGCCTGCTTCTGGGTGAATCCCAGGTGTGAGTAATGAGGCTCA 

CATGAGTGGGTATATCACTAACACGGCTTAGGAGCCCCATCTCGAGTCAT 

TATTTTGCTTGACAACCATGAGCTTCCAGGATCCCGACAAGGCACATGGC 

AAATTACAGGAGTCCTCACACTAAGAGAAGCCCTAAGCTATGGCCAGCAC 

AGGTATTTATAGTTCCTCCCAGTCCTTTCGCAGTTTACCAGTGGGTCATT 

TTTACCATAAGCAGTGTTGCCTAGTAACATAGCTGACATTCTGCCTGTAT 

GGTTTCCACGGGAACAGAGCTGATAGCTGGGTTAAACTGAATCCAAGCCC 

AATTTCTCATGCTGAAAGACAAGAGTTTTGCTAACACTTAAGTCACAAAT 

ATAGCCAGAGGTTTCCCTGCTTCTGTGCTTCTCTGTTAGTTTCAGTAGCC 

GGAGTGATTCTTTCAAATGTATGGTGGAACACATTACCTGCTCTTCGCCC 

TTGAGTGGGGTCCCCTCCTTAACCTCGAGTGGCAGTGGTTACAAGCCCTA . 

CCTTGACTTGGCCCTCTCGGGCTTTTTGACCCTTTCCCCTACCCGTTTCT 

TGCTTATCTGTTATTGAGGTGCTTAATCGCTTGCTGGTGGTGAAATATGC 

CAGTATGGTTTCACTTTGGGCTTCCTTGACCTTTCCGGGGCTAAAAGGTC 

TTACCTCTGAGGCCACCCGGGAGAATCTTTTGCCTCAATCTGGGTGAAAG 

GCAAG 

>Sequence 76 1 

CCGGCAGGTACACTTTTTTGGCTTATGGGTATCTTAGTTTAACCTTTTCT 
TGNTGAGTGAACTGTGTCATTTCAAAAGCCTGAAGACATTGTGATGACT 
>Sequence 762 

AGGTACAGAGCCACACCAAAATCTGGGAGAAGACTATTTCAGGAAAGGAG 

GAGGAAATTTGAAGACCTGGGGCTAGAATGAGCTCAACATATTCTAAGAT 

CGGCAAGTTTAGTGTGGCTGGAAAAGAATGAGTAAACAGAAACCTGAGAT 
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AAGATGAGGTCACGGAGAAATGCA 
>Sequence 763 

CCGGGCAGGTACTTIliri'irili'irrilGGGTTTATTTGCTTAGGATAA 

TGGCCTCCAGCTGCATCTATGTTGCTGGAAAGGACATGATTTTGTTCCTT 

TTTATGGCCTTGTAATGGTTCATGGTGTATATGCACCACATTTTCTTCAT 

CCATTCCAACGTTGATGGACATCTAGGTTGATTCCACGTCTTCACTATTG 

TGA ATAGTGTTGC AGTGAACATATGAGTGCATGTGTCTTTTCAATAGAAC 

TTTCTTTTTTTTTTGGATATACACCCAGTAATAAGAATTGCTGGGTCAAA 

TGGGTATTATCATTCTCTTTTTAGTAAACCAACTTATAAAAAGATTTTAA 

ATCAAAGCTTTGTGCTGCTAACCCCAGTGAGTCCAGAGCTTATATTTTTT 

AATCTTCTGGGGGGAGGAAGGGCTGCAAAAGGGGGTGGGAGAAACCAGCC 

CAGCCCAGAACTGACGCTTTT 

>Sequence764 

GAGATAGTTATTCGAATTCGTACACTGGT 
>Sequence 765 

NATATGTACTAGTTGAATNGGAGCCTGGGCAAAGTCTGCNGCCCGGCAGG 

ACTTTCAAATTTTTGTTATCCTCTTCAAGAATGTCTNCThfNGGATTCTGC 

ATATATATCCCAACATNNTAGGAACTCATAAATTGCATACTTTTTTGGTG 

TGATCAGAGATGGGTAACTCTTATTACTTGTGGGTTAGATAGTTTTGGAA 

ATAGCCTGGAGTCATTGAGAGCCAATCCTTATCAACAAAATGGCATAAAT 

GGACAGGAATGGGTTTCTTCTTCACTTTAGAGATAGCTCTGAAGACATGT 

CTCAGTTGGGATTAGTTCAGTTGCATATATGAATAGCAGTCATTGAAACA 

AGATAAAAGTGTATGTTTCTCACATCTAAAGAAGTCTGGAGGTAAGCAAT 

CCAAGGGTTAGCCTATCGTGCCCCACTCTCATAAGGGACTTAGGTCCTTT 

TATCTTGCTTCACCATTCTTGATGTTTCGCCTTGTTGGCCAAGTGTGGTA 

CTTGAGCTTCAAGCATTTCTACTGTATTTCAGCCCGCAGGAGGATGTATG 

CCATTCCCTTTATGTATTTAGGATTTTTTCAGGTTGTTCCTATCTAAATC 

AATGTTTTTTTTTTACTGGCTGGTACTTATGTTGTATGGAATTCTTTAGT 

CTCTTATAATGTTTTATGTTTATTTTCAAATTGTGTGTCCTATAATAAAA 

TTATTTTTTATATTTTCTC 

TTACTATTTTTACTTC ATATA A ATA AT 1 1 l'iTl'n'I'CGCATTGTACATTA 
TTTTCTTGTTTTTTTATTATTTGTTITATATTATATTCTATTTAC 
TATTATATTTTTATTTGTTGTAATT 
>Sequence 766 

CCGGGCAGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATC 

CCCAGCTGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGA 

TGGTGTCTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGA 

TTCTGTGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGATC 

AGGAGAGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCAG 

CTACACAGGA 

>Sequence 767 

GACCAGGCCAAACTGCTGGGATTACAGGCCGTGTGCCATCACGCCCAGCC 

TGTCTCCATTTATAAGAGGGGCACTGTGCATTACATTGGAGCTCTGGAGT 

GTCCGGCATTCCTTCAACGTCTGTTATATGCTAAACACATTTCACACATT 

ACATAATGTTAATCGCCACCCATCTGTGAGGCACAAACTGTCGTTGGCTC 

CATTTCACAAATGCAGAAACTTAGGACCATGATAGATGAATGATTTGTCC 

CAGGTCACACCATGTTAAAAGGTGAGCCAGGATTTTGAACGCAGGCAGCC 

TGACCCTGGAGCCTATGCTCTAAAATTTGAAAATATTCACTACATTGCAT 

TAGCTTTCAAGGTGGGCGGGGGTGGACATCTAGAAAATGCTCAAGACGTA 

CCTGCCCGGGCGGGCCTTCTATAA 

>Sequence 768 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTTTTATTGCTGAT 
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CAGTGGAGGGAGATTAAAAGGTTTCTTTTTTGAATCATTAGCTTAAGATG 

TACCTTTCCCGGCGGGCCGTTTTAACATGTTGAGCAAAAAGGCCAGCCAA 

AAGGGTCAGGAACCGGTAAAAAAAGGCGGGGTTGCTTGGCGTTTTATTCA 

TAAGGCTTCCCCCCCCCCTGGCCAGGCCTTTACAAAAAATTTGACGCTTC 

AAGTCAAAAAGGGGGGGGAAAACCCGCTCGGGAACTTTTTAGGAAACCCC 

GGCGGTTTCTTCCCCTGGAGAATTTCC 

>Sequence 769 

AGGTACAGCTTAATGGCAAAAGAGAATCTTAATCCCTAAGAGCTTTTTCT 

AATTGATGGACATCATTTTCCAATTGAACAAATTGGAATTTATTAGTGGT 

GACTGTGGCTTTGAATCTGAGCTAGTTTATTCTTGCAGTCACAGAGAGTG 

TCCTTATAGAAAATAAAAAGGGAAAAGCTCAGTTCTGCTGAATATAATCA 

ATATACACAATCAATTGATAATTCACAACTACCTCCTTTGCCTTCTTGCA 

CACTCTTCCTGCCACTCAGAAACATCCATACTTACTCTTCAGGATGGGTT 

TTTTGAGCCTGAATTATCCAGATGGCTGTTTCAACTTTTTCAGCCATACC 

TTAAAGTTGAAAAGGATGGCCCTAATTTCCACCTCTAATTCCACTTCCAA 

TTTCTGGTTTGAAGCAAGACTGGAGAACTTGGGAAAAAGGTTAAGGGGTT 

CATTCAGCACCCCACACTGTAGCnTTGTTCTTGAAAAGCTTTGAAAGG 

>Sequence 770 

CCGGGCAGGTACCTGATTTCCTGACATTGCTATTTATATGATGCCACTTA 
ACAGGTGCTTGGAGGAAACTCCTGACTCATTGCTTACCTCTCAGGGCTAT 
GTAAAAACCACACAGAATTTATTAAACACATCACAAGTGGTACCT 
>Sequence 771 

AGGTACCCCTGCGCCAATCATCACAGCCTGGTTGTATCAAGTGTGTGCCA 

AACTGCCTGCGCTAACAACCAAATGCAAATGTCATACGTCTCTGTCACTA 

GCAGCATAGTTGCTAGAGAGACACGTGTGAGCCACACCTCAAAGACAAGC 

CTTCA 

>Sequence 772 

CCGGGCAGGTACTGCTTGTGATCCAGCTACTGAGGTCTGAACCGAACAGA 

CCTGGGAAGTGTCTCAGAGCTGTCTCTCAGGCTCTGAGAGAAAGTAGCCA 

ACACTACAGTAGACAGAGAGAGACAGAGATCAAGACAGATACAGACGACA 

GCATAAGACAAAATACTTTATGAAATTGCCAAGTTCCTCAAGCAATCTAG 

TTAACTCTTCTCAGCAACTGTTGAACCAGGCTTTAACCTCAAGGTTTAAT 

AAAAAAACTAAAAAAAAAAAAAAAGCTTCCCTCGGGCCGCTCT 

>Sequence 773 

AGTCACTTAATGGCCCCATTACCGCTCCTCTGTCTCCCGTGCTGCTAGCT 
CCTGCTTCTAACTCTCATCCCTAATCTTAGTGTCTATGCCCTGTTCTTTG 
ATGTTTAATCAATTGCTTTTGTGA 1 J 1 1 i rTTTTTTTTTGCTATGCTAAA 
TGCCATATTTAAGTTTCTCAAGA TTTTI l" 1 TI'A ACCTCAGG AGCAG AAAG 
GTGAATTAATCAGACTCTTTAGCCTGTGGCAATTTTGTTGTATAAGGTCC 
ACCTGTCTTGTCTTATTTTTCCCTTTATGCCAGATTCCACCACCATCAGT 
CCCTGGCTATCCCAACAAGCACCTACACTAATGTGATACAGACATGTAAT 
T 

>Sequence 774 

CCGGGCAGGTACTCAATTAATATTTTATTGAGGTGCCCTGTAATCTGACA 

TT CCAG GGAGCTTTCAAGGAAACTTTGTCACACTAAAAAAAATTGAGGAT 

TGTTTTGTGGGTTATTCCGCTCCTTTGTCTTCTAACCCACAGAAGTTCTG 

TCATGGTTCTTAGGGGTTGTAGGGTGTGTCCACTTATTTTAAAATGTCAA 

AGACCAGAAGAGTGGAGAATGGGAAAGTGGCAAAGTGTTAGCACTGGAAA 

GATGTTTAGAGATCACGTAGTCCAACCCTTAAATTTTATAGATGAATAAA 

CTGGTATCTAGAAAGCTTAAGTGACCTGCCTGAAATCACACAACTAGTT 

>Sequence 775 

CCGGGCAGGTACAAGCTGAGATTTTGGAGTCTGGTGGGTTCCAGTCTTGC 

TTTCCACCAATAA 

>Sequence 776 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 
GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 
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TCCTA CACACAAA CTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 
ATTTATTTT rm G AG ACAGGGTCCC ACTCCGTCGCCC AGGTTAG AGTAC 
CTGCCCG 
>Sequence 777 

CCGGGCAGGTCTCAAACCCCAAGACTGAAGTGATCCTCCTACCTCAGCCT 
CCTGGGTAGCTAGCACCATGGCATGCGCCACC ATGCCCTA 1 i rTTTTTTT 
TAAAGACCCTCACCTC 
>Sequence 778 

AGGTACTGACCATAGATATCCCTGGGGGATGTAGTGGATTCAAAACATGA 

GTTGGATT CTCC AACGTGCCATCGGAATTCTTCTAATATTCAGCAGCTTT 

GATTGTTGTTTTACATCTGACCTGTATTTAGATTTCTCTGATTCCTGGAA 

TATTTGTGGAAAATAAGTACCTGCCCG 

>Sequence 779 

AGGTACTGTTATTCCAGTTTTGCAGATGAAGAAGCTGGGATTTAGTGAAG 

TTAAATAACTAGTAAATAGAGAGGGCTATG 

>Sequence 780 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACG 

GCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGT 

AGCTGAGACCAATGATGCCGACCTCCCTCAAAAGCTGCATTTCTGAATTT 

CTGAAGGCAAACTGTCTGCCTATATTGTACCTGCCCG 

>Sequence 78 1 

CCGGGCAGGTACTCTGGTGAGAAGGATGTTCATCAGGAAGGGCATCATAT 

TGTGTAAAGGGCACAGGATTGAGAGGAAAATTCATAAGGCAATGAATGTA 

TATTCACCTAGCCAGCCCAGTCATACCGTCAGAGACATTTTTAATTCCAA 

TATGTTTGGTTACGTTTCITAAAATTCCAACCTATGCTCCTTATATGATA 

CATTCACCTCTTTTGTAAGCATAATCTCTTTACCATTACCAATTAATTGC 

AGCCCATCCTATTAGCTGTAGAAGAAAGATGTGGCAAATTTGGGAAGTAA 

AGAAAAAAGGGGATCAAGAATAGACATAAAAGATTTGTGATCACCTGCGT 

ATATCTACCCAGTACCTTGGTGTTACTTCCTTTGAAAG 

>Sequence 782 

AGGTACCAGGAAAAGATCCCAAACCTGAATCTAATAATGAAGAAATACGA 

TACAAATGAAAACTGAGAAACATTCTACAATGTAACTGAACTGCAATATT 

CAAAAGTATCAAGGTCATGAAAATCAGGGGAAGACTGAAGAACTGTTCTA 

AAATGAAGAGGATTAAAGAAACATAACTAAGTATATAACCTATAATTCTG 

ATTAGATCCATTCCCTACACAGGGCATTGAAACAAAAGCCAAAATGTGTA 

CCTGCCCGGGCGGCCGCTCG 

>Sequence 783 

CCGGGCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAAATCCATATGCCCAT 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 

TGTACCT 

>Sequence 784 

AGGTACGCGGGATGTGACAACCCTGCTGAAGTGCCACCTACTATATTTGG 

TCTCAGCGATTAAACGAAAAGAGATGGTAAGGCAACAAAAATTATCAGCA 

TATATTTTCAGCTTCTTTGAGTTTTGCAGATTAGTATAGTTCAAAGGATA 

GACAAATTCACTTGTTTTCATTTTGTCTTTAAGATAAATAAATTTTGGTA 

CCTGCCCG 

>Sequence 785 

CCGGGCAGGTACCTTTCACTCTCATCAAACTAGACTACCGACTGTTTCTC 
GAAAAACTTTTTCCACCTCTTCACCTTTGCTTATGCTTATCTTTCTGTCT 
GGGAAGGTTCCTTCCACCATTCATCTCTCCA 
>Sequence 786 

CCGGGCAGGTACTGGGATTATAAGCATATAAGCCACTGCGCCTGGCCCTA 

TATACCTTCTTTATTCCTTTATTTTAGTGGCATTTCAAGAGTGTTGAAAA 

CATATGTTAGATCTG<3CATGTTTAAATAGAAATCCTTCTGAGCCCTACTT 
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TGGGGGTCAGGGGAGCCGGCCCATTTATAGAGCTCTTATGATGTGGTAGA 

CAGCGGCAGTACCT 

>Sequence 787 

CCGGGCA GGTAC TGCATGTGCACGTGCGTGTGGTAGTAGGCAACTGCTCA 

AATGTCAGTTTTGAGATGTTGTTGGTGGGCCTGTGTTTATCTGTAACTGT 

ATTTATGTAGGTGTCTCTTCAGAAATATGTCTGAACTGGTCAATTTGTTG 

TACCT 

>Sequence 788 

AGGTCTTGAGTCGACCCACGCGTCCGTGCCTTACAACTGGATCTCATGAG 

ACATTTCCTCAACTGTGGCTTATAGTCTCTGATGAATCTAGTTTGTGCCA 

AGTTAATACAAATCAGCCAATATGCCTGGATTTTAAAAGTAATCTATTTA 

GCTTTACTTTTGATATTTTGACCTGCCCG 

>Sequence 789 

AGGTACTTATATGCTAGGAGCCTGGGACATACTTTTATTATTTCATAATT 

TTACATCTTTAAATCTTAAAGAAACA 

>Sequence 790 

GGGCAGGTGTCTTAGGTAGGATCTTGCTACTCTGTGTGCACTTATCTTGG 

GAGTCAGAGTAAGTTCAATTTGTCTACTTTATTCTGTGGTAGTTTTTCTT 

GTATTTTTACACTACGTCCTGTGTGATTTCATTTTCATTGTAATTTAGTC 

TTTTTGTTTATTGGGTTTTTCTTCTTTCATATTGGCTTCATCTAAGGAAC 

AATAATGTCATTGTTCATTTCAGAACCAAGAAAATATAGAACACCTAGAA 

AATCAATCAACCAAACAAACAAATGAATAGTAGAAAATCAAACACACATG 

TATTGCCTCTTGTTTCTGCTGGAATTTTTCCCTCA 

>Sequence79l 

AGGTACACTTTTTACACCATAACTGCCATGTGGTGATAAGCTAAGTCATC 

TCATTCCTTCTCCCTTTCTCTGTGCCTGTCTCCATGGTCATTCGGTCCTA 

TCATCTGTTAACAGTAGGAGAAGGCATGTTTGCATTTGAGAATGATGGTT 

ACTATAGCAGTCAGTTGCTTATACTGGTCTATGAAGCATCTAGGACTGTC 

CCACAAACAAGAGAAGGAAAAAAAGCCAAATGGAGCGGACGCGTGGGTCG 

ACTCAAGCACCTGCCCGC 

>Sequence 792 

CCGGGCAGGTACAGTTTACTACCCAAATTGATATTACTACCTGAGCATTT 

TTCATTTTCTTACATAATCTTCCAAAACATTCATTTTATCTACCACAAAA 

TATTAAATTGAATAAAACATTTTTGCTGAATTTGTGGAGCTGGGCTTTTA 

GACCGGTTTTAACATTTCAGTGTAATATGTAATGCAGCTCAAAAGCTTTG 

TGCAAGTGGTTTCTGGATTTAGGATGTAGTTTTCTTTGACCCCATATAAA 

CTTGTGGTAATTGATCTTAACGATTCTGATTGCGTGATCCTTAAACGAAA 

ATTTTTTGTTCATAATCAATTATGATCTATCTATCAATATTATATCATTC 

CTTCAGCATTTCTTTTTTTCCTCTAATCACTAATTTATGCTTCCGTGTAT 

TCTATAGTTTCG 

>Sequence 1056 

AGGTACCATGTTTCACGTTAAAATGCCAAAATGTGGTGCCTTCAAAGAAA 

CAGTCAATGAAACAGAAAGCAAAAATAAGCAGAAAATTAGAAACGTTATT 

TGGCATCATGAAGGGCAACACCAAATTTCACTACTAACTGCAAGGATTGA 

TAAACACCATGATTTCAGATTTGAAAAAAAATGGAAAACTGCTAATGCAC 

AATGTTAAGAGATCTCCATGAGAACCAGGCATTAATCCCATATAGCAATG 

ATTTAATATTGTTACCAATTTCAGGAAAATGATTTTTTGATAAATGGGCT 

ATTGTAAGATATACCTTTTTATTTCTTAGGAGCATGTGACCTGCATACGT 

AAACAG 

>Sequence 1057 

AGGTACAGAGCCAGCCAGTGTTGGGCAGCAGGCTCACAGCCTCAATAGGG 

AGAAAAGACAAAGGCCTCAAAATGACAGGCAGCCTGACAGAGGAAGGAGT 

CTGACACCTCAGCTTGAGGCGTCTTTGGAATTCCTAGCTCATCTCAGAAT 

TATATCTTAGAGTGATAATATGGGTGGTAGCCAGTGGCCAAACAGCAAGA 

ACTAAGAGTGGCCCTTGCAAAAAAAGGTTGGGAAAGCTGGGCCCATATTG 

CCTGTAAACCCTTGAGCCTGATGCTCATACAGCTGTCCCTTGTTTTAGCC 
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AGGTCTTGACAGAAGGGTTACCAGCACTGTCACTGCTCTACAGAATGCTC 
T 

>Sequence 1058 

AGGTACAAAAAGTCAAGCCCTGAAGTAGTTTTTCCCCCAAAAGTTCTGAT 

GTTAAAACTTTAAAAAAAAAAAAGAGAGAGGTAGTGTGTAAAAATATTTT 

TACTTAAAATGTTGAACCCCTGCACCACTTATATTATAAATGAAAGTTAA 

CCTTCTACATACTAACATTATTTTGCCATTCAAGAGTCAAATTTGTAAGA 

CTCACAGAATGTTAAAGCCGGAATGCCATTAAAAATAGCATATAAATGGA 

AGAACTTCGGTGAATTCAACAAAAAGTACCT 

>Sequence 1059 

CCGGGCAGGTACTCAGTATAAAGTCCAGATGCCTTTACCATGACCTGCAA 

GGTTATACGTGG TCTGA CCCATGCATTTCTCCGTGACCTCATCTTATACT 

CCAGGTTTCTCTGTTTTACTCATTCTTTTCCAGCCACACTAAACTTGCCG 

ATCTTAGAATATGTTGAGTTCATTCTAGCCCCAGGTCTTCAAATTTCCTC 

CTCCTTTCCTGAAATAGTCTTCTCCCAGATTTTGGTGTGGCTCTGTACCT 

>Sequence 1060 

CCGGGCAGGTACGCTGGGGGGAGGATTGCATTCAGTTTAGTTCCTGGTTT 

CCGGCTGAAATAACCTGACCGAGAGCATCACCCCCTGAACATGGACTTGC 

AGAATTCCACAGAAGAGAGGAGACTGGCCTAGACAGACAGCCCCAGGAGC 

TGAGGGCCCANNACAGGCTTTCTACCCTGGATGCNTGCTCCCATGNCCCT 

GACANNCGAGGCCCACTACAATGCTCTCCAAAATGTCCACAAAAGTGACT 

TAAGTCAGGTTCCCCCAAACCAGACACCAAGACAAGAATCCATGTGTGTG 

TGACTGAAGGAAGTGCTGGGAGAGCCCCAGCTGCAGCCTGGATGTGAACT 

GCAACTCCAAAGTGTGTCCAGACTCAAGGCAAGGGCACTAGGCTTTCCAG 

ACCTCCTACTAAGTCATTGATCCAGCACTGCCCTGCCAGGACATAAATCC 

CTGGCACCTC 

>Sequence 1061 

AGGACCTTCATGCTCTAAATCAGATGATCTACTATCTGAAAAGGAAACGA 

CAAATCTGACAACAAATGAATTTCACAACAGATAGGCAG 

>Sequence 1062 

AGGTACAAATTATAGCGACATACACAGAGAATGCAGTTAAAAACTCTACC 

TGTGATACATGAAAGCTTCAGGGGGCTATATATAGCCAACAGTAATTGAC 

TATTACACAAGAACCAAAGAATTGGACCTTGAAAGGAAATATTCTATCTG 

GAGATTAACACAAACTACTTAGTAACAAAAATGAACTATAACAAACATTA 

AGGATAAGTAGTCTTCTGTGGTAATAAAACTATCATTTTGAAAGGACAAA 

AAGATTATTTTAACCCTGCTTAACTATTATGTGTAACTACTTTCCAATTT 

AACAGCAATCAATTAAAGAAAAGGAAAACCTGAAACTCATTAAGAGGGGA 

TACATTTAAACTTGGGTTAAAGTTAAG 

>Sequence 1063 

AGGTACAGCACACCAGGAGAGAAGATCATTATTAATGTGCTAATAGCAGC 

ATTTTATTTTGAAACCCACTCTGCATGGTTACAGGGCTCAAAACAACATA 

TTCTAACAGGAAGATACATTACCGAAATATTTTAATGAGAATATTTAATA 

TGCATTGAGAGGTCCGCATTTTCTTGCAGAGACCTTGTAGGTAGCTCTTT 

GAGATTTCTGTCTCTATGCATTTAAGTGAAGGAGTTGGTTGGGTATTTTA 

GTTGGCAAATTTTGCAGACATGTAGCTTTGGTAGTGGAGGGGTAATAGTA 

CCTGCCCG 

>Sequence 1064 

CCGGGCAGGTACCCCTTTTAAGTTTGCTTGGCTTTCTCAGATTCTGGTTT 

CAATTAACATGCTTATGATTTTCTGGGTTTGCAGGGCAGATTAGTAGGCT 

TTGGTGTGGCTTTTTTCTTTCTTCCTTTCTGCCTTTACGCGTTTGGTTGA 

TGCATCTGTGTACCT 

>Sequence 1065 

CCGGGCAGGTACTGAACTAGCTCCTTCTGGTTAATTTGTTGATTGGATTG 
GAAATTAGAACATGGAGCTGTCAATGCACGGTATCTGGTAATTGTGGATG 
GGGGAGATGACTGGGGCAGAACTGAGCTCATTTTTGCCAACATAGTACCT 
>Sequence 1066 
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AGGTACCTCTGTGGAAATCCCTTCCTTCCAGAAGCCTCCACTCACTTCTG 

ATGCCAAGGAGCTCTGCGGCGCCCTGCACGCACCTTTACAGATGCAGGTG 

GCTGTTTCCTGTGTCAGACTGCAGCTCCCGTGAGCTGGGTTCATTGCTCA 

TCGTTGACTTGGCCTCCCCGCGTACCTGCCCG 

>Sequence 1067 

GTGCCACACTGGGCCAGGGTAGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTTAGCAAACTCCCAGGGTCTAACCTGA 

AAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACGC 

TTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGAG 

TTACTGTGCACAGTACCT 

>Sequence 1068 

CTCTTGTTAATTCCATTCAATAAACACACACAAAGCCCACTCTCCTTCCT 

TCAGACCCTATTAATTCTAGTGTAAGAGAGATGGGTGATGTTCCACAGAA 

GAAGCTAAGTTGGACTTTGAAGGATAAAGAGAGTATGGGAGGAAAAGGCA 

GGAGGTAGAATTCTAGCCACAGGAAGAACCAGGTGAGAATAAGCTTGAAG 

ATGTTTAGGGGAGAAGGAGTTGTCCCTTAGCCTTGATCCTTAGAAACAGA 

CGTAGAGGTAGAGGAAGCTGTGGCTGCAAAGGCAGTAGGCAAGAAAGTGA 

AGCCAAACGCCACCCAAGTGGCACTCTCATGCCCCTCTCTAATGTCAGGA 

TATGTTTACAGCCAGCATGATTTCCATATACATTCCTCCTTCACTTCCT 

>Sequence 1069 

AGGTACTCACTTATAGATGGTTATTGGCCAAAAATACAGACACCATGCTA 

TTATCCACAGACTCAGAAAAGCTACACAAGAAGGAATGCACAAGTGAGGA 

TGCCTGAATCTCACTTAAAGGAGTGCATAAAGCAGTCCTAAGAGGAAGAC 

GGAGGGAGTGAACTGAATAGAGAAGAGATACGGAGGGCTATGGGATGGGT 

TTGGAATCAGGTGTGGGTAAGGAAGAGGAAAGATGGATGGAATGGTCCTT 

AAAGTGAATGGAAATTTTCTACTGACAAGGGTGAAAATTTTTTTTTTTTT 

TAATCAAAATAGTTAAAC 

>Sequence 1070 

AGGTACATACGCGCATTTGTGTGTGTGTATCTATGAGAGGGGGAATTAAC 
AAATTACATGGATTTGTGTATGTGTGTGTGCCTAAGAGACAAGGAAGGAA 
. AACAGTGCAGTTGAGAAAGGTGAAGCAAATGTGGCCAAGTACCTGCCCG 
>Sequence 1071 

AGGTACTT rTTTTTTTTTTTTI CCTG AGGG AG ATGG ATAGGTG A AGTA AT 

GGTTGACAAGCATAAGTGGGAAGCTTCAAGTCCCAGGTTCTCCCATCAAA 

TCATTTTCTCACAATCTTGCTCAGTATTCTCTTCTAGTAGGCCAGAATTT 

GAAGGATTAGCTCTCTGTATATCTAATCTAAATCCTACTCCTTGTTTTAA 

GCTCTTTGATTTCAAATATTAATGATCTGGTACAGCATCGCTGGTGGTTT 

CAAAAAACGTAGTCATTCTTCTCACTGCAACAATGTAAGATAAGCAGGGT 

AGATCTGTTATTTCCAAATTAAAGGTGATTAAGATATATGGAGAGAGAAC 

ATGGCATGTGAGGTTTATAGGGCTAGAAACTGCAGAACCATGTAGAACCC 

ACA 

>Sequence 1072 

AGGTGCTAGCTTGAGTCGACCCACGCGTCCGCTCAAGGAGAAGGAAGACC 

AAAGTATGCAGGAAGGACCCTAGGGCCTTTCACCAGCTTACATCCACCCA 

CCTTGGGCAAGGATAGGTTAGATTCCAGTTTCCTGCCTCCCGCCATGGCT 

AGGCATTCTCAATCCACAGGAACATTCTTGAGTAGAACATTCCCAGAATG 

ATCTGACTGATGCTTGCTAGCCAATAGATTTAAAGGTTAATATGCTTAGC 

CTATAAGTTAGAAATGTAACCTTTCTGAGGTAACCTGTGCCCTTAAAAAG 

TATAAGAGCTACTTCTTTA r 1 I T 1 rT TTTT TT TC TTG 

>Sequence 1073 

AGGTCACGCGTCCGCTGCTGGGCTGAACCAACCAAAGATGGAGTGGCAGA 

ACCCTGGGAGCTGATCGGGGTTCTTTCTAGTAAGTAGTTGCCAGGCCTTA 

GAACTGATTGGTGTCACCTACTTCAGTGTTCATTCATTTCAATGACAAGA 

TCAAAATCAGATTTTACAGGATGACCAAGATTCTGAGTTTCTCCCATGGC 

AACAAGTTCTCAGGTTAAAGTCTAGGAATGGTCATACTTGCAGCTTGTTC 
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TTCCAGAAGACCTGACTTTGGTTCCCAGAACCCATGTTGGGTGGCTCACA 

ACCATCTATAACTCCAGCTCCCGAGAGCCAATGCCTCTGACCCCCAAGAG 

TGCCTGCACTCATGTGTATATATCCACATAATTAAAAATAATAAAATAAA 

TATTTTAAAGATCTTTGACCTGCCCGC 

>Sequence 1074 

CGGACAGGTTGCAGAAAGGGAAGAAATGCCAGAAGGAACCAATGAAGGAT 

GAGCCCAGCTTCCAAATTTTGATGAAAGCTTTCGTCTCTACATCAGAGAA 

ATTCTGCAAGATCTTAGAAGGATGCGCTCAGAGAGATTCACACCTAGAAA 

CACCATACTCAAAGGGTAAGGAGAAGAGAGCCCCAGGGAAGAATACAGAA 

GGGGACACATGACTGGCCACACAGAAAGCTCATCAGGAAGAAAACATGAC 

TCCCTGTCAGAAACCCAGGGTCCAGAAGGAGTGGGATGACGTTTGCTAAG 

TTATAAAAGCGAGCTGTGCACCCAGATTCTATACC 

>Sequence 1075 

CCGGGCAGGTACCCCAATCATTTGCCTGCATCCTTCTCTTCTCAACAGAC 

TCAAGAAGTAGAGACGCTGACTTTTTTGTCTTTGTATCCCTAGGACTTAG 

CACTGCCACCAAATACAACCAAAGTTTGCTGAGCTGACATGATTAAGAGC 

CTATCT GTGG AAAAGTATGATCGGCCTTTGTGAAGTTGCAATCTCTCAGA 

GACTTGTTTTGTGCCTTTACAAATAATAGA 1 Ti 1 1 1 nTTTTTGAGATGC 

TATTGATGGTTTTGGAAATATTCAGTGGTTTAGCGTTAGTGGATATCATT 

GTTTTGAATGTTTTTTTCTAGGTGTAATGGTATTATTI^ 

TATTGTTTAACGTTTTTTATACTTTAGGGTTATTTTAATGTATAATAT 

>Sequence 1076 

CCGGGCAGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCT 
TT ATCTG TCACTGAGCAAAGGGTGAAGTTCAATTAGGTCAGTTTTATCAC 
TTCTTTTCCTACACACAAACTATGAGGAGAGATCA 
>Sequence 1077 

CGGGCAGGTGCTTGAGTCGACCCACGCGTCCGCACTAAGATTCTAAGTGA 

ATACCACCAAACCCAGGAATAAACTGATTTTTTTTTCCCTCTTAACTGGA 

AAATAACCTGAATGTCTACGCAGCTAAAAAATGAGATTGGGGGGAACCCT 

AAACGACCCGGGCTGTTGTTTGCTCTCCACAACCTGATGGCAAGGCCCTG 

TTGCTGGAAATAACACCCACACGGTTCACTGAACATGGGAAGTGGAGCTG 

GTGCCTTTCTAGAGTCTTCAACCCCATTGGCTGGCGTTCTTGGAACCAGA 

GGTAGCCTGCATGCTAACCAAAGAGAAATAAACACCAGT 

>Sequence 1078 

AGGTACCCAGAAGAAGGTGCAGATATCTGATTGAAACTGTTCATCTTACC 

AACTCTTCCTATTGCAGAGAAGACTAAGGTCCAGAGAGGGATAGTGACTT 

TCCCAGGTCACACAGGAAGCCACAAGAGCACATTGAAGCCAGATACACAT 

TGTCAAAGCACGCATGTCCAGCCGAAGCAAGGACCCGAAATGCTGATTGT 

TTCCCCTGCAAGGAGGATCCTGAGTTTGTCCCCGGGAAAGGTTTAAGAGA 

ACTGGCAGGAACCAGCCTTCATTCTTCTAGGTCCGGTTACCCTTGCTTTC 

TAAGCCCCACTTTCTGCCCGGGCGGCCGCCCCGCGGTGGAGCT 

>Sequence 1079 

CCGGGCAGGTACACACCACCACCTCTGGATAATTTTACTTTTTTTATTTG 

AGACAGAGTTTCGCTCTGGTTGCCCAGGCTGGAGTGCAATGGCGCGATCT 

CAGCCCGGGTGACAGAGCGAGACTCTGTCTCAAAAAAATAAAAAATAAAA 

AATAAAAAACAGCATTCCTTGGGAGGCTAAGCGATCCTCCTGCTTCAGGC 

TCCCAAAGTGCTGAGATTACAGGCGTTGAGCCACTGCACCTGGCCTCAAC 

TATTTTTTTAAATCATGTCTGATCTTAATTCTCCTAGGATACTTATTCCC 

CAACTAACACAAGTGAGTGACGGATGGCCACTACATTTAGTAAAAAGAAA 

GTACCTT 

>Sequence 1080 

AGGTACAGCTAGGACAAACCTTGACTCCGGGTCGAGCGCTCATTGTATAA 

CATGCAGTGGCATGGCCCGTGGTTAGGAGGAGTCTGAAATCAGATTGCTG 

AGGGTTCCGGATCTGGTTCTACCACTCACAAGTGACTTCGTAGGCCTTTC 

TTATATTCTGATTTCTTATATCTGAACTGGAGCTTACACATGCACCAGAA 

TCCTACAGGGATACTGTGGGGGACACACAGCTTGAGGTAAAGTGGTTACC 
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AAGAGGCCAGGCAGTTGGGGATCACCCATATCACAATAATTTGTCATTGA 

GCATGTAGTTTCTCTCTTCATGGATGACAG 

>Sequence 1081 

AGGTACAGAGCTAACACTTATCCTCCAGTGCTCTACTAATTGCTTGGTGC 

TATGTTGACTACTGGGAATGAACCACAAGATACATCACTGTAAACTGCAG 

GGAGTGCTTCACTGATCATGAGGTTAAAATCTCCCCATCAGCAGAAAGAG 

AATTCTTTACTTAACTTACTGGTACCTGCCCG 

>Sequence 1082 

AGGTACACATTTTTTGTTGCAAATAGTCCTGCAGCTGGTTTTTCTAAAAA 

AAAAACCCCAAGAATACATATAAATCTGAGTTCCCTATGGCGCTAGTCTA 

CTGGGCAGACTTCTGGTCTGGGGTTCTTTCTTTCTTTTAATAGCCTTCTG 

AAAACCTCAGTGCCACCAAATGCATGGATCGTAGCAGTAGTTCTAAGTGT 

GTGCTATGCTTGGTCTAATATCCAAAGAGATGTCTAAACAATGTGC'IGCT 

TTCATGAGAGGAGGCGCACGTTGCAGGAAGCTGTCAATCTTTGAGTGACC 

CACGCGTACGGACCAGACCTGCCCGGG 

>Sequence 1083 

AGGTACAAGTTGGTCTCAAACTCCTGAGCTCAAGTGATCCTCCCACCTTG 

GTCTCCCAGGCGTAAGCACTCCACCTGGCCTTAGAAACCTCTTTAAAAGT 

GGTTGTGGTATCCTCATAGAATCTAGGAATCCATTACTCAAAAAAGCAAG 

ACTGCAATGATACACAGTACCTGCCCG 

>Sequence 1084 

AGGTCGACCCACGCGTCCGTGTATCTCCTACAGTTCATTATGCAGCAGAC 

ACGGATGTAAATGGGGACAAAAAGAAAATACCAACTCAGACTCTTTGTGA 

GACGTTCAGCAGTTTTCTGAAATGGCGCAATGTATTCATTTTCCATCTGC 

ATTTCCGTCCCACGTTTAAACCTTCCCTGCTGAAGTCAAACTTCCAAAAA 

TACCTGGGCTATG C AATA GCA A CTGACTG TTA ATTATGAA ATTGGCATTT 

TTGGTTATTCTTGAAATATAAAACAGGGAATATAAAAATTGCTGGGGAAA 

TCGAAATGGAAAAAATTTACCACCCCATGGTGGTTAGACTTTGCATATTT 

AAAAG 

>Sequence 1085 

CCGGGCAGGTACTCTACAGTGAAACTGTTTCTACTGTGGCTTAATTTGCA 

AAATCCAAGCAGATATTACTTTTAAAAATCCAACTATCTCTTTCAAAGGA 

TTTGTAAAGTTGCTTACAGACATAAGGTGACATCAGAAAAGCATGTTGGT 

ATAATGCAATTAGCTAAGGTTTCTAGGAAGCTTTGGAATGTTTTGTTTTT 

AAAGAAGGCATAGATAAGTGCAAGTCCTACAAGTAATGAACTGTCCTAGA 

AGCAAAGAAATTCATTAAATAGATCTCCTTGATTTCTCCTTCATGGCCCC 

ATGTCCATAGAGATTGGGAATGTACCT 

>Sequence 1086 

CGGGCAGGTACTGACTTAAAATAACAGAGTAACCTGTCTGGCTTACTTGT 

CTCTGAAAGTGAATGTTCAAAGTGGGTGGAATAGAATCACATATAACGAA 

TAGTCCATACTTATATGCAAAGCCATATGATTCCCTAAGCTACTTAAACT 

GGAATAAAGACACTAATAAAAATTTCATAAAACATTGAACCTGGTGCCAG 

CCTCACATTAAACCCATAGGTTCTTCACGATTAAGGCTGACAATTTTAGC 

TACTGCTTAGAAAGTTGCAAACACAAATAGGGGGGAGTTTAATGTTCCAT 

CAGAAATTAACCCAAGCTGTTTGAAACTCTACTTGGCACTTAC 

>Sequence 1087 

AGGTCTTGAGTCGACCCACGCGTCCGCCTAGGTCTAAGAGCTGAAGCTAT 

AACTGCTAAGAGGCCTGGGACTCTGTGACACTGAAGTCAGCAATGTCTTA 

AAAACAAAAACAGAGGGGCTGGAGAGATGGCTCAGCGGTTAAGAGCACTG 

ACTGCTCTTCCTGAGGTCCTGAGTTCAAATTCCAGCAACCACATGGTGGC 

TCACAACCATCTGTAACGATATCCGATACCCTCATCTGGTGTGTCTGAAG 

ACAGCTACATACATAGAATAAATCTTAAAAAAAAACAAAAACAAAAACAG 

AGAAATAGGAAAAGGAATGGGGGAAGAAAGGAAGG 

>Sequence 1088 

CGGCAGGTCTTGAGTCGACCCACGCGTCCGCATTTATTGTGGGCCTTACT 
TCATGCCTGCTAGGCAATAAAGATACTTAGAACACCTATGAAATAAATTT 
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TAAGTTTTCAAAGACTATTTATGGGTGTGGGCAGGGTAAGTGCAGGAAAT 

GGAGGAAACAGAAAATGATAAACATTCACAAATTTGGGTTCAAGTGGAAA 

ATGAAATGGTTTAGAAGATTCGGGTGTTCCTGACAATGCCTTGGTTGGAA 

TTAACTTTGGTTGAACTTTGAAGAAGGAATGAAGGGAAGGGGCCGTTTCT 

TGGGAGGCCAAAAGGGGAATGGGTTTGCCATTGAGGTTGGCCTGTGCCAG 

GACCGGGAAAGTAGTGGGAAAAGACCAGTAAGCAAGGGAAAGAAAGGGAA 

AGGGNGGGGAAAAAAGGGGAAAAG 

>Sequence 1089 

AGGTACCATGACACAAGTAACTTCTCATGGCTGGATGTGATGGAGGATAT 
CCAAGCACCTGGCAGGCATTTGTAGAGATCCCCGCTAAAGCCCCCTTCAG 
CTATAGGATTCTATGATTCTTTTCCTGTGAAAATTTGGAACACGTGATAG 
TGTA 

>Sequence 1090 

CAATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGAAGCAATGACG 

TGGGGAGAGAGCGCGGAGGAAGGGAGAGATCCAGAAAGGTAGATTCTTCT 

GTGTAGGTGAGTGGATGAGATAATGAAGCAAGTTAATTTGGGCTCTGCTG 

ACTTATTTATCTGTCCCGGGCACTTTTCTCCGTACCTGCCCG 

>Sequence 109! 

CGGCAGGTACAGTAGAGACACCATCTCTGTTAGGAAACTGTTAGTGGCTA 

CCATGTGTCCCTAAACTCCCTAGCTTGGTAGTCATAGCCTCACGTTCTGC 

T TCCA GTTACTTACCTGTCAATCCTTTTCTTCCTACTGATCCCTAGTGCA 

CTTTTAACACATCCTTATCCTCTTTGTCTATGTCTGTTTGTCCTATTCTC 

TGCACCTGCCTTTCTCTCCCCTAGTCCTACTCCCGCATACCTTAAATGCT 

GCCATAACTTGATTATGGCTTAATTACTTAATTATGCCAACTGAAGGGTC 

TACGTGTTAAAGGGCTTGGCCCCTAC 

>Sequence 1092 

CTTCGGTGTAAGGGTCGTTTCGCTTCCAAGACTGGGTCTGTGTAGCACGT 

AACCCTCCCCGTTTCAGCCCCCGACCGCTTTGCGCCTTTATTCCGGTTAA 

CTAATCGGTTCTTGAAGTCCAACCCCCGGTTAAGAACAACGAACTTTAAT 

CGCCCAACCTGGGCAAGCAGCCCAACTGGGTAACAAGGGATTTAGCCATG 

AAGCGAGGGTATTGTAGGCCGGG 

>Sequence 1093 

AGGTACTCTTCTGGTTGCCTTGACTCTAGTCCTGATCAGAGTGCCCAGCA 

AAGAACATTATACGCACTGTCCCGGCACTGTCCTGTGACATAAAAGCAAT 

GACCTGATATCAGATTCCCTGGGATAGGACCTGAAAAAGAGTTGAGGGCA 

GGCTCTGCATTTTGTCCTTTTCTGATGCAAATGAGAACGAAATAATTTTT 

TTCAACTTACTTTATCCTATGGTGAGTAGAAGCCACCATGTTTCCTGTGG 

AAACCAGGCGGTGGCATGGCTTCTGCTTCTGTCTGAGAGAACATTGCTTC 

CTGGACTTATCCCCCTTTTAGCAGCCTC 

>Sequence 1094 

CGGGCAGGTGCAGAACGCTGGAGAGGGTGCAGTCTCTGTGAGGGTGAGCG 

GTGTGGTGCCCTGGAAGGACTCCTTCCCACCAGTCACTAAGCAGCAGAGG 

CCAGGCAATCACAGGCTAGGAGCCTTCTGACCCAGGAATAGGCATTCCCG 
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>Sequence 1096 

CCGGGCAGGTACTAGCCCTGCTTGTCTGCAGATCCAGAGAGCCTTAATTG 

ACAGATTCAACTGTGCCTATTCCTGAACCAATTCTGATCAAGAAAGTGGT 

CCCACCAGTCAGTGCTGACAGGAATTAGTCTTTTGCTGTCAACTAATGGT 

TTTCAATTAGGGCAACTTTTTCCACCCAGAGATATTTGTCAATGTCTGGA 

GACATCTATGGTTGTCACAGCTGAGGGAATATTAATTAATAGCACCTAGT 

GGGTAAAGGTGAGGAATGTCATTAAATACCCTACAATGCAGAGGGTAACC 

CCCCACCAACAGAGTACCT 

>Sequence 1097 

CAGGCAGGTCTAGCTTGAGTCGACCCACGCGTCCGATTTAGAAGAGCCAG 

AAATAAAATAAAATATCTTGGTGTAACTTTAACTAAGTAAGTAAAAGAAC 

TGTATGACAAGATCTTGTCTTTGAATTAAAAATTCTGAAGATGACAGTAG 

AAGATAGAAGATGCTCATGAATTGGTAGGATTAACATAATAAACATGGTG 

ATCTTACCAAAGGCAATAAACAGACTCAACACAATAACTATCAAACTTCC 

AACA1 I I I 1 1 i ATTAATCTTGCAAGAACACAACTTAACTTCATAAGTTGA 

ACAAAATAAAACAGTATATGTCCAGCCTGGCTTGGCCCTTCATGGTACCT 

CGGCCGCCCCGCGGTGG 

>Sequence 1098 

AGGTACTCAAAATCCTAACCAGAGCATTCAAACAACAAAAAGAGGTTAAA 

GGGATACAAAACTGGAAAATGAAAGAAAGTCAATAATATGCACCTAATTT 

GCAGTATGGAATATGATTAGTTTTAACTTTAAGATGAACCCCCACAAAGT 

TTTCCACTCGTGAGAAAACTAACTATAAGACTTGAATAAAAACAGAACTN 

TCGAACAAAGGGCTAGCTTGGGGGTAATAGAAACCTAAAACTTCAAATTC 

AAAATAAGGCCATTTCCTTTTAACTCCAAAAGGGATTAAAACCATGGGTT 

TGAGGAAAAAAAAAAATTTAAGGGGAAAATTGGACAACCCCTTTAAGAAT 

ACAACGAAGCCGTGTCCCGCACAACCGGCGGATGGGAGGCATCCCAGCTT 

TTATGGTTGCCC 

>Sequence 1099 

AGGTACACACACACACACACACACTCTGCAGAAATTACTCACAGTTTTGG 

CCTGTAAGCAGTATTCATTCTTCCATTAAATCTGCTAGTATTAATATAGG 

TTTTCTCCC ATTTTATATTCCTTTG ACTATTAA AGTA A GAATTC A GGA CT 

TGGAGAGAAAGTGGAAAATTTCCATTTAATTCATTAAGTTTTAAATTATT 

AGCTATACCAGAACCCTTTATTATTATTTTATGTGTATGGATATTTTGCC 

TATATGTATGTTTGTGCACCATATCCATGACTGGTGCTTGAGGTCAGAAG 

TAGGCATTA 

>Sequence 1100 

GGGCAGGTCTCGTGGGGACGCGTGGGTCGACTCAAGCTAGCAGATGGAAG 

CTAACTGCCCATTGATAAGTAAAGTTTTACAAGACGTAGAACAGTTTTGA 

TCTGTATACATTATCTTTGGTTCCATTCTTATGAGATCATATGAGATCAG 

GCATGTTTAAGGTGATATGGCCGTGAACCTTTGGCTCCATTCTTAATACA 

ACAGTATCGTTGAATAGTTGTAACAGAGACTATCTGACCCATAAAACCTT 

AGGTCTTCACTGTTTGAAGATCTATAGAAAAAAGGTTTGCTTTTTATTCT 

TACAGTTGTTAATATGTGTGGGGTTGTATGCATTACAAGGGTTTGGTAAC 

TTTATTGGCGGATAATG 

>Sequence 1101 

CGGGCTGAGCGGGAGCTGAAGCCAGCTCGAGTATATGGGACAGGCTCCTT 

GGCTCTGTATGAGAAGGCCTGAGATAAAGGGACCTGAGGAACAAGAAGAA 

GCACCTCATTATTGGTTGTGGTCCTACGGATCGAGGCCCATTTGTGGGTG 

CATAATTCATTTCCTTCCGTGGGCCTAAACCAAAATGGAAGGAAATGTAC 

AACCCTTGGGCCCGGCACCCGGAGGGTGGGGAGACTCCCAGACTTTTTGG 

TTCCCCTTTAAGTGAAGGGGTTAAAATTGCCGCCGCTTTGGCCGGTAAAT 

CAATGGGTGCATAAGGCCTGGTTTCACTGGAGATGAAAAATTTGTGTATA 

CCCGCCTTCACAAATTTTCCACCACAG 

>Sequence 1102 

GTGAACTTGGGCAACCCAACCGTTGCCAGCTGGATTGGTTACCCAAAGTC 
GCCCAACCGAACTGGGAAAGATGTTCTTTGGGAAAAAAAATGACCCGGTG 
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GGAAGCCTGGGGCCTGGGAGCCCCCGAGGGTTCCCGCGTTGCGGGCCCCA 

ATCAAATCAAGGTGGGCACCCGGGAACTTGGGGCG 

> Sequence 1 103 

AGGTACCTAGAATATTTATTTCAGATAATATCAAGATTTACCTATATTTC 

TACCAAAGACAATGATAGGTTTTTTTTTATATAGTTGGAGGGCAGGGATA 

GTGTTTAAAGGTTTATGATGTATAAGCACGCTTAGACACACCAGGAGAAA 

GTATCAGATCTCATTACACATGGTTGTGAGCCACCATGTGGTTGCTGGGA 

TTTGAACTCGGGACCTCTGGAAGAGCAGTCAGTGCTCTTATCCACTGAGC 

CATCTCTATAGCACTTTAAAAAAAATATTAAGCATCATACAGCTTTCTGC 

CTCTATGTATGCCTGCAG 

>Sequence 1 104 

CGGGCAGGTCTTTGTCTCTCAAACTTTTATACTGTCATAGTTCATT 
>Sequence 1 105 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

GATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGAAGAA 

>Sequence 1 106 

CCGGGCAGGTACGCGGGGAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCT 

CTGAGAAGAATGGAGCCCTCCTGGCTTCAGGAACTCATGGCTCACCCCTT 

CTTGCTGCTGATCCTCCTCTGCATGTCTCTGCTGCTGTTTCAGGTAATCA 

GGTTGTACCT 

>Sequence 1 107 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTCGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTAA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAA 

TGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAA 

TTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCT 

>Sequence 1 108 

GGGCAGGTACTTGTCCTGATGGGTCATCCAGAAGAGTTTCATGGAGATCA 

GTTCACAACATTGGACAGACTATGAAACAAAGTCTGTAATATCATTTATA 

CTCAGTATTGGTAGGCTTTTTCCTTAATACCCCCACTCCAACAAAACAGA 

CCTGCCTTCACTTCTCTTGAAAATATTATTACCATCAGTAACTGCTTGTC 

TACTATGTCTCCAAGGCAAGCCACAGGCTATAAGCCAATTCTGCAAAAGG 

AGCAGCAAAAGAATGCTTAGTGCAATTCCTCTATTTAAAGTTTGCTTGAG 

TTTTGATTATTTTGTTATTTGG 

>Sequence 1 109 

AGGTCACGCGTCCGACCTAGCTTGAGTCGACCCACGCGTCCGATTTCTGG 

TTTCTTTGGAGACTCGGTTGTGCCATGTGATGCTTTTCTGGAAACTGTCT 

TATGAGAGGAAGCTTTTGCTGAAGCAGACACATGGGAGAATGTTTTGTTA 

AGAACAGACATGTAGTATTTTTCTAGAGGCAGCTTGAATAAAGAGCATGT 

GGTATTTTGCTAGAGGGGACACTTGAGAGAACATGTGACATTTGGAAAGG 

ATATATGTATAACCTAAAAGACAGTGGCCAATGCTGTGTGGTATTGGTGT 

GCCTTACCATTCTTTGCTGGCC 

> Sequence 1 110 

TCGTGATCTAGATCCCTATAGTGAGCGGACGCGTGGGTCGACTCAAGCTA 
GGTCG.GACGCGTGGGTCGACTCAAGCTAGGTCGGACGCGTGACCTTCCCC 
AA AATTCTTCT T 1 1 TICAGATG AAAGTCATACACTC AGCTTTCATATTTT 
AATATACATAAAACAGCTCAGTGACTGGGACACTTCCTAACCTCCATTTG 
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GGTAATTCACTTCCCTCCAATAATCCTGAGTTATCATTTATTATATTTTG 
TATTTTACCTTGGCTGCACTGGAGCCAGTTGGGCAGCCCTCTTGGGCCTC 
ACTCTCATGTTCCTACATGGGCAGT 
>Sequence 1111 

CGGGCAGGTCACGCGTCCGCATGCCTACCCGGGCTTTTTCTGACTCCGTG 

AAGCTGATCTCTTCCTCATTCGAGGAAGGGTAAACCCTTTGTAGATGGGT 

AAACCCTTGTCAGTCAGAGACAGTAGCCATCCCCTGTAATTCCAGAGCGC 

AAGAGACTGAGGCAGGATAATTACCTAAACCTAGGAGTCCAAGATTTGGC 

TAACGTAGTAAGACCTGTCTCGAAACAAAACAAATCTTGAGGATGTGATG 

CTTGCTTAGTGTTAGATTGTGTGATTAGGATACACAGGGCACTCAGCTTC 

CTATCTCCACTGAAGCAGTCAATTAG 

>Sequence 1112 

GCGGTGGCGGGCACGTACTACTGAGACCATTACAAAATTAAAGGTGACTT 

TTTAATCTGGAATTGCAAACCGACAGCAGCCTGTCTGGGGAGCTCCATGT 

CATGAGTGTATGTCTCCAACAGTCTTCAATGACTGACAGGTGAAAAGCTG 

TGCCACAGCCTGGAATTATTATGCTGACACACAAAAGAGGGCGGGAGTGA 

CAGCGTGGTGATCTACCACTGCTGTCTGTGGGGTTAATGGTAAGCTTTCC 

CACTGCTAATGGTTTATAAAAAGAACAAAGAAAAGGAAAACGGTGCAAGG 

GAAAATCAATAGTATTAACATAGTCATGGTAGTGAATGCAACCCTTTATT 

TCTGGGATGGCTTTTATTGAACTGGCTTTGAACTTGATACCTTTTATTTT 

AAGTTTATGAGCT 

>Sequence 11 13 

AGGTACATAAAACTTGTAGAGATTTACACACGCCAGCCGCACATCGCCCC 

TTCCCAATGGCTTTACATCTTGGTGACCTTTCAGAAGCCAACGGCACCCT 

TCCTGTTGTTACCCGTAATTGGAAAAGCATCAGAGATAAAAAAAAGTGCG 

GCGCTCGAGATCTACCCCTTATGGGGAGCCCTCGCGCGGGCGGCCCCCCG 

GGGGGGGCCCCCCCCTTGTTCCCTCTTTTGGGGGGGATATTTCCCCCCGG 

CGGGGAAAATAAAAAAAATTTTTTCTTGGTGGGAATTTTGTTTCCCCATT 

TTATTCCCCAAAACAAATTTCCCCCCAAAATAAATTATACCAACGCCGGG 

GTCTTAAAAAAAAAAAACAC 

>Sequence 11 14 

CGGGCAGGTGAAACATTTTTATTATTTATTTTTCTTTGTTACAAAAGGAC 

TAAGTGGTTCTGAAAGCCAAGGCAGAGTTCATGTGTCTGGGCTGACATTC 

CCATGGCCTATGAGCACTGAGCAGCCACAGGCTTTTCCAAGGAAGGCCCA 

AGGCCATCACATCCCCATCTACATCTACAATACTTGAATGTATTTACATG 

TGTTGTTCTTTAAAAAGGATTACACATTTTATTCTTTAAAAATCTAAAAA 

ATGATGGAGAAAAGGAACACAGTTTATCTTACACATTTGCAGGATATACA 

AGGGTAACTTGTCAGAGGAGAACACC 

>Sequence 1115 

CCGGGCAGGTACTCTGTGTTTGTGATTCTGTGTCACGCTCTGTGTAAGTG 

ACTCCATGATCAAAGCTTTCCTGTCGTAATTGTGTGGATTTACTTGTTGC 

CCACTGTCCCCATACCCTCCACCCCCACATGGTGTGCTTCCTCCAGAAAG 

GGACTACTTCTGCTGACCACACAGAAGACGTGTGTAAAGTCTGTGTATCA 

ATGAATGGATTCTCATCTTTCATAGTTTTTTTTTAAATAGTTTTATGTGT 

GTTTAACTTAATTTCACTTAAAAAGATATTTACCAGAAGCTGAAAGTACG 

GTGTGATGAGGTTGGGTTCAGGAAGGACTGGTATCACATGGCTTCCCTAA 

GGTGTATATTACATTGCTAGGACACCTGACAGAGCTGTGGATTAGTGAAT 

CTT 

>Sequence 1116 

CGGGCAGGTACTTTTCTCTTAACTTACCTGACTGAAGGCATCCAATCAGA 

AAGGAAAGTGAACAAGTATAATGTTTCTAAGTGAGTCCAGATGGTAACAA 

GAATTCAAACATTATTCTTTTTGTATGTTTAAATAAAACAAATTTTACAT 

TTTATTTGACCAGCAGATATAACTTCCTGGGCATAATTTTATTAGCAAAG 

AACTGATGATACTGGTAATAAAAAAAAAAAAAAAAATGAAAGGAAAAAGG 

AGAATGCACCTCAAACCAGAATACCATAACATGTTTTGTGGAAGCTGCAT 

TTTATTTGAAAACGGACGCGTGGGTTCACT 
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>Sequence 1117 

AC 1 n TTTTTI CTCTGTAGG AAGTCAACGATAG AGTG ACATGTTGGCTCT 

TTCATTTCAACTGAGACAGCTGGTAGCTATTGGATGGCATTTCTGTAATT 

ATGAATAGTAGTTGTGATAGGCTTATTTGCACCTTGTACATTCTCTTACT 

TGGGAACGCCATCTCATGCCATTTCTACGTTTCTTATGCAGTTAGTTTGG 

GGC A TGTGGTAGTCCA CTGG A AAA TGA CTCA AGCGTGGA ATGTATTTATG 

ATCACAGATAAGGAAGTGGCCGTCCACAAAGCTTTGGATGGTTGGATTTG 

TCATTTGAACAAATTATAATAGTTTAA 

>Sequence 1118 

AGGTACCTGCTTTGTGATACTGTGAAGATTAGATAAAGCAAATATCCACA 

CAGGAAAGCCCTGGGTGTTAGCATAAAGCCGGAGTTGAGAAGGCCAGCTT 

TCTATTTACGTGCTGAACGATGAATAGTTAAATAGTTTCCGTCTGGCCCA 

CGTCCTTACACACACCCCTTGGGTTTTCTTCTCTTCCCTGGTAGGACTGC 

ATCGGACGCGTGGGTCGACTCAAGCTAGACCTGCCCGG 

>Sequence 1 1 19 

GCGGGCAGGTGTCCGCTCACTATAGGGATCTAGATCGGACGCGTGGGTCG 

ACTCAAGCTAGCTTGTACAAAAACTTTCAATAAAATGCTTCAAATAATGA 

TTGTCCGAAGCTTGCTAGACACTTTGTAAATGTCAGGAACACATTAAATA 

TGTTAAATGAGCATGTCCAATATCCAGAAAACAACACGAATGATTTACTA 

TCAATTTCACACATGCCTGGGAATGTCTCCCTGATGCAAGACAAAAAGGT 

CCTCTTTGACCAGAGCATACTGACCCCAAGTTTTGGTCCTGGCACAGTAT 

TCATGGGTGCCATTCATGCTCAACATGAACTGG 

>Sequence 1120 

GGGTACAATGGAAAAGGGGCTGTGTTACTAAGACTGACCAAAGAAGAGAT 

TCCAATATCTTATGATTTGTATGGTCACTGTTAACTGCAATTGTAACATG 

AACATATTGCCTATAAGCCTGTGCTCTCCCCTTTAAACACAAAATAAAAA 

ACAAGAAAAACAAAACAAAACAAATGAACCAAAATAGAAAACCTTTTACA 

GCGTGAGTTGTTTCTACTTAGGATTGGACATCAGTGCATTGATCTGAGTC 

TGGAGATCTTAGGCCAACTTAACAACCTGTGAAAACTTCTCAAATGGGGT 

AACAATATCCTAAAGCAGAGTATAGTCAGAGCTGAATGTGG 

>Sequence 1121 

CGGGCAGGTCTCCGGCGGACGCGTGGGTCGACTCAAGACTTTTAGCCTCT 

AAGCCATCTCTCTCACCCATTGATTTAAAATATTTTGCTTTGTGAATTTT 

GAATTGTAATTTTTGCTAATATAATTCTATCATTTTCTACCTTCATTTTT 

CTCCTTTCAATCGCTTCTATCTATTCTCCAATTTTGCTGGCTTTCAAACT 

C ATAGCCTC ITTTT I "I CGCTAACTCTTTTCCCCGGGGCCCCCCCCGGGGG 

AGCCCCCCCTTTTTTTCCCCCTTTAAGGGGGGAAATTTGGCCCCCTGGGG 

GAAAAAAGGGAAAAAATTTTTCCCGGGGGGAAAAATGTTCCCCCCCCCCC 

CCCG 

>Sequence 1122 

AGGT AC ATGCTGTTCT ATATCTTG A T TTT nTTTTl CT ACTTTAC AC ATC 

TCATGAGTTTTATCCCCAGCACTGGGTATAGAATTGCCCCATTCTTTTCA 

AGGGCTTGCTGTAAAGTATTCTGGGAACTGGGCGCACTCTCTTTAACTCT 

TCCTCTGTTGATTGTTTTCAGTCTCCTTCTTTCTATAAAGCAAGTTAAAG 

GAAACATTCTTTTAACAATGTTTTTAACAAGTCTTAGCAATGGTTTTTAT 

TATC TGTA GGAT AATCTAGGAGTAGAGTTGCCAGTTTTTAGAGTATGTGC 

TTTTGAAATTTTGTTTGTATTCACTTGGGCAGCAGTAAGTCATCrTTTGC 

TTAT TGTC GNCGCTGTCTCGACCTGAAATCCTTTCTTTTTATATTCTTGC 

CTTCTTTT 

>Sequence 1123 

AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 

GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTAC ACACAA ACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTAATT 

AATTAATTTTTTTTGGAAAACAGGGGTCCCAACTCTGTTCGCCCAGGTTA 

AGAGTACCCTGCCCGGGCG 

>Sequence U24 
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AGGTACTCTAACCTGGGCGACAGAGTGGGACCCTGTCTCAAAAAAAATAA 

ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 

GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGCTCAGTG 

ACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAGTAGTAC 

CTGCCCG 

>Sequence 1 125 

AGGTACGCGGGGGCTCTCTCAGATTAAGGATATGTGTCTGCTAGGTAAAG 

CGACATCTGGATTCATTGTGTAGGATGAAAGAAACCAAATTCTGACTGCT 

TATTTGTGGATCCGCCAAATCTGGCACGATGCCTATCTCACGTGGGACCG 

AGATCAGTACCTGCCCG 

>Sequence 1126 

CCGGGCAGGTACTGATCTCGGTCCCACGTGAGATAGGCATCGTGCCAGAT 
TTGGCGGATCCACAAATAAGCAGTCAGAATTTGGTTTCTTTCATCC 
>Sequence 1127 

AGGTACTGTAGTTAAATGTGGGTTCTACATGGTTCTGCAGTTTCTAGCCC 
TATAAACCTCACATGCCATGTTCTCTCTCCATATATCTTAATCACCTTTA 
ATTTGGAAATAACAGATCTACCCT 
>Sequence 1128 

CCGGGCAGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAATCAA 

CAAAAACAAAAACACTCATTTCTGAACATTCAGTGCATCCATGATTAATC 

TTAATTACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGG 

TAACAGTTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTT 

CTTTCTGGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTT 

GTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATA 

CATTCCAATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTT 

TCTTTAGTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATT 

TCTAATAGGAGGAA 

>Sequence 1 129 

GTGCCACACTGGGCCAGGGTGGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTATAGCAAACTCCCAGAGTCTAACCTG 

AAAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACG 

CTTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGA 

GTTACTGTGCACAGTACCT 

>Sequence 1130 

AGGTACAAGGCAGCAGAAGCAACAAAGGCTGTGGCCAGCAACGAAGGCAG 

AGTCCCCGGTAGGCGGAGGTCCCCGTGCACAGTGTGGTGCAGCAGTGAAC 

CCAAGATTTTCCTTCACAGGGCAGGGGAACTATTTCCTAATAAGCATTGG 

CATTTCAGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGG 

AATTTGCTGGGCAAGGAAAATGACGCGGCCCTCATCATCGATGGCCACAC 

CCTGAAGTACCTGCCCG 

>Sequence 1131 

CCGGGCAGGTACACTTTCGTGGCTTATGGGTATCTTAGTATAACCTTTTC 

TGGTTGAGTGAACTGTGTCATTTCAAAAGCCTGAAGACATTGTGATGAGT 

GCTGCCTCCATAATGGCTACATTCTAGGGGCTTTGCCCTGAATCGCATAT 

ATTAACTCAAAAAACAAACAGTACCT 

>Sequence 1132 

AGGTACATGAAAACCCTAAAGCAAATGAACAGCTTAACCGGTTATCACAA 

AGGCTACAACAATTAACAGAGGTTTCAAGAAGGTCGTTACGCAGTAGAGA 

AATTCAGGGTCAAGTTCAAGCAGTTAAACAGAGTTT.GCCACCAACTAAAA 

AAGAACAGTGTAGCAGTACCTGCCCG 

>Sequence 1133 

AGGTACCCTAAAACTTAAAGTATAATAATAAAACTAAAAAAAAAGTTATC 
CATGGCCTAGACAAATCAAAAAAGCATGTGACACTATATGACATCACATT 
TCAATTTCTTGTAGAAAGGAACAAGAGTAGTTTAACACCAGCAGCATTCA 
TATGCAGAGAGCATCATAAGTACCTGCCCG 
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>Sequence 1134 

AGGTACCTACATTCTAAAAGTATAATAAAAATATACAACAATAAAAATGT 

AAACTGTAGGCTATAAAGAAAAATAAGAATGTTAAAATAATAACAAATTG 

TGCCAAGAAGTTATAAATCATCTGGTAGGCAGTCCACTGGTAAAATTAAG 

AGTTATACATAGAAATGACACACTGAAATAAAACTTTTATTTCTGCCTCA 

TTTCTCAACTAAAACACCAGTGACACTTAGCACAAAGTTCACATGCACAA 

CTGTTCAATCACAGTTTATAAAAGCACCTGAACATAACACAAAGCCAAAG 

CAATCCTGGACAAATGGACTAAAGCTGGAGACATCACACTACCTGACTTC 

AAAATATAATACAAATCTATAGTAGCCAAATCAGTATGGCACTGGCATAA 

AAACAGACACATAGACCAATGGAACAGATAGAAACTCAG 

>Sequence 1135 

AGGTACCAGCTGCCATCTGTCAGTTAAACTTCATAACACACATACCATAG 
GGATGAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCA 
GTTCCTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACA 
TCC 

>Sequence 1 136 

AGGTACCCCCTCTCGTTCCCTTTCAGCTTTATCCGTGCTACATAGGGTTC 

ACGTCACCCATCTGAATGTCCATCACATCATAACATCAGATCATGGTTGA 

GAGCTGATTACATGCTAATTGCATAAACTCATTGAATTTTCACAACCAAC 

AGACAAGATAGATATGGACTGACATCGCCTCCATTACACTCATGGTACCT 

GCCCG 

>Sequence 1137 

AGGTACCATCGATCCTAGTGGGACGCGATCCAAAAATATGCCTATTAAAG 

ATAATGCTTTGGTTATGTTTAATGGGAAAGTCTATCTGTTGGCTAAAAAG 

GGGACAGATGTTCTGCCATCACAAATTGGCCAACAGAATTCTGTTCTCCT 

GATACTCCAGTAAGAAAAGACACGTTACAGACAGTGAGTTCAAGTCCAGT 

CACAGAAATATCCAGAGAGGTTGTAAATATTGTTTTGGCTAAAAGTAAAT 

CTTCCCAGATGGAGACAAAATCACTTTCCAATACCCAGCTTGCTTCCATG 

GCCAATCTAAGGGCAGAGAAGAATAAAGTGGAGAAACCATCTCCTTCTAC 

CACAAATCCACATATGAACCAATCCAG 

>Sequence 1138 

ACAGCCCTTGACATATACATTGTGCAATGCTGTAACACTGGCAGAAATAT 

CTCATATCATAAGAGAGTCAGAGATATAGTGAGTCACGAGCTTTATGTAC 

TCGTAAGTAACTCTAGTAACTACTATAACTATGAGAGTATATCATATATA 

CGGGAGAGTGTTATGTAAATACTTAGACGAGCGAGAGTGGGATGAGACAC 

TCGACAGTGACTCGGGAGAGTCAGTACAGCTTAGTAACTAGTGTAAATGT 

GAGTGAATAGACATTAGTTGTTACCATCTGATATTAGAGTACTATAGAGT 

TTACGGCATAGGAGATTAGGACAGTACACATCATGTCTGCTAGATTAGTT 

GATTAATATTGATGAGTAGTGAGCAGTAGTGATGTGTCTAAACGTCGAGT 

ACAGTAGTATATAAGTGAGTATTATGAGATCTGTATAGAGGATTCCATCT 

GAATTTGATGATTCGTCCATGTGTATTATGTGACGAGAATGATGAGTCTA 

GTAGATCATGATATTAGATGATGAGGACACTATTCTATTGTAATATCGCG 

TCTACACTACTATGCGTAAATTGTTACAAATAACATGTAGTTGGCTCGAC 

GATCTGAAATGAC 

>Sequence 1 1 39 

TCGCGGCCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAA 

TGCTCTGAAAACCTATCCAAAGGCAATTAAAATCACAAATATCATTGAAA 

ACATCTAAGAACTACGTGTAAGCACTTCGGGATAGTCAGGTAAGGCGGCC 

TCTAATATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTAA 

ATCCGGATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTTA 

CCTTTTATTATTGATAAAGACAACACACTGAAGTAGACAGACAGTAAAGA 

AAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACTT 

AGCCTCTGATTNTCATGTNTCAGAANTTGTATGTTAATGAACCTAGTAGA 

TGTGGCTNTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCTT 

TTTTCCAGTTACTGCTCCCATCTCCTTTAAGTATATTCAACTGGTGAGTG 

AACTCTTTATCCCGTGTGACAAATGCGTATTGAGGCCCTAACATGCCCCA 
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GACCTCAGATGTGCTGCTCATACATTTGAAGTAGCCCTGACTTGTTTTGG 

GGTGTGGAGGGGGCTTTTCATCAGTTGTCTTGGCGAAGTGCCAGCAATCA 

TTCCAAATTGGACCGAGTTCTTATTTTACTTGGGAAATAAAAACTAATGT 

TTTATGCACATCGTTGAATGATTAGAACCAAGACTTTGTTTAAAATTATT 

AAATTGAACAATGTTTGCCAGGATCTGCATGTTTCTCCCATTTTTCCTTT 

AAGAATTGTAAAGTAAAAGCCCTATCCCGCTTGCGTTGTTGGGATTTCCC 

AGAAACGGAAATTAAGGTGGTCCCCCTCTAAAGTCTTTAGGGGC 

>Sequence 1140 

TTCGACTACTATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGT 

CAATACTAGAGAAGGGAGAGAATATAGTTAGGACAATAAATCATTGAACA 

AGTGATTNTTCTGTGATGACTATACCCATTTTCCAAAAACTAATTTCATT 

TTTGGTGTGTGTGTGAAGAAAGTTTGGAGGCTTCAGTTTCAATCACTGTC 

TCAATACTTAATTTTCCATTATTCACAGAGAAATTGTTTTTCTGGAAATT 

GGCAAGAGGAAGGAAGTAATAATAAAAGATGACTTATGCAGATCCCATGT 

GACCATCTTACATTCTTACTCTTGTGCCACTGTTTCCCTGGCAGTCCGTT 

ACTGGTTTAAAGAGCACTGGGATATAACTCTAGAAATACGGATTATTTTC 

TCACCTCTGACACTCATTCATGGTGGAGCCTTAACCTTAGTGCCAAGGTT 

ATTGGCATTTAACTNTACTATTTAACCTTGCTGAACTACAGTGTCCTTCC 

TCAATGTCAGAAGAAGCTTAGATAGTTAAATAACTTCTAAGGATTATCTA 

TCTGGATTATTAGGATTTTTCATCATTCTTGGCGTGATTGTCACAAGAAA 

ACAGGACATAGCTAGTGGCAAGTGCATCCTCACTCAAAGTTACTGTTTTT 

TTTTTTAATACAGAGTCTTGCTCTGTCACCCACGCTAGAGTGCAATGGCG 

CAATCTCGGCTCACTGCAGGCTCCGCCTCCCGGGTTCACGCCATTCTTCT 

GCCTGAGCCTCCAAGTGGCTGGGACTGCAGGCGCCCGCCACCACGCCCAA 

CTAAGTTTTTGATTTTTGGTGGAGATGGTGTTCCACGGGTTAGCCAAGAT 

GGTCTCGATCTCCTGACCTATGATCCGGCGCTTCGACCTTTCAAAGCTTG 

GAATACGACTGAAGATTGGCCCCCGCCGTCTTGAACTATGGATTCCCCGG 

CTTGAGGAATTAATTTCA 

>Sequence 1141 

ACGTACCAGTGAGGCATTTCCTGATTTTTACTCATAATATTTACAAAGAT 

TAAAAGAGATAAAATTCCAAATGTGAAGGCTTAAATTGTTCAAATCCTTA 

CTCAAAGAAATAGTGGGAAAGGTGGGTAAGTCAGAGTCTGCTGCGATGAA 

GGAAAAAAATCAAGTTAATCTC 

>Sequence 1142 

AGGTCAGAATGAGCTATAGCCTGCAGTGACAGAAATCTCCAAGTAAGGAG 

TA TACA CTGATTGTCATGCCCTTCATTAAGTTTAGGCCTGTAGTTTAAGT 

TCTTTTCAGTATGTGCCATGAACAACAATAANCAATGTACCTTGGTGTAC 

TTCCTTTGAAAGATGGACATTGAAAGTAAAAAATCAGTCACTATATAGGC 

ACTGCTGTATGGGAAAACGCTTTTTGTGTTTCTTACAAATTGTAAGCGGA 

AATGCCTTTGAGTACCTGCCCCG 

>Sequence 1 143 

AGGTACACCGTAGCTTATTTCAAGTGACACAGACCAGGCAACTGACAAAT 

ACCGACAAGTAAATATTGTTCATTTTCCTAGGTAATCTCTATAATCAAGG 

GGACTGATTTTTATTCTGGAATTTTCCCCAAATGTTTTCTTTGTAGAAAT 

TATGTTGCTCTCAATTGTGTGCATGGTAGTACCTGCCCG 

>Sequence 1 144 

AGGTACTCTAACCTGGGCAACAGAGTGGGACCCTGTCTCAAAAAAAATAA 

ATAAATAAAAGAAAGAAAAGAAATGATCTCTCCTCATAGTTTGTGTGTAG 

GAAAAGAAGTGATAAAACTGACCTAATTGAACTTCACCTTTTGCTCAGTG 

ACAGATAAAGCTTTCCTTGATAGCATACATTGGCTCAGTGCCAGTAGTAC 

CTGCCCG 

>Sequence 1145 

AGCGGCCGCCCGGGCAGGTACTCTGACGGAGTTACACACCCCCAGCTATG 
AAGTAGTCTTGCCAAAACAATTGAACATGACATTTCATCAAGCTCTTAGA 
ACCGACTATACCAATTTATGGGATAAACAGAGGACCACGTGAAACAAAGC 
CATTAGGGATGCCATTAAGCCAAAATGTCAGACTTATAAAAAACTTTTAC 
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AGGAACAATACAACGCAAGTTTTCTTGCAAACAAATATTGAGAAATGTAA 

CAAAGGGGAATAGAAGACAGTAGAAATGATGAAAAGAATCGAGTAGGAGG 

GGACGAGTAAGATCAAGCCAGGTCACGAACCGTCGTGGAATGTTTATTTT 

GGTACTCCT AGATT TCAAAAAAAACCAGGTACCTAAAAAATTTTGAATTT 

CCCTTTA TTATTTTC TCTATGGAAAACAACCGCAAACTTCAAGTTTAAAA 

AAGGTAATTTTTTTAAGCCTCCGGAATGGACTTTGTTTTTTACATTTCCA 

TCTAAATAATAAATTTTAGTAAAATA 

>Sequence 1 146 

AGGTACCCAATTATGATTTTTAAAAATGCAATGGCATGAATAAATAAATG 

AGTATACCCATTTGTTGATCTTATTCCCTATTACTTCAAATTTGTAAGTA 

TCCTTAGTGGAAAAGAGTAATGTTCATTTTGGAAATAATCATGTCTCAAC 

ATGATTGGGGTCTACTCAAGGGGGAGGGTGGGAGGAAGAATAGGAGCAGA 

AAGGATAACTATTGGGCACTGGGCTTAACACCTGGGTGGTAAGATAATAT 

GATCAACAAACCCTTGTTACACATGTTTACCTATGTAACAAACCTTCACA 

TGTACCTGCCCG 

>Sequence 1 147 

AGGTAC TTGCA AGAAACCTCAGGACTTGAGTAACAGCAACATGGTAAGTT 

TTCTAAGTTTTCTTTTTGTCTCCCATATACGCTGGGCTGTGCTGGAATCA 

CCAACAGGCACAGAAAAAAATGACAACAAAACAACAACAAAACCCCCAAG 

AATATCCTGTTGTCTTTGGCCAAAGTTCAGGAAAGGGGAGCCCCAACAGA 

GACCCAGTAGGAAGCTCTAGCCCCTGTTTTGTACCTGCCCG 

>Sequence 1148 

AGGTACTTAGCTTTGTCGTCTTTCTTTCCTCCTCITGTTTGAGTTTAGTA 

TTAATAAAAGTTGGACTGAGAAAACCTTTTTTTACAATCTTATGGGTTAT 

TTTTAGTGTAAACGTTTTAGAAGTAGAATATACATATAAAAACTGCACAG 

ATCAAATGTGTGCATCTCAAATGGTGTTCCATTTTCAAAATATGAATACA 

TATGGGCAGCATTTATATTTTTAAAATGTCAGAAGGTGCCTTCTCATGCC 

CTTTCCACTTCTCACTCATTGTCCCTCAACCCAGGCATAACTACTCTCCT 

GACCTCCAACATCATAAACTAGTTTCACAAGCTTTGAAACTATATCCAAA 

TGAGTCATACAGGATAGATGTTCACAGAGCCTACTTAGATATTATGGATC 

CTTGCCAGGTATATAAAAAGTGTTGCAGATAAGCCCAACAAACATCTGGG 

CTGGTGGTGCAGGGGCAAAATAATTTACGATGACTGTTGTAAATAAAGAA 

AGGTCGACTTATGAGAGAAAATATAAAAATATGTTGCAAGAAAGCAATGA 

GCACACCATCACGAGAGAAGCCAACTGCAATGAAACCAAGTGTTTCTGGA 

TATTTTATAGGTTAGAGTTTATGCTGTGGGCTGAAGAGAGTTTGGGCAGT 

ACCTGACCGGGCCGCCGACCGGGCAGGACTGCCATTTACTTTATTAAGGC 

CCCCTAGCTTTGGAATTTTTGAATTCCACCAATATT 

>Sequence 1 149 

AGCGGCCGCCCGGGCAGGTACCTTGCAAGTATTAGACTTAGAATAAAACT 
GTGTTGACTGATATAACTGATGCATGGTTGGAATAGTAGGTTCTTGGGTA 
AATTAATCC 
>Sequence 1 150 

AGCGGCCGCCCGGGCAGGTACCTTGCAAGTATTAGACTTAGAATAAAACT 
GTGTTGACTGATATAACTGATGCATGGTTGGAATAGTAGGTTCTTGGGTA 
AATTAATCC 
>Sequence 1151 

AGGTACTATTTrCAGATGGTAGGGATACAAATATATTTTCCCTATATTCA 

AGGGATTTACAATTCAGTAGCAGAAACAGACATGTAAGCAAATAACCGCA 

AAACAACGTATTAACTACAATAGCGTTGTATTCAAAACATTATGGAAAGA 

TAGTAATTAGCAAAACTAAGTGATTAATAAAGTTTCATTAAATCTGGCCA 

GGCAGGGTGGCTCATACCTGTAACCCTAGCAGGTTGGGAGGTTGAGGCAG 

GCAGATCACTTGAGCTCAGGAGTTCGGACCAGCCTGGGCAACAAGGCGAA 

AACTTCTCTCTACCAAAAAAATACAAAAAGATTAGCTAGGTATGGCGCAT 

ACCTGTAGTCCC 

>Sequence 1152 

CCGGGCAGGTACCCTTGGTTTCTCAGACAACTCACTGATTTATGGTCTTG 
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AGACCATAAACTCATTTTCCTTATATGAATGACATTTCCACATCCACAAC 

AATACCACCAAATATATGTATCTAGTTCTTACTAACTGCAAATCCTCAAA 

GTGAACTGCGTGCATTTTAATGTTGCGTAGTTTGCTGATTTATGATTTCC 

CTTAATGTACCT 

>Sequence 1 1 53 

AGGTACCAACCAGGGCTTTGATTTTCATGCTGTCCCAAAGTTGCAGACAT 

GTTCACGACACAGCTGCGTTTGTTCCTTCATCTTGTTCAGCAACCTTTGG 

TAAGAAACTACCATATTTAAGATTGGTATTCTAGATCCAAAAGAAAAATG 

CATGTGTTTGCTGTGTGTGCATGGGCACATGTATGTGTATGTCTGTCTGT 

AAGGATAGAGAATGGCTGAAAATTCACAGGTTTTTAAATTCTTAAAAACA 

GGAACGAAGGAATTCTAACAGCTATGACTCAAAACAAGATTCTAATAAGT 

TCCATGACAAGTAAAACAACTATTTATTGAGATGTTAATAGCCTTGGTAC 

CTGCCCG 

>Sequence 1 154 

CCGGGCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAGATCCATATGCCCAT- 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 

TGTACCT 

>Sequence 1155 

CCGGGCAGGTACATACGTAACAGGGACTGGACCACTCCTCCCTTAGTTTG 

TTGTCCATTTCTCCAGTCAACATGTATTTACTGAACACCAGTTATGCATA 

AGGCCTTCTGCTGTCTCTCATTAGCAACGGGAGAGTGAACCAGACTAGAA 

AGGACAGACAGGTAACTGTCTATATCTAAGAACTCTTTCTTTTGGAAATC 

AAAACTCATCTGCAGAGAATTAGTCTTGCCTCTGTCCAATTTTCCTCCTT 

ATGGCCCCCAACTTCCACTAAGGGTCATGAGGTTGGAGGAGGGCTCGAGG 

GGCCAGTGAGTGAATCCCTCTGCCTAGAATCAGCAGCACACTTATAGGAT 

CCTCAATGCACAAGAACCTGTCAACACAGAACAGCTTTCAGAGAATACCT 

CCCCTTTCCTGGCACCCCCAGTCAAGCTCTTCGGCGGGAAAACAT 

>Sequence 1 156 

AGGTACAGAGGGAGGCAGTGAAGTCTATCATTCCATGCTCTCAAATGTTA 

ACTTTCTGCTTTATATACATAGCAATGCCTCATTTACCTAATGTTGGGGA 

GTAAGGTATTATATGTGAAAATTTTATTTTAGCTATACCTTTTGTGGAAA 

AATTTTTACAATATATGCTTTGGTTATTATTACTAGCATACTGGCAGTAG 

T TGAGT GAGGCTATGAGATGATCGAAAAATGTAGTTTGATGTCCACTGCG 

C I" II T I G A ATTATTG AATCTACTTG AGTCG ATTCAGTAGTC AGTCTTTGT 

CTTCTTTCAGTGGTGGAAAGCCGCTCTCTTGCTGCTGTTAGTATCCTTGC 

TGCCCTCTTTTAAATTTGCAGCrrTCTTATCTGTGGAGTAGGAGCTTTCTG 

ACATTGAATGTAAAACAGCTAAATTGGCTTACTTATGTTCTACCT 

>Sequence 1 157 

AGGTACCATCATACAACATAATTTTAAAAGCTTCACTGTTTCAATAAAAA 

AACTAATATAATCATGTTTATCTGACAGACCCATTGCTTTATTCATTATA 

ATCAAATAG AAGAAGAGGAAATTTATGGTGTTTTGAGAATGCATGCAGGT 

TTTTCTTTTTTGTTTTTTTCTTTTGAGGTGTGAATACAGTAATA 

TGACTAATGCTTGAAAGGCTTGAAGAAGGGACTAGCGGTGGAGTCCAAGG 

ACAAGAAGAGATGAGAAGCTTTTTTTTCTTTTCTTTTCCT^ 

GAGGGAAGAAGCTATGTAAATTGGACTGGGAATTAATATCCAGCTTCAGT 

CAGAGAATAAGAAATAGCTTGAAAGTACCTGCCCG 

>Sequence 1 158 

AGGTACTTTTAAAACATTTTTTCCTTGAGAAATCATTGCCTAAATCTCAT 

ACATATGTGCTTCTCTGCAGAAAAAAAAATGAAATAAAATAAAAATCTTT 

ATTTCCAATGAGCTAATGAGGAAAAAGGGGATGATGAAAAAACAGGGAGT 

GGGAGCAATTTTGAAAATGGAAAGAATGCTGAATACCTACATGATGCCTA 

ATTCAGAAGAACATTCTGGTATGTAGGACATTATTTTCAACTCTATCACT 

TACGGCAGATTTTTTTTTTATATGCAGATGTATCTCTACTCTCTAAAGAT 

GTACCT 

>Sequence 1 159 
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CCGGGC AG GTACTGTGTATCATCGCAGTCTTGCTTTTTTGAGTAATGG AT 

TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 

CCAGGTGCAGTGCTTACGCCTGGGAGACCAAGGTGGGAGGATCACTTGAG 

CTCAGGAGTTTGAGACCAACTTGTACCT 

>Sequence 1160 

AGGTACA TTTTCAAA TGGTTAAAATGGTAAATTTTATGTTACATGTATTT 

TACCACAATTT1 1 1 TATAAGACCAGATTTTAAAGAGAATCAAACAGAACC 

TGCAGAAATAAAAGACATAATAATTGAAATTAGTTCGATGGATGAATCAA 

ATAGCAGATTAGCTCAGCTAAAGATGACTGTGAATACACAAAATGTAGCA 

TGGTGATACAAAAATTGAATATATCAAACAGAAGTTATGCAACATGAGGA 

CAGAATAGAATGTCCAACATATCTAAATACCATTCAAGAGGGAAGGAAAA 

GAAAATGAGAACCAGGCAATATTTGAAGATATAATTGCTGGGACTTTTCC 

AAAAACTGCTGTAGTTTCTGGAAGCACAAAAAATTGCTAGTAGGATAATA 

AGAAATCTATACCTAG 

>Sequence 1 161 

CCGGGCAGGTACTTATTCCCATTTTATAAGCAAAGAGGTAGGACTGGAAA 

GGTTAAGAGCTTACTCAGCGAGAGAGAGCTGGTAAATAAAGGAGTGAAGA 

TTCTAACCCAGATGGAATGTCATGCCGAAGCTATTAGCCACTAGAAGATA 

ATACCTCACTTGCACATTCTGCTGCTGCTGCTGCTGCACCTGAGGCCTTC 

ACCTGGGCTCGGTGGTGAATGCCCTAAGATGGTTCAAAAACTGCATGTGA 

AAAACTGTTTTAGGCCAAGCTATCAACAAATCTTCTGGTGATATCAAACC 

TGGTGGCACAGATAAGAGAAATTTGAAAGTGACTTTCAAAAGCAGGGTGG 

AAGCCGTAGTACCT 

>Sequence 1 162 

AGGTACTCCATAATGGATGTGGGCCAGGGTAAAAGCAGTTGTTAATGTAT 

ACAGGAGAATGCTCTCAACGTAAGAGGCTACTCCTAGGTTTACCACTAAG 

ACAACCAAGAAGAGAGGAACCAGCAACCAATTCAAAGTTGGACACCGGGT 

ACCTTGCCCG 

>Sequence 1163 

AGGTACATTTTGAACAATCTACTCTTCAAGTGGATCATTTACAAAACAAG 

AACATAATTCCCTGAATCAGTAAATTTTATTTTCATGAAAGGATGACAAA 

GAAATTCCATTTACACTATCACGATTTACATTTTCCTACAATTCATGCAG 

CTTTCTTCAATTCACAATCTACAAACCACAACAATGCACAAATTTGATGT 

TAGAGGATACTTTAATGTTTAGTTCTCATCTCAACAGTCACTGTTGCTAG 

TGTCTCTCATTCTCACTCTTCACTGTTACTTAAAGAACAAAGAACTAAAG 

AAGCCAGAAAGAACTAGATCAAGCGATGAGACCAATTTTCAGGGTAAGGC 

ATAATAACATTAGCTAGTCAAAAACTGGAGTATTTCTATCATTTAATCCT 

GCAAGACAATAACCTGCTGTTTTCCCTCACTTTCCTTCCAATAACTTGAC 

AGAAGTCTGGGGAAGGATGGATCCCAAGCAGAAAACCTTCACAAATGTGA 

AAGAAAATGGAAATCCTAGCATAGTCACATGACTAACTAGAAATCCCAGA 

ACTCTGTCAACAACCTTTGTTTTCAATGCAGAAATCATTTCTGTACCTGC 

CCG 

>Sequence 1 164 

AGGTACACTGATCGTTTCTGCAGCTGCAGATTCTGCTGTTCGACTCTGGT 

CTAAAAAGGGTCCAGAAGTAATGTGCCTTCAGACT 

> Sequence 1165 

AGGTACGTTGTCAGGACATTTTGTAATTCGGTATTCTTGGTCTCCTGGCC 

CCAATTCTAAAAAAAGTTCACGTTTTGATGAAAAAAAGATATGGGCATTA 

TGGATGTTGAGGAGATCACAGCTCNAAGATTGACAGGGGCCCCAGGGCAT 

ATAAGAAACATATGGTACCTGCCCG 

>Sequence 1 166 

CCGGGCAGGTACTGGTCTGTCTGCAGAGGCACCAAGATGATATCTTCCTC 

CACTGTCAGAGTTATTTAGGAAAAATAATCTCTGGCATAGGCCGAGTGCT 

CATAAATACTTCACGATGAGACAATAAAGCCGCTCCCAGGTCCTGGCATG 

GCCCAACCTCAGGACACTGGCCTACACATTTGCAGGTAGAAGCAAAGGCC 

TGCGTCAGGCCTGTGGCCAGCTTTTGCCTGTGCGGGAGGCTCTAAAATGA 
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AGACAATCTTACTCCAGGTCTCCTTCCACTTTGGTGCCTCTAGAATGTCA 

TCTCCCTCCCCTCCTCTTGGAAAGGAGTCACTCCACCCCAACCATCCAAA 

GGCTGATGGGCCCCGCTGCCCAACTCAATCCCACACAGTGCCTTGAGCCT 

AGGTGTGTTCCACTGTATGCACAGCCCTACACATGTGCCTGGAAGGGGAG 

GGGCACTTTGCATCAACTCACGCCCCCCGAGAACTTTGCATGGGGCTGGT 

GGGACCAATGGTGAAAACCACCTTATCACTGTTCATGGAAGGGCAATGGC 

AG GGGGTT ATCTTAGCATTCCTTATTTCAGGGTCAACCCTTTCCAGGCTT 

TCC rm TGG A ACTATGCCTATCC A AACCATTCTCTTGGCTTTTA AAACC 

CTCAATGACCACCCCTTTTGACCAAGCCTrTTCCAAACTTTCTTGTTTTA 

CAACCTGGTTTAGGAAACAACCAACCTCTTGAATGGGAACATGAACCTTA 

AAAT 

>Sequence 1167 

CTCTGCTCTCATTTCCTGCAGATTCTCTGAAGCCTATCTGTGCTTCTCAG 
TATTCTCTAGCGGAGTTGAAAAACGCCCCTTAGAGGTGCACAGTTAATTA 
TAGAAGCTGTTAGCT 
>Sequence 1 1 68 

CCGGGCAGGTACTACTCAGAGAATTTCATTGCTACTGCCTGTTCGTTAAC 

CTAGCAAGTGAGTAAATTGAGGCTTTAATTAAAAAAAAAAACGGTTGTTG 

TTCTTTGATATACATTTTGACATAGCTCAAGCTTCAACCCTGCCCAGTTC 

CTATGCTCAGACCCCATCTTCAAGGATGCTCCTCCTGCCTAACTCCTCTC 

TCAGAATATTGTTTTTTCCTTTCCCGTTTAATCCCCAGGCTCAGCTCCTG 

GGACCAATCCTGGTTCAGGCTCCTGTTGCCTGCCTCATCCCACAGCCGTC 

CATAATTTGGTGGTTACGTCATGCACCTGAAGTGGTAGTGAGCATTTATA 

GTAATAAAAATCATAGTCTCACACTGCCATTTTCAGTCACACTGATTTAC 

AGCCAGAACAT 

>Sequence 1 169 

GGCGCCATGGCTCACGCCTGTAATCCCAGCATTTTGAGAGGTCGAAGCGG 

GCGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAA 

CACCATCTCCACCAAAAATACAAAAAACTAGCTGGGCGTGGTGGCGGGCG 

CCTGCAGTCCCAGCCACTTGGAGGCTCAGGCAGGAGAATGGCGTGAACCC 

GGGAGGCGGAGCCTGCAGTGAGCCGAGATTGCGCCACTGCACTCTAGCGT 

GGGTGACAGAGCAAGACTCTGTATTAAAAAAAAAAAAGTAACTTTGAGTG 

AGGATGCACTTGCCACTAGCTATGCCCTGTTTTCTTGTGACAATCACGCC 

AAGAATGATGAAAAATCCTAATAATCCAGATAGATAATCCTTAGAAGTTA 

TTTAACT 

>Sequence 1 170 

AGGTGCTTTCTTTTTCTTTCTTTCTTC 11 1 n ITH AGCCCTGAGATGTA 

TTTGACTTCTGAACACCTAGAACCCTTTGTTTTCTTCTTTCCTGTATTCC 

CTGACCCTTTATTCCAGTTCCAGCTTGCTATTTTTGTTTGATACATTTGC 

AGATTCACTGAAGACCACCCAGCCCATATATAGCTAGCTCTTCTGTGAGA 

TGTGTATTTAACCCTGAAAAAACTAATGCAAGAAATAGGAGAGATGACCG 

AAAGGAAGACTCATAGATTCTTTTCCCCCCTGGCATTGCCCGGAATTTTA 

ATACATTCTAACCACTTATGAAAAGGCTGAGCCTGCTTGCTTTAATATAA 

CTGAACCTTGCCCG 

>Sequence 1171 

AGGTACTAACATCAATAAGTCGAGAAAATTATATTAACTGAAAGAAAACA 

AAATAATAGAGAATTTTATTAAACGTATTTCTAATGTTTCTCTTCATGTT 

TGGAGAAAAGCTGCCACATAATTAAAACAATTCTTACCCTGTAAAACTGA 

TTGTCTTCCAATCTCAGGAGGTTTACATTAACAGGAATATAGAATAAGAA 

ACAGGCCTATGGCCGGGCTCCGTGGCTCACGCCTGTAATCCCAACACTTT 

GGGATGCCGAGGCGGACGGATCACGAGGTCAGGAAATCCAGACCATCCTG 

GCTAACGCGGTAAAACCTAATCTCTACTAAAAATTCANAAAAAAAAAAAG 

AATGAAAGAAAAGAAAAAAAAGTACCTGCCCG 

>Sequence 1172 

CCGGGCAGGTACCCTCCAGGCCCTGTGTATTATTAAGATCTTTTAGTAGC 
GAGTTGCTCTTTCTCTGGGAAATCGGCTGTTAAAGTCAGAGGGAGCTCTT 
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AATAGTTTGCATGGTATTTGATTAAATGGAACAGTTGGATCAGTACCT 
>Sequence 1 1 73 

CCGGGCAGGTACGCGGGGATCTCACTCAATCTTACTCCCTTGTTGAACAG 

GCGATATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAAT 

GTTCCACCAGACGGTGTGATATTTAGTAGCCCATAAAGCTGCCAAGGGGT 

TGAATGACACTATCTGAAGATATGAACCAGGTTGCTCTCCATAGGGAGGA 

TTTCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGT 

CTATGCC ATATG AGTTCTGCTGTCTGCGTTTG ATTTAG A ATG CTG AGCTG 

ACTCAAAGTCAAAACTGTCTCGCTCTGAAGCCAGGCTGGAGTACCTTGGC 

CGCTCTAGAAAT 

>Sequence 1 1 74 

CCGGGCAGGTACGCGGGGATCTCACTCAATCTTACTCCCTTGTAGAACAG 

GCGATATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAAT 

GTCCCACCAGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGT 

TGAATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGA 

TTTCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGT 

CTATGCCATATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGA 

CTCAAAGTCAAACTAGTCTCGCTCTGTAGCCCGGCTGGAGTACCTTGGCC 

GCTCTAGAAC 

>Sequence 1 175 

CCGGGCCGGTACTGAACTTATTTTAAGTCTCCAATTTATTTGAATATAAA 

TTGTTGGGAGCTGAGAACATTTTTTATTTATATGTGTATTCTGATTGTTT 

ATCTGTGTTTGGCATATAATAAAAGTTGATTGAGCTGAAGGACTTAAAAA 

CCTGAAGCACACCTTCCATGCTTTTCATTTGCTTTACCTCTGCATGGAAC 

ACTTTTAATCTGTCTCTCCTGTGTGAAACTTCTCTGAAACCCTTACCAGC 

TGTCTGTGCTGCTACTTGTCTGTTGTACCT 

>Sequence U76 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTA GATT CTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATAGCTGAT 

CAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTAGAGATG 

TGCAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTGCTGAGGTGC 

TCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCCTGATAGAAA 

ACACTGCT 

>Sequence 1 1 77 

CC GGGCAG GTACAAATATTGAAGGGGAAGAAAATATAATTGTCCTTTCTA 
TC 1" 1" 1 Tl"l CTC ATA ATTTAGCTCTTTCTCC ACC ACGTC ATGCAGCTG A AT 
TGAGCCAAGCATTAGTGGTAGGGATAAAAATAATGCCGGAATCACTCTCC 
CCCATTTCCAACTTCCACTCTCTTCATGTGCGCAGCTGCACTTCGTACCT 
>Sequence ! 178 

AGGTACAATACTAGAGAAGGGAGAGAATATAGTTAGGACAATAAATTATT 

GAACAAGTGATTTTTCTGTGATGACTATACCCATTTTCCAAAAACTAATT 

TCATTTTTGGTGTGTGTGTGAAGAAAGTTTGGAGGCTTCAGTTTCAATCA 

CTGTGCTCAATACTTAATTTTCCATTATTCACAGAGAAATTGTTTTTCTG 

GAAATTGGCAAGAGGAAGGAAGTAATAATAAAAGATGACTTATGCAGATC 

CCATGTGACCATCTTACATTCTTACTCTTGTGCCACTGTTTCCCTGGCAG 

TCCGTTACTGGTTTAAAGAGCACTGGGATATAACTCTAGAAATACGGATT 

ATTTTCTCACCTCTGACACTCATTCATGGCGGAGCCTTAACCTTAGTGCC 

AAGGTTATTG 

>Sequence 1 179 

AGGTACTTCTTGGTTTCTTGTTTACAGAGTAAGATATGGATCCAGATTTA 
TTTTATTTCAAATGGCTACCCAATTGTCCCAAAAACCTTTATTAACAATC 
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AAAATCAACCTTGACTCCACTCAACTATTATTCCAACTTCACCTAAAACT 

AAATTCACAAGTGTATTTGGGTCTATTTGGGAATCTCTGTCCTGTCACAC 

TGGCCTGTTATTCCTGAGCTGAGCACTGTAGCATGGACCAGACCCCACAC 

ACCTCTCTTCTTTTGCCAGAGGCTCATGGCACnTCTGTAGGTCATTTTTT 

TTCTTTTTTGAATATACCCTTGGTACCTGCCCG 

>Sequence 1180 

CCGGCCAGGTACAGGAGGCAAAAAAGCAATCAGTATGACTTGAACTGCTG 

GGTTTAATTACTCAATATAACACTTGCCATTTAAAAATCCATATGCCCAT 

CAGCATGGCAACAGTCTCTCATAAAGATTCCGGTATCATATGGCACAATT 

TGTACCT 

>Sequence 1181 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATGAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

> Sequence 1 1 82 

AGGTACACTGATCGTTTCTGCAGCTGCAGATTCTGCTGTTCGACTCTGGT 

CTAAAAAGGGTCCAGAAGTAATGTGCCTTCAGACT 

>Sequence 1183 

CAGTGCGTTr 11 CCCCCCTGTG A AG ACTTTCCTTTG GTGCCGCTACTCTC 

TGTTTCCAGAACCCTTGCCGGCTTTAACCGGGATACCTTGTACCGCTCTT 

TTCTTCCCTTTCGGGTAAAGCGTGGGCGCTTTTTCTCAATTAGCTCACTG 

CTTGTAGGTA 

>Sequence 1184 

AGGTACCTCTCCACAAGCCTGAACATGGAGTAGATGCATGGCACGGCCAG 
ATTAATGCAGGACGCAACGAAAGGCAGTAACAGCACCGCCCCAGGGTTAC 
TGTGTGTCTTCAGGAACTCTAAGTTGTACCTGCCCG 
>Sequence 1185 

AGGTACCTCTCCCAAGCCTGAACATGGAGTAGATGCATGGCACGGCCAGA 
TTAATGCAGGACGCAACGAAAGGCAGTAACAGCACCGCCCCAGGGTTACT 
GTGTGTCTTCAGGAACTCTAAGTTGTACCTGCCCG 
>Sequence 1 1 86 

AGGTACAAAGGGAATAGATAACAGGGACATTGATCTAAAGGGAGGTTAGG 

GAGGACTTCTTGGAGGAAGTGGTATTTGTGTCTGAGTTATATGGGATGTG 

TGGGATTTCTTAGGTGAAAGAGGGCAGAGCAATACGGTGGTAGGCTAGAT 

CTGTGCAGCGGCTTATAGACAAGACTGTACCTGCCCG 

>Sequence 1187 

TAACCCGCTAAAAAAGGGCCCGCGCTTGCTTGTGCGGTTTTTCCATAAGG 

CTCCCGCCCCCACCTGTAACGAGCCATCAACAAAAAATTCGAACGCTTCA 

AAGT TCAGA GGTTGGCGAAAACCCCGACAGGGACTTATAAAGATTACCAA 

GGCGTTTTTCCCCCCTGGAAAGACTCCCCTCCGTGGCGCCTCCTCCTGGT 

TTCCCGACCCTGGCCCGCTTTACCCGGAATACCCTGCTCCGCCCTT 

>Sequence 1188 

CGAGCGGCCGCCCGGGCAGGTACCTTGGCAATAAGTTGCTAGTTATCTCA 

GCCTATAAAATGTAGGGCATATGGACATTAAGATTATAAATTAGCTTTGG 

TGTAATCAAATTTTATAATTTGTAAACTGGACTATGTTGTGCATCCTTTC 

ATAGT 

>Sequence 1189 

CCGGGCAGGTACTACTGACACTGAGCCAATGTATGCTATCAAGGAAAGCT 
TTATCTGTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCAC 
TTCTTTTCCTACACACAAACTATGAGGAGAGATCA 
>Sequence 1190 

AGTAAATCATTGGTTCAATAGACTGCTTTACCTGCTGTGAAAATTTGCTT 
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TATCTCGTCTCACAAATTTTTCACAAACAACAATACCGTAGCCCGGGTAG 

CCATTAAAAGATGGTAAACAGTCCCTGTGCGGTTGCCCCTAAATCGCAGT 

TGTAGACCTTAAACTTCCACCAATATTAATTTTGTCCGATTGTCCGCCTT 

CCACATAGCTCACCGTCTATGTCCCAAGATCCCACGGCAAAATCCCATGT 

TTCTTTGTCCCAGCCCTTGACAATCTAAAATTGAAAAATCCCGGACCCAA 

ACAGTCAGACGTGGAGAAAGGAGAGCCGGCGTTATTGGCCGTTAATTTCG 

AGCGACCGCCCTTCTTTTCACCGCCTTTTCCCTTACCCCTTCCAACATTG 

AACATACGCATTGCCTGCCTTACTGCTACCATATTATCGGACATTGCTCA 

CGCCTAAGCCGGGTTCATTTAACAACTTTCAAA 

>Sequence 1191 

AGCACACTCGAATATACTCCAACTATGCCGTACTCAGTACAATATTTATA 

ACTCTACTCTCAATCTATATACATAATCATGTACAGCCTAATATACATAA 

TCTACAACAACTTATATTTACAACTTCAATATATATCAACTATATCTAGT 

ACGGTATGA 

>Sequence 1192 

AGGTACCCATCCAGGCTCCAACATGAACCACACAATGGACCTTAGGCCCA 
TTCCAGCACACAATAACTCAACAAAGGATGCTTAAAACATTAAAAGGATC 
TTTACTATCCTCTTGGCAAAGTACCTGCCCG 
>Sequence 1193 

AGGTACTGATGTGGGCTGAGAGAGCCAACCAAATCCAAGTGGGGTTTTGT 
CAGGAACGGTATTGGAAACTCTGAACTAGATAAATAATTCAAAGGATATT 
AGCTAAAGTGATCAGGGACCAGGACAGGAAGGTACCTGCCCG 
>Sequence 1 1 94 

tcaccgcggtggcggccgcccgggcaggtacagcatcgctggtggtttca 
aaaaacgtagtcattcttctcactgcaacaatgtaagataagcagggtag 
atctgttatttccaaAttaaaggtgattaagatatatggagagagaacat 

GGCATGTGAGGTTTATAGGGCTAGAAACTGCAGAACCATGTAGAACCCAC 

ATTTAACTACAGTACCT 

>Sequence 1195 

TAAGTTGAGGGGTTAATTTGCCGCCGCTTTGGGCTGTAATTCATTGGTTC 

ATAAGCCTGGTTTCCCTTGTGTGGAAAAATTGTTAATTCCGACTTTACTA 

ATGTCTCACACCAACCATTACTGAGCCCCGGGGGAAGCCATTAAAAGTGG 

TTAAAAGCCCTTGGGGGTGCCCTAAATGGAGTTGGAGCCTAAACCTCAAC 

ATTTA ATTTGGCGTTTGCCGCCTTA ACTG G 

>Sequence 1 196 

AGGTACGCGGGGGGATGTGGAGAGGACCATGTGAAGAGAGAAGCTGAGAC 

TGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATCTG 

AAGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGATTC 

TCACCTAGAGCATTCAGAGGAGAGGTTGGGTCCTGCAAACACCTTGGTTT 

TTTGACCTTTGAACCTCCGCAACTGTGAAGGGGAAGAAAATTTCTGTTTG 

CTTTAAAAGACACTACAGCCTTGGTGGTTACCTTGCCCCGGGGCGGCTCG 

TCTTCTTAGAACTAAGTGGGATCCCCTCCGGGGCTTGCAAGGAAATTTCG 

ATTATTAAAGCTTTATTCGAATACCCGTCGAACCTTCTTAGGGGGGGGGC 

CCCGGTTACCCAAACTTTTTAGTTCCCCTTTTAATTGAGGGGTTTAAATT 

GCGCCGCTTTTGCGGTTAATCATGGTTCAT 

>Sequence 1197 

AGGTACATGCAGAAGATATACACCATCCTGTTGCCATATATCTAAGTTTT 

TAACAATTTTTTCTTAATATCTATCTCCTCCCCAGATTCTGAAACAATAG 

ATGCACAAATATGAAACGATTAAACTAACTTGATTAGCTGAAGCCAATAA 

TAACTACCCAAACAAAAGCTGAACACTTAAACCTACTCAGCCATAAACAG 

AAGAGCTTGAAAGCTGCAGGCTTTGTCCCTAAAGCTAGGGCCTGCTGTTG 

TGGTGTTAACATCGAGAAGCTTGAGATAAAGGTGTCTGTCCCATAGAAGG 

CTCAGTTAGGTAGGCAGTATCATTAGCTCATTTGCTCCAGCCAGTGGAGG 

GTAAGATTTTCCATTCTTAATTTTCTCATCCACTAGGATCATCAGGTAGA - 

GAATGGAGAGATTGGGGGACCA 

>Sequence It 98 
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AGGTACGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 

TGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGG 

AACTATTTATAAACATCCTGCAGGAAAATGGTAAGCCCTTGGTTAAATTT 

ATTGGCTTCATTTATGTATCTCACAACACTTCTTTTCTGTTTTAGTTCTA 

GGAATAGAAACTTACTTTTGGAAATACAGTACCTGCCCG 

>Sequence 1199 

AGGTACAGGCAAAACACATTTCTTGTTTCACACTTCCTTATAACACCCAG 

CAAAATACCAGGGAAAAATAGCAAATATGAATCAATCTTTAGTAAGTTTT 

ATTCTAAACAAAAGGAGTGACTGATGAATCACATGGAACAGAGGGATTGA 

ATTGTTTTTGTTTTTAAATGGGATCAATTCAAGGAGAGAGATGAATATAC 

TAAACTCAGCTCCCCAATATGATCCCTAAACTTAGCACCATTTTGCCGCC 

TGTGAAACTGCCTCTTTTCAGAACTTCGTCAATTGGTGTTGAAGTTGCTT 

TTCTGATTGTGTTTCCTTTATTCAACCCACCATTCTTGGCTAGCCACTTC 

CTTATAACTTTCTTCCTTTCAAAACTCTAAATTTGGGTGTTCAACCTTCC 

TGTAAGGGATGCCTAAACCCCCAAAATTTCCC 

>Sequence 1200 

AGGTACGTATCTAAACCACCGTGAGCTAGGCACTCCCCACCCATCTGCAT 

ACACTTTGTCATCTTTGCAACTACAGCGTTTAACAAGGGCTGGGAGATTT 

CAACTAAAACAGACAGAATGAACTTTCTTTTAGGGATCTTAGAACATTTT 

GCATGGATAGGTGGAGAATTTGAATAAAATGACCTATAGGGATAACTGTC 

TTTCTAAAGGTCTAAAAACAAACTGTCCCCAGTTCATTAACCAACATATT 

TATTGCCACTAGAAATCAATTTTCAAAGAGTGGTAAAAATGACAGGGACT 

GTAGCCACTGCCCAAAACCCGACTGACAGGGTCTCAGCACTAAATCAAGT 

AAAATTTAATAAGTGTCACTGTCCCAGGTGTGACAGCTAGGATAG 

>Sequence 1201 

GTGCCACACTGGGCCAGGGTAGTCATCCTGAAATACATGTCCAGGGTCTT 

GTTTGTCTATGATGTGGGTGAAAGCTGCCTCAGCCCGCACCACAGTAGAG 

AGCGGGACCACCTCACGAAAGTTTATAGCAAACTCCCAGAGTCTAACCTG 

AAAGCAGCCAGGAACAAAGACCTTTCCAGAAAGAAGGACATGAACAAACG 

CTTAAAGAACGACCTGGGCTGCCAGGGTAAGAACCCTCAGGAGGCCGAGA 

GTTACTGTGCACAGTACCT 

>Sequence 1202 

CCGGGCAGGACGTATGTTGAAAGAGGTAAATAAATGTATGAAAATATAAA 

GCATTCAGAAGACAATTGTCCATAAAAAAGAACCAAGTGGGTATCCTGGA 

AATTCAAAATACAATGTCTGAAGTTGAGAATTAGAATTTGTTACCAAACC 

AGATGGCACACATCAGAAATCTGAATGAGAAAACTCAGAAGCAAGTTAAC 

AGAAAATATCCAAACTGAATCACAGAAGAAGACTAAAAGAGAGCATGGGA 

GTTATGTGAGACACAGACAAAAGTTCCAACATCGATGAAATTGGAATCCT 

GGAAGAAGAGAGAGGGGAAGGGCAAGAGAAATATTTAAAGAAAAAAGTAA 

TTGAGAATTTTCCAAATCTGATGAGAAACTTTAAATCACTGAATCAAAAA 

GTTCACTAAGCCCAACAGGGTGGACACAAGTGCACACACAAACATACACA 

CAAAACCCATCCAAGTACCT 

>Sequence 1203 

CCGGGCAGGTACTTTN1 i l l 1 rTTTTTTTCTCTTTTCAATGACAGCCTAG 

TCTTTATTGCAGGTTTTTTATTTTAATTTAATACCAGAGAGCCCTAAGCC 

AGGATTTATTTTTCCCATATGAAAATATTTGGGTCTGACTCTGAAGTCTC 

AGAGCGGTTGCTGAATTCTTCAAAGTGAAGAGTGAAAAGCTTTGTAAGTT 

TCTTCAAGGCATTTCATGTGTCATTGTTTTCTCCTCCCAATAGAGATTGA 

AGGTAATGGTGATGTCCGCCAGCACATCACCTGGATTAAATTTTTGCTGA 

GCAAGAAATGCATCGGCACCTTACCTTACTAATAAATTTAACAGCCAGGC 

CCAGGGGAGCAATTCAGCAAGGTCCATTTTTTTTCACCAGAATGTTTTTA 

CTTTTCAGATCTCGATGGGCAATTGCTGGTTTGCCTTGAGTACCCTC 

>Sequence 1204 

CCGGGCAGGTACAGACTTTATTCTCTATTTCAGGGGCCTTGTTTATTAAG 
CAGACAGAACTCTGCTTGATTATTCCATGAAGTCGCCAACCATTAATCAT 
GCACATTTGTTTAACAGGTCAAATGAAGAGAGGAAATTTGTGTGCAGTCA 
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CGGCAAATACTGCCTCATTTTACCCACTGTGATACTAAAGGTACCT 
>Sequence 1205 

CCGGGCAGGTACCTCTAGGCAATTCATTACAGTAGCATTAAAAGACACCA 

AGGCCAAATGCTTTGGGGTCACTCTTCTAAAACACCGTGTCTAGACAAGA 

GTCATCAAGCAATGATTGCTTGACTGATTTTTTAAAATTATAAGTCACAC 

AAACACACAGTCATCTAATAAAAAAAAACTGATTTTCTTAAGATTCTCAG 

AGTGGTAACACTCACAACTGTCATGTCAGCAAGTGGAACTTTCTTCTAAG 

TAAACATCAGAATTCCAATCAGCCTTTGAACCACTGCAAATATTTCACAG 

TCTCAAAATTCACCTACCTTAAAACCAAGCGCGTACCT 

>Sequence 1206 

TAGTACCATGTCTGCACCAATAGTGGCAATAAGGATGAGGTGGTCTTGGT 

GGACGACGGAGAGCCATATTCTGTTTCAGGTTACAGCTGCAAAGAATGGC 

GATGAGAATATTTGCATTATACATAACCAATAGATGAAGGAAATACTCTG 

CCTAATGATTGTAGTGCATTTAATCCACGCCATTTCTTTGGAGTTACACT 

GTCCCGGACTGGCACGGTTCTAAGAATCTAAGTGTGATCTCCCTCGAGGC 

TGCGAGGAAATTTCGAGTCTTCAAGGCTTTAATCGATTACACTGTCGTAC 

CTATAAAGTGGTGGGCACCGGGTTCCTCAAA IT I I H GGTC ACCTTTTAA 

GTGGAGGGATTAAATTTGCGCAGCATTGGGCGATAAATTATGTGAGCATA 

AAATTGGTGACCATGGTGTGGAAAATTGTTTATTCCGGTAATACAAATGT 

CCTAAAATAACAATGACCAAAACTTGGGGAAGCAATAAAAGTTGGTAAAT 

AGTCTGTGGGGGTGACTTAATTGAGAGTGAAGCCTTACCGTAACAATTAT 

ATGTGGGGTTATCCGACTCCACTGGACACTGTTATTTCAAAATACGGGGA 

AACACTTTATCTrGGCCAAGTATGTATTTTAATGGGAAATATTTGTCCAA 

CCGTCCCTCGTGGTGTAAGGGAGCATTTTTTCGGAATTTGGGAGCACTCT 

TTTTACAATATTTCCTTGGATGTAACTGTATATTGGTTGTAGCCTTATAT 

TCTGGTTTAGTATTTATCGTAAATCCGATAATTCTAGCTTGACCTAATAA 

AGGTCGGTAATAATACGGATTTTTCACAAGAAATAAATGTGCGATATAAC 

CACATGGAATGAATCATTGTTATTCCATAAGGCGCTGTTAAAATGGGCGC 

TGAAAATCCTTTAAAAAGGACCGTCTTGTTTCGGCGCGTTATAATAATAT 

AGGGGTGCGGGCACACTGTGCGCAGGATATATAAAAATTAGCTAGTNCGC 

TAATATGTCTAGGG 

>Sequence 1207 

CCGGGCAGGTACCACTATTTGAGTTCTGCAGTTGGCCAGGGTTGTGGGAG 

GGGCCTCAAAGTTAAGTGGAGACACTGAGATGGACAAGACCAGATGCTAT 

GCACAATGGAAATGCATGGTTGAAGTTTTCCTTCCTGCCTGTGTGGGGCC 

TTAGGGCCACAAGGGCAGCCATTACTCAGCACTGCACTGACCTTGGGAAT 

TTGCTGGGCAAGGAAAATGACGTGGCCCTCATCATCGATGGCCACACCCT 

GAAGTACCT 

>Sequence 1208 

CCGGGCAGGTACAACGATCTCTTTTGTGGTCTTCTATGTCAACTCTCAAA 

CTAATGTCCTACAACTTTTCCACCCCCCACGCACCGTGCCACAAATCATC 

TGTTACCTAACACATAAGTGACAACACAATTCTGTTCCTGCCATTTTCTG 

CTGAAGATTGTTCCAATTTACTTCTCTGTTGACATATAAGTAGCCTTTAA 

AGCT TTTA AGGTCTTTAAAGCTTTAAAGTAGCTTCAACATGATTTTGATT 

CTGCTTTTATTCTCATTAAATGAATATTTCTGGATTGAACAATGAGAGAA 

AATAATAGAGAGTAGGTGGTGAAAAATTAAAAAGTAGGCATAGCAAAGGG 

TCCTATGGTCACAGACGTCAATAAAGGCAATGAAAAATACAGAGCATGAA 

TGGGGGAATTTAATGCCACAGATCGT 

>Sequence 1209 

AGGTACTGATGTGGGCTGAGAGAGCCAACCAAATCCAAGTGGGGTTTTGT 
CAGGAACGGTATTGGAAACTCTGAACTAGATAAATAATTCAAAGGATATT 
AGCTAAAGTGATCAGGGACCAGGACAGGAAGGTACCTGCCCG 
>Sequence 1210 

AGGTACTGACCATAGATATCCCTGGGGGATGTAGTGGATTCAAAACATGA 

GTTGGATTCTCCAACGTGCCATCGGAATTCTTCTAATATTCAGCAGCTTT 

GATTGTTGTTTTACATCTGACCTGTATTTAGATTTCTCTGATTCCTGGAA 
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TATTTGTGGAAAATAAGTACCTGCCCG 
>Sequence 1211 

CCGGGCAGGTACTATGCTGTTTGGATTACTACAGCTTTGTAGTATATTTT 

GATGTCAGGTGGTATAATGCCTCCAACTTTGTTTTCTTTGATCAAGATGG 

CATTGGTGCCAGCCTCGTGGCTCACACCTGTAATCCAAGCACTTTGGGAG 

GCCAAGGCAGGTGGATAACTTGAGGGTCAGGAGTTCAAGACCAGCCTGGC 

CAACATGGTGAAACCCCATCTCTATCAAAAAATACAAAAATTGGCTGGGC 

ATGGTGGTACCTGGAAACCCAAGATTCTTGAATTTACCTCCTGAATCTTC 

ATTGCTTGTAAGCTGAGTTTCTCAGCTCTACTGTAACTTGCTTCTTAAGT 

TTCTAGTTATAAACTTCAGGTTGTAGACCCTGCCTTACTTAGTTGCAAAG 

AAGTTGTGAAAATGAGTGTTA 

>Sequence 1212 

AGGTACGCGGGAACAAAGGATCTGAGAAAAGTTGGGAAAGAGTAGCTTGG 

GTCAGGAAAGGAGGAAGGTAGGTGGCACTATGGAAGTTGACCCTGTCAAG 

AAGAGAATGGTCAGAAATCAGGAAGGGAACTTGTCTTCTAAAGAATAGGT 

GGCTAAAAGAAAGTAACAGTGACCTGAGGTGAAACCAAGTGGGTAACCAT 

TGTAAACTTGTGAGTGCTGGACTCTGACAGCACCCTGGGGTGTGGCTGTA 

CCTGCCCG 

>Sequence 1213 

AGGTACTAGGAAGGTTATTGCACAGCTCCTTAACTGATCGGGGTCAGGGC 

AGAGTGGTCACTTTCCCCACAGCCAGGCTCTGGATTTGCCTCCTGTGAAG 

ACACCATGCCTAGCACAGGCTGACGGGGCGGCTGCAGTCGAACCTTGCCT 

CCAGATTATGAACCAGTATAAGTAGCACAATTCTCGTGGCTACTTTCACT 

TCAGAGTGTCATGTTTATTGATGTGGAGCTTTCTGAATAGGGAGGTTAAG 

GCACACCTGCTGAGTAAAACAAATATTTCTTGTGTAGCGTTCTAGATTGA 

GGGCAGCAGTCAATGGTAAAATAAACTTCAGTAGCATGTTCCTGTCAGGA 

AATATGGCAGGCCTGGCTTAAGGGATTTTTTCCCCTGCACGATTCCTAAG 

ACTGTATGCTAGCTGATTCTTTTGTTTTGGCAATTTGATGGTTTTGATGA 

ATTTGCTGTGATCCCACGGGTGTTTAAAGAA 

>Sequence 1214 

AGGTACTTATTGTCTCTCATCTTGTCCATCATGTTGTTTCTCCTTTTTAG 

GCGTATATATATCTATGGAAGAAAAAAGTTTAAATAGAAACACTCATTTG 

ATGAGGAATTCTGGGAAAGAAAGGTAAAAATGGAAATGATAGAAAAAAAA 

GTATTCTTACCTTGAAGTAACAAAATAATATTAAACCAAAGTGGACCAAA 

AATACTGGAGCACCCAAAAGGGAAAGTGGTTATAGGACCAACCTAATGAG 

AAGTCCCGATTGCGAAATTGAACCAAAGCCACACTTAATTAGGCCTATTG 

GAACCCTGGCCCCGGTCCGGCCCGCTTCTTGAAACTTAGTGGAGATCCCC 

CTGGGCTGGCAGGGCAATTTCGAAATACTAGGGCCTTTATTGGATCCCGT 

ACCACCTCTATAAGAGGGGGGGACCCCGGTGGACCCTATTATCTGGATCA 

CTATTTGGTTCTAGGGAGTAAACAACTCGGGGCCTTGAGCCCACAATATA 

ATGGCCATAATGCTCTATCACGCGACG 

>Sequence 1215 

AGGTACGCGGGGACAGCAACTTCCTTGATCCCTGCCACGCACGACTGAAC 

ACAGACAGCAGCCGCCTCGCCATGAAGCTGCTGATGGTCCTCATGCTGGC 

GGCCCTCCTCCTGCACTGCTATGCAGATTCTGGCTGCAAACTCCTGGAGG 

ACATGGCTGAAAAGACCATCAATTCCGACATATCTATACCTGAATACAAA 

GAGCTTCTTCAAGAGTTCATAGACAGTGATGCCGCTGCAGAGGCTATGGG 

GAGATTCAAGCAGTGTTTCCTCAACCAGTCACATAGAACTCTGAAAAACT 

TTGGACTGATGATGCATACAGTGTACCTGCCCG 

>Sequence 1216 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGA 

CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCAC 

>Sequence 1217 

AGGTACCCAAGTGATGTCATCTCCCCATCCTCTTGAGAGTGTCTGAGGAG 
GCCTCTTTTCCTTTTTTATTGCAATGGCAAGGTTGGAAGAAACTGTGACG 
AGTAAGAGGCAGAGACCCAGAGCTGAGTGTAGCATCATGTCTTCTAGAGA 
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CTCTCTCAAAAGAAGCTGACTTGGCCAGTGCTGTGGTTGGAAATGTATTC 

TGGATCCCCGCGTACCTGCCCG 

>Sequence 1218 

AGGTACCATTGGTGGTGGTATCTTTCAAGCAATCAAVVGGTTTTCGCAATT 

CTTCAGTGGGAGTAAACCACAGACTACGAGGGAGTTTGACAGCTATTAAA 

ACCAGGGCTCCACAGTTAGGAGGTAGCTTTGCAGTTTGGGGAGGGCTGTT 

TTCCATGATTGACTGTAGTATGGTTCAAGTCAGAGGAAAGGAAGATCCCT 

GGAACTCCATCACAAGTGGTGCCTTAACGGGAGCCATACTGGCAGCAAGA 

AATGGACCAGTGGCCATGGTTGGGTCAGCCGCAATGGGTGGCATTCTCCT 

AGCTTTAATTGAAGGAGCTGGTATCTTGTTGACAAGATTTGCCTCTGCAC 

AGTTTTCCCAATGGTCCTCAGTTTGCAGAAGACCCCTCCCAGTTGCCTTC 

AA CTCAGT TACCTTCCTC A CCTTTTGGA GA CTATTG ACCATATTAGTATG 

ACCTTTTTCC 

>Sequence 1219 

AGGTACAGGTCCGAAAGTAGAAGAACACAGAAGGCAGGCCAGGGGCACTG 

TGAGATGGTAAAAGAGATCTGAAGGGATCCAGAATTCAAGCCAGGAAGAA 

GCAGCAATCTGTCTTCTGGATtAAAACTGAAGATCAACCTACTTTCAACT 

TACTAAGAAAGGGGATCATGGACATTGAAGCATATCTTGAAAGAATTGGC 

TATAAGAAGTCTAGGAACAAATTGGACTTGGAAACATTAACTGACATTCT 

TCAACACCAGATCCGAGCTGTTCCCTTTGAGAACCTTAACATTCATTGTG 

GGGATGCCATGGACTTAGGCTTAAAGGCCATTTTTGAACAAGTTGTGAGA 

AAGAAATCTGGGTAGATGGTGTCTCCAAGGCCAATCATCTTTTGTTCCTT 

GCCGGGCGGCCGGTTTATAACTGTGGATCCCCCGGGGTTGAAGGATTTTA 

GTG 

>Sequence 1220 

CCGGGCAGGTACGTGGACGGCGTGGAGGTGCATAATGCCAAGACAAAGCC 

GCGGGAGGAGCAGTACTCAGCTAAAATATTTCTTCATAAATAGTTACAAA 

ACCTGCCAAAACACAAAGGGGAAAGTATTTTTCATTCAAAAAAATGACAT 

TTGAATGTCACACAACACAAGAAACAATGCTTAGAGACATGTTATTGTTT 

CCAGAAGAAAATGGTCAGTAAACTACTTAGCTGAAGACAAAAGACTACCC 

TTTCCCAGGATCACAGTGCACAAAAAGCAAAATGTTTAACAACAGTTCCT 

TGGTCGTTTTAAAACTAGTGGAATCCTCCGGCTTGCATGAATTTCAAAAT 

TTAAGCTTAATTATAACTGTTGACTATTATGGGAGGGTCATATACTCAAC 

TATTAATTATTATTTAATAAAGGTTCTACTTTATCTATCTTTATTTACTA 

ATAATTCTTTCTATTACTTAATTATTAATAAT 

>Sequence 1221 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTGGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTAGAGGAAGAAGGAGCCGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCAC 

TGCTCTCCCACTCCACGGCGATGTCGCTGGGATAGAAGCCTTTGACCCCC 

GCGTACCT 

>Sequence 1222 

ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GGATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAACAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCAT 

>Sequence 1223 

AGGTACf l rrTTTTrn rTTTTTTTTTTGTTGCCGTTAGTTTATTGAAAT 

GGAAATGAATTTGAGGTTTCAACAGTTGTCTAGCAGTTTCCACATAAAAA 

GACAACACAAGAAAGAAAAGTGGTTTCTAGCAATCAACAGATGAGTTCTG 

GCCATAGTCTGTAGCCCTCTGAGCCAAACGCCTTGGGTAAAGTTAATTAC 

TCTTCATATTACACCAAATGCTGTCGTACCTGCCCG 

>Sequence 1224 

GAAGGAGGATGGTATCACTCAGGCTCTCAGGGTGACACTGAAGCAAGACA 
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CTCATGGGGTAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGG 
AATGAGCTCTTCAACAAGACTGCGGCCAACTTGGTAGTGGAAACTGGGCA 
GGATGGAGTACCTGCCCG 
>Sequence 1225 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGCCCG 

>Sequence 1226 

TGGTACTCCATCCTGCCCAGTTTCCACTACCAAGTTGGCCGCAGTCTTGT 
TGAAGAGCTCATTCCACCAGTGGTTTGTGAACTCCTTGGCAGGGTCATGT 
CCTACCCCATGAGTGTCTTGCTTCAGTGTCACCCTGAGAGCCTGAGTGAT 
A CC ATTCTCCTTC 
>Sequence 1227 

AGGTACTTTTATTAAAAAATAGTCACGCAGACAGTGCCCTGGTGGCTCTG 

CCCCGCATCCCAACTCTGGGGTGGGGGAAAGGGGTCAACGTTTTCGCAGC 

CCCAAACCGGGCCATCACTTGCCCACCGAGTCGAATATGATGCGGTTCTG 

CTCGGCGCGCTCCCGCGTACCTGCCCG 

>Sequence 1228 

AGGTACATAAGTTCCCTATGGCTTATGGAGAGTTATTTATTAATTAACTT 

TATGGTAGGGCTAGTATGAATACCTTTTTAACAATTGCGTGCTATTACAA 

CAATGAAGATTCAAATGACTCCGCTTTGAAGGATGTTTTCTCTATATGGT 

AAAAATATATATGAAGAAGTCTTTGATTACGTGAAGATCACTTGACTCAG 

AATACTTCAATGTATTTTGTTCACATTACCACTAAGCATATTATCAGTAA 

ACTATTAACTGACTGCACATTATGTAATACGTTGTACCTT, 

>Sequence 1229 

AGGTACTCCCTTGTGGATAAGCTTCTAGTTCTTGGCGTGTTTGGGTTGCT 

TTTCCTCCTAAAAACTGAATGGAACTAGAACTTTCTAGGAACCCTTTCAA 

GCTGCAGTAATGATTTACTGAAGCAGAAAGAACATGGTTATTTTGAGTCT 

CAGAAGAAATAAAAAAAAAAAAAAGTACAAATTTCAACTATTTGAATCAG 

GTTCAGGAAAAAAGCAAACATGCACACCTAAAACTTAAAAGACCGTTTCA 

TCACTATGCATACGTTTATCATTTGACATCCATCAACTGTATACCTGGTT 

TCAAAAGTAAATTTAACTTGTGATCTCAGCATAGCTCATGTTCACATTTC 

ATGCAGAGGGTCCAGGAAACTCAAATCACACTTTGGTAAGTCACCAATGT 

TCACTCATTTTTAGAAGCGTACTCTGCCCGGGCGGGCCGTTTAAAACTAA 

AGGGATCCCCCGGGC 

>Sequence 1230 

AGCCAGAAACCCGGTAGGCAACTTGATTAAAGGATACGGCAACCCCCGGG 

AGAAGGCGGTTCGCATTTTGGGGATTTTCGGTTTTTTGATTAAAAAATTG 

ATTCACCTAGACGTTAGCTTGTGGGAGCGGATCAGTGTATCAAAGGGGGA 

AAAACGTTTTCCACGAAACTGGGGGAACCTCAGGAGAAACAGGTGCACAA 

AGGCCAGAAAGGGCCAGGACCTAAAAGGGGAGTGCTTGAGTTTTCAATGA 

GACACCCCCGAGAGACTTACAAAATGACGACTAAGGAGAGGGGGC 

>Sequence 1231 

AGGTGCGGTATCCTTGCACCTTGCTTCTCATACTTCAAGCTACTGCTTGG 

GTGGGTCCCGTTGTAAACTAGATGAACACTCATCTGACTATGGATATCAT 

CACTCCTAGATACTCCTGCTCATATGATCCACTTACCAGAGGTCCTGTCT 

GGACATCTTTTAACCAAGCTAGTAGTAACTGCCCG 

>Sequence 1232 

CCGGGCAGGTACCAGCTGTAACCAATACGATTCTGGGGCAGGTTGTGGGC 

GAGTAGAAGAACCTCCTTCCCCTCTGCGACATTGAACGGCGTGGATTCAA 

TAGTGAGCTTGGCAGTAGTGGGTGGGTTCCAGAAGGTTAGAAGTGAGGCT 

GTGAGCAGGACCTCCTTCCAGGGGACATGCAATCTGCAGGGAGGGGCTGA 

GGGGGGTCCCATGGTCTCTGCTGTCTTCTCTGTCCACCTCTTTGTAGAGG 

AGCTTGAGCTCCAAGAATGCTCTGGTCAGGGCTGCTGTGACTGTTGGCCC 

TGCTGTCCTTCCTTCTTCTGTCCCCGCGTACCTTGGGCGG 
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>Sequence 1233 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCAGCCACAGTTTGTTTGATTTCCACCTTGGTCCCTTGGCCGAA 

CGTCGGAATACTATAATATTTGCTGACAGGTAATAATACTGCCACATAAG 

CTAGCCTGCAGGCTTGTTGATGGGTGAGAGTGAAAATTCTGTCCCCAAGA 

CCCCGGTTGCTCACTCGAACCCGTGTCAGGGTACCCCCGGGATTTTCCGG 

TGTC GAAT GCCCCAAGTATAATTGAAGCAATTTTTATGGAGGGCTGTTCC 

CTGGTTTTCTTGCTTGGGTACCATGTCCCCGGGACGGGTCGGCTTTTTAA 

AAACTATGTTGGGATTTCCCCCCGGGCCTGGCAAGGAAAATTCAAAATTC 

AAAGCTCTATTCGATTTACCGTTATGAACCTTCAAAGGGGGGGTCCCCGT 

TATCCCAACTTTTTG 

>Sequence 1234 

CCGGGCAGGTACAACGGCCTCAATTTCTCGGGCAGCATCAGCTCCACTTT 

ATCGAGGAGCCGGTGGTAGGTGGCCCGCAGGCCTCGGGCACCGGCGGCCG 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGCGTGGCTGTGTT 

CTCGTCCCTGGCTGACAACGAAGGGGAGCTAGTCACTTTTCCTGCCACGA 

CGACTCGCGTCCGCCTCTCGCCTGGAGTACCT 

>Sequence 1235 

AGGTACTTTTTTTTTTn I rTTTTTTTTTTTGTGTGGAGCATGGGACCTT 

TATTCGTTAAGACATCAGGCTCCAGATATGAACTTTCAGCAGAAGCGCTT 

GCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCAGCAA 

TCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC 

> Sequence 1236 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1237 

CCGGGCAGGTACTGAACTAGCTCCTTCTGGTTAATTTGTTGATTGGATTG 
GAAATTAGAACATGGAGCTGGTCAATGCACGGTATCTGGTAATTGTGGAT 
GGGGGAGATGACTGGGGCAGAACTGAGCTCTATTTTTGCCAACATAGTAC 
CT 

>Sequence 1238 

CCGGGCAGGACTTTCTTCTGTGTGACAATTACTGCACAGTCTTTCCCTCT 

GACAGCTACTGATGTAAGGCCACCCTGGTTAATAGCCTTAAAAGCATATT 

CTACTTGGTAGAGCCGACCCTCGGGTGAAAAAATGGTAATGTGGCGGTCA 

AAACCGGCGCTGGAACCACGGGACATGTTGGTACCT 

>Sequence 1239 

AGGTACACTTTTGGCCAGGGGACCAAACTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGCCCG 

>Sequence 1240 

AGGTCCTTTGGCCTCTCTGGGATAGAAGTTATTCAACAGGCACACAACAG 
AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 
GATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTTGGTCCCCTGGCCAAA 
AGTGTACCTGCCCG 
. >Sequence 1241 

A GGTAC AACTAAATATTAGCTAATGGTAGCACAAGTAGAACCTGTTTAAA 

ATTTTTAAAAAACAACCTGTTCACTGTAAGAATGAGATACCCAAGGAAAG 

AACAGGAAAGAGGTGTATTTTTAATCCTGCCTTTTGTATTTAGTGTGCCC 

CATGACTAGCTGTTCATCTAACATGCTTCTTGGTTCTCGGCAGGTGAATG 

GCTATGTGGTGAACCTTTTCTGGGCATTTGACACCCACAAGCAAGAGAGG 

AGAGCTTTTGAACTTCCGAGGAAGCATATTGTCACACAAAGGTAACACTT 

TGGTGCTGGTCAGTGTGTGTGCCAGGAGGGGGTAAGGGCTGGACCAATGC 

TTTTCCCGCCCGAAAACTTTGACTGGGGGGTGCCAGGGAAGGGGAGGTAT 

TTTCTGGGAAACTGGTTTTGTGTTGACAGGGTCTTGGTGCATTGAGGGAA 
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TCCATN 
>Sequence 1242 

TACTAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1243 

CCGGGCAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAAC 
CATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAG 
ATACCACTGGAGAAATAGTGATGACG 
>Sequence 1244 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGA 
CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTCCGCGAACTGG 
CCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGATGCAAAACCAG 
>Sequence 1245 

CCGGGCAGGTACAGCTATTCAACATGTTTAAACAGATGTTTGCTGACAGC 

ACTGACTTCTCCAAGAGCCTAAGAGAGGAGAGCAGCCAATTAAACTCCAC 

TGTCTTCTAAAATTTTAATCCTAGATTGGTTTCAGATGGGTTAAGACAGT 

CATTCAACCCACAAGTATTTAAGGAAGGCACCTGGGACTGACTCAGTTCC 

TAGATTTAAACCTATTCTGTGAACTGCCCACCCCTACCTTCAAAGTACCT 

>Sequence 1246 

CCGGGCAGGTACAAGAGTTACAGCCCTTATGACATGTTGGAAAGCATCAG 

GAAAGAGGTTAAAGGAGACCTGGAAAATGCTTTCCTGAACCTGGTTCAGT 

GCATTCAGAACAAGCCCCTGTATTTTGCTGATCGGCTGTATGACTCCATG 

AAGGGCAAGGGGACGCGAGATAAGGTCCTGATCAGAATCATGGTCTCCCG 

CAGTGAAGTGGACATGTTGAAAATTAGGTCTGAATTCAAGAGAAAGTACC 

T 

>Sequence 1247 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTCCTCCGGCTGCCCAT 

TGCTCTCCCACTCCACGGCGATCCCGCGTACCT 

>Sequence 1248 

AGGTACAAAGGGAATAGATAACAGGGACATTGATCTAAAGGGAGGTTAGG 

GAGGACTTCTTGGAGGAAGTGGTATTTGTGTCTGAGTTATATGGGATGTG 

TGGGATTTCTTAGGTGAAAGAGGGCAGAGCAATACGGTGGTAGGCTAGAT 

CTGTGCAGCGGCTTATAGACAAGACTGTACCTGGCCG 

>Sequence 1249 

CCGGGCAGGTACGCGGGGCCGCAGTAGTTGGAGTCTAAGGACTCGTGACA 
ATCTTCGGGTGCCCTTCGAGAGAAAAGGGGAGGATGCCACTGGAGTCATC 
CTCTTCAATGCCACTATCCTTCCCATCTCTCTTACCCTCAGTACCT 
>Sequence 1250 

CACCATGTCCGCCTCGGCTGTCTTCATTCTGGACGTTAAGGGCAAGCCAT 
TGATCAGCCGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGCAC 
TTCATGCCTTTGCTGGTACCT 
>Sequence 1251 

AGGTACAGACATCATTTTCAAGAAGTTTTGCCATAAAAGTGAAAAATGGT 

A AT AGCTG A A AA A ATTTAGCGTTG AC AG A AGGCTTT [TT I AA AG AC AGG A 

AAAATTATGGCGCAGAGGGAAATGCTGATGATACAAGATGGAGAGAGAGA 

AATTACTGGAGTAATGACTCTGAGCAGATGTGGATGGCATTAATAAGAGA 

ATGGCCTTAGATAGGCACAAAGATATATCATCAATTGAAACAGAAACAAA 

GAATGGTAACATGAACAGATTCAGGTTGGCCATAGTAATTAAAGCTTATG 

GGAAGTCTTATTTAGCTGGTTCTGGTTTCCTAGGTAAAATAGAAATTAAG 

TTTTCTGGGGGAACATTAAAATATGGGAAGGAAGTGTTACAGGGTCTTAA 

GAAGGGAGGAAAAGGTTTTCTATAAAAAAGGAAAAATGAAGGGGTTTTAA 

GGGACCCCCCTTGGGTGAAAATGC 

>Sequence 1252 
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AGGTACTACTGGCACTGAGCCAATGTATGCTATCAAGGAAAGCTTTATCT 

GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 

TCCTACAC ACAAA CTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 

ATTTATTTTTTTTGAGACAGGGTCCCACTCTGTCGCCCAGGTTAGAGTAC 

CTGCCCG 

> Sequence 1253 

CCGGGCAGGTACAGTAGTCAGCTACTTGGATATCAAGACTAAGTGCTGAT 

ATGAAGACTTGCCTTTGTGTTTTGTTATGAAACACGCAAGCATAAAGCAG 

GACTCAAGCACAAGGCTGACTGTTCTACTTTGAATAACAGCTTCCTTGCA 

GTCTCCTCCACATGGGTGGTACCT 

>Sequence 1254 

CCGGGCAGGTACAGAACTTTTGGAAACACCGTCCCTTCAAATGCTACCTT 

ACTTAAAATATGTAGACATTAGTCCATCCAACCTCTGCTACCAGGCAGTA 

ACCTTTCATAGATCTTCCAAAGAAAATGTTCTTGATAAAACCAGAAGAAT 

CTTCTCAGAGAGACCCAGGGGAGTGATCTGACCCTCACTGCTATCTTGAC 

TTAGTTTTAGCTGCAGCCATGGCGACTCAAGTACCT 

>Sequence 1645 

GTTTGCGCGTACTACGACTCACTGTANGGCGAATTAGCACTCCACGCGGT 

GGCGGCCGAGGTACACTTAAGCACCTGCAAATCTGTTTATTAATTAGACC 

ATAGAATCTGTGTTTCATTGGTGGTCAGCTGGCCAATCTGATGGTCTTGT 

CATACACAGGTAAGAAGAGACAAAGAGCCAAGAGTTTGTTTGGAGGCCGG 

AGTGAGCTTGACAGAACTAGATGAAATTGGCCACTGGGCACTGGGACCCA 

GAAAGGCCTCATTGCCACAGAGTTGCAACAGAGTGTGGGGTCCCATTATC 

AGAATCCTTTCTATGGTGCATCCAATTGGCTATGACTCTCCTAAGAACAG 

CGCTGCAGGAAAATGCAAGTTCACAGGATAATGAATGCACTGTTGCTTCT 

CTG 

>Sequence 1646 

AGGTACGCGGGATGCTCTGGTTTAATGTTTTTCAATAGTGTGATACAATT 

GTTCAACTTATTGGCAGCTTTAGTGGTATTTGAACAACTTTGCTATGTTT 

GGGTAATTTTCCACCCTGTGAATCAGCTCCCCAAAGCAGAAGTCATAAAA 

TCTGTTTTCCAGCCAGGGTGTGGAAACCTGGGCCCCTGGTATCAGGTCCA 

CCCATGTGCAAGCTATGGCATTTGTGCCCAGTGGCAACACAAAGCGATCT 

TCACCAGAACATTCCTCTCCTGAGGTTTCAGCACTGCTCTTGGCTACGTA 

GCCACCGCTAAGCTTCTCTCTCTGGCCTTCCTAGGAAA 

>Sequence 1647 

AGGTACACGGGGACCTCATAGCTGAGCTGGGCATGAGTAGATGCTCAGTA 

AGTGGTGCACAGGGTTGGTCCCTACGGTGGAGGCCCCCTAACACCGCCCA 

ACCCCCCTTCATGTTCTTACAGCTCCACGCACTGAGCACGGGCTATAAAG 

GCCATGATGGTCAGAAATTCTTGCACCCATGGTAGCTGAGTATGTTGCCG 

CAGGGACCTGTGGTCGGGACATGGCATACTACAAAGTCTTGAGTTGGCCC 

TG ACCA TTCACGTGG TTCAC AC A A A ATTTGTATGGTCCTTCCTTGTACCC 

TGGCCTCGGGGTCGGGCCGACTTCGTACGGGTATTCAGCCTTCACTTCAA 

AAGGTCTGGTTTATAACCGGGTTATTCCCACAAGTATATTCAATGGGGAA 

TAAACCGCATTGTAAAAGGAACTATTGTTGAAGTCAAAAATGGTCCTAGT 

CTAAAAAGGGCCCTAGGAAAACCCGTTAAAAAAAAGGCCTCGTGTTTGTC 

>Sequence 1(548 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAAA 

>Sequence 1649 
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AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 

CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 

AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTAC ATTCA AACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTTGCGTCATCTTCGCATATTTAACCTCCTTGGCTC 

AACTGGGAACTCTTTGAAAGCTAGGGCCATTAATTACTTTTTTGG 

>Sequence 1650 

AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 

CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 

AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTACATTCAAACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTGCGTCATCTTCGCATATTTAACCTCCTTGGCTCA 

ACTGGGAACTCTTTGAAGGCTAGGGCCATCAATTACATTTTTGTTTCTTC 

CAAAAAATTGGCACGT 

>Sequence 1651 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCTGCACCAAGCCACAGA 

TGTGGAGGAGGCAGGTCTGGACTTCATGCAGACAAGGAACTTCAGAAAAT 

TCTGGGGAGAGACAGCACAGGGTAAGAGGTAGGTCAGAGAAATCTGAGGC 

TCCTTTTTCAACTTAGCACGTACCTGCCCG 

>Sequence 1652 

CCGGGCAGGTACCAGCCAATCCCTTCATTAAATGTATACAGATTTAGTTA 

AGTAGCATTAAATAGGATTCTTAGAAGTATGTCCTCATAGAACTTTTAAT 

ACTTAAGGCTTTGTAAAAACTATCCATGAAGGGAAAGCTCCTCAGCATAA 

CTGCTCAGGGAAATAGGGCTAAATAACTGAACATTAAATAATTGGTTAAA 

GGTGCTGTTAGCCGAGCCTCAATGCTTGCTACAAGGATGTATGTACCT 

>Sequence 1653 

CCGGGCAGGTACGGGGGTCTGCTTAAAACTCTTCAGAGGTTCACCATCGC 

TTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTCAGG 

ACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTAGACTACGAT 

CCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCAT 

GAGGCAGTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAA 

ATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTG 

CAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGTAAACAGCTGCTGACTG 

A 

> Sequence 1654 

AGGTACGCGGGAGTAAATGCAGTACAAATTGTTCTACTGTTTTAAAAAGT 

TTTCCGCAGAACAGTGCATTTATGGCAATGCTATGTTTAATGAGTTAGGG 

ACATCAAATATATAGTAGTTCCTTATTTTCAGTTGTGAAAATGAAATGGC 

T AAAGCAG AAGAGACGTCTATTTTAGTCTTTTAAAAATGTGTGTGGGTGG 

TCTTTTTTCCTCAGAAGCCCAAAGCACATGTATATTTTGTTATTTCTCCT 

TGCTATATTCCTGAGACTATACTAAAAACTTTAAGAAAAGGAACAAGAAA 

AAGGTAAATTCATGTGTTCCCCACTGCTGTGTCTAGAACCAAGATCACAT 

TAT 

>Sequence 1655 

CCGGGCAGGTACCAGCCAATCCCTTCATTAAATGTATACAGATTTAGTTA 

AGTAGCATTAAATAGGATTCTTAGAAGTATGTCCTCATAGAACTTTTAAT 

ACTTAAGGCTTTGTAAAAACTATCCATGAAGGGAAAGCTCCTCAGCATAA 

CTGCTCAGGGAAATAGGGCTAAATAACTGAACATTAAATAATTGGTTAAA 

GGTGCTGTTAGCCGAGCCTCAATGCTTGCTACAAGGATGTATGTACCT 

>Sequence 1656 

CCGGGCAGGTACCTGGTAATTTACAGAACGTTCGTTATCAGATTTGATAA 
TTATATATTAAGGTTGTAAAGAATGTGTATGCCAGAATTATAGGTAGTAG 
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ATCCTAGATTCTTAGGAAAAATAGTTTCTTTATAATCTTTTGAGTAGTGA 

AATGGTTACTTTTACAATGGTTATGAACTGGGTCAAGGCAAAAGGGCCAC 

TATATGTCTTCAGTCATCTTTCTATGCCTGAAATCCAGGAAACAGTGAAA 

ATGGATGTTCCCTGGAACAGCCATTGCGATGCCATATGTTGGTCATTGGT 

GTCCTTAAAGTGTATCTCAGATAATTGTGTGTCTCCCTT 

>Sequence 1657 

AGGTACAATTGATATAACAGCTTTGTTGCCACCCCAGGCTTTTCTGTGAT 

GATGCCATGGGCCACATTCTGATCAAACTGCACACCCAGAAGGTGAAGTG 

TTGGCTCCAAGCGAGAAAAATTATTAAGTTTGGCACTTGAAACCCTGCTG 

TCCAAAAATTCTGAAAAATCATCCTGAAGTTCAAACTTGTGTAGAACTTC 

TCCAAGTAGATAGCCACTGGAAAATGCCTTTGCAAATGACTTGGGACTCA 

CGGTCCGGGACACCTTCAACTCCTTGTTGAGGCACTGGCACAGGATCTCC 

GACATGGTTCAGCCGGTGCCTCAGACCGCAGGCGGGGGCTTAGAAACTCG 

CCGGGAACCAAGCCTGGCAGCCCCGCGTCCTCCTGTAACCA 

>Sequence 1658 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGCTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATTT 

>Sequence 1659 

CCGGCCAGGTACCTCTGGTTGTTGCTCAGGAAGCTTTAAAGATATATGGC 

TATTTAATTTGCAAATAATACTTAGAACTGCAAAAACACGTTCACCTGGT 

CTTGTTGAGAAAGAAATCATAAGTCCCCTGACTTAAACTCTCTCAATTGA 

TGAAGTGACCAGGATTACTCAGAGTGCAGTTATTGGCACCCCCGAAGCAC 

CAGAGTCCAGGAAAGATGCTTATCAATCTTTTGCCATTGGCTTCTACTTG 

CAGGTGCCTTCTCTACTATTCAATCATATACGATCATTGGAAAGACAAAT 

GAACTCAAGAAAAGCAGCGAACAGTACCT 

>Sequence 1660 

AGGTCCCCGGGGGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGG 

CAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAG 

TGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGA 

GAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCA 

ACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGT 

TAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 

TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCC 

TGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTG 

>Sequence 1661 

AGGTACAGTTACAACTGACTTGCATAACACTAAAGAAAACATTGTAATTC 

CTACGCCAGTAGTGGGGGTAAACTGAGAACCAACCTAATTTTCACCACAG 

GGCCCTCTGGAAATAGAGGAACTAAAATGATGACTGTTTGAAAGTGAAGA 

GGCAGATTCCTAGAACATCACTCCTACTGCATTCCTTACCTCCACTCCAT 

ACCCTTTCCTTCTTCACTCAGGTAGGACTGTCTCTGGAATGCATGACAGC 

ATGCACAGTTCAGAGCTTGGATGTGATCCTGGAAATGGGCTTAGATGACC 

TTATGAACACTGAATGCTGATTGCAGACACTCTCAACCTTCTTCCTCTAG 

CTGACTTCTTG 

>Sequence 1662 

CAGGGTCAGGTCCGTCATCGCCACCCCAAGCCCGCGGGCGGCGGCATCCA 
GTGCCAGTTCGTCGAGGTTGAACGGGATATGCCGGTAGTCGTCCAGCGAC 
CGCGCACCATTGGCCGCCAGCCAGGTCATCCAGTCTTGCTTGT 
>Sequence 1663 

CCGGGCAGGTACCTGGAAAGATGAACAGGATTGCAGCAGATAGAGACAGG 
TAGAAGGAGAGAGATTCCAAGTGGAAGGATAAAGGAGAGGGAAGAGAAGC 
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AAAGAGTGCAACTTCCAAGAAGATTTTCTGGTTTCTGGCACTGGTCATAG 

ATAGCTTGGGAGGAAACAGGCAGAGAGGGTTTTGGAGAAACAGAGCTGCA 

AAGCCAAGTTAGATGTTAGGTGAGTTGAAAAAATAACTTAGGGCAAAAGC 

AGAGG GAGGG AGGTATTTACTCTGAACAGAGATGACAGGGTGGGGAGGAC 

AGATTGTTTTGAGTAGGCAAAGGCCATGAGCATGAAGCAAGCTAGGAATT 

GGGAGGCTGGCCTATAAGCATGGGCCACCTGGG 

>Sequence 1664 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGATGCTGTCCTAAATCCTTCCTC 

CCGCGTACCT 

>Sequence 1665 

GTTGTTTAGCCCGTATCACTACTATAGGGCAATTGAGCTCCACCCGGTGG 

CGGCCGCCCGGGCAGGTACACCAGAACTTAAAGTATAATAATAAAAAATA 

AAGTATTACAGAACATGGTCAATTATATTAAAAAGTAGATTAATTAATGT 

CCATATATACATTTTTTGGTGGAAATCAAACATAATGAAAACTATTTCAC 

ATAATTAATATTTTGTTTATTTTTTACTTATTAATTTATTGCAGAGATGG 

GAGTCTTGCTAGGTTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAA 

TCCTCCCACCTCAATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACT 

GCACTTTATTAGTGTTACCTGTCATAAAGTTAATTACTCATAATTTTATT 

TCAGTATATATATATACACACACACAC 

>Sequence 1666 

GCTTCCCTTCGTGGCGACTTCTCCTTGTTTTCCGACCCCTGGCCCGTTTT 

AACCGGGATACCCTGGTCCCGCCCTTTTTTTCCCTTTTCGGGAAAGCCGT 

TGGG CGCCTTTTTITCATTAGCCTTAACGGCTTC 

TTTTCGGGTGGTAGG 

>Sequence 1667 

AGGTACTCTTGTTTAACCATCAGAGGTGATCCCATCACCTTCACAGCCCC 

AGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGCCATCCT 

GCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCATTATTT 

TATTAACCGTGTGGTAGATTTTTAACTCAGTTATCCTGGATATCCAAAGG 

TTTGTGGTCCATCTTTAGGCTTCCGTTTGTTCTTTGGTACCTGCCCGGGC 

G 

>Sequence 1668 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATG 

TGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAA 

GAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAA 

GAAGCCGGCTGTCTGCA 

>Sequence 1669 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCCCGCGTACCT 

>Sequence 1670 

AGGTACACACTAGTTTTGTCATACGTGAGGCAGTGTATTAAAGAGGAAAT 

GTTCTGTCTTTGGGACCAGACAGACTTGTTTCCATAACCCTGATTGTCTA 

GCACTTTATAGCTCTGAGTCCATGGACCACCACTTAGCCATCCCTACCAT 

CAGTTTTTTGTAAAGAGCTATGTCAGGAATGTGGAAGGATTCAAGAGAGG 

GCTTTTAAAGTGTCCATCACGACCTTTAACCCAAGGGAATTAATGCAGGA 

ACAGAAAACCAAATACCACATGTTCTCACTTATCTGTAGGAGCTAAACAT 

TGAGCACACATGGACACGAAGGGAGCAATAGACCTACTATTGTAGGGGCC 
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TACTTGAGGATGGAGAGTG 
>Sequence 1671 

TTTTGTTGACCCGTATCACT 
>Sequence 1672 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GC ATGTTATAGTGGGATGCAGCTGATGCCCTGTCC AG ATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTTCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGAT 

>Sequence 1673 

AGGTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTAT 

ATGTCAGAATACACATTTCCCACCTTGCCCAACAGTNAAAAAACCTTAGA 

AGAGAAAAACCTTTAAAAATGACAAGGGAGTTTAAGGGAAGTCCACCATT 

TTATTGGTTTTTGGAGGGGGGCCCCCCTTAAAAGGGGAAAAAAGGCCCCT 

TTTAAAAAAAAGGCCCAAAAAATTTTGGCCCCCCTTTTTTTTCCCCCCTG 

GGGGGGGAACCAAAAAAACCGGGTGTTTTTTCACCCCCGCGAAAGGGGAC 

CCCCCCTCAAAAAAAAGAGCCCCCTCTGGGGGGGCTCTTTTTTTGGGGGT 

GTTAAAAAAAAAG 

>Sequence 1674 

AGGTACAAAATATTTATAGATATGAGGCTTCACTTTGTTGAATTCATCAT 

ACACACACACTTCTTTTTAGCAGAAATTAATAGAAAGCCAATTCTAAATT 

AATGTAGGTAATACATAATCTACTCAACTGGATGAATACCTTGGTTGCAA 

GTCTTGTCCTGAGCGAGCTAAGTGACAACACTCTCAATCTACTGAGCTTC 

CAGCATCTAGGCAGAGCTCCCAGGACAAGCAGAAGTCACAGGGAACAGGA 

AGCAGGAAAGAGCAGGAAAAGATCCTTTAGTTCCCATGTGTAGAAACAAA 

TGCTCAACTGCCTCTGTATTGGACCATACTGGAGGCCTGCCACTATATTG 

GCAATTGGGAAATGAAATTCTTTTTAGGTGGGCAGTCGATTAAAAAATTG 

GAACCCCC I TT1 1 ITAAAAAAG 

>Sequence 1675 

AGCCGCTCACTACATAGGGCAATGTGAGCTCCCCGCGGTGGCGGCCGCCC 

GGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATA 

AGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACACA 

CTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGCTAGGCCT 

GATGGATGATCTGATAGAAAACTGGCTTCAGCAAGGAGCTTCCACAGGTA 

ACCTTGGTTCTGCAGTGATAACAGCTCCTATGAAGGAGACCCCATCAGAC 

TAACAGGGGGATTTCTCAACCAAAATTCATAAAAGGCCCAAAAAACAGTG 

GAAAGGGCCTTTTTCAAAAAGGCCTTTTTCCATTGGTTTTCCCAAAACCA 

ATGTTTTTTTCCAAAAAGGGGAAAAACTTGTTTAACCATTTTTTGCCCCC 

TCCCCAC A A AGTT TTTTTTTl GG A A AGGGGCGGGCCCC 

>Sequence 1676 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTGAGTAATCCTGGTCACTTCATCAATTGAGAGAGTTTAAGTC 

AGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTGC 

AGTTCTAAGTATTATTTGCAAATTAAATAGCCATATATCTCTAAAGCTTC 

CTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1677 

AGGTACGCGGGACATTGATGGGAGAGATGTGGAGGAAGAGGGAAGAGGTC 

ATTTTCCGTGAATACAGCTTTTCTTTTTACCCTTTAAACATTTTTGCTCC 

CTTTGTTCTTTTCCCAGATTACTTCTGTTTGCTTGGGTTCATCTGGCTCT 



Page 96 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



CCATGAATGTCCTGCrTTTCTGGAAAACCTTCTTGCTGTATAACCAAGGG 

CCAGAGTATCACTACCTCCACCAGATGTTGGGGCTAGGATTGTGTCTAAG 

CAGAGCCTGAGCATCTGTTCTTAACCTCAACTGCAGCCTTATCCTTTTAC 

CCATGTGCCGAACACTCTTGGCTTACCTCCGAGGATCACAGAAGGTTCCA 

AGCAGGAGAACCAGGAGATTGTTGGATAAAAGCAGAACATTCCAT 

>Sequence 1678 

CCGGGCAGGTACGTAGGGGCCCTTTGCTGCAAGCTTAGGCCAGTGTCAGC 

TCCTGAGCCACTCCTGACTCAGTTGGAGGAGACTCAGTGTCCTCTGCCCC 

CTGCCTGGTGGAGCTTGGCAGCAAGTCCCAAGTTTTACAGTGTTGAGACC 

AAGTGGGCAGCCATCACCATTGAGGGGTGCCCTTTTGCTCCCCCTCGAGT 

CCAAGTTATAGTATTGCTTACTTCCTACCTGAAATAGTTTATGGGTCATG 

GGTCTGGCTTACATCAAGCCCCATAGCCAGTCTGGTTGCCCCACCTAAGG 

TCTTGGTGCTCTTTGATAATAGCCACAGCTAAATGTATTAGTCCTGTCCT 

AGGAAATGCATGATCTTCTCCCCAAAAATATATAC 

>Sequence 1679 

TTCTCTTACTGATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATATTTTCAATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTTCTTTGAAGGTCTCTCTGCATGTGAGATTCTATTTT 

AACTCAAGCCTTATAATTGAT 

>Sequence 1680 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1681 

AGGTACAGCAATGGCACACTCTATCCTAATAATGACATCCTGTATAATTT 

AGTATGCTCTGTATCTCACTTTAAATGTAGCATTAAGGATGAAGCAGTAG 

AAAATGAACGCCGGGCCTTTTAATAATGAGGCTCAGGTTTGCTATCTTAA 

TTTCAGGAATTAGGAATGGGAGGGATGCTAAGGAGACTGTTTAAATTTTT 

AAAAAGTTCTCTCTATGCCTGATACAGATGCAAATTGCTTGCTCATTACA 

TTCTTTCAGCCTTTTTAAACAAGTTTGCTAAAACAATCATTCTCTGGCAT 

TAAGACAGCTTACCTGCCAAGCTTGACATTTCTATAACCAAATCAATATT 

TCAATAGTCTCCAACTTTAAA 

>Sequence 1682 

AGGTACAGTGATTTTAAGAGAATAAATGTCCAGATTCCCAACTCCTATAT 

GCACTTTTTACTAAAATGATTCTGCTTGAGAATGTGCCTGCAGTGTGAGG 

GAATGCCGTCTCTTTTCTCTTTTCCCATTTTCCATTCACCCTTTAAAAAG 

GCAAAGCACACCTCTTCCTCATCCTGAGTCTATTCTGGCATATCACCTTG 

TGGTGTAAAAACCTCCAGGCACCAAACAAAGGGACACTTTGAAAATATTA 

GTGTCATAAACTTGTGATAGGGCTCCAAATCTTTCCTTGCTGTTATATAT 

GTATTTCTGTTAAGGAAGAAGTGGGATAGAAATACAAAGTTGAGGAGAAA 

AAGGAAGGATGTAAGCTTTCTGATTGTCTT 

>Sequence 1683 

AGGTACAGGGCTCTTGATATATCCTGGCCTTAAGTCTCAGGTTCTCCAAC 

AAAGCTGGCAGCCTGTGGTATGCCTTCTGGGGCCAGAGAGTGTGGCATGA 

TCCGAGGTCCTGAGTCTCTCTCTCAATGAGCCCATCATATTGGCTTAACC 

AAAGCCAGTGGTCTTCAGGA 

>Sequence 1684 

AGGTACACAGATGAAGAGGCAAGAAAATTATGCCAAATTACCCTGTTTCC 
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CTTTGTCACACTGCCTCCTCGCTGACACCTTCATTCTCCTGCAACCTTAC 

ACTITGATGATGACTTGCTCTGCTTCCATGGAACTACTTCACTTGGCCTA 

TGGCACAAGGCACTTCCTTCCGGCAACATTCGCACCTTGGGAGGGGGCTA 

TTTTTGCATGCACCTAGTCCATTGCAATCCATTTGTTCTTGAAGGGCAAG 

ATAGAAACTTTGTTTTATTATCTACACTCACGAAAAACAAATTTTGTGCA 

CCATTCCCAACACTATTCTTTTTTCTTTTTTTATTTTAGTAAAGGTGGAG 

AAAGCTTTTAGTGAAAGTCATCCT 

>Sequence 1685 

AGGTACGCCGGGAGCTCCGGCATTCCTGACTTTCCTGAAAATGTCCTTGA 

TGTGCAGCTGGCATTCCTTCGACTTCTTTCCACCCAGCCTTCCAAAACAT 

CACATATCACCTGCAAAAATAGCATGGCTTACATGGATCAGGGCCGTGGG 

AAAGGTAAAGAATGGCCCTGAAGCTGAGGGGGTCAAATGAAGGGTGAATT 

TCAACGCTTGGAGGAAAATTGCAAAATTTCACCTACACAAGTTCTGGGAA 

GGATGGGTTGCAACGAAAACACACCTGGGGGAATGGAAGCAAAAACAGTT 

CTTTTGAATAATCGAAACACCGCAAGGGCTGTGAAGAACTACCTTATTGG 

TAGGATTATTGCCACCCCCTATTGACATTTGGGTGGTTCCTTGAATCAAA 

GAATTTTTGGGTGTTGGAACGTTTGGGCCCCCTGTTTTGCCTTTTTTAAT 

TAAACCAAAACCG 

>Sequence 1686 

CCGGTTCAAGCCCGAACCGGCTGGCGCCCTTAATCCGGGTAACTTATTCC 

GTCCTTGAAGTTCCAAACCCCGGTTAAGGACAACGGACGTTAATTTCGCC 

CACCTGGGCAAGCAAGCCCAACTTGGGTAAAACAGGGTATTTAGCCAGGA 

GGCGAAGGGTTATGGTTAGGGCGGGTGGCTTACAAGAAGGTTTCTTTGGA 

G 

>Sequence 1687 

AAAGCAGACTTTTTATTTTAACAAGAAAGTCATAAAGTGAATTTTTTCAT 

GAAAGAAATAGTCTTCATTTAAGAAAGTGTTGCCGTTAAAGGGTTATCTT 

GGCACTAATGATTGGCTTTGGGTGATTTTAATTCTGAGATGTCTGTCATA 

AAGGAAATTATGAGACCATAAAATTGAGCTTCTAATTTTCTGTAAGAATA 

CAGAGGAGAAGGAAGGTAAAACTGTTAAGGGTGAGCTTAAGTAATACACA 

GATCCTAGATAATCAGTTGCATTTTGTGCTAATGTAGATCACAATGCTTG 

TGTTTGAATTAATGTTTTTTTACTGATAAGAAAGATTTGAAATGGACAGT 

GGAATCAATCAACAATATTTCTTGGGGGTGCATTTCCACTGATGCCAGCC 

ACAAGGACAAATCTTAAAC 

>Sequence 1688 

TGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTTCTCAAT 

ATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTATC 

TCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAATG 

GTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAAAAAATT 

ACCATAGACCATTGACTAAACCACAAACATATACTTCTGACAGTTCTGGA 

AGTTGGAAAGCCAAGATGAGGATGCCAGTTTGGCTAGCTTCTAGTGAGGG 

TCCTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAGG 

AAGAAGGTGCGCAAGCTCTCTGGCCTCTTCTTAACAGGGCATTAATTACC 

TTCT 

>Sequence 1689 * 

AGGTACAGCATGGATAATTTAGATGTGACTCTGGACAGAGGGATGGATCA 

GATGACTTCTTAAGTTATCTTCCAGTTTAGGAGTTCGTAAACTATACTTT 

CTCCTTTCCAGACTATCCTAGTAAGAAAATTCTCTTTTAAGACAGAGTAG 

AACTCTGGAATTCATCAGTTTTGATGTTTCTTAAAGTGTAATCTAAGATA 

GTGCTCCTGTATTAAGTTCTGATGTCTGACCATTGTTCAAATAAAGAGTA 

AAATGCAAATGACAGGAAATTGGCTGTGTTCTGAATCCTATTTTTATTTG 

GGATAACAATAAGCCTGTATGGTCACTGTGACCTTTGATTTGCTGTTTCT 

GCAACCTCACACTTGCCTCAAGATTCTTCTTCCACTTCTGCACTTTATAT 

TGG 

>Sequence 1690 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
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TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 

GTTTATAAA 

>Sequence 169 1 

CGCATCTTTCCGCTTTCCTTCGCTTCAACTGACTTCGCATCGCGCTCCGA 

GTCAGTTCCGGGCTGACGGCAGAGTCGTGTATTCAGACTCACCTTCCAAA 

GGGGCGTGTAATTACCGGTTTAATTCCCACAAGGAAACCAAGGGGGGATT 

AAACCGCCAGGGGAAATAGTAAACAATGGTGGAGTCCAAAAAAGGTCCAC 

GCCAAAATAGGGCTCATGGTAAACCCGGGAAAAAAAAGGGCCCGCCGTTA 

TGGCTTGGGCGTTTTTTTTTCCCATTATTGGCTTCGCCGGCCCCCACCCT 

TGGACTGAGGCATTTCAACAAAAAAAATTCGGAACGGCTTTAAAAG 

>Sequence 1692 

CCGGGCAGGTACACAGATGAAGAGGCAAGAAAATTATGCCAAATTACCCT 

GTTTCCCTTTGTCACACTGCCTCCTCGCTGACACCTTCATTCTCCTGCAA 

CCTTACACTTTGATGATGACTTGCTCTGCTTCCATGGAACTACTTCACTT 

GGCCTATGGCACAAGGCACTTCCTTCCGGCAACATTCGCACCTTGGGAGG 

GGGCTATTTTTGCATGCACCTAGTCCATTGCAATCCATTTGTTCTTGAAG 

GGCAAGATAGAAACTTTGTTTTATTATCTACACTCACGAAAAACAAATTT 

TGTGCACC ATT CCC AA CACTATTC T ITT 1 TCTTTT TTTATTTTAGTAA AG 

GTGGAGAAAGCTTTTAGTGAAAGTCATCCACATCTCAACTCTCGTAACT 

>Sequence 1693 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGN 

>Sequence 1694 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATA 

>Sequence 1695 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTCCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AG 

>Sequence 1696 

CCGGGCAGGTACGCGGGACAGTTCTCTTTCCTCCACTAGACTGAGCTCTT 

CAGAGGAAGACTCACTTGGCTGAAACCATGATTTTACTTTAAACACATTG 

AAAACCTCTACTGGAGTGCATTGTGTCTGGTGGGCTTCAACCTTAATTCT 

TAAGTATGTGAAAACACATCACCTATCTGGAGGTTTACACTTTCTGCTAA 

TGACTTTATTTTTAAGCCCACCACCCTAACACAACAAATACTTAAAACTT 

GTCTTCA TTTCC TTTAGGTCTGGCCCTCATGCATGCATATAATTTATAGA 

GTCACTGTTTTGCTCGGTTGTCCTCATGCCTCTATATTATTTGGAGGTTT 

N 

>Sequence 1697 

CCGGGCAGGTAC 1 11 1 II 1 rTTTTTTTTTTTTTTTTGAGATGGAGTCCCA 
TTCCGTCACCCAGGCTGGAGTGCAGTGGTGTGATTTTGGCCTACTGCAAC 
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CTCCGTCTCCTGAGTTCAAGCAATTCTCCTGCCTCAGGCTCCCAAATAGC 

TGGGATTACAGGTGGGCACAACTACACCCAGCTAATTTTTGTATCCTTAG 

TAGAGACGAGGTTATACCATGTTGGTCAGGCTGGTCTCAAACTCCTGATC 

TCAGGTGATCCACCCGCCTCGGCCTCCCAAAATGCTGGGATTAGAGGTGT 

GAGCCACCATGGCCAGCCGGTTGTTTACTTTTGATAAAGGATAGCCAATG 

TAGGATTAAAGAGGATTCCAATCGCAGTCCCCAGGTTGGGAGTTTATCCA 

TCAATAAAGCAAATTACGATAACTCATAGTGATAAATATTAAACCCAAGC 

AACAGGAAAATATTTTATTTTCCAGTGTTTCATTGGGCTTCTGAATCATT 

CTGGACACATGTATATTTCCCTGTCTATATTAAGAGTATGTTATTTTCTC 

ACT1TAAAATTATCCCGTTAATTTTTGGATTTATTTGGTATTTTGGAATA 

TTTCTAAAAATTATACTGCAACATTTGTTTTTAAAATAAATAAAGACTAG 

TTGACAATTACTACTTTATCTCAAATTTCTTTTAATGTGTATAAGGAAAC 

ATAACCAGAATAGTCAGTCCAAGAGTCCTGCACATCAAATGATTTCTTGT 

GCCAATTTCTCACTGCACAATGAAACCCTGCCTTAAACACCCCTTGAATC 

TTGGTAGAAAAAACC 

>Sequence 1698 

TAGCTT GCAG GGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTTATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAG 

TCTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTCATGCCCAT 

TCTGCCTTCCCTTGCTGTGTGCCCCTGACACAAGCATGGAAACATGTATT 

CACTTACCTTTGCCCTTGGGAACACTTTGGTGGGGAAAAATGTTGATATA 

GGTTAGCATTTTTATAAACTGTCAAGTTGTACCT 

>Sequence 1699 

CCGGGCAGGTACTOTN 1 11 T II T H CTTTTTTTGTTCCTTTGTTG ACTA A 

GATCTCAAAAGTATCTGAGAACTTGGGCTGCGCAGGGAATGCTGGTGTGG 

GAGAAGCAAGCCAACTGAGCTGAGCTGCGGCCCTGTTTGTCCTTAGCTCT 

CCAAAACTTGCTGTCTATGTCACTTGGAAGGAATCTGATTCTTTTCTGCA 

AGGCACTGACAATACCTTACAACAGAGCTGGGAGATAAAATGCAGAGCTT 

GTGAAAGTCATCAGAAAGTTGAACACAGATGGTCCCCGGCTTCCCGCGTA 

CCT 

>Sequence 1700 

AGCGGCCGCCCGGGCAGGTACTGCACTGTGGTTTTGATTTTCCCTGGTCA 

TT AGTG ATGTCGAGCATTTTTTCATATGTTTGTTGGCCATTTGTGTATCT 

TCTTTTGAGAATTGTCTATTCATATCCTTAGCTCACTTTTGATGAAATTG 

TTTTTTTCTTTCTAGTTTGTTTGAGTTCATTGTAGATTTTGGATAT^ 

CCTGTCAGATGCATAGGTTGTGAAGATTTATATCAAAAGTGTAGAGCCTG 

AGTTTGGTCATGAGGAAATATTAGAGAGACCCTGGTTAGTGTTAGCCTAA 

AAAGTGAAATGCCTAAATACTTAGGATTGTTAAGGAAATAATAAACCAAA 

AAACATTGAAAAACAGAGAGCAGCTGCACTAGTGCTGAGAATTGAATGAA 

TATATCAGAGTTCTTTTAGTGCCGTGAGATGCTAACCTTTTGACCTAGGC 

AGAGTAGAGATATTCCACAGAGCTCATTGGACATTCAGTTTAGACCTCAG 

A AAGG GCATACTGTAGGAGTAAGGACCACATTCTAATGTAAGAACTTACC 

CTTTTGACAGTGGACCAAAATGAAACAGACCTAATAGAGCAAATGATAAA 

ATCAACCGGGTGAAAGAAAATTCAATACCTT 

>Sequence 1701 

CCGGGCAGGTACCTCTGGTTGTTGCTCAGGAAGCTTTAGAGATATATGGC 

TATTTAATTTGCAAATAATACTTACAACTGCAAAAACACGTTCACCTGGG 

CTTGTTGAGAAAGAAATCATAAGTGCCTGACTTAAACTCTCTCAATTGAT 

GAAGTGACCAGGATTACTCATAGTGCAGCTATTGGCACCGCCGAAGCACC 

AGAGTCCAGGAAAGATGCTTATGAATCTTTTGCCATCGGCTTCTACTTGC 

AGGTGCCTTCTCTACTATTCAATCATATACGATCATTGGAAAGACATATG 
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AACTCAAGAAAAGCAGCGAACAGTACCTT 
>Sequence 1702 

CTCACATGGTTTATTATTAATATATAATATAACTTATAATTTAAAAAATC 
TATAATTATATATATTTATATTATTAATATACATATATTCATAATATATT 
ATTATATTTAAAAGTATAACTAAC 
>Sequence J 703 

AGGTACTCACTGCGTATTTAGAAGTTCTTGGGGCACTGTGTAAGTGTAGG 

AGAAGATAGATGGAGTATCTAATTAATCTAAAGATAAAAATGAATGAGGT 

AGAATCCATTCAGTAGACTAATAAATAGTTCTTAAGATCTAGTAGGATTT 

CTCTTTTGGAGTGTGGAGACATAGTGTGGAGACATTTGCTAATGTAGCCA 

TAAAGATAGACCTATTGTCCATTGCAATGAAAGCAACAAATACTATAACA 

TAAAATATTTCCAAATTGGTTTGGGTGAAAATAAGCTTGTTTCCCAATAA 

ATGTCAGATGGCACTTGTTGTAAGAGGTAACTTTGAAGAAATTTAAATTA 

ATATATTATTTCCAGCCAAAAACGTCATGCATTTTTAGAAGTTCACAAAA 

GTCTGTAAAATATGCACACAAATGTCCATCAATTGTAATTTATTTCAATA 

AAGAAAGGTAGCTTATACCACTTGTGGCCATCAGATTTCCTATAGACTAT 

GCCTCAAGAAATTATCTAAATCTAAGGTGTTAGCAAAATAGTGCTTACAT 

GTATTTTATAGTATGAAATTCACCTTCAATATACATATTCATATAAGTTG 

TTTAACTGGGGCACTGCTTTACTGAAAAAAAAAATCTTTCACATTCTCTA 

TTTAAAAAAAGGTAATATCTAAAGGGAATGTCTCAGCTTGTAAATTTCTA 

CAGAGGGTTAAAAGAAGGAAGAAAAAAAAAGCAAGCTGTGATCACCTGCC 

AAGAACTGGATGGAAAACTACTTTGATGAAGGTAATGAACCGAAAGCTGC 

CTTTCTTGCCGTTTTTCTTAACACATTN 

>Sequence 1704 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAAGAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCTT 

>Sequence 1705 

CCGGGCAGGTACAGCTATCAAAGGCGGCAATTTTCTCCTGCAAGACTACG 

ACAAGGATCCGTTTATTGCAATGGAGATCATAAATAGGTGTCTTAAATTG 

AATGGACTTGACCATCTCCCCAGTACTCTGCGTTGTACCACTGCTTCCCG 

CGAACTCTGCGTTGTTACCACTGCTTCCCGCGAACTCTGCGTTGTTACCA 

CTGCTTCCCGCGAACTCTGCGTTGTTACCACT 

>Sequence 1706 

CCGGGCAGGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGAA 

TGTCTGGAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCAGTCACCC 

GAGACTGCCCAAGCCCAGATTTCTTCCTTCTATAAGAATATTGATTCTTG 

CAAATAAGATGAACCTAAATGTGGTCCAGGAGTCAGCATCTTCTACATGG 

TACCT 

>Sequence 1707 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTGAGTAATCCTGGTCACTTCATCAATTGAGAGAGTTTAAGTC 

AGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTGC 

AGTTCTAAGTATTATTTGGAAATTAAATAGCCATATATCTCTAAAGCTTC 

CTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1708 

CCGGGCAGGTACGCGGGAGGCATGAGCCACTGTGCTCGGCCAAGATTCTC 
TTA A ATTC ATCTTTTGC T Tl ' IT ATTTCCGCTTACCCTGCTTC AG ACTAAC 
TTCTCACCGTCAATCACAGAATTGGTTGGATAGTTTGCTTTCTTGCTAAT 
TTTG CCTTCTTTC ACTTGTTCTCTATA A ATTG TCC AG ACTATC AG ATA AA 
ATCCAAATGTTTCATCCTTTGCAACTGCTCATATACTGTCTAACTTAGTG 
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AAACAAACTGCTTTCATTGTTATTTGTTCTTCAGAATACTACCTCCTAAG 

TAAATGGTACCT 

>Sequence 1709 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGCCACAGA 

TGTGGAGGAGGCAGATGGCCTGTGAAAACTGAAGGCAATTTGGAAGGCAT 

TTTTAAATTCCGTGGAGCCACTGGAGAAATGTTTACAGGAATGATGCCTT 

AAAATTCCTCAGTGGTAAGATCTGAGTACCTGCCCG 

>Sequence 1710 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGGTGGAAATCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTATTTTTTACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCATACACACCATAGTAGAATAAATTAATTATATTTT 

CTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATC 

>Sequence 1711 

TGCTGGCGGTCATTCTCGGCTCATTGCTGCAGGTGCTGATCCCCCGAGAC 

TGGCTGTTGCGCCTGTTTGGTCGCGCCGGCCTGGGTTCCACCCTGCGTGG 

CGGGCTATTCGCCTTGCCGGGGATGATGTGCAGTTGCTGCGCCGCTCCGG 

TGGCGGCCGGTATGCGTCGGCAGAAGGTCTCGGTGGGCGCGGCGTTGGCG 

TTCTGGATTGCCAACCCGGTACTGAACCCGGCGACACTGGTGTTCATGGG 

CTTTGTGCTGGGCTGGGGCTTTACCGCGCTGCGGTTGGTGGCCGGGATCG 

TGCTGGTAGTGGGTGTTTCGCTAGTGGCGCAACGCATCGC 

>Sequence 1712 

CCGGGCCGGTACGCGGGAGATATTTGCTGAACTCATAAGTTTATTTGGGT 

AACAAGAGTCAAAATGATATTGGTTAGCAAATAAAAATTCAGGATACATA 

TTCCAAAAATGCTGTTTATGTAATTAATTTGGTGAAGTCTGTCAAAAAAA 

CCAGCTAATTGCTGGGGCCGCGTTGACTGCTGTGGTAAATTAAGTGATGC 

CCTAGCAAACTAAAGACAGTGTCATGCCTTCCAAAAGGCCCAGAGAGAGC 

TTCAGGAGAGAATAGGTCCATCCTCATGTAGCCGGGAGAATTGCAGAATG 

AAATTGCTCCCAGTATTACTAGTAAACCTTCAAATTTCATTTACTGGGGC 

AGAGATAGTTCCGGTTTTAAGGAAATAATAGAAAATCATGGTCTGAAAAT 

TCTCAAACCTGAAAGG 

>Sequence 1713 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTACATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGT 

>Sequence 1714 

GCGTCACGCCACCCGAGCCGGACTGGCTGCTGATGGATTATGCCGACCTG 

GTCAGTTCGGAAGCCTTCCGCGGCACCGCCTTTGCCGCCGCCGTGCGCCA 

GCAGCTCGACACGCTCGAGCGCGAGCACCCGGGGCGCGGCGTGGAGCAAG 

CGATCGACATGCTGCTGCCCGTGTTTGGCGCGGCGCTGCAAAACCAGGGC 

GGCACGGCCCTGTTCCTCGATGGACGCCTGCTGACGGAATTCCTGGAAAC 

ACCGACCACCA 

>Sequence 1715 

CCGGGCAGGTACACCCTAGCTCCAGCTTCCCCTGGGAGACTGTGCATCTC 
CTGGCTCCACTAACACCACCTTCTTCTGACCTTCCAGCCTAGAGATGATG 
ACTCTGCCAGCCTAGATGGGCTCTGGGTTGTCTCCCTATTCCTGTTTGCT 
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TTGGAGATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCTC 

TATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGATA 

TACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCAG 

TCGAAAAAAAAAATGAGGGAAAAGTGCCTT 

>Sequence 1716 

CGAGCGGCCGCCCGGGCAGGTACCTCTCCCCTGACCTCCTTTGGCTAAAG 

TGCCTTTCAGATTTTATTACTATTGTTAACATTTCCAACAGCCATTTTAA 

CATTATTTTTACAAATTTGATGTGAATATTCCATATTAGAAATATGATTT 

CAGAAGACAAGAATTTGTTGTGAAAATGCTAAGACTGAAGCTGACAGAAT 

AACATTCCTGCTTACAATGAACTTTTGCACGTATAGTAGAAAACCAGGAG 

CGTCCTCAATGTGCTCCTTCACCCTATTGGCTGCATCTCCATGAGCCCCT 

GAGAAGGGAAATTAACACTACCTGCAGAGGAGACAAGAGGCACTGAGGAC 

CCAGGAGGACCCACAATAAGTTGCTAAAATGAAACATCTGTTACATTTGT 

GTTTAATTAGTAATATGTCTTTN 

>Sequence 1717 

GGGAACTGGACACTACTTCAGCGTCATGGAGCTGCACCTGGCCGCGGTCG 

CCCGCGCACGCGGGCAGGTACCGTGCCTCCAGTGCCCACAGATGCTCTCC 

GCACCAAGCCACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTG 

GTATCGGTTATTCAGG ACTTTTTTT Fl Tl TTTCTTAAATATCCTGTGCTT 

CTTTCAATCATTTGAAGGTAAAACCAGGTCCTGTGAGTGGTAAACTGATT 

TTTGGTTCTTATGAGGGTATTATTTTCTGTGTAGATATTTGTTAACTTGG 

TGTCCTTGCAGGGTAGACGATCAGCGAAACTTTCTGTTCCACCATCTTGC 

TCCTCTCATTTTAGACCTAATATATTGACTATTAGCGTTTCCCTCTGGAA 

GTATTGACTATATCTGCATCAATACTAAGAAAATAAAATATAATCATAGA 

GACTGAAACATATTAATATATATATAATGGGTGGTAAACTAATGGCAATT 

GAAA 

>Sequence 1718 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCCTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1719 

CCGGGCAGGTACACACTCTGGATAATTAACGGCAGAAAGATAAACTGTAT 

TTCTGCACATCTTCACTGCACTGCGAGCCCCAACCACAGCACACACCTGC 

ACCCTCCCTGCCTTCTCACATAAAGCCCAGAGGGAACACCGGGCACCTTG 

G TGTC TTCTCAGATGCCCCTGGAGCGTTTCACACCAATGCAATAACAGAA 

GTTTTGATTTTCCAGATAAACAAATGGATTGTTTACAGCTACAGAAGCCC 

CCTTCAGAGACTGCCAAATTTCTGTCCTCATCCACCAACCTGCCTAGAAG 

AGAGAAGCTAGTGCCCTCTGCAAAACCTCCCACACTAGGGGGCTGGTATA 

AGGGATGAAAACTAGGGGGAGTCTCTTTAAGGTGATCTTTCTGCCAAAAT 

GACTTTACTTTTCCCTGAACCATAATCTACTCTAGAAAAGGGG 

>Sequence 1720 

AGGTACACTTTCAAGACCAAAATGTAAATTTACAAATGTGTCTCAGTAAG 

AAAAGTTACAGAAGCTGGGCCGGGCGCAGTGGCTCATGCCTGTAATCCCA 

GCACTTTGGGAGGCTGAGGTGGGTGGATCACTTGAGGTCAGGAGTTCGAA 

ACCAGCCTGGCCAACGTGGGGAAAACCCTGTCTCTACTAAAAATACAAAA 

ACTAGCCGGGAGTGGTGGCGCACACCTCTAATCCCAGCTACTCAAGAGGC 

TGAGGTAGGAGAATCGCTGGAACCCGGGAGGCGGAGGCTGCAGTGAGCCA 

AGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGGTAA 

TACAGTCAAGCTGCTCCTGTCAGATGTATACTTCCTGAATGAGCACTATA 

ATGGATGCTGCTCAGGTTCATCTATTCAGTAAGTTGGAGCCTACTATATG 

CCAGGCACT 

>Sequence 1721 
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AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGG TGGAAA TCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTATTTTTTACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCATACACACCATAGTAGAATAAATTAATTATATTTT 

TTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATCA 

>Sequence 1722 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGGTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTTATTGCAAAATTGTGTAATTCCATCAGTGTTAGGA 

ACCCAGTTGAAGTCTACAAGACAGATGATAGTATCTTATACTAGGTTGGT 

ATTTGAATAGATATTGGTAATATCAGTAGAATTTAATGATACATTAAAAA 

GAAAGAAATCAGAGAAGATTCTTTTATTGTCACTTGATACTTGGGTTGTT 

ACTTTCAATGAGATAAGAAAGACTGGCAAAGGAGAACGTTCAAGGGCAGG 

GGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAGA 

TG 

>Sequence 1723 

TCAGCCATTCGGCGAACTGCGCTTCGGTCTCTTGCGAAATGGCATCGTAG 

CGCACGCACTGGAAATACGTGCCGTCGGCCGGCAGCAGGCTGAAGCGGCT 

GCCCGCCAGGCCGTCGCGGAACAGGTCGCGCTTGCGCTGGTAAAACGCGG 

GCCAAGTCCAGGTAGGGCTGCGGCTTGGCCATGTAGCCGGCAATGCCGTG 

CTGCATCGGCGTGTTGACGGTAAACACGTTGTACTGGTGCACCTTGCGAA 

ATTCCGCCGTCAGGGCTGCGGGCGCCGCTACATAGCCAACCTTCCAGCCC 

GTCTTTGCGCAATGGTGAGTAGTTGACCCATGGACGTATGCTAGAAGCCG 

CATGGATGCAGGCTTTCAGATGTTTGATCAATGTCCATGGAAAGTTCCCG 

ATTTGACGCTCTTG 

>Sequence 1724 

AGGTACCACATTTTCTTGATTCCTACAATCTATTCTTCCTACAACAGCAA 

CAGTAATTGTTTGAAATTATACATAAGACTTCATCACTATTTTGTTCAAA 

ATTCTTAGGATTCTTCCCAATACTTTTAGGATAGGGCTCAATTGCTTTAT 

CATTGACTGCAGGCCCTGTGTCCTCTGAACCTGCATACCTATCCAAGTTT 

ATCTCCAACACTATCCCACTGTATTACCCTACTCTGTCTACAAAGTCTTT 

TCTGTTCTTTGAACAAACAAAATTTATTCTTACCTGAGGGTCTTGCATCC 

ACACTCAGACCTTACTTGGTTTTAGTTTTCAGAAAGGCCACCAAGGACCA 

TCCTATTTAAAACAGTCCCCATGGTTAGATCCCACCTCCGTCACCTTTTC 

CTAGTGAGTTTTCACCAC 

>Sequence 1725 

GGGGAGTGGAAACTACTCNTGATATACGGCGAATTGGATCNCCACCGAGG 

TGCGAGCGGCCGCCCGGGCAGGTTCTGAGTCAAGGACTTCTTTAACGTCA 

TTGACGGCTCCTAGGACAGCCACAGAAAAAAATGGGGTAAAGGGGTAGGA 

AGAAAAAAGGAAGGGAAAGAGAGCCAGGGAATTGGGGAAGGAGAGGTAGG 

GGAAGGGGAAGGGGAAAGGGNNGCCTGGAGGTGCTTACACATGAAGTCAG 

AGGGTTGGAAGTTAGATTCACAGGATCCTCAATGACCAACTTTTCTTTCA 

AACCTTGTCCGGTGCCTGGGGCACGATCATTATACAAAAAGCTATGTTAG 

ACCTGAGTATGTATCAATATCAAACCAGATTGGCAATTTAAATCCGGATG 

AGGAATTGGAGACATTTGAAAGCACAGACTGGGGGGTCTTTAATGGCGGG 

GCTGGGGAAGATTAATATCTTATG 

>Sequence 1726 

CCGGGCAGGTACATGCCAGGCACAAGCTGGAGTCACAGATGCCACACTGA 
CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 
TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 
GAGACATTCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGGG 
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GATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATGG 

ATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAATC 

TCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGATA 

GATCCTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAGGGGGCAGGAG 

TCTATGGGAACTCTCT 

>Sequence 1727 

AGGTACGCGGGGGATTTTTAGTAAAGTTTTGCCATGTTGGCCAGGCTGAT 

CTTGAACTCCTGCCCTCAAGTGATCTGCCCACCTTGACCTCCCAAAGTGC 

TGGGATTACAGGTGTGAGCTACTGTGCTCAGCTCAGCCATGGAACAATCT 

TGATGTATAAATTATCTGCAGGTATCTCCATCTCTATTTGCCACTCTTAG 

TAAATGTTTTAGTTTGACAGTAAACGAGTTGAGACATTAATGATTGAGAG 

AGCACCTAAGCAGCTCGAAGTGCTGGGAGTCTCTCCTAAAGAATTAGATG 

CACACAGCATTTTTCCCTTACAGACACTTCACTGAGCAGTCATGTTGGAC 

TTGGGTGGCGTCTGCTATTAGACACACTATTCACCAATAAAACCCTGAAA 

ATTGCATTGCACAGG 

>Sequence 1728 

AGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGGAAGTTC 

AAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCTCTCACC 

TCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTATAAAGTG 

CTTCCGGCCCTTTGATAGGATGCTGTCCTAAATCCTTCCTAAAGAGAGGT 

TTTGGAGCCACCAACACTGCTTCACTGTGGAATAAACTTTCCTTATTAAG 

ATTCTTCATTCACTCATAATCATCTCCTTTTTCCTCACTGCTCATTCATT 

TATGGAGATAGCACCCATATCATAGCTACTTGGTCAAATCATGGTGATAC 

TCCCCACTTAGGAGAGGAAGATGACTAGGTTATAGCTCTTGCCTTTAGGA 

AATTAAAAACCCTGTGGTGG 

>Sequence 1729 

TGGATTCTTGACATTCATTAATATCTTGACAACTCAGCCCATCAGAGGTT 

CTTCGAAAGCCACTTCCACAACGGACCACACAGCGATAAGATCCAATCGT 

ATTGTCACAGTCCTGACCAGCGTGGCAGGTATGCCTACCCAAAGCACACT ' 

CATCAATATCTTGACAAGTTCTTTCCATCTGCAGCTATGGTGAGGCCTTT 

AGGGCAGGAGCAGTAGTAAGTCCCCATGGCATTGTGGCAGCTATGGGAGC 

AGGGATTCCCTGCTGCACATTCATCCTCATCAGCACAAAAAGGTCCAACT 

GAGTCTAAGGTAAACCCGGAGGGGCACTGATTACTGCGATCTCCTTTGGA 

TATTGAAGCATGAATTTTAAAACCCCAGGGCTCTTCTATCTGGTTATAGT 

CAAATTCCACAAAGGATGCTTGAAAG 

>Sequence 1730 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCACACTGG 

AAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGC 

ACAACANAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGC 

TCTCATCATGGGGGACCCAAATGCTTATGTGGACTAACCAGGTATCGAAT 

TAAACATAAATAGGAGGGTTTGTTGGGGATGGCAAAAACCTTTTTTAATC 

AAAATGAATTACATGAAAACTTTTAAAAATAATTTGGTAGAACTTTACAC 

CAAGCCAATGTCATGTTTGCGTACCTGCCCGGGCGGCCGTG 

>Sequence 1731 

CCGGGCAGGTACTGTTTCTTTAAAAAGATTTGTATCTTGCTAGGTAATTA 

AACAATGTTTACAATTAATATATTTATATTTAAATAGAGACAGGGTCTTG 

CTGTATAGCCCAGGCATTCTTGAACTCCTGGCCTCAAGCAATCTTCTTGC 

CTTGGCCTTCTCAAAGTGCCTAGATTACAGGTGTGAGCCAGTGTGCCCGG 

CCCAATTAATACCATCTAAGTCATTGTCTAAGGAACTTTTCGTTTCTGTT 

TGTTGTGGGGCCAGACTTTGGGAAGAAAGTATGTTTGATAAGAATTTATC 

AGATAACCCTTT 1 1 1 11 1 m GT A ATATCTCTTTGGG ATAGC ATTGTCTT 

CCTCTGCTTTGGGAAGTCTTTTGGTTACTCATTACTCAAAATTTGCCAAA 

TTTAGGGTGGTGGNTGATTTTGGCC 

>Sequence 1732 
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AGGTACGCGGGGGATTTTTAGTAAAGTTTTGCCATGTTGGCCAGGCTGAT 

CTTGAACTCCTGCCCTCAAGTGATCTGCCCACCTTGACCTCCCAAAGTGC 

TGGGATTACAGGTGTGAGCTACTGTGCTCAGCTCAGCCATGGAACAATCT 

TGATG TTTAA TTATCTGCAGGTATCTCCATCTCTATTTGCCACTCTTAGT 

AAATGTTTTAGTTTGACAGTAAACGAGTTGAGACATJAATGATTGAGAGA 

GCACCTAAGCAGCTCGAAGTGCTGGGAGTCTCTCCTAAAGAATTAGATGC 

ACACAGCATTTTTCCCTTACAGACACTTTACTGAGCAGTCATGTTGGACT 

TGGGTGGCGTCTGCTATTAGACACACTATTCACCAATAAAACCCTGAAAA 

TTGCATTGCACAAGACTGA 

>Sequence 1733 

CCGGGCAGGTACATGAAGGAGGGCACTATGGGGAGCTAAAAATTTGTGAG 

TTAGGTAGCCAAGATTGTTGAGGTTGGAAGAATGAGGAAAGAAAGGGGAT 

CTGTGGC AA AAA TATGCTATTGG A TCCACAGTTTCTTATATTAAG AG ACC 

ATGTTTTAATCTCTTTTTTCAAACTCCTCCAGTTAAATTTATCAATCGCC 

TCTGCTTGGTCCATAAATGGTAAAAGGGAAGGTTTGGTTTCAACCAATTA 

ATTAGGGGTAGTCCAGGGGGGCCTGTGGTGTTTTTAAAATTATTAAAACT 

TGAATACTGTGTTCCCCAGAAAAGGGAGCACTTTTTTAGAATTTTAAAGT 

TTTTTTTACGGGTATTCCGAAAGTGTCAAGAAAACAAAAAGTTTGTTCCC 

CTTTTACAAAACCCAAATTGGGTCTAAAAAATTGGTAATTGCCCCATTTG 

GTTAGGTTAGAAATTCACCATTTGGTTTTACGTTTTATTTCrn'riTTGG 

AATCAACTAATAAAAATCTATTTTTATTTATTATTAAATAGGTTTACTCT 

TTG 

>Sequence 1734 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 

GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 

TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 

AGGAAAAAGCAGGGTCAAAAT 

>Sequence 1735 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 

GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 

TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 

AGGGAAGAAGGCAAGGGTCAAAAT 

>Sequence 1736 

AGGACAGTTTTGAGCACCTGCCTTGTGCCTCAATGAATACTTGTTGGGTG 

ATGAATGATATAAAATTCATCTTGACATTCAGCTTAGGTTTGGAAGACAG 

TGTATGATTTCTTTACCATGGCCTTGACTCATCTTCTGAATGGTCAGGCT 

AAGTGCTGCCTCTTCTCTGTGTAGCCTATTCAGGCACCTGCTCACCTACC 

ACAACCTGCCAGGCCCCTCCAGCTCTGGAAGCATGCTATGTGAGAAATAA 

TCCTAATATCCAAGTCACAGACAGTGGGTGGGCTTGGAAGTGCAGGGCCT 

GTGATCCCTTTGTGGAGTAGCTGAATTTAGAAGTGACAGCAATTGTGTTC 

TATAATGAGAATGGTCCTGATCATCATGAGAATAATAGCTGCCTTTTATT 

GAGAAACTGTCAGGTACCTGCCCGGG 

>Sequence 1737 

AGGTACGCGGGATCAAACATCTTGTTATACTTTGTAAACATTTTCTTTTT 

TTAAACCCCAGTTCCAGCCGGACGCCCCCAGACCTCTGAGGTTCGAGGAG 

GTGGTGGTTTTCATTTGGGGCTTTGCATATTTGGTTGTTAGGTTTTGCGA 

GAACCTTTTTTATTTTGCCATACCGTCTTATGCCGGGGTGAAATTTCACT 

TCGGTCCTCCTCCCCTGAGTCTTTTGTGTGCCGCGGAATTTTCTTGGAGA 

ATCCGGTTTAACTTAGTGATTATAGATGGATTTATATAGTATATAATATC 

T1TCTTTTTAATTATAATGTGTTCCTTGTCTCCGGTGCGTGCCCTGCTCT 

TACATGCTCCGGCTl 1 1 1CCAGTTCTTTT 1 ATAACCCTTGTTCGTTGTCC 

CAGCCTTGTCATTTAATTTGATATTGTGTTTCAATCCTCCTCTGGCTTGT 

ATTAAGGGCCTAGTTTTTGTCTATAATTTTGGTTCTTGCTTCTTTTTCCC 

CTATTTACCCTTTCGGCCTTCTN 

>Sequence 1738 

AGGTACGCGGGATCAACATCTTGTTATACTTTGTAAACATTTTCTTTTTT 
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TAAACCCCAGTTCCAGCCGGACGCCCCCAGACCTCTGAGGTTCGAGGAGG 

TGGTGGTTTTCATTTGGGGCTTTGCATATTTGGTTGTTAGGTTTTGCGAG 

AGCCCTTCTTTAATTTGCCAGACTTCTCATGCGGGGTGAAGTCCACTCGG 

CCCCCTCCCCTGAGTCTTCGTGTGCGCGGAATTCGAGGAGATCCGGTTAC 

TAAGGATATAGAGGAAAAAAAAAATAATAATATTTAAAAATTAAAGGTAC 

CTGCCCGGGCGGC 

>Sequence 1739 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAAACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTTTAAAAAAAAA TAAAA AAAAAAAAAAAAGTCCTGCCCCGGGTTATTAT 

ATAAATC1 1 Tl I I ITTTTTATTAI I l l'i ri l"! ATTGTTTAATTTCATATG 

TTATGAAATTTATATTTGATGTTTATATAATTATGATTATGCTGCTATCA 

TTAATTACATTTTATTATAATTTGATGATTATTATCTTTATTGATGAAAA 

TAATTTTTTTG 

>Sequence 1740 

AGGTACCAACATACAGTTAAGCTACTTAAGTTGTAGTGACTTAGGACTTA 

ATTATCTTATAGGATAAAATAAAAACTTTAATCCTAAACATTAGCCATTG 

CATTAAATGCTTTAAAGGAACAACTGGCTTTGAGCTCTGTTCATCCATGC 

AAGGATTATACAATCTCAGTGCTCTAGCTAAATTGCTAATGTTTTATTAC 

TAATGCACTGGTAAGCCTCTCATAGAAGATGGGTCTCTTGGATTTACACT 

GAAATATAACTTTTCTCTTCCATATTATGGAAGACCTTATTCTTCAGGCA 

GGAGCTTAAAAAGTCTAAATTATGCACCAGAGCCTTAATTATCTGATGGC 

AAAAACCACGATACTCTGGTCACTACTACAATTGACAATAGAGGACCCCA 

ATTAAAACTCTAGAAATATGAGTCCTGAATACAGT 

>Sequence 1741 

CCGGGCAGGTACGAAAGATGATATACATGAAAATGACTTGAAAATTCGTT 

TCTCTACT 1 " n " n " I " I TA ATGTA AC AC A A AGT A A ATG AG A ATCTG AGT ATT 

TTATCAAGTTGTTTCAATGAAGACAGAGTTGATTCAGAAGGTAATTCCCA 

GATTGGATGGTATGAGTTTCCGGCAAGATTAGAGAAGAGTTTTTCTATGT 

AATAATGATATTTGTTCACATGCTTCCTCTTGATGGCTCATCAGGATTTT 

AGAGATAGAAAGGACATCTTATCCAACGCTTTCATTTTCTTAAAGAAATT 

GGGGACCGGGCGCAGTGACTCATGCCTGTATTTCCAGCACTTCGGGAGGC 

CGAGGCAGGTGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGTCAAGA 

TGATGAAACCCCGTCTCTACCAAAAAAAA 

>Sequence 1742 

TGAGAGTCGATCNATTTAGGGAGAACNGGAGCTCCATTGCGGTGGAGGCC 

GCCCGGGCAGGTACAGTTACAACTGACTTGCATAACACTAAAGAAAACAT 

TGTAATTCCTACGCCAGTAGTGGGGGTAAACTGAGAACCAACCTAATTTT 

CACCACAGGGCCCTCTGGAAATAGAGGAACTAAAAGTGACTGTTTGAAGT 

GAAAAGGAAATTCCTAAAACATCACTCCTACTGCATTCCTTACCTCCACT 

CCATACCCTTTCCTTCTTCACTCAGGTAGGACTGTCTCTGGAATGCATGA 

CAGCATGCACAGTTCAGAGCTTGGATGTGATCCTGGAAATGGGCTTAGAT 

GACCTTATGAACACTGAATGCTGATTGCAGACACTCTCAACCTTCTTCCT 

CTAGTTGACTTCTATGGCTGTGCCAGCCAGTCCTAGACCCTTCTAGAAGA 

ACACTAGATGATACATTTCT 

>Sequence 1743 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAACATATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTTCTGGGCTTC 

TAAATATCG CACCCG TCTGGGTGGGGACATTTTCACCCCAGTTGGTTCAT 

TTTATTTAAGTTTTTCTGGCCITrCGTTGGAAGAAATTATTCTGCCCT^ 

CTTCTGGAGGTATTTGACTTTCCAATTGGTGGCGGCATTGGTTGAAAAAA 
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ATATTCGCCCTGGTTTCTACCCCCCGCCGTACCCTTGCCCCCGGGGCGGG 

CT CGCT TCTTAGAAACCTAGGTGTGGATCCCCCCCCGGGGCTTGGCAAGG 

AATTTTCCGATATTCAAAGGCTTTATTCGATTACCCGGTTCGACCCTTTA 

GAGGGGGGGGG 

>Sequence 1744 

CGCCCGGCCGGGTCCTi ll l l l"] rrini in"rTTTTTGCAAAGACAAGGTC 

TCACTATGTTGCTCAGGCTGATCTTGAACTCCTGGGCTCAAGGGATCCTC 

CTCGCTCGGCCCCCCCAGAGTGCTGGGATTACAGGTGTAAGCCACCACAC 

CCAGCCAACATTCTTATTTTTATGCTTCCTTTGTAAATATAGTGGAGAAA 

AAAAATCACTGTATTAGGATTTCTCACCAAGGGCAAGATAGTCATATGAA 

ATAGTC CTTAG CTTCTTTAGTTGCTTGAATATTACCTCCCTGGTCTGTGA 

GGTATCTTTTTGCTTCAGATCATTTCCTCAAAGAAACACATTATTGGTTA 

ATATCATTGTTCACCTTTTGAAGTTGGGTCCTATATGCTGATTCCGGGTA 

GCCCCAGACTTTCAAAAAAGAACCCACTGTGACTTTTAT 

>Sequence 1745 

AGGTACAGTGGCGCCATCTCTGCTTACTGCAAGCTCCTTTCTCCCAGGTT 

CATGCCATTCTCCTGCCTCAGCCTCCCAAGTAACTGGGACTACAGCCGCC 

AGCCACCATGCCTGGCTAATTTTTTGTATCTTTGGTAGGGACGGGGTTTC 

TCCATGTTAGCCAGGATGGTCTAGAGCTCCCAACTTCAGGTGAGCCACCA 

TGCCTGGCAGGACTTTTTTTGATGTAAGCAGAGCCCCTTTTGCCAGCTTC 

CTTGGGCTTATTCCCCCATAGATGGCAGCTGGGATCCCAGCCTCTTGCCG 

GTTGATATTGTCATTCTTGGAGGGGGCCCAGGTTGGGCTAATGCTCGTGT 

GACTAGAGCTTGCTGGTGTTGATGGTGGTTCATCTGAAGTTCATGACCAC 

TAGGCTTGATCTAAAAAAAGGGACGGAGCTTATCCC 

>Sequence 1746 

GCTNTGCTCCA GGCCTC AGGAGTGTAAGTTTAAGGGCGCGAACCTGGGTG 

GGACGGGGCAGTTTTTCCAGCGGGCCATACGGGAAAATTTTTGGTTCGAG 

GAAGACAACCACCCTTTTTAAGGAGAAAACTGCATCTTGCCCTGCGTTAT 

TCCTACGCGGTGCCCAGGTGGGGTGTGTGTGGACCAGTCAATGACCGCCC 

AAGCTCTCCGAGTAGAAAACCCAAACATGGTTTTGTGGGGTGTGTGCCTT 

TGACCCCGGACTTAAGCAAAAAGCGTGGTCTTGGGCGTAGCTACGAGGGT 

GGTTGGTGGGGCTCCAGGGGCCTGCGTGCCCCTTCGACGTGAGCCATGAT 

TGGGCCGTGCAAGGATACAGATCGCCCTTTTGGCCACTCAATGGCAGGGG 

ACTTGCTACTTTCGGGGTCGCGGCGTCTGGCGTGGAAAGTTTGG 

>Sequence 1747 

CCGGGCAGGTACAGCTGGACAGGGATATAAATCAGTGAACTCTGAGAACA 

CTTTTAATCCAAGCACCAAATAAGGCAGCATTTCCTGTGACTGCTGGACG 

CCACGGTTTAAGTGAGATGCCAAACATTCCTCATTTGGGAAAATGCGCAA 

TAGTCCACAGAGAGAACAAAATCAAAATGTGAAAAGTTGAATAAAAAACA 

CTCCTTTGGAAATAAAATATTACTCAGCATAAGTTAGCTGACCTCATCTT 

TGGGACTAGAAAAATAACAGTAAATAGTAATAATAGCTCCCGCGTACCT 

>Sequence 1748 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGAGT 

TAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTTCA 

AATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCTTC 

AAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCCTGTAAG 

TACCTGCCCG 

>Sequence 1749 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATTTTACTT 

CACTGGTCAACTTTTAATCTTAAATGGTTTAACCTTGGAACCAAAATAAT 

ATGCATTCTCAAAAAAAGTATCTTCAGACTCCAGTGGCCGAGAATCTAGA 

GTTAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAGTTTT 

CAAATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTGCTCT 

TCAAGAGGACTCAGGATACCGATTCTCGAGGCCCCGGCGGTCCCCTGTAA 
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GTACCTGCCCG 
>Sequence 1750 

AGGTACAGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCT 

AGAGGGTAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGAT 

TAACACTATTGGAGGGAAGAATAAGTCATCGTTTCTATGGAATATTATTT 

TCCTGATTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAA 

GATGAGATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTGATTATA 

AATGGTGTTATAGGCTTGTAATCCTATGGGTTTAGACTAAAGTATTTTCT 

TCATAAATTGAAAGAGAAACACACTAGGAATTCAGAAGATTTTAATTAAG 

TTGTTCAAAAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTT 

TTGATAATGAATTTAATTTATAGAAGAAAGTTCTTGGCA 

>Sequence 1751 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTfGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAATGA 

>Sequence 1752 

CCGGGCAGGTACTCTGCGGTGGTACCACTGCTTCCCGGGACTCTGCGTTG 
TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 
CTGCGTTGTTACCACTGCTTCCCGCGTCCT 
>Sequence 1753 

CAATCTGTTCTGCTCACCAGCGAGTTGTTCGAGTTCATCGAAGACGGACA 
CGGCGGCCACCTGCTGAGAGTGGGGACCTCTAAATTTCCGGTCGGCACGC 
TGCGGTTCACCGCCCAT 
>Sequence 1754 

AGGTACTCACCACTGTTCCCCAGCCTGCCAGATAAAAATAAACTGTCCAC 

TCCAGGAGGGGAGAGGCACAAGCTGCTCTGATAGAAACCGTTCCTGAGCA 

TTATCTTGACTGTTTGCAGAGGAGACATGTGTTCCCAGCCAGCACAGAGC 

TGCAGGA 

>Sequence 1755 

AGGTACTGTTCGCTGCTTTTCTTGAGTTCATTTGTCTTTCCAATGATCGT 

ATATGATTGAATAGTAGAGAAGGCACCTGCAAGTAGAAGCCAATGGCAAA 

AGATTGATAAGCATCTTTCCTGGACTCTGGTGCTTCGGGGGTGCCAATAA 

CTGCACTCTTGAGTATTCCTGGTCACTTCATCAATTGAGAGAGTTTAAGT 

CAGGGGACTTATGATTTCTTTCTCAACAAGACCAGGTGAACGTGTTTTTG 

CAGTTCTAAGTATTATTTGCAAATTAAATAGCCATATATCTCTAAAGCTT 

CCTGAGCAACAACCAGAGGTACCTGCCCG 

>Sequence 1756 

AGGTACAGTTATGGCTGAGTGTTTCAATTAAAAAATACATTGCATGACAA 

TTTTCTGTTTCACAAAGAGAAACAGCATTTTTGAAAAATTGAATTCTCCT 

GTGTAACCTGGTAGAGTTTTCTATTCCTGAATATACATCCTTTCATAGAT 

ATTACTAGCAGGCTAAACATCTGGCATTTAAATGTCATTACTATAAATAA 

ACCACAAAATTGGCTGCCTGATTTGAAGGGTCAATCTTATGGAGTAACTG 

AAGAAGAATCATTTTTAAAGGAGATGAGCAGTTTTGGATTTATGATACCA 

ATAATTTCTCTCTTTAAGGAACTCCAACTCACTTAATTTAATGTTAAGAA 

TAAAATCAGACTAATTAGTTCTCAGGACAGGTCAATGGCACACCATTTTC 

CTTTTCACTTTGGCAGAAACCTAGGAGTCACTTT 

>Sequence 1757 

CCGGGCAGGTACGCGGGTGAGATTCTGCTGGGTGAAGCCTAAGGGCATAG 
ATGAAAAGTTAGGATTTGGAAGGGAGCCAGAAGCCAAAAGCAGTTCCCAG 
AGGCCAGGCAAAAACAGAAGCTGAGTGTGGGACTGAAGCCAAAAAGCGGA 
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AGATGATGAATTCCACAGCGAACCGTGGGAGCCGTCCTGGAACAATGCCT 

GAGATGCGCGCTGGCTTTCTGGGAGCAGTTAGGGCCCCTTTAGGTATGTG 

AACCCGCCTCACTAAATGGCCATGAGCAGAACTGAACTGCCTACCTGTTT 

CTTCACCTGTGCCAGACACAATTTTTCAGACCACAAACGAAGCTTCTTGG 

AATATACGTGCATTGGTGGCCCTTGGCTTAACCTACAGTTAGGGAATGGC 

CTGGTAAATTGAAGTTCATGAAATAATGAGAACTTTTATTAAAGACAG 

>Sequence 1758 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGC 

AAACTTTATGCTTTTCTGTTACATAATCAGGCAGGGACAAGACCTAAACT 

ATTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTG 

AGAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTC 

AATGGGGAGAATTATAACAAATCAGTAGTGGTTGGAAGAATCTGTTCTTA 

CTTTCCTCCCATCCAGTGACTAGGATTTGGAAAGC 

>Sequence 1759 

GACT 

>Sequence 1760 

AGGTACAAGGATGAAATGAGTGATTCTGTCCTTAACAAACTCCTAGTCTC 

GTGGGGTGGACAGCTGGGAACTCATTTAGAGAGATTACAAGGATGAATAC 

CCTTGGGCTCGATAGAGGTAGAAGCAAAGTGCTTAGTGTTAGAGAGCGTT 

TCTTGAGGAGGGAAAATCAGAATCAGTCTGGGTTTTAGGAAGATAATTCT 

GGAGGTTGAGTGAAAGATGAATGGAGAGGTGATAGACTAGCTTGGGCATT 

ATGGAGATGGAAGGAGAACGGAAGGGGCAGATAGGACAACTAATTGGAGG 

CGGAGTGAGAGGAAGGGGCCATAGATGACTTCATGATTTCTGTCCTGGTT 

GCAATAAAGGATCATGATCGTAAAGATCATTCCCATTTGACAAAGGGAAG 

AG 

>Sequence 1761 

GGGCGGTATCGAGAGTGTGCAGCGTCAGACGGGACATGGGGTACCTTGCT 

AAGTTGGTAAGTCACCCGGCCATTATATCGGCCATATCGCGCACGCAACA 

GACGTCAGCGTCGTCCnTTGTGCTCGTTCGTCTGTGATTGTGCGATCCT 

TGATTCCGGCAGGCTCTTAGCTGGCCAGCTGGCGCAATTTCTGGTCGCGC 

CGGTAGGCCCCTGGTTGCTCGCCCGTGACCCGCTTGAAGGCGCGTGTAAA 

GGCGGCGTGCGAGCGGTAACCCACCAGTT 

^Sequence 1762 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGGAGAGAATTCTACTGGTCACAGACAAAACTCTCTT 

GATCTGCAAAATACAAACTCCATCATGCCTGAGGTGGGGTCCAGCTTGCA 

ACCGGAATTCCCTTCTGAACCGCTGTCTTAATCGCATCTTGCCTTGGGCC 

AAAGTTCACCTTTCCCCTGGGAATGTTCCTTGGAACAAGAAACACAAGGA 

GAAAGGCCCTTAAGGAATCCAACTTGTGGGGGAAGTCCGGGAAGGAAGCC 

AAGTCTTTTTTTCTTGTTCCCGGCCTGGGAAACCCAATTGGGTCCCACCT 

TGAAAAGTTTCCCTTTATGGCTTAACTTTTAACCTGGACCAATTCCTTAT 

GAAAAATAAACCCCAATTTGAAGAAATATTCCCTTTGGAAAATTTTCCAA 

AAGTTTGTCTTAG 

>Sequence 1763 

CCGGTCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TTTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCTCCCCGCGTACCT 

>Sequence 1764 

CAGAGGGGTCTGTCACATAGATGCCTTTCACAGCTGGAAGTGGCAGAGCA 
GTTGGGTGACCCTACCCAAAGGAAAGATAGATGTGTTCCTGGCCAGTGCA 
GGGGTGAGATGTGAGCACAGCTGCATGGCCATGCTGCTGTCTTGGGTCTT 
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TGTCGGAGGGGATTCAGAAGTTTAGACAGAGGTCATTGCCCAGATCAGTT 

CCAGTGCTACATGATGCTGGTGGTCATGACTTGCAAGGGTGGTTCCTGGG 

CCATCAGTGAGAATAACACAGGGAGTTCCCTCTCTAGGTCTCAGTGAGAG 

AACAGTCTCTGAGGCCCTGGCTTCTGAGCCGGATATTCCTGATGGGTACC 

T 

>Sequence 1765 

CCGGGCAGGTACGAGTAAACTACTTGAAGGCAATTCCTGTGCTTAAAATG 

GCCACGTGAAAGGTGTCCCTGACATGGAAAGGACAAACCATGAAATGACC 

CTTGAAGCTCTTAAGGTGTCTGTCAAAAAAACAAAGCCNCTGTCAAACTG 

AAAAGCCAAAATCATCACAAAAACACCTATTCTTCAGAGGCCTCAAATCT 

CAAACTATCTCCCACCATCCTTTGTAAGTATGTATAAGGAGGCCAGGAAA 

CTAGCATTTGCTGAGACTTTATTCTCAGCTTTGTATGCTTTGCATAAATG 

ATGTCATAGAACACATTGACAGTGAGAAAACTAACGTATTAACATTTTAA 

TTACCTTGCCCTATCACAAGATTAGAAAGATTCAGATATGAGACATCCAA 

AGTCTGTGATCTGAACACCAGAGTCAGAGGCTGGCAACCTATGGCCCACG 

GGCTGAATCTGGCCCACTGCCTGTTCCTATAAATAAAGTTTTATTGGAAC 

ACATCCGTCCATTTATATATTATCTGTGGCTGCTTTCCTGCTGTAACAGG 

AGAGTTGAGAAGTTGCAACAGAAACCATAAAGCCCACAAAGCTTAAAATA 

TTGACTATCCAGCCCTTTAGAGAAAAAGGCCATGCCCAAGCTTCTGTGGG 

TACCT 

>Sequence 1 766 

AGGTACTAGGATTGCAGGCATGAGCCACCATGCCCAGACTAATTCCTGTT 

TTCAATTTTAGGTAGTCATTTGATTATTGAGTTGTAGAAATCTTACTTTT 

GGATTAATATATTAAAAACTATCACCAGTTAGCCATGTGTTAACTGCTTA 

GITI l iCAACCAAACTTCAATCATCAGCCAGCCCTCACTTTCAGCCCAGA 

TCGACGGACTCAACGCTTGGTGATCGGTTAACTCCTTGTTTTTTAGCTAA 

TGCTTTAATTAGCAATTACCATCTTTGTCTTCAGCTAAACATCATACTTC 

TCAATGCTTTGGTrATCAGCTAATGTCTTCTTTTTCAGCTAACACCTTAG 

TGGACATTAATACCCTTGTTAACGTATGTTACTTCAACCAGATTAGACCT 

GGCTGCATTGGGAAAGGAAAGTGGGGGGCTTGACAAGGA 

>Sequence 1 767 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATAGTTTGACTTTGA 

GTCAGCTCAGCATTCTAAATCAAACGCAAACAGCAGAATCATATGGCATA 

GACACTTAGCAAATAGGCAAGCGTCTCTGCATCCCAGAGCAAATCCTCTG 

AGATCCTCAGTCTCTCCTGCTGAAACTTCATCTTCCACTCCTGCCTTTGG 

GTCATTTCCAAACGGCAGGGCACCAGACACGCTCTACCTTATGTGGAGCC 

ATACTGTTCATTTATTAGTTTTCTGGCTTCGTGGAGAATTATCTGCCTTC 

TCTGAGTATTGATTTCATTGTGCCCCCGCGTACCTGCCCG 

>Sequence 1768 

AGGTACAGCTTGAACAAATCCACCTTCTGTGGACCAAGCACCACCCTGGG 

CATTTCTAGCATGAGCAAAATCCAAGGTCCTGGCTGGACTCCAGAGATGC 

TATTTACCTCAGAAGCATGACAATAGGAGGCAGAAGGAGCAGGCAAATCC 

AAGTCCTTTCTTGTAGTTTCCTTGTTTGGGGAGGAAAAGTTGAGTTTTAC 

TATTATGGAAAAGAAACAGGAAATAGAGACAGACAAAGAGATATGACAAT 

ACAGTCCTGCCACCCAGATACTCATTTCCACCCACCATTCCATGCATTTG 

TTTTGAATATATAAGTATGTACCTGCCG 

>Sequence 1769 

CCGGGCAGGTACGTGCTAAGTTGAAAAAGGAGCCTCAGATTTCTCTGACC 

TACCTCTTACCCTGTGCTGTCTCTCCCCAGGATTTTCTGAAGTTCCTTGT 

CTGCCTGAAGTCCAGACCTGCCTCCTCCACATCTGTGGCTTGGTGCGGAG 

AGCATCTCTGGGCACTGGAGGAACGGTACCT 

>Sequence 1770 

AGGTACATGTGAATGGGAAACATTCATAAGTTCCTATTTGCCAAGGGCAT 

GTAAATGTGATAAAGCGGATCCGAAGACACATGGGAGTGAGACTAGGAAA 

GTATTAAGAACATGGGCCTTGACCGGGCGCAGTGGCTTACGCCTGTAATC 
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CTACCACTTTGGGAGGCCGAGGCTGGTGGATCACAAGGTCAAGAGTTCGA 

GACTAGCCTAGCTAAGATGGTAAAACCCCGTTTCTAAAAATTAGCTGGGC 

ACAGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGGGGTCACTT 

GAACCCTGGAGGCGGAGGTTGCAGTAAGCTGAGATCACGCCACTGCACTC 

TAGCCTAGGTGACAGAGCAAGACTCTGTCAAAAAAAAAATAATAATAAAA 

AAGAATGTGGGCCTTTTGACTAGGAGCTA 

>Sequence 1771 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTCAAAGCT 

GACTTGACAACTGCATTTATTTCACATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

CGCAGATTACCTATCCCCAGGGCATTAAAAAGGGGACTGTGTCTAAAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTG 

>Sequence 1772 

GGATATACGCCAGGGAATAGAACAATGGTGATGCATAATAGGCTCATGCA 

TATAAGGGCCCAGGTATACACGTTATAATAAGGGGCCCGCCGTTTTGCTT 

GGGCGGTTTTTTTTCCATTATGGCCTTCTCGGCCCCCCCCCTTGGACGAA 

GGCAATGCAACAAAAAAATTCGGACCGCCTCAAAGGTTCAGGAAGGTTGG 

CCGGAAAACCCCGGAACAGTGAACTTT 

>Sequence 1773 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAAA 

TTAGATTCCAAAAAGCCTTTAAAATTCCTAATAAGACTTGGGACTGCATC 

TTAAAATAATATTGTTTITriTTATTCTATGATAATAAAAGAATGGAACC 

AAATCCTGGTTGCCTGATTCITTGCCCAGTGCTCTTTCTTATGTCTAACA 

CTGCCTAGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTT 

GTTCAGTTCAACACTCAATTACATAGGTGCTAGC 

>Sequence 1774 

GTGCGTATCACTACTATGGGCAATTGAGCTCACCGCGGTGGCCGGCCGCC 

CGGGCAGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGA 

ATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTA 

CCCCTAATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCAC 

ACCTTAAGGGAAGAGAGGGAAGTTCCTAGAAAAATCCTCCCGCTCCACCC 

TGCA AACT TTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAA 

ACTATTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAA 

TTGAGAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAAT 

TTCAATGGGGGAGAATTATAACAAATCAGTGGTG 

^Sequence 1775 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATCGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGTATTGATTTCA 

TTGTGCGCATGGTGAAGATATCGCCTGTTCTACCCCCGCTACTCCCCCGG 

GG 

>Sequence 1776 

GGGACAGTCGCCTCGCTCCATACTACTACTAACGGCAACTCCTTCGTGAG 

ACGGCCGAGGTACGCACTTGTGTGCTTTTCTGTTGGGTATATAACAAGTA 

TGTTATTG CTGGG TCTTAAAATATTTATATATTAACTTCATTAAATGCTG 

CCTAAGAATTTTTCAAGTGGTTGCGCTATTTTACCTTCACCAGTTCTAGT 

TGTTCCATATCCTTGCTGTCACTTGGCATTATCTGTATTTTTTATTTTGA 

CCAGACTGGTCTGTGTGTCATAGTATCCCATTGTCATTTTAAGTTGCATG 
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CCTTTGATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATTC 

TGTAACTGATTTGTAGGAGTCCTTTATATATTCTGGATATAAGTTTTTTA 

TTGGACATAAATATTGCAGATATCTTCTCCCACTTTAACTTGCCTTTTCT 

TTCTCTTAATCATGA 

>Sequence 1777 

CCGGGCAGGTACGCGGGTATTCTGAAAAATCTATCTCTAGAATGAAGTCA 

TGACAGTTCACCCTACTCTACTAGTTTTGTCCAAGCTAATTTTCATGTAT 

GATTTTGTAATCTGATTGAACAATACTTGAAAAAAAAAAAGTTAGATATA 

TAAATGAATTTTGTGGGGAATAAAACATAATTTAGCCTATCCCTATAAAA 

TCTACTCTTTCCTGACTTCCAGGAGTGGTCCTTTATTTGAGAGGCAAAAC 

ATATACATTTCACATTACCATTTTTGAGACTTGATGAAGCCCAGTCCTAA 

ACTGTGGCTGAGGCTAAGGCTGAATGGTTGGGATTTACTGTGAGAATGGA 

CATTCTCCCGGGTCCTCACCTGAGGTCATTAAATTGATTTAGTCTAGGTC 

CACTGGTTGTATTTTA 

>Sequence 1778 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTTCCACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AGTTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAA 

>Sequence 1779 

GGTCCGGCGCATCCATGGCGAACAGGCAGACGAACGCGCCTTGCTGCGCG 

CTGCTGGCGGTGGCGCCCTGCGGCGCCAGCACCGTGAATTGTGGCGCCGT 

CACCAGTTGCAGCAGCGGCTTGGCATCGGTGCGCAGCACGCGGCGCGGCT 

GGCGGCGCGGGCCCCGCCCGCAGAATGGCGGCCTGCAGTTCCATCGGCAA 

GGTGCGCGC 

>Sequence 1780 

CCGGGCAGGTACAGCACCTTGTGTCCTGCCACCAGCCGGCTGTGAAACTG 

GTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGCTG 

GGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCT 

CCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGT 

AGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGAT 

GAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCT 

TGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATT 

TCCCACCTTGCCCAACAGTAGAAAAAAAAAAAAAAAAAAAAAAAAAGTAC 

CTCGGCCGCTCTAA 

>Sequence 1781 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTCAAAGCT 

GACTTGACAACTGCATTTATTTCACATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

AGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCTAGAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAGCTATCTCAAGCCCTGTGATTATAAATGGT 

GTTATAGGCTTGT 

>Sequence 1782 

AGGTACCAAAGGTCTTCAAGGGTAAGATGCTGCTCCATTTAAATAAAAGA 

TGAAGGATGTCGAAACACAAGCAGCCTTTAACCAGTAGGCCCATAAATAA 

GACAGTAGCTAGTGCTATGCAATTCTAACACTGGCACTTGTGCTGGGATT 

GGCCTCTTCTAGGCTAGGAATTCTTAACCTGGAGGTCAAGGACTTGGGGG 

GAGGGTCCTATGGACCCCTTGCAATGTAGGCAAATTTTGCATAAACATTT 
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TTCTGCACACGTTTCAAAGGAACTTGGAATATCCGTAAGTTGAGACCTCC 
AAATTACTAGAGCTAATTGCCCCATTTTATTCCTTTGTATCATCTCAAAT 
GCCAATATAATATCTAGTGTATAATAAATGTTTGCTGGCTGCTTAGGAGA 
GAACTAGATGTGTTAATGACGCCATCTCACAGTGAAAAGGGGCAGT 
>Sequence 1783 

CCGGGCAGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCC 

TGAGTCCTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACAT 

TGTTCTTAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTT 

TTCCATTGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTC 

TTTGAGAATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATA 

GCTGATCAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTA 

GAGATGTACCT 

>Sequence 1784 

TGCCGTGTATACCTATTCTGTAATACGGCGAATTGGATCTCCGCCACGGT 

CGCGGCCGAGGTACACTTATAGTTGAGAGCCAAGTCTTCCTTATCATTGG 

AGAATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCT 

CTACCCCTAATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATT 

CACACGTTAATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCC 

AC 

>Sequence 1785 

CCGGGCAG GTACCATTGACTACTTCATACTGCTACAAAATGCATTTGAAA 

I ! llT t i I 1 CTGGCC A AGG AACCTATTC ATCCACTCTCTCC A A ATTAAAT 

ACTTACTAGAGAAATGTTGGCACTTATTAACCTTGTAATATGAATTAGAA 

ACAAACTTGACCTTCATATATTCTTTTACACTTATGAATCTATTTAACTG 

CATGATTTATCTGCATGATTCAGAATTTTCTTGATACCATGTAACTGAAG 

TAAGATTTAGAAATATATTTTCTTGATACCCTGTAACTGAAGTAAGATTT 

AAAAAGCTGAGGTGACAGTTGTCACCCATAATGCTGATAAATATAGGAAT 

GAGTCGATTATAAATTTAAACCTTTTGTGGCATTATGCTACCAAAATATC 

TCTTTTTTAAAAAAATTTGTGGGTGCTGCATAGAGCT 

>Sequence 1786 

CCGGGCAGGTACTTATTTCTTTGCAAGATAGTTTTGTAAAGCGTCCATAA 
GCAGAGACTGTGTCAAGGCGTCCTACGCAAATTACAGGACCTTGCACAGA 
CAGTTGCATAGAGC 
>Sequence 1787 

TGCCGCTTAAGCTAATANTGGACGACTTGGAGCTCCATCGCGGTGGCGGC 

CGCCCGGGCAGGTACAGATTGTGTCCACTGGAAAGGTAAATGATTGCTTT 

TTTATATTGCATCAAACTTGGAACATCAAGGCATCCAAAACACTAAGAAT 

TCTATCATCACAAAAATAATTCGTCTTTCTAGGTTATGAAGAGATAATTA 

TTTGTCTGGTAAGCATTTGTATAAACCCACTCAGTTTATATTTAGAAAAA 

TCCTAAATGTGTGGTGACTGCTTTGTAGTGAACTTTCATATACTATAAAC 

TAGTTGTGA GATA ACATTCTGGTAGCTCAGTTAATAAAACAATTTCAGAA 

TTAAGGAAATTTTCTATGCAAGGTTTACTTCTCAGATGAACAGTAGGACT 

TTGTAGTTTTATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTAAACTGT 

ACGAGAATTTAATAAATCAGCAAGGGTATTTTAGCTAATAGAATAAAAGT 

GCAACAGAG 

>Sequence 1788 

GGAATGTACTCCGATTTCGGANTCAGTATAAGGTATTGCCGAGGTCCCGG 

CCGCCCGGTTGGNACTTAGGGGTTGAACACTCGATTTTTTAAATTTCGCA 

CCACGAAAGCAACACTCAGAGAAGGCTGATATTTCTCCACGAAGCCAGAA 

AACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATA 

TTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGAT 

ATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGAT 

GCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTG 

CTTGCGTTTGATTTAAAATGCTGAGCTGACTCAAAGTCAAACTGAAAGTA 

CCTCA 

>Sequence 1789 
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AGGTACGCGGGAGTAAATACAGTACAAATTGTTCTACTGTTTTAAAAAGT 

TTTCCGCAGAACAGTGCATTTATGGCAATGCTATGTTTAATGAGTTAGGG 

ACATCAAATATATAGTAGTTCCTTATTTTCAGTTGTGAAAATGAAATGGC 

T AAAGCAG AAGAGACGTCTATTTTAGTCTTTTAAAAATGTGTGTGGGTGG 

TCTTTTTTCCTCAGAAGCCCAAAGCACATGTATATTTTGTTATTTCTCCT 

TGCTATATTCCTGAGACTATACTAAAAACTTTAAGAAAAGGAACAAGAAA 

AAGGTTAATTCATGTGTTCCCCACTGCTGTGTCTAGAACCAAGATCACAT 

TATATCATTGTTAAAATTGTGTTATCTAGAAAGTGCAATATAGGGAAAAC 

ACTCTAAGAATCTTTTAAAAGCCTAGTG 

>Sequence 1790 

AGGTACGCGGGGGACTCCTTGAGAAGAAACGGCGGAGACCTGAGACCGGG 

AGGCTGAGGCTGTAGGTGGGCTCCGCTGGGTAAAAGTTGCCGCAGCAGCT 

GTCCCTTGGCCCCATCGCGATTTATTTTTCCCCCTTGCTTTCCGGGTCCC 

GGGATCCCAAGTTTGTAACTAACGGGAGCGAATCCACACCCGAGCAAAAT 

GTTTGCGAGTTTCAGGCGCCCTTAATTGAAAGGCTGTAATTAACAAGTCC 

GCTGTTTGCCAGCCAGGCGCCGTTGCAGGCGCTTTCTGTGGATTGTCATT 

TATTTCTCACAGCCACCCTTAGGGGGTGGTTTTCCTTGACCTTTGCAGCA 

ACCTTTTCAAGTTGGGGACACCCCGGTCTrrGGAGGCCCCCCTTTTTTTT 

CGGGGAAAAAAAAAAGGGGGGTTTTTCCCC 

>Sequence 1791 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAAGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACTTAGA 

TTAGATTCCAGAAGCCTTCAAATTTCCTAATAAAACTGGGGACTGCATCT 

TAAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCA 

AATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACAC 

TGCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTG 

TTCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTG 

TTAGTATCCAGCGGGGAAAGCAAAGGATCCGCAGGTGGTAACACCCTAC 

>Sequence 1792 

AGGTACATGCCAGGCACAAGCTGGAGTCACAGATGCCACACTGACTATCA 

CATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTATTTTCT 

TATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCCGAGACA 

TTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGGGGATCA 

GTCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATGGATTTG 

AGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAATCTCAC 

TGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGATAGATC 

CTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAGGGGGCAGGAGTCTA 

TGGGAACTCTCTGTACCTG 

>Sequence 1793 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 

TTAGATCCCAGA AGCCTTCAA ATTCCTTATAAGACTTGGGACTGCATCTT 

AAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCAA 

ATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTGT 

TAGTATCCAGCGGGGAA 

>Sequence 1794 

AGGTACTCTGCGTTGTTACCACTGCCTCCCGGGACTCTGCGTTGTTACCA 
CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 
TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 
CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 
TCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGGGTTGTTA 
CCACTGCTTCCCGGGACTCTGCGTTGTACCTGCCCG 



Page 115 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



>Sequence 1795 

AGGTACTCTGCGTTGTTACCACTGCCTCCCGGGACTCTGCGTTGTTACCA 
CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 
TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 
CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 
TCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTA 
CCACTGCTTCCCGGGACTCTGCGTTGTACCTGCCCG 
,>Sequence 1796 

AACATTTCGACATACGCCAGCATGTGATGGCCGAAGGTGATCGGCTGGGC 

CACCTGCATGTGGGTAAAGCCCGGCATGATGGTGTCGGCATGCTGTTCGG 

CCAGGTCCGTCAGCGCGCTGCGGAACGTCGCCAGCAGGGCGGTGATGTCG 

TCGATGGCGGAACGCACGTACAGGCGGATGTCGGTGGCCACCTGGTCGTT 

GCGCGAACGGCCGGTGTGCAATCGCTTGCCCGCATCGACTACCAGTTCGG 

TCAGGCGTTTTTCGATATTCAGGTGGACATCTTCCAGATCCAGCAGCCAT 

TCTAACTGGCCGGCGGCGATTTCCTGCGAGATTTGCGCCATGCCGCGCAC 

GATTTCCGCGTAGTCC 

>Sequence 1797 

AGGACTANNTTTTTTTTTTT^^ 

CTGTCTTCTGCACTGCTTAGCCTTGGCTCTGCTGAGTTGTGCAACACATT 

CTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAAACAGGAAT 

GAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAATAAATCA 

CGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTGCACTTTA 

TACATTAATGAATTATTTTTTTAAAAGAAATTAGCTCTATCATGAAGACA 

GTGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAATTGTTACC 

ATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGCTGAAATGA 

ACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATAATGCTTCC 

ATGAAAATATACATTGTGCATATGTAGGCTCTTTTTGGCATTACCAAATT 

TGCCAAGAACTTTCTTCTATAAATTAAAATTCATTATCAAAACTACTTAG 

TGAGCCAGCCTTTAAAATTCCCCATAAATTTTTTGAACAAACTTAATTAA 

AATCTTCTGAATTCCTAGTGTGGTTCTCTTTTCAATTATGAAGAAAATAC 

TTTAGTCTAAACCCCTAGGGATACCAGGCTATTACACCCTTTAATAATCC 

ACGGGCTGGGAAAACTTGCCCCGTTTTAAAGTCATTTAT 

>Sequence 1798 

TGTTGACTGCTATACTTCTGGCAATTGAGCTCCCCGCGGTGGCGGCCGAG 

GTACTCAGATCTTACCACTGAGGAATTTTAAGTTATCATTCCTGTAAACA 

TTTCTCCAGTGGCTCCACGGAATTTAAAAATGCCTTCCAAATTGCCTTCA 

GTTTTCACAGGCCATCTCTTACCCTGTGCTGTCTCTCCCCAGGATTTTCT 

GAAGTTCCTTGTCTGCCTGAAGTCCAAACCTGCCTCCTCCACATCTGTGG 

TTTGGTGCGGAGAGCATCTATGGGCACTGGAGGAACGGTACCTGCCCG 

>Sequence 1799 

CCGGGCAGGTACTCACAGATCTGTTTCCAGAAACCACTACAAGTGTCATG 
AACCTTGGGTTGCTCTCTGATTGAATTCTGGGATCCAAGCTGGGTAAGGA 
GAGAGATGAGTCCAGGCTGCTACAGAAGATTATTTTCCATAATTTCAATA 
TGAGCAGTTTTAAAACACAAAGGGATTTATAGTAATGTTAGCTAGGCCAG 
CCTTAACACTTCCTCTACCTCATTTCTTAGAAACCAACAAGGGCCTTTCC 

AGAGAGGGCCAAGGACGGTGGCATCCAGAAGGGATGAAAACACTGAGTAC 
CT 

>Sequence 1800 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTATA 

TTAGATCCCAGAAGCCTTTAAATTCCCTTATAAGACTTGGGAACTGCATC 

TTAAAATAATATTGGG1 1111 m 1 ATTCTTTG AT AATA A A AG A ATGG A A 

CCAAATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAA 

CACTGCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGT 

TTGTTCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGG 
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CTGTTAGTATCCAGCGGGGAAAGCAAAAGATCCGCAGGTG 
>Sequence 1801 

CCGGGCAGGTACTCACAGATCTGTTTCCAGAAACCACTACAAGTGTCATG 

AACCTTGGGTTGCTCTCTGATTGAATTCTGGGATCCAAGCTGGGTAAGGA 

GAGAGA TGAGTC CAGGCTGCTACAGAAGATTATTTTCCATAATTTCAATA 

TGAGCAGTTTTAAAACACCAAGGATTTTATAGTCATGTTAGCTATGGCCA 

GCCTTAACACTTTCTCTACCTCATTTCTTAGAAACCAACAAGGGCCTTTC 

CAGAGAGGGCCAAGGACGGTGGCATTCATAAGGGATGAAAACACTGAGTA 

CCT 

>Sequence 1802 

TAATATGACGCGCCTTGTGCGTTAAATCAATGGATCATTAAGCTTGTTTT 

CCCTGGTGTTGAAATTTGTTTATTCCTGCTTCACATATTTCCACCACCAA 

CCATTACGTATGCCTGTGGAGTCATTAATAGTTGTTAATAGTCCCTGTGG 

GTTGCCCTTAAATGAGGTTGAAGGCTTAAACTTCAACAATTTAAATTTGC 

CGATTTGGCGCCTTCAACTTGCACACGGCTTTTTCTCAAGTTCCGGGGAA 

AT 

>Sequence 1803 

CCGGGCAGGTACTGCGGGGATAATAAAAAATGTATTTACTGAGCCAGTTG 

TGGTGGCTCGCGCCTGTGGTCCCAGCGCCTTGGAAGGCCAATGAGAGTGG 

ATCGGTTGAGGCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGGGATG 

CCGTCTCTACTGAGAATACAGAGATGGGCCGGGCGCGGTGGCGCGTGCCT 

GTAGTCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACTGCA 

CTTGGCCTGGACTCATCTTCATTGTCCACCTCCTAGGCTAAATTTATGTC • 

TTTTATGTGCTTGTAATCTCTGCATACCACTTTAGTGACACTTGCCCTGG 

AGTGTGATTGGTAATCCC 

>Sequence 1804 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTACACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 1805 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTTGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGGCCGGAATTCCTTCAAAACTCCCAATTGTTGACA 

TTTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTG 

CACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGACTGGCT 

CAGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCT 

CCCGCGTACCTGCCCG 

>Sequence 1806 

AGGTACATACATACTTGTTATTCTTGTTACATCTTCCTTATTGAATAAAT 

TGTC ATCACTTAA AATGTCCCTCTTCATCTCTAATAAG I" IT I' I'GTCTTAC 

AGACTATTTTATCTAGTATTAGTATAGCTGCCCCAACTCTGTATGATTGC 

TGTTTTC ATGGTATATC l I'l 1 " 1 CTATCCnTTTACTTTTCTTTTAAA ATA A 

ATTTTAAAAATTAATTTTACATACCACTAAAATGCAGAGATTTTAAGTGC 

TCAGTTCAATGACTGTTGACAATTATACACAGCTATATATCCACCCCCAA 

ACAAGATATAAACCATATATAATATTTCATACAGTTTTCTCATGCCCCTT 

TCCAGTCAATCCCCATCTCCTTCCTGTAACAGGCAAGTGCTTTCTGATCA 

TAATGATCTTTTTAAAATCATAGGATATTCATTTGTCTGTTCTAGGTTTT 

ATGGTAATGAAACCAAACAAGAGGTAT 

>Sequence 1807 

CCGGGCAGGTACTACAAATACATTTTTATAAATGGATGATTGGAAGTGCC 
CTAAATGTCTTATAAGAAAATACATTATGGTAGATATATATACTAAAATT 
TATATTTCAGAAGAATATTAAAAGAGGAAAATGCTAGTGGTAAAATGTTA 
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AGTAACAAAAACATATATTATCCTCAACACAATATTATCAAACCAAATTC 

AGCAACATCTAAAAAGAATTATACACCATGACTAAGTGAGATTTATCCCT 

GGAATAAGCTTAGTTTAACATCTGAAAATTCATCAGTGAAATACACCATA 

GTAAGAATAAAGGACAAAAACCACAGGATCATCTCAACAGAAACAGAGAA 

GGCATTTGACAAACTCCAACACCCTTTCATGATAAAAATACTCAACAAAC 

TAGGAATAGATGAGAATTTCCTCAACCTAATAAAGGGCTTCTGTGAAAAT 

CTCAAGGCTAATTTCGTATTAATGGT 

>Sequence 1808 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 1809 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAAGGGTGGAACTGAACAAACAATAGTCTTT 

CTCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGA 

AAGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTT 

ATTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAG 

TCTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTCATGCCCAT 

TCTGCCTTCCCTTGCTGTGTGCCCCTGACACAAGCATGGAAACATGTATT 

CACTTACCTTTGCCCTTGGGAACACTTTG 

>Sequence 1810 

AGGTAC1 II 11 11 Mil 111 im TH GC A AG ATGGA ATTTC ATC ATTCC 

ATCGGTTTTGCCCAGACTGGTGGCAAACTCCTGGGCTCAGGATATCCGCC 

AGCCTCAGCCTCCCAAAGTGCTGGGAATACAGGTATGAGCCACTGCACTC 

GACCATTTATGCATTTCTTCATATTCTTTTAACTGACAACCGTAAATTAA 

CCTCTGTGTTTCTGTCAATCACTGGATTTTAAGTCACTAAGTAGCAGAAC 

TATATCTAATTTATTAACATTCATCATCCCCCTTTGCCAGCATTGAACAT 

GATGTTTTGCATATAGTAGGCATTAAATTTGCTAAATGGAACTAAATAAT 

GTTTGATAAATAACATCATGGCACATGACCATATTAGGCCTAACTAATTA 

TTTATTCTTCCATTTAGTGAGTGCAAAACTTTAGTCAAAAACATTAAACA 

TACTATTTTCTAATTACCTTATTTTGCN 

>Sequence 181 1 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT. 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGGATGCTGTCCTAAATCCTTCCT 

CCCGCGTACCT 

>Sequence 1812 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACANGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 

CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 1813 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACAAGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 
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CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 1814 

AGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCA 

CTGCITCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 

TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 

CTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCT 

TCCCGGGACTCTGCG 

>Sequence 1815 

GTCCTTGCAGGGTTTTATCGGCGCGCAGGTGAAGGCGGACCGCAACCGCC 

TGGCGCTGGCCATGATCTTGTGCTGGCTGCTGGCCGACGACTGGTTCATC 

GGCCAGCGCTTGCCGCAGCAGGATCTGCTGCAGGTGCCTGGGCTGAGGCG 

GCGCGCGAACTGGCCGCCAGTACGCTCGGCCCACCAGTTCACGCAAGACC 

CGGAGCGGCGCGAGGAACTGGCGCGCATCGTGCTGGCGCGCCTGGGCTTT 

CGGCCCAGCGACGAAAGCGTAGCGCAGGCCACGGACAGATTGTCTGCCAT 

CAGCGGCACGGAGCGCCGCCGCCTGCTCGAAGCGAGCCGCCTGGCCGAAC 

AGCGCGCGCGGGAAATCCGCGAGGCGCTGGCGAAAAA 

>Sequence 1816 

CCGCCCGGGCAGGTACAGTAGAATCCAGTCGTTGGTTTGGAGGCGAGGGC 

TCTCTGCGGTCCTCTCCTACTGTCAGGAGCTTCCCGTGCTCATTTTTCAT 

TTACTGATGCACTAAAGGAGAGTTTGACTTTGAGTCAGCTCAGCATTCTA 

AATCAAACGCAAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCA 

ATGCCTTCCAGGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAG 

CAAACTGGTTCATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTT 

CTGGGCTACTAAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGT 

TCATTTATTAGTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGT 

A 

>Sequence 1817 

CCGGGCAGGTACCTGGTAATTTACAGAACGTTCGTTATCAGATTTGATAA 

TTATATATTAAGGTTGTAAAGAATGTGTATGCCAGAATTATAGGTAGTAG 

ATCCTAG AT TCTT AGG A A AA ATAGTTTCTTTATAATCTTTTG A GTA GTG A 

AATGGTTACTTTTACAATGGTTATGAACTGGGTCAAGGCAAAAGGGCCAC 

TATATGTCTTCAGTCATCTTTCTATGCCTGAAATCCAGGAAACAGTGAAA 

ATGGATGTTCCCTGGAACAGCCATTGCGATGCCATATGTTGGTCATTGGT 

GTCCTTAAAGTGTATCTCAGATAATTGGGTGTCTCCCTTACTTGTGAACT 

GAGGGGTCACAATATTGATGTGCCTGATGTGTGCCCCTCTGCATTTCGTG 

GGTAGTGTCTCAAATTTGGCTGTCATATTGATGAGAGTCACTAATTTGGT 

TTTAGCTGCCAGAGGTTTAGGTGGTTTTCACTTGCAGTGACTTACCTGAT 

TGCACAATTGTTCAACGGCGCTGGGTGCACTCCTTCATAGCTAGCATCTT 

TTTTCTAGGATATTCAAATACATTCTTTTGGATTATCCTTTAAAATATTT 

GCTGAGAAAGCATTTAAATGTTAATGCTGAATTTATATTTGGTGGATGCT 

TAAATCAATGAGGGCTCTTTTCCTTTCCATGGATGGAAAAAATTGGGAGA 

AAAGAATCAACTATTCGGCCAGTTTTTTTTTCAGTTAGAAAATGTTTTGG 

TTTTGGGAAACAATTTTTGAAGTAAACATGGAATACCATGGCTTTCAAGG 

CAAAACAATTGGGTTGAAATGGCTCTTTCT 

>Sequence 1818 

AGGTACGCGGGGGGATTCAGAGTGAGAAGGCATAAAGGAGAATCCCCAGC 

TGACTTGTGCAGTGGTTAATTGAAATTATTCAGGCAAGAGATGATGGTGT 

CTTGGACCAGGGGATGAGGAAGGCTACAAAATGTGTCTACCTGTATTCTG 

TGAGGAGAACGTGTTCCCTGGTTTTAGATACTGTGAAGATGGATCAGGAG 

AGAGTTTATCTAGACTGTTGGGGAAAGGTGTTGCGATTCCTTCAGCTACA 

CAGGATTGAAAGGAGACATTTCTGAAGGGGAAAAAGGAAATGAAAGAAAA 

GATGTTTCAGATTGAGGATATGCTGTGTGGTGAACTTGTTCTTCACTCTG 

TAGGGTTCACAAATGACTCTTCACTGCCCTCTTGGATGAAATAAACTGGT 

TCCCATAGAAATGGACCGTCTCTGATTTCACAGTCTAGAGCACACAAATA 

ACCCAACTTTCTGGAAGCAAGGGTGATGGCTCGTGAGAGCTCAAGGACAA 
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GGAGGAGTCTGTAAAAGCACACCTGGACTCGGGGAAATCATTGACCTCTC 

ATCCTGAATTAAATAGCGCTTGAAAAGACTCTCTTTGAATCAGAAAAATA 

ATGCGAGCTCCTATCAAACTACCTTACACAGCCAACTGAGTGATCATAAG 

GCTTGGGTGGGAAAAAATGGTATTCGTAGAACCTTTTAAGAGCTAAGATT 

CCTTAATCACATGGATACCCGCCTGTTGAATGACACCGAACTGTGCTGCC 

CAGAATCGGTTGCATGGTGGCTGGACCTGCTTTTTT 

>Sequence 1819 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTAGGCAAATGCATG 

ACAGAACTCACTGGATCAATATCTCAAAATGCTGGGAAGAAAAAAACGGT 

AACCAGAAATTCTACACAGAGTGAAACTACAAAACAAAAATCAAAGCAAA 

GCAACAATTTCTGGATATGCATAAAAGATGAAATTATATGTTGCTAGAAG 

ATCCATAGCACAAGAAATGCTGATATCCCTCAGGCTGAGGGCTATTAAAC 

AAGATGGAAATCCAGAATTATAGAAAGGAACAAAAAGAACAAAAATGAGA 

AGCATACAGGTCAATACAAAGACTGCATATTCTCCTTCTCTTTCCCGCGG 

ACCTGCCC 

>Sequence 1820 

ACGTACATTCTGCTATATTGTCCTCCCTGGCTATAACTACTCTAATCTTC 

CACCTTTCTTTCTCCTTACCCTCACTGCTTTATCTCAAGAAGATCTTGTG 

TGGTATATAGACGCGAGAAAGTTACCTGCATGATTCCGACAGGTGCCCTG 

CCATCACTCTAATGCTGTTCTCATTGCTAGGCCTTATGGCACATTCTCAC 

TCACTCACTACCCCTGCCCCGCGTACCTGCCCG 

>Sequence 1821 

AGGTACATGTAGATCCAAACACATGTAAACATTTAGTGGAATTTCCAATC 

AGTATATAATGATTCATTAATTTAAAAAAAAATGGTTCCTGGACAAGTGA 

TTGATAACATGGAGAATGAAAAAGGTTAGATTTATACTTTACAAACCATA 

CACATAAATAAATTTCAGAAAGGTTGAAAATCTAAATATTTAGAATGAAA 

TGATCAAAGAACTAGAAGATAATTTAGATGAATATTACTGTAATCTTAGG 

TTTAGAGCTTTTAAAACATGATAAGGAAGAAACCATAAAGGAAAATAGAG 

ATTTGAATATATGAAAATTTTACACTTCTATAAATGAAAAATAAGCCATG 

AAAAAA CATAA GAAGTTACAATAACTATTGCCACATAAATCACTCTCTTA 

AGATTGATTTTCATATATAAAAAGCAGTAAAAGCAAAATCCCAATAGGAA 

ATAGCCTAAGTGCATAATTACCAANNAAAAATATTATTGAAAATAATAAA 

AAGGTGCCTGCCCGGGCGGCCGGCCGGGCAGGTACAGGTGAACAGACCTC 

CTACCAAGGGAACTTCTGCCCAAGTGTTCCAGTCCCATTTGAAAAGTTTC 

CAAAGTCCTTGGGTTCCAAGGGAATGCCTTAAGGCAGTGAGTCCCAAACA 

ATTTGCTTGTTCAGGATACAAGTTGATCCCATTTATTGAACCTGGATGAC 

ATTTGTGGGAGATTTTTTGGAAAGCTAAAAACCTGACCCATTTTGTGGTC 

AGTTTAACTTAAGCACTCCAAGCCATGGAAAGGGGG 

>Sequence 1822 

CCGGGCA GGTAC A ATAGG A ATA ATGTA A ATATTTTTATATTTA A TTTTTT 

TTAATTACAGAGGTTATTGAGTTTGTGTTTTTCAGCTGCAGAGAGAGAAA 

TTTGTGGGGATAAAGTCACAAGATACCAGTTGGCAGAAATTGAATTACCT 

TCCTTTGTATAAGTAATATCCAGTCTAGTCTTAAATGCTATAGGATGAGA 

TAAGAGAAGGATAGCTCACATTCCAAAATAAAAGCAAAAATATAAAATAT 

TGAGAATTGAATTTGACAACATGCGAACAAAACTGAAAATAGAAAAATAT 

AAACCTTTATTAGAGGACATAAAAGAAGCCTGGAATAAGTGGAGAGACAG 

GTCAGTTTTCTAGAAAGACATGATATTGTTAAGCTGCTGATTATGTTCAA 

ATTCATACATTTAATTTCAGTCAAAATTCTATTTTTCCTTTGTTTGAATC 

TGAAAGGCTGATACTGTAGGCCATTTAAAAGAATAATATATGGGCTGGGC 

ACTATGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAGGGAGGGCA 

GATCATGGNGTCAAGAGATTGAGACCATCCTGGCCAACATAGTGAAACCC 

CGTCTCTACTAAGAATACAAAAATTAACTGGGTGCAGTGGCAGGTGCCTA 
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AGGTCCCAGCTGCTCAGGAGGCTGAGGCAAGAAAATAGCTTGAACCTGTG 
AGGCGGAGGGTGCAGTGATCCGAGATCACACCATTGCACTCTTGCTGGCG 
ACAGAACGAGACTTCGTCTAAAAAAAAAAAAAAAT 
>Sequence 1823 

GCGGTGGCGGCCGAGGTACGCGGGCATGACAACTAATGGGAAGACATGGC 

TCAGATGTGCAGCCTCAGAGAGCTTCTGAACATTTCTTCTCAGACTAAGC 

TCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACAG 

GATCAGGCAGCTTTCTGCATACATGAACGTTCAACCCCAACTCATGTTAC 

TGTGGGCAGACACATGTTTGCAAAGAGACTTAAAGCCAAACAAGCACACT 

CAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTTCCTCCTCCCA 

ATAAGAAAGTGGAGAGAGCATGAGTCCTTACATGGAAACTTGAAGTTAGG 

GAAAAGAAAGC TCAC CAATTATTCGTGCATGGGTTTAAGTTTTTCTTGAA 

ATTTAGTTCAAGTTTTGTCTTTGTGTGTACCTGCCCCGGCCGCCTGTCTA 

GAACTAGTGGATCCG 

>Sequence 1824 

AGGTACGCGGGAGATGTGTTATTTATCATTTTATGATGCCAGAGATTTAC 

ACGAATT TGTG AAAGGTTTTTTCTTACCATAGATTCAGAGGCGTGTTTGA 

GGCAAGGTTTTCATTGTGCAGTGAGGAAATTGGCACATAGAAATCAATTG 

ATGTGCAGGACTCTTGGACTGACTATTCTGGTTATGTTTCCTTATAACAC 

ATTAAGAAGAAATTTGAGATAAAGTAGTAATTGTCAACTAGTCTTTATTT 

ATTTTAATAACAAATGTTGCAGTATAATTTTTAGAAATATTCCAAAATAA 

CCAATTAATTCCAAAATTTACGGGATAATTTTAAAGTGAGAAAATAACAT 

ACTACTTATATTAACAGGGAAATATTCTTGTGTTCAGAATGATTTCTAAA 

CCCCATGGAAACACTTGAT 

>Sequence 1825 

CCGGGCAGGTACATTCGATTTATTATATGTTAACTACTTCTCAATAAATC 

TGTTAAAAAATTAAACACATTAAACCACCCCTCAAGAGAATCCCTAAAAT 

AAAAATTTAAAGAGGGGGAAAAAAGGAAGGGAAGCTACTGAAAGTTGTAA 

GAAGAGACAAAAAGTTACCAATAATGAAGCCAGTGTTTCAAGGAGTGTGC 

AGTTAAAATAACATGACACACAGATATCAAAACTGGCAACTGAGAGAAGT 

CCAAGGTCCTTGGCAAAGAGAAAGCCACTGACCATCCGTGGAAGTGTAGT 

AGGGTGACAGCCAGAATGTCAGAGGCTGAAGGGAAGCTATGTGAAACAGA 

GAGGATGGCAGTGAGCTTAGACCACTTGTTTAAGAAGCTCAGAAATGAAA 

ATGAGAGAAGTAAGACAGTAGCT 

>Sequence 1826 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACT TTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCATTAGTGGTTGGCAGAAACTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGG 

>Sequence 1827 

AGGTACGCGGGGGCTTAAACCTGACCCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTAT 

AAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTGGAAAAACATAAGAGGAGAAAAACATTAAAAAATGAC 

AGGGAAGTTAATGGAAGTCAGCAATOTGATGGTGTTTGGAGGTGGAGCCT 

TCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

CTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCA 

AGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTT 

CCAACTTCCAGAACTGTGAGG 

>Sequence 1828 

CCGGGCAGGTACGCGGGGAGACCTGACGCGGGGGGAGATGCTGCCACCTA 
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GGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTTGAAGAGACAGGGATATTCC 

CAGAAGGTTTATGCAAAACCATCAAGAGAAAGATGAGAAGGAGTCCTATA 

TTGTCAGAATACAACATTTTCCCACCTTTGCCCCAACCATTAGTAAAAAA 

CCATTATGAAGGAGTAATAAAACATTTTTAAAAAAATTGACCAAGGGATA 

GTTAAATGGTAAGGTCCAGCCAATTGTGAATTGGTTGTTTTGGGAGAGTT 

GGGAGTCCTTTCAAGAAAGGGTAAATTAAAATGTCCCCTTTTGTAAGGAA 

AGTAGGGCCTCAGAGTAACTCTTGGCGCCACCCTTTTCTTTCCCTGCCCC 

ATGGTGGGGGGAGGCTCCAAGGAAAACCCCGGGCTTGGTCTTGCCAAACC 

CTTGCAAAA 

>Sequence 1829 

AGGTACTTACAACTTTTCATATAGTATTGGTAGTGTTTTGAATAATTTAA 
AAAuATCATCTTACGTTTGTTATTTAACTTTATTTATATAGTGCTTGTATT 
A ATG ATTTTGTG A ATGT 
>Sequence 1830 

CCGGGCAGGTACGCGGGGCGTTTGTAGATGGAAGGAAGAACTTGTGTGCT 

TAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGGTAAGCCCTTGGTTAAATTTATTGGCTTCAT 

>Sequence 1831 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCAGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTGCAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATAGGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATCAGCATT 

TCATGCCAGGAGAGAGTGGGCATGAATGATTTCAGGAAATGAATAGCTAG 

ATTTCAGCCTTGAATTTGCTTCCACCCTTCTGTGGCAAATTAGTGTGGGC 

TCACTGAGCACTTTATCTGCCCGTGGTAATTTATTTTACCAGACAGGGTG 

TCACTTTGTCATCCAGGCTGGAGTACCT 

>Sequence 1832 

CCGGGCAGGCACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCACAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGA 

ATGAATGAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTT 

TGGCTCTGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCC 

TGGAGAAGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGG 

GCTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTT 

ATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCA 

TATTATCAGGGCTTCTGTGGTGTCTAGGCCTCTAATTTTTCTCTTCAGTA 

AGGGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAGGAGGGTTGCAATC 

TAGAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATAAACAATA 

TGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGAAGTCTCA 

CCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCATCTGGGTG 

CCTCTGAAGCTCTTNCTGTGGCTTCTGTTAGACAATTGACCCCGAAACAC 

AGAAGATGGAGATGCCCATTGCGTTCAGAAATGGNGGTAATTAGGTATTT 

CTGAAATTAAAGACACACAAGCTTCTATTTTTAACCACAAAAAAAAAAAA 

AAAAAAGTCCCTTGGCCTCTATAACTAGGGATCCCCCGGTGTGAGAAT 

>Sequence 1833 

CCGGGCAGGTACTGGGATTACAGGAATGAGCCACTGTGCCTGGCCTGATT 

GCGGATTTTATTGGAATAACCTATAAATATTGAACAATGCACCTGCGAAA 

GAGTATGTCTTAATCTTCTCTTGGAATACTGTCAACAAAGATCTCTGAGT 

TTGAAGGGTAGAAGTAACTCACTACTTGGCTGCTGACTGTGAAATTTAGT 

CATGTTTTTATTGTGGGAGTGGACTGATTAAACAGACAAGTGTTATAAGG 

TTCAAATTACAACATTTCTCCTAATATGCAGTGCTTTTAACTATGATAAA 
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CACTGCACCCCCCTTCACAAAAAAAAAGAACCCACCCACCAATTTTTAAC 

TTTCTTCTACAAACACCTCTTATCTCTTCTCTATCAAAGCATGACTGGCC 

TTTTTGAAATATTCAGGACAAAAAGTTAGGAAGAGGGCAGGCTCGCTAGT 

TCAATGTCACTACATATAGGGGAAATGGAACACTTCCCATAGAAAGCTCT 

GATTTCTCTCAGCGTGAGTCTCTGTCTGAGGCATCCCCCTCTCTCTCTGC 

TAACCAGACACCATACACAGCATGTTCTTTCCAATCTGAGTCCTCAAAGG 

GCATCCTGAAAGTGTCCAGGTTATTAATGACATACCCAAAAGCCTATTAA 

AACCTGACAGTTATCTGCTTAAGGCTTTACTGGCAATAAAAATTCATCTT 

TTTTGTTTTAACTGAGTTTTATGAACTCACTGAAT 

>Sequence 1834 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

CAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTGGAATAAAAAAAAACTGATTAAAAAAGAAATGGTACCT 

>Sequence 1835 

AGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATAAGGT 

GTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACACACTCT 

CTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTGTTGTAT 

AAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGGCCAAAT 

CAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCCATCGAT 

CTTCCTGTC AGAA ATCAGAATATACCTTTGCAATACCCTTTGCTAGCCTT 

TCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGCCTGGGA 

AATATTAACACCCATTTGAGTATCTCCCAAACACCTCAATTAACTATATG 

GTGCTGTCTAGCCAGGACCTTATTTCAGTATAATGTGAACCTGAG 

>Sequence 1836 

AGGTACGCGGGGACTCAATCTTACTCCCTTGTAGAACAGGCGATATCTTC 

ACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCAC 

GAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGA 

CGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACT 

ATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACA 

GGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATAT 

GATTCTGCTGTTTGCGTTTGATTTCGAATGCTGAGCTGACTCAAAGTCAA 

ACTGTAAGTACCTGCCCG 

>Sequence 1837 

AGGTACAGCTAACTGTGCTAGGCAGGGCAGCCCTGTGAGTTCTACTGCTG 

TCTTGGTTTTACAGAGGGGGAAGTGAGGCACAGAGAAGTTAATTAACCTC 

TGAAGTGTTGCAGTCTAAGGCACAGAGGCACAGTTCCAGGCAAGGTTCAT 

CTGAATCTTAAGTCCTCACTCTTTGCCACCATCCTCCACTGCTGAGACCA 

TCCCTGTGAGTCCTGCCGCTCTCCTCCCCTGGTCCATATTCACTGCTACT 

CAATGAGGCCAAGGAAGCCAATGGTCGTGTCCCCAAGAGGATATCTCTCC 

CCTCCTGAGAATCTTTCTCATACATCTCAATTCTGAGATACAGATTGAGA 

AGCACCTCAGCAAATCCACTGCATGGAAGGCAAAACAACCTTGATCCACA 

GCAATGACCACAAGCAAGGGAAGCCTGGCTATGAGCACAGTCATAA 

>Sequence 1838 

CCGGGCAGGTACACAATTGTGCTGATTTTTCTCTCATTTAAAACGGTTCC 

ACAAGTAGTTAGTCCAGGGCTGGTGTCATGGCTCCATGGTCACTGGGGCA 

TTGTGTTCCTCCACGATTTCTGCTTCACCAGGCTTAGCCTTTGCTTCCAT 

CCTCTAGTTTGCCTCATGGCTCAAGATGGCTGCTAGAGCTCCAGCTGTCT 

CTTATGCATTCCTGGCTGTAGAATGGAGGAAGGAGGAAAGGGTAACGGGA 

CGCTTTACTGGCTATTCTTGTTTAAAGGAGCATCCTTGATCATACTTAAT 

GAGAATCTGGAGTAATTTTCAGGAGATCTCAGAGAGGGTACCT 

>Sequence 1839 

CCGGGCAGGTACGCGGGTGTCCTTCTTCAACTGGACACCTCTAGATAAGA 
AGGCAAGAAATTCTTAAAACTTTTGCTAACCTAATTGTGTATGTAATTAG 
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AATAACCAAGTTCAGTTAATTGAAACAATGAGTATTGGAGTAAGAGTTTG 

GGATTTGATTCCTTAGGGATAAACTACTAAATCCAGGACAGTCATTTAAC 

TGCTGCAGATTTGAGTTCCCAGGGGAACCAAACAGAAGTCACACAATTTC 

TAGGATGAAAACATCTCAAAAAAAATCAGTCCTCCCAGCACTTCGGGAGG 

CTGAGGCAGGGAGAGCACTTGAAGTCAGGAGTTGAAGACCAGACCAGCCA 

ACATGGTGAAATCCCCGTCTCTATAAAAAATACGAAATTTAGTTGGGCGT 

GGTGACGCGTGACTGTGGTCCTAGCTACTCAGGAGGCTGAGGCT 

>Sequence 1840 

AGGTACGCGGGTTATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGA 

TGCTAATATTCCATATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATT 

TTTCTCTTCAGTAAGGGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAG 

GAGGGTTGCAATCTAGAAACAGTGATTGTTAAAATTGCCTATAAACACAC 

AATATANACAATATGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGA 

AGGTGAAGTCTCACCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCT 

TGGCATCTGGGTGCCTCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATT 

GACCCCGAAACACAGAAGATAGAGATTGCACATTGCGTTCAGTAATTGTT 

GTTTATTTATGTTATTTCTGAAAATAAAAGACAGCACAGGC 

>Sequence 1841 

AGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTCAAAGCT 

GACTTGACAACTGCATTTATTTCATATTGCAATTGCTGCAGGTTAATAAT 

ATTGTTTTATCAGGAAACATTTATCTTGAGGAAGAAAGTTATCCTAATAC 

AGCAGATAACTTATCCAAGGACAAATAGAAAGGGGACTGTGTCTAGAGGG 

TAATGCTAATGCCTGGCATGCTATAAAAATAAATGAAATCTGATTAACAC 

TATTGGAGGGAAGAATAAGTCATCGTTTCTATGAAATATTATTTTCCTGA 

TTGGAACCATTTCCATTTTCGTCAGCTTAAAACATTGCATTAAAGATGAG 

ATGACTTTAAAACGGTGACAACTATCTCAAGCCCTGTGATTATAAATGGT 

GTTATAGGCTTGTAATCCTATGGGTTTAGACTAAAGTATTTTCTTCATAA 

ATTGAAAGAGAAACACACTAGGAATTCAGAAGATTTTAATTAAAGTTGTT 

CAAAAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTTTTGAT 

AATGAATTTAATTTATAGAAAAAAGTTCTTGGCAAATTTGGTAATGCCAA 

AAAGAACGTACATATGCACAATGTATATTTTCATGGAAGCATTATTATTA 

AGTGTCCTGCTTTTACTGGTTGACATACGTTAGTTCATTTTAACITCATT 

CAAAATATGTAATTAAACCTAACCCCTATTAAAGGTAACT 

>Sequence 1842 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGG TGGAA ATCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTATTTTTTACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATACACACACACACCACACACACCATAGTAGAATAAATTAATTATATTTT 

CTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAGTATCA 

>Sequence 1843 

ATGGAGTCAGCTGCGATAGCGGCCTGACGTCCGCCGTGGTCGATATCGCG 
CGCGCGCAGGAGCAATTTACGGTTGCCCTGAATGGCCGCTTCAAGGGCGG 
CCATATCACGCGCCATTACGGCCTGCCGGACAAGCGCGTGCATGCGATCC 
AGCTGGAGATGTGCCAGTGCGTGTACATGGATGAAGCGGCGCCGTTCGGC 
TACCGGCCTGACCTGGCCGCGCAAGTGCAGCCGCTGCTGCGCCAGATGAT 
GGAC 

>Sequence 1844 

AGGTACTTTT1 rTTTTTTT TTTTTT I rTT T TTT CI rTTTTTTTTTTTT GG 

GCAACTTTCTGGTATTACTTGTAAACACTGGTTCCTTCAACTTTCTGATA 

TTACTTGTAAACACTGGTTCCTTCTCAACCACCGTATTCTGATTGGGTCT 

ATAAGTAGCACCCAGTCCACACCACAGCACGCTTCTGGAGGAGGAATGCC 

AATGGGGACCCTGTCTGCAATGCCTGTGGGCTTTACTACAAGCTTCACAA 
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TATTAACAGACCCCTGACTATGAAAAAGGAAGGCATCCAGACCAGAAACC 

GAAAAATGTCTAGCAAATCCAAAAAGTGCAAAAAAGTGCATGACTCACTG 

GAGGACTTCCCCAAGAACAGCTCGTTTAACCCGGCCGTTCTAAAACTAGG 

GGATA 

> Sequence 1845 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGTAAGC 

CCTTGGTTAAATTTATTGGCTTCATTTATGTATCTCACAACACTTCTTTT 

CTGTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACCTGC 

CCG 

>Sequence 1846 

CCGGGCAGGTACTTGCCAAGATCTCACTCCTCAGCAGCTTTTTATTTCTA 

AATTTAAGCTTTTGGTTACTGAAAGTTTACAGCAGTTCTAGACTCCTATT 

CTTTAGCATTCCGTTACGTCCAGACCATGTGACAACCTCCATTCTACAAA 

TATGTAACCACAAAGAAGGTGAGTGGGGAGGCAATAAGAACCCAGACTAA 

CAGAACATCAGAAAAGCTGGCATACGCACACATAAAGAAGGGGGAGAATA 

TAGGACTATATGGGAGGGAGGAAGGTCACAGAAAATGATTACGGTTTTGA 

TGTTGTATTTGTGAAGGTGAGGAATACTAACTATATTTCTTTAGTCTTTG 

AAGATCACCATATTTAGCCATTATCTATCAACTGTTAAGCCTTGGGTAAA 

CTTCATGTCCTTGCACCACTCAAGTTACCCATTGGCTCTGTG 

>Sequence 1847 

CCGGGCCGGTACCATGGTTGGAATGATAAATGATATTGTCATTTTTGTTA 

GCAGTGAAGTGAGTGGCATCTATGTATTTTTTAAGGTATATAATGAAATT 

GTGCCTAGGGGAGTTATAATTTACTCTATGTATTTTTATATATACTTAAA 

TCAATACATTCTTACAGACTAACTTCTTTAGTGGTAACATACAGGCCGAT 

TTTCTCACTCCATGAATGATTACTGACATGTATCCAGGAGCGGAGGTACC 

CTCATCCACCATTTCACCCAGGCTGTCTTGCTCTTATCTTTTCATAAGGG 

AAAATTGGCTAGGGGTTTTCTCTCCACCATGTGCTGTTCTCCAGGACTTT 

GGGTGAATCCAGGTGTGGGAAAGAAGGTAGCATCAGCTGTAAGATTCAAT 

G 

>Sequence 1848 

AGGTACGCGGGATCTGTAATTTTGACATATATAATATTTTAGCAGTGGGT 

ATTTATTTCTAGATAAATTAAAATAATAATAATGATACAGCGCAAAACGA 

TAAAAGCTGAAAGGAAAATATGGTGAGGTATAAATGTAGAAAGGACAGAG 

ATTTCTCCTCCAAATACTGTTTCTCTTGGCCCATAATTTAATCATTAAAA 

TATCAAAGATAAAATTGTAGGGCAAATAAAATATCCCACTTGGACAAAAA 

TCAGTAGTATTTCTATACACCAAAAACGTTCAAGATCAGCATCAAATCAA 

GAACATGATGTCATTCCAAATAGCCACAAAAAGTTGAAATACCTAGGAAT 

ATGGATAACCATGGAGGTGTGAAAGATCGCTACAAAGAGTGCTACAAAAT 

ACTGCTGAAAGAAATTCAAGACAACACAAATAAGTGTAA 

>Sequence 1849 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 

CTAT CACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 

TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 

GAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGG 

GGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATG 

GATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAA 

TCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGA 

TAGATCCTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAAGGGGCAGG 

AGTCTATGGGAACTCTCTQTACCTCGGCCG 

>Sequence 1850 

AGGTACGCGGGGGTTTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTG 
CTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 
CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGGAG 
GAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTC 
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TTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 
TGCGC 

>Sequence 1851 

AGGTACAGAGAGTTCCCATAGACTCCTGCCCCCTCCCACAGACAGACTAC 

CCTAGAATATTGTAAAAGGATCTATCAGTCATTTTCCTCACCTCTCTTAT 

AGATGTCTCTCTTCAACAGTGAGATTTTTTCCGTAACTCTCTGTAGCAGG 

ACTGGGCTTGTTTGCACTCAAATCCATGACTCATTGTTTCTCTGCCTTTC 

CGTGTGTTACAGGTGGGCTGATCCCCCTGCAGCCAGTTTCCCATAAGCAA 

CTGACTTCCAACTGGGAATGTCTCGGGGGATAATGGGGGTGGGGATATGG 

AAGTATAGAGAAAACATAAGAAAATACTGGGTGTATACACCTTTCTCTCT 

CTGAGTATGATGACAATGTGATAGTCAGTGTGGCATCTGTGACTCCAGCT 

TGTGCCTGGCATGTACCTGCCCGGGCGGCC 

>Sequence 1852 

TTCCTAGTCACATCTGTTGTTGCAGCATGTTATCAGTAGAGCCTCC 
>Sequence 1853 

CCGGGCAGGTACGCGGGCATTGGTGAATGAGAATGAGCTACTGAAAACAA 

AAAGAGGGTCTTCTACTCAGCCTCTACCCCTAATATTTATATCAGAAGCA 

GAGATTAACTGTCCTTACTCATTCACACGTTAATGGAAGAGAAGGAAGTT 

TCCCTAGAAAAATCCTCCCGCTCCACCCTGCAAACTITATGTTTTTCTGT 

TACATAATCAGGTAGGGGCAAGACCTAAACTATTTTGAATTGGTGGTGTT 

GAGGCTAAATTCTCTGCTATTGACAGAATTGAGAATGTGATCAATTTCAG 

AGTAGCATGTTACAAj\7TTTGTCCCAATTTCAATGGGGAGAATTATAACA 

AATCAGTAGGTGGTTGGCAGAATCTGTTCTTACTTTCCTCCCATCCAGTG 

ACTAGGA 

>Sequence 1854 

CCGGGCAGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCACAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGA 

ATGAATGAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTT 

TGGCTCTGCAGGGCCAAGAGAACAGCTTTAGTTGTGCCTTAACCCAGTCC 

TGGAGAAGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGG 

GCTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTT 

ATCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCA 

TATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTA 

AGGGGAATAACTTTGCTGTGTCAGCGCAG 

>Sequence 1855 

CCGGCCCGGTACATGTCAAAGGAAAAACACGTGAAAGATGAATTCAGCCA 

AACCCACCAGTGTTCAACCTCAGCCTAATCAATCTCATACTCCTAGAGGC 

TTAAGTATCAGCAGGTAAGATCGTGATGACCTGTCTCTGAGGCTCCAGAC 

AATAATTTCTAACTGCCAACTGGAAATCCTTATATGGTTAGGCTGCCAAC 

ATCCCAGGGAACAGGACCAAAATAAAAAGCATCACTCATTATCCTACTGC 

AATTTTCCTCrrCCCTTTGTCAAATGGGAATGATCTTTACGATCATGATC 

CTTTATTGCAACCAGGACAGAAATCATGAAGTCATCTATGGCCCCTTCCT 

ATCACTCCGGCTCCAATTAGTTGTCCTATCTGCCCCTTCCGTTCTCCTTC 

CCTCTCCATAATGCCCAAGCTAGTCTATTACCTGTTCATTCATTTT 

>Sequence 1856 

CCGGGCAGGTACAAGAGCTCCCATTTCCCCACATCCTGGATGATACATGT 

TATTTAGACATTCTAATTTCTTTTCCAATCCAGTAAGAACGACATGGCAA 

CTCATT ATATT CATTTGCATCCACTCTATTGCTATTGAGATTAAGGGCTT 

TTACTGTTTTTCTTATATTTCTTGGCCACATGGCTTCATTTTCTGTGAAT 

TGCCTTTCTTATGGTCCTTTCATGGTTAAAACAGCCCTTTAGAAGACTCG 

GATTTTAAGGTTGGATTAGGGGTTGGGATTTGAGAGTTTTACACCATGGC 

CATGCCTCGTTTCCCTAAGTTATCATTAAAATGCTCAGCCTCCACAGCCC 

ATATCCATGCATATCACCCAGGTTGTCCCAGAACATTCAGAACTTACTGC 
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TCTTGCTTTGAATGTCCTGGTAGGTTCCCA 
>Sequence 1857 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCAGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTGCAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATACGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATCAGCATT 

TCATGCCAGGAGAGAGTGGGCATGAATGATTTCAGGAAATGAAGA GC 

>Sequence 1858 

CCGGGCAGGTACGCGGGTAAGTTTAAAATCAAAAGCAAGATATATGATAC 

TTGCAGCTCAGAAAGCAGCAGGACTTCGGTGGGTTGGAACGCAACTCTTC 

TTGCTGTTGTCCCAGGTGATTTTTCATCAACCAAGTCTTAGATCAATCAA 

TTACACAAATATGACACTATTACATCTTTCTTCTGGAGTTATCTTTCTGT 

TGGTCTAATACTCAGATGCTTCTGAGCCACGCAAAGTAAAAGCCCCAGGT 

GGAATATCCATGAGATGGGACTGATTGTGCTTCCATGGTTTACCTATCTC 

AGTGGCCTGCCCTTCTGGCCCTGTGAAATCAGTTTGGAAACTTGCCCTTC 

TTCTTGCTCCTGGTGGTCTTATTAAACTTTTCCAAGTTTTGATGGTTCTA 

CAAACCCAGAATTTCATTGACATTTTCACCT 

>Sequence 1859 

AGGACGCGGGAGTTTTTCAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 

CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATCTCAC 

ATACCTGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

n n 1 CCGGGCCTAGAAGTTGCAG AAG ACCAAGGAACCTTGGAAGTGACT 

TACTCTTTTGCTTCATAAAGTTGCTTTAAAACAGCCTTTATrTTAATTAT 

TAACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTA 

ATTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTT 

ACTTGGAGTTACTTGAAGTTTGCTTAAACTTTATTCACTTGGAGTAGAAC 

TTCCT 

>Sequence 1860 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGGGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 

TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 

AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 

CAGCC 

>Sequence 1861 

AGGTACTTTTAAAACATTTTTTCCTTGAGAAATCATTGCCTAAATCTCAT 

ACATATGTGCTTCTCTGCAGAAAAAAAAAATGAAATAAAATAAAAATCTT 

TATTTCCAATGAGCTAATGAGGAAAAAGGGGATGATGAAAAAACAGGGAG 

TGGGAAGCAATTTGGAAATGGAAAGAATGCTGAATACCTACATGATGCCT 

AATTTAGAAGAACATTCTGGTATGTAGGACATTATTTTCAACTCTATCAC 

TTACGGCAGATTTTTTTTTATATGCAGATGTATCTCTACTCTCTAAAGAT 

GTACATGTGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTG 

AATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCT 

ACCCCT 

>Sequence 1862 

CCGGGCAGGTACACTGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTG 
GGGTGGGGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTT 
AAGAGTAAAAGGAGGCTCTACTGATAACATGTCTGCAACTAACAAGATTG 
TGACTTAGGGAACT 
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>Sequence 1863 

AGGTACGCGGGGTGAAGGGCTCTCTGTATACTGCTGAAGATTCTATAGTT 

TCTCCTGAAATCCATGAGGGAGCCCCCTGAAGGATTTTGGCCAGGAAAGT 

GTCATGAATCAAATTTCTATTTTAAGAATAGTATCGAGGCAGCAATGTCA 

AAGGTTTGTTTAAAAAATAGGATGGTTCCTGTAATCCCAGAACTTTTGGA 

GACCAAGGCGGGAGGATTGCTTGAGTCCAGGAATTTGAGTCCAGCCTGGG 

CAACATGGTGAGACCTCATCTCTGCCAAAGAAAGAGCTTAAAAGAAGGGT 

CCCTGCCCG 

>Sequence 1864 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 

>Sequence 1865 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGTTCCTGCCCG 

>Sequence 1866 

AGGTACGCGGGGGTATTTAAAGGAGGAAAGAGCGATGAATCTACATGGAA 

AATTAGGTGAAGGAGTGGAAAATTGCATCGGCCATATAAGTCCAACTACA 

TATGGATCTATTCCTCCATGAAAAACTGGAAATTTCACTTTAACATGGTA 

TTTG CACAGT CAGCAGCAATTCTTAACAATGTCTTTCTTGCTGCTGACAT 

CATATTTTTTCACCCCAATAATAGAGGATAATTTGGACCCTTTCTGCTTT 

TCATTTAATTCTGTCTATTTCTGATTGCACTTCTCCTACTTCTCTTCCCA 

CATGAGAGATGATTGTATTACTTGTGGAATATGATGAATCACTTCAACAA 

GAAATATGTGGCATCTGGTTAAGTTTCTTTCTAGCATATAAATTAAGCTT 

GAATCACAGCTGGGTCAAACATTTTCTTTGAAACGGGT 

>Sequence 1867 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACT TTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTC 

>Sequence 1868 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACT TTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTT 

>Sequence 1869 

CCGGGCAGGTAC rTTTTTTTTTTTTTTTI I "1 1 1 GCAGAGATGAGGTCTCA 
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CCATGTTGCCCAGGCTGGACTCAAATTCCTGGACTCAAGCAATCCTCCCG 

CCTTGGTCTCCAAAAGTTCTGGGATTACAGGAACCATCCTATTTTCTAAA 

CAAACTTTGACATTGCTGCCTCGATACTATTCTTAAAATAGAAATTTGAT 

TCATGACACTTTCCTGGCCAAAATCCTTCAGGGGGCTCCCTCATGGATTT 

CAGGAGAAACTATAGAATCTTCAGCAGTATACAGAGAGCCCTTCACCCCG 
CGTACCT 

>Sequence 1870 

CCGGGCAGGTACACAAAAAAATGCCCCATTATCCCTTTGCTGTGGGAGCA 

GTGCTGATGCTAGTGGCTCGCTCTTTGGTCCTGGCTCTGACTCCACCAGC 

AGTAACAACCAGCAGTGGTGGAGGCTGTGGGTGCAATAGACTTTTATCAT 

GGCCACTCTTCTGGAAGATGTCACTGCCAGCAACTCCTGACTCAGCTTTG 

GCAGCAGCTGCCGCATCGAAGACTGTTGTGAGTGGGGAAAGGTAATGGGG 

CTGCAGGAATGTGAGGATGTAGGGACTTTGGGACCTCCAAGGCAGGATGC 

AGTCTAGACCTCCAAGGCTTGGCTTTCAAAATGGCACCT 

>Sequence 1871 

CCGGGCAGGTACTTGCCAAGATCTCACTCCTCAGCAGCTTTTTATTTCTA 

AATTTAAGCTTTTGGTTACTGAAAGTTTACAGCAGTTCTAGACTCCTATT 

CTTTAGCATTCCGTTACGTCCAGACCATGTGAGAACCTCCATTCTACAAA 

TATGTAACCACAAAGAAGGTGAGTGGGGAGGCAATAAGAACCCAGACTAA 

CAGAACATCAGAAAAGCTGGCATACGCACACATAAAGAAGGGGGAGAATA 

TAGGACTATATGGGAGGGAGGAAGGTCACAGAAAATGATTACGGTTTTGA 

TGTTGTATTTGTGAAGGTGAGGAATACTAACTATATTTCTTTAGTCTTTG 

A 

>Sequence 1872 

AGGTACGCGGGGGTATTTAAAGGAGGAAAGAGCGATGAATCTACATGGAA 

AATTAGGTGAAGGAGTGGAAAATTGCATCGGCCATATAAGTCCAACTACA 

TATGGATCTATTCCTCCATGAAAAACTGGAAATTTCACTTTAACATGGTA 

TTTGCACAGTCAGCAGCAATTCTTAACAATGTCTTTCTTGCTGCTGACAT 

CATATTTTTTCACCCCAATAATAGAGGATAATTTGGACCCTTTCTGCTTT 

TCATTTAATTCTGTCTATTTCTGATTGCACTTCTCCTACTTCTCTTCCCA 

CATGAGAGATGATTGTATTACTTGTGGAATATGATGAATCACTTC 

>Sequence 1873 

AGGTACGCGGGGTCCAGTGGACGCCAGGGATCTGAAGGGCAAAGGCAAGG 
GCTGCTGGAGCCTGCATCATGTCGAGTCCGCAGAGGAGGAAGGCTATGCC 
CTGGGCACTGTCACTGCTTCTCATGGGCTTCCAGCTCCTGGTGACTTAT 
>Sequence 1874 

CCGGGCAGGTACAGAAAAACTCATTTCAGTTAAGGGGAAAAAAAGAGTAA 

GTGAGCCAGGATTACAGTCCAACTCCAGTCAAAGTTAGTATAAGAAATAA 

GAGAATAAATAGATCAACATCCTCACAGACAATGAAAGCACACCGGAAGG 

ACATGACCACAAGGCAGATAAAAACCTAATATTTGCCAAAAAATAAAATG 

CAAATATGACAGGAAATTTATATTAATTAGTACCT 

>Sequence 1875 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCGAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAAT 

>Sequence 1876 

CCGGGCAGGTACTTTCTTGGCCAGACATCATACATCTGCCTCTATAGAAT 

CCCTCATTCAGGGGGTCACTGATGAAGTGTAAGGCCCTAGGGTTGAGCTT 

CAGCTCCACTGTGGGGTAGGTTTTTACCTTCTCCAAAGCTTCATTTTCTC 

ATTTGTAAAATGCAGATAATGTGTGTCTTGCCAAACTCTAAGGGCTGTTG 

TAAGAGGTTTAAATGGCATAACAGATAGAAATGATTCAAGCTATTAAGTC 

CTTTATAAATGTGTGGAATGTTGTTTCTCTGTATAAATCTTAGCTTTTCT 
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ATTATCTCAACAAAGGTGATTTTCTTGTTAAGAAGGTTTAGTAGCCAGGC 

ATTGGACAACTC 

>Sequence !877 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGGGGATGAAAATACAGATCGAATTTGGGGG 

AGCATGTTAAGGTTAGGGGAATAGAGATAGCTTATATTTAGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGAT 

>Sequence 1878 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCG 

>Sequence 1879 

AGGTACCCAAGCCAGAAAGTGAGCCCACTCTGACTCTCATGAACTGGGTC 

CTGATTCCTTTAAGGTTATTTTGCCTAAGTATATTTCCACTC 

>Sequence 1880 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTGCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGC 

>Sequence 1881 

AGGTACCAGCACGTGCAGAAAAGAAAGAGTCTCCGCTTGTCTTTGTCTGA 

TTCTCCTGTCCTCTCCATGGAAGTTACATTTTCTGTAAAGGATGAGCTGA 

AAATTCTCCTGGTCGTTGCCAGTTGAACTTCTGCTGTGCTCTGGGAAGGC 

ATTCTCACTCTGTTTATGTTGTCTAAGTGCAGACATGGATGTGCAGGTTT 

GCTAGAACCTCCTGAGGATGTGCAATGGTTCTGTTCATGCCTGAATCAGT 

TCTTTTGGGAGTGGACATTCTTTCTCTCCCTCATGCACAGCCTCAGGCAC 

ATGGCTTGAGCTATGGCGGCACGCAGTATGGCCATCACCCAGGTACTGCC 

CCGGNAAATTATAAATTATTTATTCTTTTTAAAAATATTAATTAATCCCA 

ATCTTATATGTTAAATGTTTTGCCT 

>Sequence 1882 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGA GAAG GAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGG 

>Sequence 1883 

GAAAATGTTTCGTTTCGCACGTCATACTACTGAATATCGGGCGATTTGGT 

GCTCCACCGCGGCGGCGGCCGAGGTACAGTGGNTTACGCCTGTTAATACT 

AGCACCTTGGGATTTCGAGGATTACAGGCGTGACCCACCGCGCCAGACCA 

CTTGCAAATATTTCACAGAGCCAATGTGTAACTTGAGTGGTGCAAGGACA 

TGAAGTTTACCCAAGGCTTAACAGTTGATAGATAATGGCTAAATATGGTG 

ATCTTCAAAGACTAAAGAAATATAGTTAGTATTCCTCACCTTCACAAATA 
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caacatcaaaaccgtaatcattttctgtgaccttcctccctcccatatag 
tcctatattctcccccttctttatgtgtgcgtatgccagcttttctgatg 
ttctgttagtctgggttcttattck:ctccccactcaccttctttgtggtt 
acatatttgtagaatggaggttgtcacatggtctggacgtaacggaat 

>Sequence 1884 

CCGGGCAGGTACGCGGGGGTAGAACAGGCGATATCTTCACCATGCGCACA 

ATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAGCCAGAAAA 

CTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATATT 

TAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGATAT 

GAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGATGC 

CTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTT 

TGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTGTAAGTACC 

T 

>Sequence 1885 

CGAGCGGCCGCCCGGGCAGGTACTGTTACTATCCTTAAGATGAGGGAACT 

GAGGAACCAAGAGGTTAAGCAATTTGCCTTTGGTTCACATAGCTAATGAT 

GTGGAGATTTGAACTTAGGCTGTTTGTCTCCCAAGCCTATGTTCTTAAAT 

TTGGGGAAATAGTAAAGATAATTTCCACAATGTGAAGACAGTTAGCAGCC 

TTAAGGATGAAAGGATGGTGCAAATACCATGCCCAGTGAGTGACAGAGTA 

TCAAGGCTGGTAGAGCCTGATGAAAGCACAAGTTTTCAGAAAAGAGGGAA 

ACAAACAATTCCTATAAAGTTAAGAAAATCACATTGACACCAGACTTCTC 

ATTGGTAGAGACCACAAAGCCCTTTTCAAAAGTGGGTCAAACTGGCAGGC 

TGAGCACATATCCTTCCCTCCCTTTCTGTCAAAAGAT 

>Sequence 1886 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTAT 

>Sequence 1887 

AGGTACTT'TTTIU'riTriM'l'i;riM4Tl'GTTTGTTTG T T'l'ri mTTGAGA 

CAGAGTCTCGTTCTGTCACCCAGACTGGAGTGCAGTGGTGCGATCTCGGC 

TCACTGCAACCTCTGGGCTGGGCAACGGTGTGAGACTTGGACTCAAAACA 

CACACACACACACACACACGAAGCGGGAAAAATTCTGGTGCTTCGCAAAG 

TCATCACAATACAAATCAAAATAAATTTGTCTTAAGCCACTTAGACAATA 

CTAACCAACTTTCACCAGGTGTAATCCATGCACAACCAAAACCTTTTACT 

GTGAGAGCGAAGCTCTTATGGAGTTCTACCTCATCAGTGATCTACCATTA 

TAAGATATAAAAGACTAGTAGATTCTATTCATGAAACCATTTTTCTTGGC 

TTGGTATTAATTTTGGTAAGAGATGAGTTACCAAGTTAGAAATTAGTGTG 

GTCCCAAATTAAAACATTAAAAAGAACCACCTAAGGTAAATATAAATATG 

TGATATAAAATTGTCAAAATGAATCCTTTCAGACCTTACATCATTTTCAA 

TGGGAAGTATTTATCAGTCATTGCTAACAGCTGGGTAAATATATGTGAAA 

TACCACAGAATACCTTGGCCG 

>Sequence 1888 

CCGGGCAGGTACTTTN II rT TTTT TTTTI m 1 1 11 i i ri'l ATTTTTTGA 

GACAGCTTTCTATTCTGTCACCCAGGCTGGAGGCGATTAGAAAATAATTT 

GTGCTGTTCTTATAAATATGAAGAACTTTGGAAATATCTCTGTGACATCG 

GATGCAGTTTGTGTTTGGGAAGTATCACTGATAAGAAATAATACTAAAAA 

TTAGCAACCCCATTGAAAAGTGGGCAAAGGACATGAACAGACACTTTTCA 

AAAGAAAAAATTCATGCAGCCAACAAATATATGACAAACAGCTCAACATC 

ACTGATCATTAAAGAAATGCAAATCAAAAACCACATTGAGATACCATCTC 

ACTCCAGTCAGAACCACCATTACTAAAAAGTTAAGAAACAGGGTCCGGCA 
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CGGTGGCTCACGCCTGTAATCCTAGCACTTTGGGAGGCCAAGGCAGGTGG 

ATCACCTGAGGTCAGGAGTTCGAGACCAGCCCTGCCAACATGGCGAAACC 

CCATCTCTAGTAAAAATACAAAAATTAGCTGGGCATGGTATATTGTGGGA 

AGGCGGATATGGCAAGCCCACACAGTTTATATTCCAAGTATGCCATTAAA 

ATAGCCACAGGAGAGGTTGGATCAACATGTTCTGAATTGTCAAATGAATG 

GGAAAACCTGAGCCATAAGTGAAGTTTTCTCATTAGGTTTATAGATGGTT 

AATAAATTCAAGACTGGGATTTAATAGAGCTATGAAAATATTTCCGATAA 

ATGAATTATTTAAATAAGC7TAACCTCAATACCGGATTTGGAATTTTATG 

GAGGGTTCTTAGCCTTCTTTTTGT 

>Sequence 1889 

AGGTACTGTATTTCCAAAAGTAAGTTTCTATTCCTAGAACTAAAACAGAA 

AAGAAGTGTTGTGAGATACATAAATGAAGCCAATAAATTTAACCAAGGGC 

TTACCATTTTCCTGCAGGATGTTTATAAATAGTTCCTGGCAAAGGAGGTT 

GCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCATCTCCTCCCAGCG 

TCAGGTCTAAGCACACAAGTTCTCCCGCGTACCTGCCCG 

>Sequence 1 890 

CCGGGCAGGTACAAGCTTTAAATGGGAATAAATCTTTTATAAGCCTTTCC 

ATTTACmCCTGCTTATTAAAGGTGAATTGTAATGGAAAACCCTAAATG 

TCACAGAGTCTGGAAAATTGAAATAATAAGGGGCAGCATTCTCCTTAGTG 

GTATAACTAGTAAAAGTGGGCCTAATGGAAAGTCCACCGTGGAATCATCT 

GTGTTTCTATGCAACAAAATTATTTTCCTTCTTTCTCTAACAAGGGAAGT 

AGTTCTGACCAACAAGGTTGGCTGTCTTAAGCATTGTGGTGGAGAGCAAT 

GGAAAGATGAGTGTGTAGTGGGAGCAAGCTTATCAGAGTTCCTGAAGCCA 

TTGCTTTAGTGTCCCACCACATCTGTAGGCCTAGGGGATGCCATGCAGTC 

CTTCAGAGATAGCCTAGGAAGCTGCAAC 

>Sequence 1891 

AGGTACGTAGGGGCCCTTTGCTGCAAGCTTAGGCCAGTGTCAGCTCCTGA 

GCCACTCCTGACTCAGTTGGAGGAGACTCAGTGTCCACTGCCCCCTGCCT 

GGTGGAGCTTGGCAGCAAGTCCCAAGTTTTACAGTGTTGAGACCAAGTGG 

GCAGCCATCACCATTGAGGGGTGCCCTTTTGCTCCCCCTCGAGTCCAAGT 

TATAGTATTGCTTACTTCCTACCTGAAATAGTTTATGGGTCATGGGTCCG 

GCTTACATCAAGCCCCATAGCCAGTCTGGTTGCCCCACCTAAGGTCTTGG 

TGCTCTTTGATAATAGCCACAGCTAAATGTATTAGTCCTGTCCTAGGAAA 

TGCATGATCTTCT 

>Sequence 1892 

CCGGGCAGGGTACAAGGGAGACAGCATGCATGGTGTGTTCAGAAGAGCTT 

GCTGAGGTGCTCGGCTCTTAGCGTTAAAAATGTGATGTTGGTATATCATC 

CTGATAGAAAACACTGCTTCCCAAATCCTAGTCACTGGATGGGAGGAAAG 

TAAGAACAGATTCTTTTCAACCACTACTGAATTGTTATATTACTTCCCCA 

TTGAAATAGGGACAAAATTTTGGACATGCTACTCTGAAATTGATCACATT 

CTCAATACTGACAATAGCATAGAATTTAGCCTCAACACCACCAATTCAAA 

ATAGTTTAGGTGCTGCCCCTGCCTGATTATGTAACAGAAAAGCTTAAAGT 

TTGCTGGGTAGAACGGGAGGAATTTCCTTAGGAAATTTTCTTCTCTATCA 

TTTTACGCGTGAATTGAGTTAGGGCAGCTTG 

>Sequence 1893 

CTGTATCACTACTATAGGGTGTATGGCAACTCCACCCTGGTGGCGGCCGG 

CCGGCCAGGTACTGCCACAGGACTTTCAAAAAGGAGGGGGAAAATTAATG 

AAAGTGACATGCATCAAACAAATCAAGGGGCAGTGTTGAGGTCATCTCCA 

CGGAGCTGTAAACTCAGAAGTGTTTCCTGGTCATATATGGTCAATTAGGG 

TCAAGTCTGAAACATTTAAATAATGACCTAATTTTCAGCTCACTCAGAGC 

TAAAATCCATAACACTATCATACTTTCCTTTTAATTTATGAGATGGAGTC 

TTGCTCTGTCGCCCAGGTTGGAGTACCT 

>Sequence 1894 

CCGGGCAGGTACCAACCACCAGGGCCCTTGCTTCTGAGCAGGAAGCAGCT 

GGGGAATAGGCTCTTTCTCTTAATGACTTCCAACATAGTTCTCTCAAACC 

TTACTCCTCCAGAAGGCCACCCTCACCTGGCTATGGCTACTTCAGAAAAA 
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ACTTGGCCTCTGGTATAATAGAGCAGAATCATCACCTCACATTCTATTTC 
AAGCCAAAGTCAATATCTCAAAGGCTGGTTCTGTGATTTATTTGGCCCTT 
GGGAGCTCCTACTGAAAGTGCTGAAATGTCGTACCT 
>Sequence 1895 

CCCGGCAGGGTACTTTTAAACGGGGGGCCCTAGGATTCATTTTAACCATT 

TCTGGCCTCACTCTCACTCTGTCACTATGTGGAGTGCTCTAATCCATTAG 

GGAATATAGCTCCTATATCACTGGCTACCCAAATGGACCTCAAAAAGGCA 

GACAGAGCCCATCCCCAGAATATCCTTGGTTCTTGCTGGTCACAAGGACC 

AATAACATCATTAACATTGATGTTTCAGAGTCAATACAGGTATAAGAACC 

TTAGGTTTAGGACTGTGAATAGGGGAGCGGTGAAATGAAAATACGGCCTT 

GAATTAGTTTCACTGTCAACATATCTCATATTTATCTAGCTAGGGTATTT 

TAATTCTAGGGTATGTTATGTCCAGAAGAGAGGAATGATTTTCACCCTTG 

CCAACATCTCAGATAATTTTAGACA 

>Sequence 1896 

TCGAGCGGCCGCCCGGGCAGGTACTCTTTATGCACATCAGTGTGGGGCCT 

TAGTAACCACTGTGCAAGTTGAAACTGGGCAAAGTTATCTTAATAATTAA 

TGGGAAAACATAAACTTCTTCCTGCAATCTTTAAAGACACTTGTCAGTCA 

GGTGCGGTGGCTCACGCCGGTAATTCCAGCAGTTTGAGAGGCCAAGGTGG 

GCGGATCACTTGAGCCCAGGGGTTTGAGAACAGTTTGGGCAGCATGACGG 

AACCCTGTCTCTACAAAGACTACGAAGGGTTGGCCGGGAGTGGTGACATG 

TGCCTATAGTCCCGGCTATCGGGAGGCTGAGGTGGGAAGATCACCTCAGC 

CTGGGGGACTAAGCTACAACGAGCCTTTTGGATACCACTGCACTTCAACC 

CGGACAGCAGTGAGGTCTTGTCTCTAAAAAAA 

>Sequence 1897 

CCGGGCAGGTACATCTCTAGCTGATGATTCAAAAAAGAAGCCTTTTAATC 

TCACTCCACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAA 

TAATATGCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAATC 

TAGA GTTAGCAATGGAAAAATTAGTCTCGGGCTTCTGTTTCTGCCCACAG 

TTTTCAAATTAAGAACAATGTGTTTGCACTTAATGAAACAACCTCTACTG 

CTCTTCAAGAGGACTCAGGATACCGATTCTCGAGGCCCCTGGCGGTCCCC 

TGTAAGTACCT 

>Sequence 1898 

AGGTACAGATAGAGTCTCACTATATTGCCTAGGCTGACAGAGTATTTTTT 

TCCTTAATTATTCTTTATTCTCAAATGCAGTGAACAGTCACAGTAGCCCA 

CCATAGGGGGTTCATTTTCAGACATTACAGTAACTAGGGGAATTTTATTA 

AGGAACCAGCAGCTTAACCCATTATGGTAATAATTCTTCTTCTTTAAACC 

CAACTTACAGAACTAATTCAGAATTTAATCAGTTTTTCCCATCAAGTGCT 

TGGTTTTTCTTGGTCCCATGGATCCAAATGGTAGGGAATTCCCACAATTC 

ACAAGTTAAGTTTTTTTAATCAACTTCGTTATGTGCCCTCTTCCCCAACT 

CTGGGGGATTGGGTTTCCCTTCAAGTAATCCTCTTGTTGGTCTTTTCCAG 

GGGACCCTTGAACCACTTTrTTGGAAAGGAAGTAATTTGGAACCAGGCTT 

ATTTTTGGAAAGAAATGGTCCCCTGCCAAATTTTCTGCCCTT 

>Sequence 1899 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGA 

AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 

CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTCTCTCTCTTTTAT 

AAAGTGCTTCCAGGCCCTTTTGATTAGGGATGCTGTCCTAAATCCTTCCT 

CCCGCGTACCT 

>Sequence 1900 

GCACCACTACTATTCGGCGAATGGCAGCTCCACCGTGGTGGCGGCCGCCC 

GGGCAGGTACTACAGGGGCAGGCTACCGTCCCCGGCTAATTATTTTAATT 

TTAATTTTTAGTAGAGATGAGGTCATGCTGTGTTGCCCAGGCTGGTCTCG 

AACTTCTTGGGCTCAAGAGATCCTCCTGCCTTGGCCTCTCAGATTGCTGG 

GATTATAGGTGTGACCCCCCCACCTGGCCTATGATCTTAACTTATTTACA 

CCTTTTGACATTGCCAAAAACTAAGTTTTACAAGATCTCTCACCATATCT 

CTGGGGATGGGAGGAGGAAGGGAAGGATAATGGTCTCATATTCATAATAG 
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TATTTGCAGTGCCTATTCTCACAGTGATAAATGACTATAACCTTTTCAAG 
AGGATGAGTGAAAGAAAGAGGGAGGCAAGAAGAATGAAAAAGGAGGTAAG 
GTCCTGGTAACACATCATCTTGT 
>Sequence 190! v 

AGGTACTTTTTGTTGTTGTTGTTTTAGAGAGACAGGGCCTTGCTCTTTTG 

CCCATGCTGGTCTCAAACTCCTGAGCTCAAGCAGTCCTCTGCCTCAGCAT 

CCCAAGTAGCTGGGACTACAGGCCTAATACTTTTTGTGCCTGCTCCTCTC 

TTCCTGTTTCTACCCCATCATATTTGCTCAGATCTTTTAATCAACTACTG 

CAGCAACCTGCTAAAATGTCTCTCAATCTTCTGGATAAGTCAATCAACTG 

CTAAATGAATCTTCCCTAAATTITACTTTTATTGAGTTCTTCTGCTCAGA 

AACCTATTTTTACTTCTTTCTAGTCCTCAGCATGGTATTTCTTTCTTCTA 

TGTTAATTGACAGTCTGTCCTTAAATATGACTGTCTATTCCTGCTCTTCC 

TTCCCTCAAACCCAAACTCACC 

>Sequence 1902 

AGGTACACACATTATCTAAGATGATACCTATAAGGCAGATAGTATTATCC 

CCATTTTACAGATGCAGAAATTGAGTATCAAAGTGGTTAACTTGAATAAT 

GTCAAGCAGCTAGTCAGTGGTGGCAGTGGAATGTGAATCCAGGAAGTCTG 

ACACAAAAACAAGTGGTCTTAATGCTATAACATGCTTAATGCTAAGAAAA 

AGTGGACAGTATAATGCTATACTGTTCCTGAATAAATATCCAGTAAATAA 

GGAAGGCTAGAAGAACACAAAGTTTGTAACAACATGTTTTTCTAGTAGAA 

GTCTTCTTTGCTGACTTTCTGATTCTCAGGTATAGCATCAATCGGTGAGG 

GTTGCTATATGTAAACATTATACTGACAGGCCAAAGCGATCAACTGTGAA 

AACTAGGCAAGCAAAGTAC 

>Sequence 1903 

AGGTACAGCTTGAACAAATCCACCTTCTGTGGACCAAGCACCACCCTGGG 

CATTTCTAGCATGAGCAAAATCCAAGGTCCTGGCTGGACTCCAGAGATGC 

TATTTACCTCAGAAGCATGACAATAGGAGGCAGAAGGAGCAGGCAAATCC 

AAGTCCTTTCTTGTAGTTTCCTTGTTTGGGGAGGAAAAGTTGAGTTTTAC 

TATTATGGAAAAGAAACAGGAAATAGAGACAGACAAAGAGATATGACAAT 

ACAGTCCTGCCACCCAGATACTCATTTCCACCTACCATTCCATGCATTTG 

TTTTGAATATATAAGTATGTACCTGCCCG 

>Sequence 1904 

AGGTACATTGCTTTATTTTTTCATGAGACATAATCATGTCTTATTATAAA 

TTTGCCTAAGCAGGGGATAATATCTGACATACATGCTACCTGTTATTGTG 

TAAATTGAAA ATATT CTATCTTACCAGTTGTTACAATTAAATATATTATA 

CTGATAATTTATTTTTTCAGACATTGACATAATAAAGTTTTATTTGAAAT 

ATATCTTAATCAATAAATATAAAACAGAAACCACTCTAATAGAGGACAAT 

TGTTCTAGTCAATACTCATATTTGTTCTGACTATTGAGAAAAATTATGTC 

TGCATTTTAAAAGTTTCAAATTTTGAAGCTTCAGATTTTAGAATAGGGAT 

TTTTAACCCACGGACCTGCCCCGG 

^Sequence 1905 

AGGTACGCGGGGAGACGGCATCTGAACCTTGCCGAGTAGGAATGTTCCAG 

AAGTAAGAGAGATGACTAGGGTTTCAAGAACAAGGACCAGCACCTATGAA 

GGCTCTGAGGCACAGACCACTGTGACCTGTGGAGAAGTGACAGCAAAGTG 

AAAGGCACGTTTTGATTACTACCGACATTCAGAGTCTGGACACGGGTGAC 

AAATCTAAAAGATATTGCCCATTCGTCCAACTGCCGCTGTCCTGCCAGTA 

TATCGTCTGAGATTACCATCAGCTAAATATTGCATTGTCTTTGGACAATT 

TTCCTACATTGTGACTCCTCACTACATTTTCAATGCTTTTCTAGTCCCAG 

ACAAGCTACAGACTGTTAATTTACACTTGCTTTTGCCTTGCCTGAGGAAA 

TTGAAAATAAATTT 

>Sequence 1906 

AGGTACTTACAACTTTTCATATAGTATTGGTAGTGTTTTGAATAATTTAA 

AAAATCATCTTAGGTTTGTTATTTAACTTTATTTATATAGTGCTTGTATT 

AATGATTTTGTGAATGTTTTTTAAAGATGGATACCTTGATTTGGCTTGGC 

CTCCCAAAGTGCTGAGATTACAGGCGTGAACCACCGCGCCCGGCCGACTT 

CAGGAGATCTTTAGGCATCATTGGTTTGTGTTCTTCAGTTAAAAATAAAA 
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AGCCAAACTCAAGACAAAGAATACAGTTCAGTTCCAGGTTAGGAAGAGGG 

AGAAGCTCAGCTTCTGAAGTAGTGCTATATTTACTGTTTACCTTGACTGT 

TATCTTTAGAAGTTGATGATTATTTTAAAAATTGTGTTAACTGCTGTTTG 

AACTGTTAAAGTTCC 

>Sequence 1907 

CCGGGCAGGTACTGGTTTTACTGATCTTTGTGCAATTTGCTGCTCAGCAG 

ATATTTTCAATGCTGATTGGTAATATGTCAGTGGATAACCAGTGGAAATG 

CATGTCTAT TAATT ACTATTGCACATAATATTTATCTTGTTTTTATATTT 

TGCACAGGATTTTCAAGGTGCTGGTATATTTCTGAGCACTGTAAAGTTTT 

CTTTGAGAAATAAGTGTTTATTTTTAAATTGCGTTGTCTCATGGGAGGGT 

AACATTTGTAAATATACTTCAAATTAGTGTTGTTCCCTCTGCTTTCTTTT 

TCCTGACTCAGAAACAGAGTGCTTTGACTGCTCTATGTTGGGGCCATGT 

>Sequence 1908 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 
GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGCATAGGGTCCTACAAG 
TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCCCCCGCGTACCTGCCCG 
>Sequence 1909 

CCGGGCAGGTACGCGGGATGGGTTTAGACTAAAGTATTTTCTTCATAAAT 

TGAAAGAGAACACACTAGGAATTCAGAAGATTTTAATTAAAGTTGTTCAA 

AAAATTTAATGGGAATTTTAAAGGCTGGCTCACTAAGTAGTTTTGATAAT 

GAATTTAATTTATAGAAGAAAGTTCTTGGCAAATTTGGTAATGCCAAAAA 

GAGCCTACATATGCACAATGTATATTTTCATGGAAGCATTATTATTAAGT 

GTCCTGCTTTTACTGGTTGACATACGTTAGTTCATTTCAGCTTCATTCAA 

ATATGTAGATTAAACCTAACACCTATAAAATGGTAACAATTG 

>Sequence 19 10 

CCGGGCAGGTACCATACACCATGGAAGTTAGCCTTCCACCTCAGGAGAAA 

GCAAGCTGCTCTCATAAGCCTCTCACCAACTACCCAGTAGTCTTTGCCTC 

CAAACTGAACAACAGGAAAAAGTGCCATAGTTTTTAATTAAGCTGTTTTA 

AAAGTCCATGTTCCGGGAGAAAACAAAAAAAAAAAAAAAAAAAAAAAAAA 
GGTACCT 

>Sequence 191 1 

AGGTACTTACAGCTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAGATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTAGGCAAATGCATG 

ACAGAACTCACTGGATCAATATCTCAAAATGCTGGGAAGAAAAAAACGGT 

AACCAGAAATTCTACACAGAGTGAAACTACAC 

>Sequence 1912 

AGGTACCATACTTTGTTTTTATTCTTGAGAGGAAACTTCGATCATTTAAA 

GCAGATATTTGCCTTCATCCCCTACCCCCACCCAATAAAACAAACCTGGA 

AATGCCCATTTACATATTTTAGCTTAATCACGGTCAACTGTCTTCTATCG 

CCACTTCACTGCTCACAAAATACACATATTTAAAAGTGAAAATACTGAAA 

TATGTCTTCACAATACAGCTAATACCACCAGTAGAAAATTCACGTCACCA 

TGTTCAGTAGACAAACGTGAGAAGCAATGTGGTGTCAGATTGGAAACTTG 

GGAGAGATTCTCAGAAATAAGTAACTTCAATAGGTTGCTTTTTGCATAGT 

GCAAAATTAAACTTCACTTTATTTAGTGGAAGTGACCCAATTCAATCTTA 

TCTGGGGTCAACACAGCTGATTTCATTTGTGTTTGACCACTGCACATTTT 

GTCATCCAAAAAGTTAAGGAGAGGAAGTCAAGGTTATAATGAGAACTACG 

AAAGACAGATGCTACAATAAAGACTTTTTTTGGTGATATTGGTTTTGTTT 

TGGTGATGATTTGATCCAAAAGAGAAACACTTAAATTTGGAATTCACACA 

CAAAATTCAT ACTT CAGAAAACCCAACAATTGTAGTTGGAGACAGCTAAT 

CACTGAAGACTTTTTGCTTATTTTATAACAAGAGATTGATGGATTAAATC 

CTTATCTGCAGGATCCATTAAATTCCACCCAAATATGTGAAAAATTCCAG 

ATATGGCATCTATTGGTGGCCTTTTCAATGGAATTGATTTAAAAAAAAAT 
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G ATA C A AGTCTTTTTTTTTTTT 
>Sequence 1913 

CCGGGCAGGTACTATTAAATTTAATGAGAGGTAACCCATGCACCGGCAGG 
AAGTTCAAGGGGACAGAAGGGGCTTGCTCCACTCTGGAGCCCTATCTCCT 
CTCACCTCCTTCCTTCTAGTTTGACATGCGATCTTGTC 
>Sequence 1914 

CCGGGCAGGTACGCGGGATGATTAATCTTCCCTTATCCACAAACTTAACT 

GTGGAGAAACAGGAGAAAGTGTGTGCCTAGAAGCTGGATTCAGGGACCCA 

TGGTTACCCACTTCTACTTATGATTCCGTCATTACTGTTGTTTTAGGAAA 

ATAAACAGATCTTGATTCTTTCATAAAAGTCGATTCTTCAACAAGCAAAT 

GGGAAAATCGGCAGGCCCAGATATGTGTGTATAGCAGCTACTGGTTGGAA 

ATTTGGACACAAAAGTCTTTATCTACCCAGCCTGTGAGCCACAAATCTGG 

ACTGAGTATAAAAAAGAATAAAACTAAATACCACATGTTCTCACTTATAA 

GTGGGAACTAAACATTGAGTATGCATGTACCTCGGCCGCTCTAGAACT 
>Sequence 1915 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 
>Sequence 1916 

CCGGGCAGGTACTTGAAGCTGTCATGGATCAGGTCATCTAGGGCAAGCAG 
GTAGAGTGAGAAAAACTCTGGAGAGCTTCAGGACTTAAAATGTGATCAGA 
AAAAAGGATCCTTATAGAAGAGACTGAGAGGTAGGAAGGGAACAGAAGTG 

AT ^IT GCAGAGGCCTGAGGCAGACACTG ^ AAAGAGGG 

ACTTTTGCTGTAGACAAGTAGCCCATCTAATCCTAAAGAGCCCCTTTGAT 
ATGGCCACTTAATGACGTATGAAATACTTCAAAAATGATTTTAAAAGTGT 
TTAAAGTAATGGGCTTCTGTGTCATTTCCATAATATTATTCTGGGTGCCT 

GCCATGCGCAAGACACTAACATAGGTGTTGGATGTTTCAAACAAA 
>Sequence 1917 

TCCGGGCAGGTACT I rTTTTTTTTTTI m TTTTGG AG ACCAGGTCTTGC 

TATGTGGTTCAGGCTAGACTTGGACTCCCAGCCTCAAGCAGTCCTACTGC 

TTCAGCCTTCCAAGTAGCTGGAACCACAGGCACACACCACTATAACCAGT 

TTATTTTACATTGTTCTTGTAATTCTGGTATCAGTGATTCTTATAACAAT 

ATGCTCTCAATTTATTTTAAGCATGTTGAGACCTTAATGATAACTATTCA 

GAAACCATACTAAACATTTGATCTTGAAATCTTCCATCGTTTTCCATCCT 

CTGCTTATGCCTCAGTTATTCCATTCGCATGATATGGGCACTTAATTTAG 

CCAACTCACTGACCCATTTCATCTACTGCTCCCAACTCTATGGCTGGATC 

TAAGCACAGTTTCTACATCCAATATTAGCCGGTCATTGTTTCACAGGACA 

GATTTCCACAGCTGACAACTCTACTCCATAACTGGAATGAACACTTCAAT 

CTGCATTTTTATATCAAGATCCTTTCTGATTAAAAAACTCCGCGTACCT 

>Sequence 1918 

CCGGGCAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCC 

AGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGC 

AATAATGGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTA 

AAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAA 

TATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTA 

AGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGC 

GAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCA 

TCTCCCAGTTGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTT 

>Sequence 1919 

AGGTACAAGCATATAATGCCAACTGGTAAAGTCAGAACTCCAGATGACAA 
GGTACAGCATGTAATCTTTTGCAGTCTATTGACAGCAATCTAAATAAAAG 
CAAAGGAAGATGCTTCCAGTACTACAAACTTTATGGGAACTTAGGGTCTC 
TCAAAGCCACACTGTTTGGGTCACTAGCAGGAGGTACAGTATATTAAAGC 
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AAGCAGCTCAGCCTCTCACTAGTGGTGAGATGTATGAAAATCCTGGCAAT 
GCCAGGGGGAAAAGAATCTATGAGTCTTCCCTTCGGTCATCTCTCCTATT 
TCTTGCATTAGTTTTTTCAGGGTTAAATACACATCTCACAGAAGAGCTAG 
CTATATATGGGCTGGGTGGTCTTCAATGAATCTGCAAATGTATCAA 
>Sequence 1920 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATT TGTGG CTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGGTATTTAGTTT 

CATGATTTCATTTTGAATGACTTATTAACTATGTATTTTGTGAAGTATAC 

ATT 

>Sequence 1921 

CCGGGCAGGTACGTCTGTTGTCTTCATCATGAGATCAGAAAACTCTATGC 

TGCTCCCTAACTATGTGACCTTGAGCAAGTCTCTTAAAGGAGAACTTCAG 

TTTCTGTATTTGGAGAAGAAAGAAGATCATGGTAGATGATCCTCTTGAAT 

TGGCTTCAGGCTCTAAAATTCTGTAGTTTGGTAAAAATGCCTAATGACCA 

AATGGAGGCAAGATCTCGTTACCAAGATCATGGTGGCTTTGGAAGTGACA 

GAGATGGGTGAGACCAGGAGGCTGAAATGAAATTAAGTCCTATGATGTTG 

CTTTAAGTTAATGCTATCTAAGAAAAGGTGCTGGTAGAGGAGTGGGGCCC 

CAAACTTGGCTTCATAGTGATGGAGTTTCCAAATCAATGGAATAGGG 

>Sequence 1922 

AGGTACGTGAAACTGCATCTCTCACTTTTTCTCTCTCTTCGGGCAGTGCT 

AGGAAGATTACTCACAAAAAGTCAAATCACATCCCCCATTCTAATGTTGG 

TATTTCTGGGGAAGCCTTATGGAAAGCTGCGTTTTTTCATGGGGGAACAC 

TTTGTGCCATGGTTTTACAAAGCTAAAGAATTTCAATAGTCAAACTGTTG 

CCATAAAAAAATCAAACTTAGGAATAGAACTAAACATGTTATTAACAGAA 

TAGGCTTGAGAGAGCAAGAGAATTCTTTTGGAGTAAAGTTATCCAAAGTC 

TATGTGTTCTCCTTTGACACATAAATCTACTATCGACCTAGTCTTGGACT 

I l m 1 TTGG AC AG A AATTGGGTAAGTTTTGC A A A AG AC AGGCACAA AGC 

CT 

>Sequence 1923 

GCGCCAGCGCCGCCTCGATGCGCGGGATCTTGCAAATGTCGGTGCCGATG 

CCGTAGATCATGGGCTAGTCCTATTCCTTATGCTTTGTTGCCCAGGCGCG 

CAGCCACCATGATGGCCTTCATTTCGCGCACGGCGTTTTCCCAGCCGACA 

AACACCGCATGCGCGACGATGGCGTGGCCGATGTTCAGCTCAGTAATATC 

GGGAATGGCGGCGATCGCCTGCACGTTGGTGTAATGCAAGCCGTGGCCCG 

CATTGACCTTCAAGCCACGGCCCACGCCGAACAGTACGCCTGCCTTGATG 

CGCTCCAGCTCCGCCAACTGCTCGGCGCCTGCCGTATCGGCGTAGCGGCC 

CGTGTGCAACTCGATCACGGGCGCACCGAGTTCGGCAGCGGCGGCGATCT 

GTTGCTCGTCGGCATCGATGAACAGGCTCACGCGGATGCCCTCGCCCTGC 

AATTGCTTGACGGCAGCCTGTACTTCCTTGAAGTAGCGCACCACGTCCAG 

GCCACCTTCGGTGGTCACTTCCGTGCGTTTTTCCGGCACCAGGCAGACGT 

TGGCTTGCTTGATACGGCAGGCCAAGTCGATCATTTCCTGCGTCA 

>Sequence 1924 

AGGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGAATGTCTG 
GAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCACTCACCCGAGACT 
GCCCAAGCCCAGATTTCTTCCTTCTATAAGAATA 
>Sequence 1925 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCACACTGG 

AAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGC 

ACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGC 
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TCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTATCGAAT 
TAGACATGAATAGGAGTGTTTGTTGTGATCCAAGAAACTATATAATCAAA 
TGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACACCAGCCAA 
>Sequence 1926 

AGGTACGCGGGGAATCTTACTCCCTCGTAGAACAGGCGATATCTTCACCA 

TGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAG 

CCAGAAAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGT 

GTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCT 

GAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAA 

ACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATT 

CTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTA 

AAAAAAAAAATGAAATAAAATAAAAATCTTTATTTCCAATGAGCTAATGA 

GGAAAAAGGGGATGATGAAAAAACAGGGAGTGGGAGCAATTTGGAAATGG 

AAAGAATGCTGAATACCTACATGATGCCTAATTCAGAAGAACATTCTGGT 

ATGTAGGACATTATTTTCAACTCTATCACTTACGGCAGATTTTTTTTTTA 

TATGCAGATGTATCTCTACTCTCTAAAGATGTACCTGCCCG 

>Sequence 1927 

CCGGCCAGGTACTTTTCTTTTTTTTAACTGGTTTTAATTCGCAATACCAG 

CTTTCACCCTGACCTCTGCACTGCTTAGCCTGGGCTCTGCTGAGTCGTGC 

AACACATTCTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAA 

ACAGGAATGAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAA 

ATAAATCACGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTT 

GCACTTTATACATTAATGAATTATTTTTTTAAAAGAAATTAGCTCTATCA 

TGAAGACAGTGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAA 

TTGTTACCATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGC 

TGAAATGAACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATA 

ATGCTTCCATGAAAATATACATTGGGCATATGTAGGCrTTTTTTGGCCTT 

ACCCAAATTGCCAAGACCTTTTCTTGTATAAATTAAATTTATTATCAAAA 

CTACTTAATGAGCCAGCCTTTAAAATTCCCAATAAATTTTTTGGAACAAC 

TTTAATTAAAATTCTTCTGAAATTCATAGCGGTGGTTCTCTTTTAATTTA 

AGAAAAAAAATACTTTTGTCCTAAACCCATAAGGGTTACCAGCCTTTTAC 

ACCATTTTTTAATCACAGGGCTTGGGAAACCGGCACCCGTTTAAAGGAAT 

TCATTTTTAAGGCATGGTTTAACCTGGCCAAAATGGAAATGGTCCATCCG 

GAAAATATATTTTTTATAAACCATGACTAATTTTCCTTCAATGTGTGAAT 

CAATTTATTATTG 

>Sequence 1928 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCATGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTGGGGTG 

GGGATGGATGATGAGACTGAAGAAGAAAGCCAGGTCTAGATAATCAGTGG 

CCTTGTAGCTGCCCG 

>Sequence 1929 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTC1TCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTNTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAGGACAGGCAAAGGAAGAAGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAC 

CTGCTTAACTCAGATTGGCTTCTGTGGAAGCAGAGGCTGACATGAGGTTG 

CTTATGAAAATGCTTTTTTGAGGAAGCCATTGCAGGAGGAATCTCTAGGG 

AAGCAGGGAAGAGGGAAGAGAAGGAAAGTATGTGAGCAGGGTATGGTTCA 
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GCTGCATTGAGCCTCAGCGGACCCCAGAGGAGCTTAGAGCCTGATCTATC 

CCCAGAGTGGGTCTGCATGAGCAATGAAGCATATTATAATCATGACTGCA 

GCTGGATTTGGAGATGCTTACCTCAGGACAGTGGCTTTATAGCTGAGTTA 

GTTTCTCAGAGGATGACTTCTTGTTAACAAAGCCAACTACAGCACTGAAT 

TGAAGCTTTTTAATGATGGCCGAAAAAATGGCCGG 

>Sequence 1930 

AGGTACTTTTCCATATTTCCACATACTACCAAGGATTTTCAAGTGTAGGA 

GTAATTCAATCAGACCCTTTCTTTCATATGAGAATTCTCAAAAGAGTAGA 

ATAAATGGAACACAGAAAGAAAAGACTTTAAGCAAGGGGCTTCTTGGAAG 

CCACTGCAGCAGTCCAGGCAAGTGATGCTGAAGGTCTGCAACAGAACAGG 

GGCCCGAGAGTGGAGAAGAGTGGGTAAACTATCATATTAAAGAGGCCAAA 

CTCAGACTGGGGGCAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGG 

CTTAGGCAGGCGGATCATGAGGTCAGGAGTTTGAGACCAACCTGACCAAC 

ATGGTGAAACCCCATCTCTACCAAAAATACAAAAAATTAGCCAGGTGTGG 

TGGTGCGCACCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATC 

CCTTGAACCTGGGAAGCAGAGGTTGCAGTAAGCTGAGATGGTGCCACTGC 

ACTCCAGCGTGGGTGACAGAGAGAGACTCTGTCTCAAAAAAAAAAAAAAG 

TACCTGCCCG - 

>Sequence 1931 

AGGTACTTTTTTTTTI 1 1 1 1 1 1 1111111 1 ' i TTTA A AGGTG A AGTTTC AC 

TTTGTCACCCAGGCTCAGTCTCAAACAAACAAAAAAAAAAATTGGGGGAT 

CTTTATTTCATGCTTTCTCTCATTAAGAAAAGAGAGGACAATAAAGTGTT 

AGAAGATAATAAAGCACAGAAGTCTAGCCAGTGTCTTTGGAAAATGAAAC 

GGCTGTGTGAATTTTTTATCTTTTGGCACCTCTTTTAAAAACTCCACTTA 

ATGACCTACCTGCATTACTGAAGTGTCTCTTGTTGGGGTGATTGTAGTTA 

TCTCTTGGGTGTCCATGCATCTGTGGGCCATGGGAGGCAGGCAAATGAGG 

CTTTTGAGGGTGAAGGTTGTGTGAGGAATGGGACTGAGATATCAGAGAGT 

CCCGGCTGGAGCCTGAGGCCTCTGGACCAAATGGTTTGTTACCCCCAATC 

ACGTCGGCTTTC 1 1' HT 1" 1 GCTCCTA A AG AGG AA A AGGG AACCG A AGG A A 

GCTTAAGATCCCAGGCTTAATTCCCCCAGAAAAGAAATAAGGCTATTCCC 

CTCTAAACAGCTCCTTTTTGGCCTTCTTAAACTTCTAAACTGGCGGTAAA 

CTACTTCCAACCAAAAAAAGGTTAATAATTCCCCGGTGGGCTTTTAGTGG 

GGGGAACCCAATGGAT 

>Sequence 1932 

CCGGGCAGGTACTTTCTCTCATAGGGAATTTTTTTTTAATTTTTAAATTT 

TAATTATTTAAGAGACAGGGTCTCACTCTGTCACCCAAGCTGGAGTGCAG 

TGGTGTGATCATGGCTCACTGCAGCCTCAAACTCTTGGGCTAATGTGATC 

CTCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAAGCATGAGCCACCAC 

ACCCGGCCATCCTAGATGA 11 TTI 1 AA AC ATCACTTTTCTCCTGGC AG A A 

TTTTCTGACTCTGTAGTTCTTGTTAACTTCCAGAGAAAGCCCTGAGTAAG 

CCAGACCCTAATTACAAACATGCCTCAGTGGATGAGGCTACAATTTGAGT 

CCAAACTGCTCAAGGTTCACACTGACAAAGTCTCACACCGTAAACCTGAA 

ACATCATGTTACAGTCTGAGGCCTGCTCCGAGCTGGGTAAGAAAGGCCTC 

GTGAATGCAGCCCCCTGGGCAGATGAGGTTTGGGCCTTCACCCCTTTGGG 

ACTGCCTCCTCATTGCTCCTTGGGAAGCAGCCCCGCTTGCTGCCTGTGTC 

TTTGGGAAGTGAAAGGGAGGGGAGGAAGAATCTGGCCAAGCTTCTATAAT 

CAGGCTTCAGATGGACAGGGTTTCCCTTGGACTGCCACAAAGTTTAACTC 

AGAGGAAGAAAGCTTGTCCTCACCTGGGCTTGGTGGAAGCCCCAGCTCTG 

GGCCAAACCGTGGAAGAAGAGCAATGGCCAACCTGCATTTGGCCTTGATC 

CTGACCTTCTTAACTGGGAGAATGGCTTCAAACTTTTGCTTAAAGCCCTT 

AAGCTCCCTTT 

>Sequence 1933 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 
TTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 
GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTACAAG 
TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCAGGACTAAGCACACAAGT 
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TCTTCCTTCCATCTACCCCCGCGTACCTGCCCG 
>Sequence 1934 

CCGGGCAGGTACCTTCACAGCTGCACCACACCAGTTCTGGGCACATGGAC 

AACAGATCAAGCTCCCCCATCATCACATAAGTTAGGCACCAAAGAGTTAG 

CAAGGGTATTCAGTTCCCACTTAATTGATTTGCATATCATGCAGGCTCTG 

ATTTCAGTACCT 

>Sequence 1935 

AGTGCCTATCTACTACTATAAGGCGATATGGGCGAATCGGAGCTGCACCG 

CCGTGGCGGCCGCTCGGGCACGTGCGCGGCGGGAGGAGATGCTGCCACCT 

AGGTTACTCGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATAT 

ATAAACATCCTGCATGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CATAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTATGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTGCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCACAACGTAATT 

AATGTCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAAGAGCCAACACGCCGGCTGTCTGTAACCTGCAAGAAGACCCTTAC 

TAGAAACTGGCCATACTGGCATACTCATCTTGGCTTTGCAACTTTCAGAA 

CTGTGAAAAGATTATGTTGTGGTTTAAGTAATGGTCTATGGGTAATTTCT 

TATTGGAGGGCTCACCAAAAACAGGCCTCATTTACTACATACCGTTAATT 

TATTATAAAAGGCTCTTTTTAGAAACCCCTGGTTCAAATCTGAGATTAAA 

ATGCTGGAACCCCATAACACCTTCACTATGTTATAGGTATACACAATTTG 

GAAAATTAGTTTGGATTAACTTTCTTTATCCAAAAAGCAAAACACGGTGG 

GGCTATATGTTAAAAAAAACGGACAAAG 

>Sequence 1936 

CCGGGCAGGTACCCTTCACTCTTTAGGAGAAGGTTTGAAAAAAAACTGTG 

TTTCCTGTTGAAGGCCAGTGATACCTGGCAGCTTACAGTTAGAAAACTCT 

ATAACTTTATTATTTTCATTTGCACTTAAAACTGCTATGAGTTTTTTAAT 

GCAAAAAATAGTGATTGAGAAAGAAAAAAGTGAACATATTTATATTCTTC 

CCCCTCAGAGAGAAACGCTGTTAACATTTTGTGTATTTCGGTCCAGGTTC 

TTTTCTGTGTGTGTAAGCACACATATGTGTTTATATTGTATAAAATAAGA 

GATTCATGCTGGACATACATTGTTTGTAACTTCCTTCCTTTCCTTCCTTT 

CTTTCTTTCCTGAGCTAGGGTCTCGCTCTGTCACCCAGGCTAGAGTGCAG 

TGGTGGGATCTCAGCTCACTGCAACCTCCGCTGTCTGGGCTCAAGCGATC 

CTCCCACCCAAGCCTCCCAAGTAGCTGGGACCACAGGCACATGCCAGGAT 

GCCTGGCTAATTTTTGTTATTTTTTGTAGAGACAAAGTCTTACTATGTTG 

CCCACGTTGGTCTCGAACTCCTGAGCTCAAGCGATCTACTCACCTTGGCC 

T 

>Sequence 1937 

CCGGGCAGGTACTCCATGCCATGCTTGTTTCTCAGTCTTGGTTGTGTTAG 

CCCTCTCCCTGCTCATGCCCCAGTTCCGTGAGCAGCAGCTTGAGTTTCCT 

TAATGCCTGGGATTGGCAACCCTGGTAACAAGGACCATGAACACTCTATT 

AAGAGCTAGGATTAACAATGGCATCTTGCTATAGCTGCTTAGGCTTCAGG 

AAGGGTGTGGAACTAAAAGCATTTTCCCTCCCTTGAGCAGTTCCTTGTCT 

C AGTCCCCTG ACTGCTCCCTATGCTAG ATTC AGGGATTG AG AGGGTC A A A 

ATGCTCTCCCAAGATCTAGATTGTATGATTCCCCAGTGAGAAAATGGACC 

ACAGAAAAGCCATTGCTTACTTTCTCCTGTATTATAGAGTCACTCCTGAT 

TTCCAGCTGGTCTTGGTCACACAGGCTGGCTGTTTTTCTTTTCCTTTCTA 

GTTTTTGCAGTCTCCTGTCACTTCTGTTAAACTCTTGTGTTCTCTCTTGG 

ATA ATGTACTNNNNN 1 1 1 1 1 TI TTTTTTTn nHTGCTTTATTTCAACT 

TTTATTAAACCAAATCCAGTAACTTTTACAATGCCTTACTAAAGGGGTGC 

CTTATAAC 

>Sequence 1938 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 
CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 
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CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 
CAGTGAAGTATAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 
AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 
CCAACAGTAGAAAAAAAAAAAAAAAATAAAAAAAAAGGTTCCT 
>Sequence 1939 

AGGTACGCGGGGACAATGAAATCAATACTCAGAGAAGGCAGATAATTCTC 

CACGAAGCCAGAAAACTAATAAATGAACAACTTGGGCGAAATGTCCCACC 

AGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGAC 

ACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCA 

ACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCA 

TATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGT 

CAAACTGTAAGTACCTGCCCG 

>Sequence 1940 

AGGTACGCGGGGAGCTAATTTCTTTTTAAAAAATAATTCATTAATGTATA 

AAGTGCAAGCAGTTTGGGTCACAAATTAGGAAAGAATGCACCTGGACGTG 

ATTTAT TTTG AATTGGACAGCTGAAACACATCCCGTATAAAATCACTCAT 

TCCTGTTTTTCTATAAGTTTGCCTGGAGCATTGTATGGCATCTCTCAGAA 

TGTGTTGCACAACTCAGCAGAGCCAAGGCTAAGCAGTGCAGAGGACAGGG 

TGAAAGCTGGTATTGCGCATAAATAAATAATAAATTAGGTCCCTGCCCGG 

GCGGAACGATTTTTAACTACTCGCTCCCAGAGGCCTGTTTGAATTTCTAT 

ATCAATCCTTAATCGATAACCGGTTTAACCTACAGGGGGGG 

>Sequence 1941 

CCGGGCAGGTACAGCCACTGTGGCCCCCCATCTGACATACCACCAGAGAT 

CTGGTTATCACCTGGCCCATTGACTACCACAGCCAGCCTTGCTTGACATG 

CACCACCAGGGTCCCTGAGGACAGGTCTGCCCAATTAAGCTCCACCCTAC 

CACAGTGAAAAACAAAAAGAAAGAAAGAAAGGAACAAAGGATATTCAACA 

CAACCAGAAATCAATAAATAAAATGACAGGAATAAGCCTTCACATATCAA 

TAATAACCTTCAATGTAAATGGATTAAAGTTTCCACTTAGAAGATAGAGA 

CTGGCTGAATAGATTTTAAAAATGACCTAATTACATCCTGCATACAAGAA 

ACTCATGAGGAATTCAAAGAATTTTTTGAAACAAATAAA 

>Sequence 1942 

CCGGGCAGGTACTTGCAAGAAACCTCAGGACTTGAGTAACAGCAACATGG 

TAAGTTTTCTAAGTTTTCTTTTCGTCTCCCATATACGCTGGGCTGAGCTG 

GAATCACCAACAGGCACAGAAAAAATGACAACAAAACAACAACAAAACCC 

CCAAGAATATCCTGTTCTCTTTGGCCAAAGTTCAGGAAAGGGGAGCCCCA 

ACAGAGACCCAGTAGGAAGCTCTAGCCCCTGTTTTGTACCT 

>Sequence 1943 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTACAAAGGGCAAAGGTAAGAGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGGCAGAATGGGCCATGACCTT 

AGATTAGAATTTCCCATAAGCCCTTTTAAATTTCCCTTATAAAGACTTTG 

GGG ACCTTGC ATTCTTAAA ATATAA ATA ATTGTTTTTA'l TT TT TI ATTTC 

TTTTGAATAAATATAAAAGAAATTGGGAAACTCCAAAATTCCTTGTGTTG 

GTTCTTGCATTTCTTATTGGCACCCAGTTGGCATCCTTTTACTTTTAATT 

GTACTTAAACA ACAT GCCACTTCCGGTTCTTTTAATGGACAATTAAATCT 

TCATGAAACCATTTTAACTACGTAGGAATAAGGTAGCTTAATTTTGGTCT 

TTTGGGTTTCCAAGGATTTTCAAAACTATCTTTTCCAAAATTTTCCTCAA 

TTTAGTGGTTGGACGTTAGGTCTAAATTTTTATTTGTAAAATAATT 

>Sequence 1944 

CCGGGCAGGTACTTATTTTTATATTAAGTCAGACTTCAGGATTTATTTTA 

GCCTTCCTTTTTGAGAAGCTTTCTAAGCCCTCAGCATTAAGCAGCATTTT 

TCCTCATCACACACGGATCTGAGCAGGTGACCGCGGCTGGGATAGGTGCT 

GTTGTGTTGTGTGCAGGTGGGCTGGCCAGCCATTGGGTGTGTGTTTTTCC 

TAGAGTAAGAAGCACTCCAGGCTGAGATGAGAGCTGTTGAAATGAGTAAC 

ATTTCCGTCTCCTGTGATACGCGCTGCTGTTGCTTCTTTCAAATGATCAG 

ATTTACATTCTTTTAATGGGTCCTTTAAAAATGTAATCGAGTGAAGAAGG 
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ACTTCTAAAGATTTTTTCTTTGGCCTGGGATACACAG 
>Sequence 1945 

TTCTTCCCGCTTTCCTTCGCTTCACTTGACTTCGGCTGCGGCTTCGGTTC 

GTTTCGGGCTGTCGGGCCGAGCCGTGTATTCAGGCTTCACCTTCAAAAGG 

CCGGGTAATTACCGGGTTTATCCCACCAGTAAATCCAAGGGGGATTAAAC 

GGCAAGGGAAAAAGTAAACATTGTTGAAGCCAAAAAAGGGCCCAGCCAAA 

AAAGGGCCCAGGGAAACCCCGTTAAAAAAAGGCCCCGCGGTTTGGCTTGG 

GCGG 

>Sequence 1946 

AGGTACCTTTGTTCTTCCTCCTCCTCCATCCTCCCAGTGCCTGTGACTGG 

AATGGTGAATGGCACCGCTGGATGGGTTTCTGCAGATGTGGAACAGCCAG 

GAAGCCAGCCCTGTCCAAATTGAAGTGCCTTTCTGTAGGACCAAGAAGGG 

TCAATTACTATTAGTGGTAGACTTCACAAGCCAGGCGGTAGGAAGGCAGG 

GAGAGCCCTATGAGAACTGAGACCGACTCACCTGGCATGTGCTGGATCCA 

TGCATAAAAGCTACTGTATCAATGTTTCAGTTGAGTGAATGAAAAAAAAA 

AAAAAAAAAAAAAANGGTCCCTGCCCG 

>Sequence 1947 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTGCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCTGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAN 

>Sequence 1948 

CGAGCGGCCGCCCGGGCAGGTACTAATTTGTAAAATTAAGAAGTTGTAGA 

ACTGTGAACATCAACTATTGCATTATAGGAAAAAGTTAATTTAAAAGAAT 

AGGACAANGGTAAACTTTTTAAAAAATTTTGCCAAGTGGAATATAAGACA 

A AAAAGC ATTTCCAGAAGTTTGACATTCACTAGAAGCTCTCTCTGTGCCT 

CTCTTTTCCACCATTCATACTGTTAAAAAAAGACAATATTGAAATATTAC 

CATCAGTATTATTGACTGTTGAAGACTGGGCCCTTGCTGTAAGTCANGCA 

CCATGCTGGATGCAGTAAATGTATGTCCTATTTCAAAGGTAAAGCCACTG 

CATCTTGCACACACAGTTTGGTTCAAAAGCTTTAAGAGTAACAAGAAGGT 

TTGCCCAAGCTTAGTCACATCACTGAGCAAAATCCACCGGATAGAATGAG 

GTTGAG ATCTC TGAGAAAGCAAAATACTAATTGACAGTAGCAGTTGGCGG 

GTCATGTTTTTATCCTAATAATTGTATAGCTGTGCTGACTTCAACTTTTT 

CACTTCAGAACTTTTCCCCAAGAGGTCCTTTCTCTTTGTGAAGTGGTCCT 

TCTTCAGTCTGGGACTCTTTCATTTACCTGATTGAGTCTTTGCTCATCGA 

TACAGGCCCCTGTAAACCAACTTTATACTACAGCACTTTCCTTAACAAAA 

CAAGTTGATTTATTTTGAGCCAATCTTAAAATATACAAATATGTGACAAC 

ATAAGGGATTGACTTATAGAAACGATAGAACTGAATTTGCCTTTCTGTAA 

GGCATTCCG 

>Sequence 1949 

TGCCAAGGGATTCGAAGCCACTTTAGCTATAGCGCGAATTGGAGTTCCAC 

CGAGGTGGCGGCCGAGGTACTGATCTAACCAAGATATTTTGTTTTTCTCA 

CCCACCAGTTTCTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAA 

AGCTTGGTGAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGAT 

ACATAAAAAGGGTAAAGTCAGGATATTTTAACAAACCTATCAAGCTCTAA 

ATATAAGCCTCCTTGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGA 

TGAAATTTGCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAAC 

A CAAG GTCAGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTT 

ATTTTAAAAAGCAGTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGA 

CCAGCTCAGCTCTTCAGTTGTCGATCATTGACTATTGTTCTC 

>Sequence 1950 



Page 142 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



AGGTAC GCGGGAAGCAGTGGTAACAACGCAAGACl l l'n r i T l i'l i i TTT 

Till 1 1 ACTGC AAC AACCTAAC AGG A AA ACTA ATCAG AG ATC ATG AGG AG 

AGTGGTATATCAGTCAGGGACTAATCAGGAACATAATCCACTTGAGATTT 

TAAAATAGAGAGGGCTTAGGCTGGGGAGTTGGTGACAGCATAATGGGAAA 

TCTACAAAGCAAACAGGAATAGGGAGACAACCCAGAGCCCATCTAGGCTG 

GCAGAGTCATCATCTCTAGGCTGGAAGGTCAAAAGAAGGTGGTGTTAGTG 

GAGCCAGGAGATGCACAGTCTCCCAGGGGAAGCTGGAGCTAGGGTGTACC 

TGCCCG 

>Sequence 1951 

CAGCACATAATGCAGTATACGCCCAATTAAATTTGAGACTCACAGAGTTT 

ATTAGTGGCCACCTTGTCCAACCTCTCCTATTAGAGATGAAGAGACTTCC 

AGAGGTCATACCGCAAGTTGACAGCAGAGATGCAGTAGGAACTGAAGTGA 

GGCAGAATTTGAGGATTCAGGTCCATGGGGAAGATAGTTTGCTGAATGAA 

GGAGCAGTGCTTTAGGGAACAATTTTAATGGAATTTAAAGACAGAATAAT 

TCAGAACTGGATACATAGTAGATACCAACTGCACCTTGTGGGAATAATTC 

TCTGGATAGTATCTGGCAGTCTTCAGATACTTTGCTGTTATCCTGGCTAA 

ACCACATAAGTTGTTGTGTGTTGGTTCACAATCTGATCTTGCAGATGTAA 

GTTAGAATCTTGACAGTTTTTTTTGAGAGAGTTT 

>Sequence 1952 

AGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTATTTTTA 

AAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAAA 

CACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTT 

GGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGT 

TCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAGGCATTCAAACTGT 

GGGCTCAGGCAAGCCTTTCCAGTGTGATCATATTAATTTTATATTTTATG 

TGTTAACATGTGCCTCCAATAACTTGCTTTCCTTGCTCACCATGGTGATG 

CATTTTTCCTACTTTATGTCCTCGCTCATTGATTATGATGAGCTGCTGAC 

TATTTGAACCTGGTAN 

>Sequence 1953 

CTTCACGGCCGAAGCCCGATTCGCGGTAACCGCCGAAGCCGCAAGCCGCG 

TCGAACTGATTGGCGCTGTTGATCCACACCACGCCAGCCTTGATGGCGGG 

AGCGATGTCCAGCGCGAGGCTGATCGACTCGGTCCACACGCTGGCGGCCA 

GGCCGTACACCGTGTTGTTCGCCAGCTGCACCGCTTCAGGCGGCGTGCGG 

AAGCTCATGGCCACCAGCACGGGGCCGAAGATTTCAGCCTGTGCCACGGC 

GGCCGAGGTCGACGCGCCCGTGATCAGGGTCGGCGGGAACCACGAGCCGT 

CAGCCGGCAGTTCGCACGCCGGCTGCCATACGTCGCAACCTTCGGCACGG 

GCAGAGTCGACCAGCGCGGCGATGCGCTGGCGCTGCACGGGGTCAACCAG 

CGCGCCCACGTCCATCGATTTGTC 

>Sequence 1954 

CCGGGCAGGTACTTGA 11 rTTTTTTTTTCTTATTCCTTTTGGCTTTGAC^ 

TTGAGTCAGCTCAGCATTCTAAATCAAACGCAAACAGCAGAATCATATGG 

CATAGACACTTAGCAAATCCAATGCCTTCCAGGCATCTGTTTCCTGTTGA 

TGAAATCCTCCCTATGGAGAGCAAACTGGTTCATATCTTCAGATAGTGTC 

ATTCAACCCCTTGGCAGCTTTCTGGGCTACTAAATATCACACCGTCTGGT 

GGGACATTTCACCCAAGTTGTTCATTTATTAGTTTTCTGGCTTCGTGGAG 

AATTATCTGCCTTCTCTGAGTATTGATTTCATTGTGCCCCGCGTACCTCG 

GCCGCGACCA 

>Sequence 1955 

ATACACGCGGGCGATGACTTCGTCGCGCCGGTTCTGGTCGATGGCGCGCG 

TGACGATGGGGCTGCGTCCGGGCGGCAGCTCGTCGATCACCGACACTTCC 

AGGTCGGCGTAATACGTCATGGCCAGGGTGCGCGGGATCGGCGTGGCCGA 

CATCATCAGCTGGTGCGGCA 

>Sequence 1956 

CCGGGCAGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAG 

TCACTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGT 

GAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGATACATAAAA 
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AGGGTAAAGT CAGG ATATTTTAACAAACCTATCAAGCTCTAAATATAAGC 

CTCCTTGGTAGTTTTCTCITTAACCCTCTCTCCACTGTTGGATGAAATTT 

GCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTC 

AGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAA 

AAGCAGTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCA 

GCTCTTCAGCTGTTGATCATTGTCTATTGTTCTCCAAACAGTAGACCAGT 

ATTTCACACTTGAGATTGTCGGCTGCGGGTATATTNCAATTCCCCCTCTT 

CTTATGAATATGAAAGGAAGGGCTTCTGACCCTGGAAAGTGGGTaAGTAA 

TGCTGGGCCATTGGGTGAATGGCTTGCCCGTTAACTATGGGCCATGGGTT 

TACCAATTGGGTGGCCGGCGAACTTGGGCCGTCTAGAACTAGGGGTCCCC 

CGGGCTGGAAGAATTTAATATCAAGCCTAATCGAACCGGCGACCTTGAGG 

GGGGGCCCGGGGACCCAGCTTTGGTCCCTTAAAGAGGTTAAATGCGCCCT 

GGGCGAAAAAGGGCAAACTGGGTCCTGTGGAAAAGGTTTCCCTCTCAAAT 

CT 

>Sequence 1957 

TATGACTAATGGCAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGGCC 

CTCAACTTCTGAGAGCTTAAGGTATTTGTTCATGTTAGGCAGGTAATGTC 

TATAAACCAAAAGCTGCCACATACTATCTCTCTGCTCAACACTTTACTGG 

ATACTGGAGGATTAAGGGAAGGAAAAAAGTGACCTTTTTTGCCTTTTTAA 

GAGCTTGTAATCGGTAAAGGAGATAAAACTCACACAAAGGTCAGGGTATA 

TTTTGTGCTAAGCATATGACGTAGACATTTAAGTGCTGCCGTAATGCAGA 

AGAAG AAGAAGTGGTGTGATCTAGAGTAACATANGTTTTGTTTTGTTTTG 

TTTTTGATATTTTCTTTTTCTTTTTCTTTTT 

GAGTCTCACTCTGTCGCGCAGGCTGGAGTGCAGTGGCATGATCTTCGCTT 

CCTGCAACCTTCCGCTTCCAGGGTAAAGCAAATTCCCTGCCTCGGGCCTC 

AATGCAAATGGGAATAAAGGGCGCATGCCACCACAACCCGGTTATTTTTT 

GTATTTTTAGTAGAAACCGGGGTTCACCCTGGTTGGCCCGGCTGGGCTCG 

AAACTTTGGACCTTCAGGAACCCGCCAATTCAACCTCTTTAAAGGGCTAG 

AATTACCGGGATGTATCACCCAGGCCCCACCTTGTAACAAGGGTTTTGAG 

GTGGAATTTGGAGCCACAGGGGGACCACCCGGAGGCCCCTTAGAAGATAA 

GCTGAAACCAATCACCCCCGAGCTGGCCCAGCACCGTTTATTATTCCCCG 

ACAAAAAGGCCAAGACCAGGGCCTTATTGATTCCCTGCCGGGGGGCCT 

>Sequence 1958 

AGGTACGCGGNGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAGAACATTA 

AAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAG 

GTGGAGCCTTTCAAAAGTAAATTAATGCCCTTGTAAGAAGAGGCCAGAGA 

GCTTGCGCACCTTCTTGCTGCCATGTGAGGAGCCAAAAAAGCGGCTTGGC 

TGCAACCTTGCAGGAAGACCCTTACATGAGAGCTAGGCCATACTGGCATC 

CTCATCTTTGGCTTTTCAACTTTTCAGAACTTGTGAAAAGTATAATGGTT 

GGGGGTTAAGTCCAATGGGCTATGGGTAATATATTTATACCAGTCCCCAG 

CCAAGAACGGTGCCTTATTGTCTATCCTACCCATTTATATTAATTATATA 

GGGCTCCCTTTCAGAAAACCCCATTGTTCAAATAAGAAAATAAGAAAACC 

TGAAACCACATAACACCCTTCCCTGAGTTTTTAAGTTTCCAAAAATTGGG 

AAAATAGGGTGGTGATAAACTTTTCTATACCAGAAAAGG 

>Sequence 1959 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACT 

TCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTG 

GAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGA 

TCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 
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GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGGAAAAGGAAAGA 

AACTGATGGTGTTAAACTGAACCCATTTTGATTGAGACCCTACCCAGGCT 

GGAGTCATTCA TTGG AAACCCCAACCAACCTTGGTATTCCCTTGCCCCTG 

GGGAATTTTGGTTTTTGAAAAGCTTTTTTGTCCTTCGGGCCGTCTTAGAA 

CTTAAGGATACCCCCGGCTGCGGGAATTTCAATATAACTTATTCGAACCG 

GTGACCCTGGAGGGGGGCCCGGACCCACCTTTGGTTCCTTTTAGGAGGTT 

TAATTCCCCCCGGCCGAAAAAGGGCATAGATGTTCCTGTGG 

>Sequence 1960 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATGCCTGCAGGGAAAAATGGTA 

AGCCCTTGGTTAAATTTATTGGCTTCATTTATGTATCTCACAACACTTCT 

TTTCTGTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACC 

TGCCCG 

>Sequence 1961 

AGGTACTGCAGGAGGCAAGAGATTACATTTTTCTTATTTCTACTACTTTG 

TGTTGCCTAACACGTTTAGCTGGTGGGACAGGTTCTAAGTATTTGCTAAA 

TATTG TTCTC ATTATTTTGAACATGTAAAAGATGACTGCATTCTTATATA 

TTTCCCTTTTAAGTGTGAAAAGTGAACTACTTTCTTTATATAAAAATTCA 

TTTGCCTATTGTCTCAGAATATCACATATGACTGGTGCACTGGACATAAG 

GGATACGGATTCCCATTGTGGCTTTGTCTATAAATAGCTACAAATAAATA 

GCTATAAATAGGTTTGTCTATAAATCTTAAAGTGATGAATATCAGTTCAA 

CATCAGTAAAGTGAGTGGCTTGGAGCAGTCTCAAGTCTCCTCCCTTTTTT 

CTGA AGGACTGGTTAAATATTCTCTTTTTGACCTTTCAATTGATGGAGTT 

TTTTCACTCCTTATTCTTAGAAAAGAATCCTTTTCTTGCATATATCCCGA 

TCAGGGAATCATAGCTTTTTCAAATGTTTACCCAAATCTAGAAAAATTCT 

TGGGCCATCGGGCATTGGTGGCCTATTCGCTGGGATCCCCAGCCCTTTTG 

GGAGGCTGAGGCAGGCCTATTACAAAGGGTCAGAAAATGGAACCATCCTG 

CCCAACATGGGGAACACCCACCTCTCCTAAAATTTCCAATTTAATTGGCC 

GGTGGCATTCCCCATAAACCCCGTTACTTGGAGGCCCAGGCGGGAAATCC 

TTGGAATCACGAAGGCAAATTGTGGTGGACCCGATATGGCCCTGTCCTCT 

CACC 

>Sequence 1962 

CCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

TATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGGTAAGCCCTTGGTTAAATTTATTGGCTTCAT 

>Sequence 1963 

AGGTACCCGGCTTGGTGAGGAGTCCCAGATTGTGGAACAAAGTATTCCTC 

TGTTCAATACCATCTTCCAAAAAGAAACAATGACCTAGTGTGTCAAACCC 

AATGGTGTCCTTTATTAGCAAGCCATTTGTCCCATGCACAGTGATGCACC 

TTGAGAAGCTGTGATGAATAGACAGGGCCGTCCACAAATGTTGCATGTCT 

GTATCCNTCCTTTATANATCCACGTCACCACACAGGTNGAAAATGAACAG 

GGTTATTCGCCCCATCTTGCTTGCTGACCCATGTGTTTTCAAATTCCACA 

TAATGAAAAGATGGGACTTGAAGTTAAAAATTTTTCAATTATCATAATGT 

GGTCCCCCCAAAAGGTATTCATAAATCAAAAAAATTTGGGCACTGGATTT 

TTTCTGGCGTTAGCCATGAAGTCCCTCCCACTTTCTCCT 

>Sequence 1964 

CCGGGCAGGTACTCCACAAGCCAGAAGATTAGTCTCCTTCCCTGTAGCCT 
CATCTAGCTTACTTATTCAGACTTTCTGTTCACAAGGGGTTTGTTATCTT 
CATGAAATTTTAATATGTGTAAGTTAGAAATGAAATTAGAAAAAGAGGTT 
CTTGCTGTAAACACTGGGCAGAGTAGCTCATAAGAAGACTGTGGTTCTTG 
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GATGCCCTCATGCCTTTGTTCCAGTGCAGGTGCCTAGTGGAGGGTGCAGT 
GCTCTTGCAACATAGAAGGACCCATC7TGCAGGAGCTGATGGCTTAACTC 
CTGGGAACGGGAGGAGAGGAAGGGCTTGTTGGACCCAACCTTTGTTGAAT 

TGACTGGGTTTTTTGAGAAGACCACCGAAACTTCCCTTTCCCAATTCCAC 

CCCCAATTTTGTGCG 

>Sequence 1965 

CCGGGCAGGTACATCTCAGATGAAGCTGAGCTATCAAGTGACTTGGTTCA 

AGACCTATCTTTCAGACTGTCTTTCCTTCTACTATGCAGATCAACATCCT 

ATGTAAGCTGTGACCCCAGGCAGTAATTAGTTTTCACAATCCTTCTTCAA 

GATTGAGGGACCCTTTTCCCAGACTATGTTTTCATGAAGTAAGCTGGCTG 

GCCTTTGTCTCCCAACATTTATGGAAAGCTTTTGGTGCCTGATGTATACT 

TGATGTCAAACTCTTTCCCATTTTTGTGTCCCTCTGGACACAGAAGTCAG 

TAGGTCCAAGACTTCGGTGTCCTTTTCCTTCTCTGAGCTCAGTTTTTTTT 

TGTTCACAGAAATGTTTATTTGTTCATATATGCCAGGGAATTTACCTACA 

AAAG 

>Sequence 1966 

GGGGNAAGGGCGTCGCCTTCA 
>Sequence 1967 

GGGGGCGTTGATCCGCGTATACTGACTCACTATCGGGCGAATTGGAGTTC 

CACCGCGGTGTGCGGCCGCCCGGGCAGGTACGCCTACTCAACCCGGCTGT 

TCACCATTGATGGCATCAGCATCCCATACACATGGAACCACACCGTTTTC 

TATGATCAGGCACAGGGAAGAATTCCTTTCTTGGTTGAAACACTTCATGC 

ATCCTCTGTGGAATCTGACTATAACCAGATAGAAGAGACACTGGGTTTTA 

AAATTCATGCTTCAATATCCAAAGGAGATCGCAGTAATCAGTGCCCCTCC 

GGGTTTACCTTAGACTCAGTTGGACCTTTTTGTGCTGATGAGGATGAATG 

TGCAGCAGGGAATCCCTGCTCCCATAGCTGCCACAATGCCATGGGGACTT 

ACTACTGCTCCTGCCCTAAAGGCCTCACCATAGCTGCAGATGGAAGAACT 

TGTCAAGATATTGATGAGTGTGCTTTGGGTAGGCATACCTGCCA 

>Sequence 1968 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTAGTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAA 

>Sequence 1969 

AGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAGTCACTT 

TCCCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGTGAATAG 

TGTGCACACAA AAAG CACACTAGGTGAAAGACAGATACATAAAAAGGGTA 

AAGTCAGGATATTTTAACAAACCCTATCAAGCTCTAAATATAAGCCTCCT 

TGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTTGCTGC 

ATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTCAGGGT 

TAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAAAAGCA 

GTGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCAGCTCT 

TCAATTGTTGATCATTGGCTATTGTTCTCCAAACAG 

>Sequence 1970 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGATGGGAAGAAA 

CAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTA 

CAAAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTGGAA 

AAAAAAAAAAATTAAAGAATAGGTACCT 



Page 146 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 

>Sequence 197! 

AGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAATTGTTAA 

GCATTCGGCCACTCATGTTTCTTCAGCTCCCCCACCTCCTCCCTATCCTC 

CCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATTCTGTAT 

ATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCATGCAAA 

CCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCCCCTCTG 

CAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTAGCTACTA 

TCACCTATTGTGAACCTTGCATATATGGATTCATAGAACATGTGTATTTT 

TTGGTTTGGCTACATTTGTCTAACATTGTTGGTAAGATTTATCCATGTTG 

TTGCATATAGCCATAGTTTATTTAT 

>Sequence 1972 

ACGGTGAGCCGTTGCTTGTTCTCAAAGAGCCATTTCTTGAACGACCCGTT 

CCATTGGCGCACCATCTCGGTGTGTGAAGTCGACCGACGGAACAAGACCA 

AGCCTGTCGACCCCGCCATGTGCCAGCTCCACTCTGGAGCAAGCTCAACT 

TGCCACCCGATGAGCTTGGCCAAGTTCTGTGCTTCAATAAAGCTCGGCAC 

ACTACCATCTTCGCTCAGGTAGGGCATTGACACCCGCGCGGTGCAATATT 

CG ATGCGCTTCCC AG A CTCC A GTGGC AG ATA ATCATAGTAGTACTGCATG 

TGGTCTTGGCCTGGAAACTCGATATTGGCTGCTGAGCCCCAAGCCGGCAG 

GCACGCTTTGTAATCGACACCCATTTGCAGCTGCGCAACGACTCCTTTTC 

CGCTCCCCGGGGCCTCGATATGGCCCAACCCGAAGGCCGCCCCGAACGAT 

ATGGCCAGGGCGCCGGCGCAAGCGTGCGG 

>Sequence 1973 

CGAGCGGCCGCCCGGGCAGGTACCTTAGCAAATAGATAGTTTATTCACCA 

ACTATAATCACCTTAACAATAAAAGCTCTCTTTTCGAGAACACTGCGTGT 

CAGGCACTTCATGAAAATTATACTAAACACTTTATGAAAATTATCTCTAG 

CTGCAAATTCCCGCGGATGCTATGCAAATTAGGTATAGCTACACTTTGCT 

GATGGGGAAAGTATAGCTTAGAGAAGGTAGACGAACTGCCCAAGGCCAGA 

GCTATGTGGCAGAGATGGAATTCAAATGCAAGTATAAATAATAGAATAAT 

TTTCAGTTGGAAATTTCAAAAAGCTGTTCTAGTTACATTGATGTTAAAAT 

CTGTTATTCATTTAAGATGAAGATGGCAAGGGGAGATAAAATTACAGGGA 

AGTGGTGAGGATAGAGCTGAGGAAAGAAACTTGGAATGAGATTTTAAAAA 

GAAATCTGGAAAGTTTGCTAGGGATGATA 

>Sequence 1974 

CGAGCGGCCGCCCGGGCAGGTACCTTAGCAAATAGATAGTTTATTCACCA 

ACTATAATCACCTTAACAATAAAAGCTCTCTTTTCGAGAACACTGCGTGT 

CAGGCACTTCATGAAAATTATACTAAACACTTTATGAAAATTATCTCTAG 

CTGCAAATTCCCGCGGATGCTATGCAAATTAGGTATAGCTACACTTTGCT 

GATGGGGAAAGTATAGCTTAGAGAAGGTAGACGAACTGCCCAAGGCCAGA 

GCTATGTGGCAGAGATGGAATTCAAATGCAAGTATAAATAATAGAATAAT 

TTTCAGTTGGAAATTTCAAAAAGCTGTTCTAGTTACATTGATGTTAAAAT 

CTGTTATTCATTTAAGATGAAGATGGCAAGGGGAGATAAAATTACAGGGA 

AGTGGTGAGGATAGAGCTGAGGAAAGAAACTTGGAATGAGATTTTAAAAA 

GAAATCTGGAAAGTTTGCTAGGGATGATA 

>Sequence 1975 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 

CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCCGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAAGGACAGTTAATCTCTGCTTCTGATATAAATATTAG 

GGGTAGA 

>Sequence 1976 

CCGGGCAGGTACAAGGGAGACAGCATGCAGGGTGTGTTCAGAAGAGCTTG 
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CTGAGGTGCTCGGCTCTTAGCATTAAAAATGTGATGTTGGTATATCATCC 

TGATAGAAAACACTGCTTTCCAAATCCTAGTCACTGGATGGGAGGAAAGT 

AAGAACAGATTCTTCCAACCACTACTGATTTGTTATAATTCTCCCCATTG 

AAATTGGGACAAAATTTGTAACATGCTACTCCGAAATTGATCACATTCTC 

AATTCTGTCAATAGCAGAGAATTTAGCCTCAACACCACCAATTCAAAATA 

GTTTAGGTCTTGCCCCTGCCTGATTATGTAACAGAAAAGCATAAAGTTTG 

CAGGGTGGAGCGGGAGGATTTTTCTAGGAAACTTCCTTCTCTTCCATTAA 

CGTGTGAATGAGTAAGGACAGTTAATCTCTGCTTCTGATATAAATATTAG 
GGGTAGA 

>Sequence 1977 

CCGCCCGGGCAGGTGCATGACATTATTGTAGCTGTTGTTTACATTACAGG 

AATACTTCGGATATACCAATGCATGTGAAGAATGGGTTTCCCCTCAGTTT 

CACATAAACTTAGAAATGTCTCAACTGACATTTCTTTTTCT 1 T T r rt M rAA 

TTTTTAATTCI 1 111 TnTITGAGACAGTTTCGCTCTGTCGCCCATGCTA 

TAGTGCAGTGGTGTGATCTCAGCTCACTGCAAGCTCCGCCTCCAGTGTTC 

AGGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCCC 

GCCACCACGCTCAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCATGTTAGCCAGGATGGTCTCCATCTGCTGACCCTGTGAACCACCCGCC 

TTGACCTTCCAAAGTGCTGGGATTACAGGGGTGAGCCGCCGCGCCCGGCT 

CAACTGACATTTCTAAATG 

>Sequence 1978 

CCGCCCGGGCAGGTGCATGACATTATTGTAGCTGTTGTTTACATTACAGG 

AATACTTCGGATATACCAATGCATGTGAAGAATGGGTTTCCCCTCAGTTT 

CACATAAACTTAGAAATGTCTCAACTGACATTTCTTTTTC 1 I 'HTl'ITAA 

111 llAATTCl I I 1 TTTTTTI G AG AC AGTTTCGCTCTGTCGCCC ATGCTA 

TAGTGCAGTGGTGTGATCTCAGCTCACTGCAAGCTCCGCCTCCAGTGTTC 

AGGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGTGCCC 

GCCACCACGCTCAGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCA 

CCATGTTAGCCAGGATGGTCTCCATCTGCTGACCCTGTGAACCACCCGCC 

TTGACCTTCCAAAGTGCTGGGATTACAGGGGTGAGCCGCCGCGCCCGGCT 

CAACTGACATTTCTAAATG 

>Sequence 1979 

CCGGGCAGGTACGCGGGAAAGAGAAGGAGAATATACAGTCTTTGTATTGA 

CCTGTATGCnTCTCATTTTTGTTCTTTTTGTTCCTTTCTATAATTCTGGA 

TTTCCATCTTGTTTAATAGCCCTCAGCCTGAGGGATATCAGCATTTCTTG 

TGCTATGGATCTTCTAGCAACATATAATTTCATCTTTTATGCATATCCAG 

AAATTGTTGCTTTGCTTTGATTTTTGTTTTGTAGTTTCACTCTGTGTAGA 

ATTTCTGGTTACCGTTTTTTTCTTCCCAGCATTTTGAGATATTGATCCAG 

TGAGTTCTGTCATGCATTTGCCTACTTGGGTGAAATGTCCCACCAGACGG 

TGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATC 

TGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGA 

AACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGAT 

TCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCANAGTCAAACT 

GTAAGTACCTCGGCCGCGACCACGCT 

>Sequence 1980 

NGACTTTCGGAACTCTACTATAGTTGAAGGGACACCACGCGNGGCGGCCG 

CCGGGCAGGACGCGTGGGACGGGNGTTATNACACCNGACGCCGGGAGGAG 

ANGCNGCCACCNAGGNNACTTGNAGGACCCNANACGGCAACCTCCTNAGC 

CAGGAACNANNNANAAACANCCNGCAGGAAAANGAGNCNANANGNCAGAA 

NACACANNNTTTTTCTTGCCTTTTrGTAGAAAATTT^ 

CATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTT 

TTTTGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCA 

GAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCT 

GTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATT 

CTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGG 

TTTAGTCAATGGTCTATGGGAATTTTTTTATAGCAGTCCCAGCCAAGACA 
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GTGCCTCATTTACCACATACCATTTATATTATTATATAGGCTCCTTTCAG 

AAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAACACCTTCA 
CTTG 

>Sequence 1981 

CCGGGCAGGTACAATCATTACATAATCATGACATTTTAATTCTTAATTAC 

AATGCCTTTCCAACTATATAAAAATATGTCTAGTGACACATATTTTGGAA 

A GCTTTCTTGGAA A AACATCCAG AG ATTGTGTTCATC ACTA TCTA TATA A 

ATGAGCTTATACTGAACCTTAAATATGTTTATTCAGCCTAACAATCAGAA 

AAAG AAAACGTT TTTTAACAGTATAAAGTTCAGATGAGTCCACTTGTCTT 

GGAATTrTATTTTGATTTTAATTAGAAGAAAGACTGCCATTAGAATTGTT 

TTCTAATGAAATCTTTATAAATTCTCTGGGCAGTGCCCTGTATCTTTATT 

AGAAuAGACTTCTTATTTTTAACAATTTTATTTGGAAGAAGTTCTACTCAT 

TTGCATCAGCTCATCGTCTACATAATTTGTGTGTGTGTGTGTATAGTGTG 

TGTTTACAACTTTGACTTTTGAAACTAGAATTGAATCACGGTAAACATCT 

AAGATCAGTGTGCCAGCTATTCGGCCTGAATCATCGGGCACCATGATGGG 

TTTGGCTCGCTTAAACGTACCTTGA 

>Sequence 1982 

AGGTACrCAGTAACrrCCTGGGACCCCrnTGCCTATCTTCTGAATAGAA 

ACATAGAGCTTCTTGCAGAGTATTAGCTCCTGGCTTTATTGCTTGCTCAT 

TTCTACATAACTGGGTCAACCCTGGGGCACCACAGTGACAGAAAAAAGAA 

AGAAAAATAATGGGGTCCCCACCCTGTCACTCTTTGGAGTTTATGGTTCC 

CTTTTCTTAGTTCTTCTTGTCAAAAAGATAGGTTTTTCCTTCAGGATnT 

AGATCAGCTATCACCGCCACATTGCAGCTGTATGATTGGGGTGGCCCTTG 

ACACAGGACCAAAAGAGAGCAACAACAACAGCATCAACAACAACCATAGT 

GATCCTACCCCCTACTCCTGGTGACGGCTTCCTGGGGCTCCTTATCCCCA 

TTCTrGGGACAGCTTATCTCAGATTTTCTCTGCTCACCCCTGCTATGCAG 

TTCCAAATTTGATATTTGGAACTGGTAGTATCTTCAGATCAAGTTGAGAG 

ACOsfNNNANAAAAAANAAAAAAANAAGTACCTGCCCG 

>Sequence 1983 

CCGGGCAGGTACGTATAACAACATGAATTCATCTCAAAGACATTATGTTG 

AAGCCAGATTTGACATAACTCATTCTTTGTCATTCCATTTATGTGAACTT 

TGGGAATAGTCAAAACTTAGCTATGGTGACAGCAGTCAGGGCAGTAATTA 

TCTATCGAGTGTGGAGATTGACTGAAAAGGGCACAGGAGAACTTTCTGAA 

ATAATAAAAATGTCCTATATCTTGTTTTGCATCGTAGTTACACAGGTGTA 

GACAGTTGCTAAAACGCTAAAAACTAAATGTGTAAGATTTATGCATTTTA 

GTGTATTTAAATTATAACCCCCAGAAAGCATTGCCTCATTTTTTCTGGAG 

GGTAAATATGCTCGTTAGGAGCATAAGGGGATGATTTTGAGAAACCCTTG 

CTCTGTCATTCTGTCAGTAAACCGCCACTAACTTTTCTGGTTTCAAAAAA 

GCAAGGTCCATTGATGAAACTCCTTTGTGCCTTAGTGACAAATAACATTG 

ATAAGGCCTACTGTCAACAAGAGTGTGTTTGGTATATCTTTTGGTTTTAG 

TGACTTAATTTGTAGGAATGATATTTTCATGGGATTACTCAATCTCACCC 

ACCATTAGTTGCAGGTGACAAGAAAGCCTAAGTGGCAGATGTTGTGCTAG 

AAGCTGGGGGTTACCGTCTCCTTGTGCATGTGTTCAAACCTACCAATGGC 

TGGGATTrAAACCTCATGCCTAAGTGTGCAGGGAAGTTTTGAGTATTAAT 

AGTATTCAGGCGCGGGGGATTACTG 

>Sequence 1984 

CCGGGCAGGTACTGGTGTTATTTATCTATTGCCATCATTTCAGGGACACC 

TAGGAAAATAAATTTTCAATTGCATAAAACCTAATTATTTCATACTGCAG 

ACATTTGATCAAAGGCTTACTTGATCAAAGGCTTGTCCCAATTGCTCCTC 

CAGGGATTCGTTCTGCTCAGATAAGATATGGTTCCGCTTTAAGAGAGCTT 

GTCCAATTCGAGCAGCGAGTTCCAGATCACGATCCCTCTCTGCCAGGAGA 

TGTGTAACCATGTCGATGTCATTGTAAGTTTTGGTCATCTGCTCCACCCT 

GTCTGTGCCTAGAATCATGNTAACGGAAAGTCTCTTCAGCAAGGACTGGA 

GAGAGAGCATCAGATGCATGCTGCCGCTGGTGTGGAGACTGAGTCCAGTC 

TTGGTTTTCATATAGAAAGAGAGTGTCTACTTTTAGCCTATACTGGGGGA 

GGTGGTCTTCTAGCAGACTCACCAACTCAACTTCAGGGAGAATCTTATTG 
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GAGCAGACATTAGTGATACCTTTCCAGGCTCTGTGAATGCTATTCATGAG 

TT 11 111 CA CCTGTTGG GGGGAGTAA AAATGGCTTTTTGG ATGGACTTAT 

GCCAGGACCTTTTTTTGCTTTGGTGGAAAGGGACACCTTTGGGTTGAATC 

AA AAGTAAGGGAA TTCCTTAAGCCCTTAATTATGAAAGGGATTGGGCACA 

TGGl'l 111 1CTTTTAAACAAATTTTCTTGATGAGCCAAAAGGCATCCGTG 

CACACACCCCTCTATTGAAAATCAA 

>Sequence 1985 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 

CCCACCAAAGTGTTCCCAAGGGCAAAAGTAAGTGAATACATGTTTCCATG 

CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 

TTAGATTCCAGAAGCCTTCAAATTCCTTATAAGACTTGGGACTGCATCTT 

AAAATAATATTGTTTTTTTTTATTCTTTGATAATAAAAGAATGGAACCAA 

ATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTATGAAAAAGGCTGT 

TAGTATCCAGCGGGGAAAGCAAAGGATCCGCAGGTGGTAACACCCTACTG 

AGAGCAGAGGGGGATGAATACATAAAATTTTGCAGAAGCACGTTGGGAAT 

TCCGNCATCTTCACATAGCACCCCTGCAAGCTA 

>Sequence 1986 

AGGTACACTTGGTGCAATAAAGTGCATCTTTAAAGTGTTTTGAGTTTGGA 

CACAGACCCGTGAAACCAACACCATAATCAAGATTCATGATGAATATGTT 

CCACGTAGTTATTAAATCCCTCTCAGTAGCATATTTGTCTGTTTAAGAGC 

CATTTGCATTTTTTCCATAAATTGCTTGTTCCTCTCCCCCTGCCCGCCCC 

CGCGTACCTGCCCG 

>Sequence 1987 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACJTTATGCCTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTCTATCAGG 

ATGATATACCAACATCACATTTTTAATGCTAAGAGCCGAGCACCTCAGCA 

AGCTCTTCTGAACACACNCTGCATGCTGTCTCCCTTGTACCTGCCCG 

>Sequence 1988 

CCGGGCAGGTACGCGGGTATCCAGTTATTTCATTGGTTGAAATAGCTGAC 

CGCTTATAATAAAGTAGTCTGTGGACTGCTTAAATTTTGTAGTGAATTCC 

TGTGTGTGCATTTTTGTAATGGTCATTCTCAGTCGTAAATGTCTTTAGAA 

AGTCATCTAACACAAATACATTGAGAGAAGTTTTCCTAGCATAAGCCTGG 

TCATAAACTCCACCTGANTAACTTGGGGCTTGATTTAAATCAGGTGGAAG 

CTCTGTGCAAAAAGATGGATATGTGACCAATATAATAATGGCTCCTTTTG 

CAAGAAGCAATACTTCTGAAATTAAGGGGAATGCATTAGATGTGTATGTA 

ATAAATAATTGAAAATAATTTTGGAGGCAGAAGTTATTGTAAGTGAAATT 

CTGTCATAAGTGAAACAATCCTTTACAGCCTTTTTACTTTCTCATCAACA 

TGTCATGTCAGAAATGACAACTTATGTTTTCTGAACTAGGTACCAGAGGT 

CTTTCCAAT ACTCGT TTCTTTTTCGCAACCTTAAGAGTTTAACTTTCACC 

TAGGGAATCTTTTTGTTCATGAAGTTGAGCTTGAGTAAAAGACTTATCCC 

ATTTAGGGGGGCAAACCATGTTAACAGCCCGAAAACCCTTTGGACCATTT 

TCCCGGGCGCCTAATGAGATATCGGAGGTAATTTTATTCCGCTAAGGGCA 

ATATTCCCATAAACACCCGGAAAGCGGAAGTGCCGCCCCATTTATTAATA 

GAAATTAGCCGGGAAAAGACCTTCGGTT 

>Sequence 1989 

AGGTACTGGGGCCTTACTTCCCTAAAGACCCAGGGAGGGGAGAGAAAGTG 
CTCTGCTTGTATCCTAAGCACAAATGCAATACAGCAACATCAGTAATGGT 
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AACTGAGTGCTTACTGCATGCCAGACCCGTGCTAAGCTCTCTCCATGCAC 

TATCTTAATGTTCACAACCTCACACAGTAAGCATTATTAACAACAGCACT 

TTACAAATAGAAATTTGTTGAGGCTCAGAGTTGCCATAGCTGGTGAGCAT 

CCACAGCCTACATTCAAACCCAAGTTTCATTCCAAAGCTTTGCTTTCCTG 

CTGCTGTATGTCTTTTGCGTCATCTTCGCATATTTAACCTCCTTGGCTCA 

ACTGGGAACTCTTTGAAGGCTAGGGCCATCAATTACATTTTTGTTTCTTC 

CAAAAAATTGGCACGTACCTGTCCG 

>Sequence 1990 

CCGGGCAGGTACAGTGTCAGGGCTTATGCTACCAGACTAGGTGGAGGAGA 

TGACATGCAGATTCAGGAGAGGATCCAGGGCTCATGAGGACGTGGAGGTT 

TTGTTCTAAGCATTGGGTTTTTGTTTGGCTTTTTCTGTGTAAACTTCTCT 

TTCACCTTCCATTCAGAATGGCTCCAAATTCTTTCTTCAATAGTGGAAGT 

ATTATTGTTAGTCAGGTTTTTCAATACTTAATAGTGGTCTGTATTTGTGG 

GTGCATGTGGTATTTTGGTGCATGCATACCATGTGGAATTATCAGACCAG 

GGCAGCCGGGACATCAGTCACCCCAGACATCCACCCCTTCTTTATGTTGG 

GAACATTTCACTTTCTCTCATTCAGCAATTTTGAACAATGCAACAAACTA 

CTGTTAGCTTTAAACACCCAACTGTGCTATCAAACAGTAGATCTTACTTC 

ACTA AATG GGTTTTATGCCCACGCAGTCTTCCTGGATAAAACTTTGTCTA 

AGTGTTTTAAGGGGCTGCTCAAAGGAAATGTGGCTTGTTTTGGGAGGTCT 

GAAATGTTTTCAAATTTGCTGTCTTGAGAAAAAAAAACAGACATTTGGGA 

TTTCTTCATGCAAAAATTCCATCACATGTGTGTGTTAAGATCAGGAAGAC 

AGGTTACCTGCCGGATATATTTTTTCCTTTTCTTGGACCCTTGGCGCTTT 

AAAAATAGTGGAATCCCCGGGCTTGTAAGAATTTAATATTCACCTTATTG 

GTACCGGCGAACCTGAAGT 

>Sequence 1991 

GCCCCTCGTGGTGGCCAGGCGCGATGCGCGCGGCGTGGCAGAACTGCTGC 

GTCCGTACACCAAAGAGGCGCTGGCGCCCGGCGAATTCCTGCTCGAACTG 

ACGCCGAAGGATGGCAATTGGGTGCTGGTCAGCGATGCCTGGTTCTTCAA 

GGAAGGCGAGGCGACGCGCTGGGAAAAGGCCCGCTATGGCGAGTTCCGCG 

TGCTGCCCGATGGCCGCGCCTTGCTGGTGGGCATGCGCGGGGAAGATTTA 

CAGGCACTGTAACCGCTTGATTGAACAAACCCAATGGCAGAATCCGGGGN 

>Sequence 1992 

CCGGGCAGGTACTTTGGCACATGCTGGTAGCCAGGAGTCTGGGCCTGAAA 

TTTGGTCCTGACTCCACCCTCATCTCTCTGCATGACTTCTCTGGGAGATA 

CAGCCTCTCCATTTTACACTGAGAGACTAAATGAGCTCTAAAGCTGCCCT 

GACAGCTGACAGTCAAGGTTAGCATATTTCTGTGTGGCTCTGGCAAAAGT 

ACCT 

>Sequence 1993 

AGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTGAATGAG 

AATGAGCTACTGAAAACAAAAAGAGGGTCTTCTACTCAGCCTCTACCCCT 

AATATTTATATCAGAAGCAGAGATTAACTGTCCTTACTCATTCACACGTT 

AATGGAAGAGAAGGAAGTTTCCTAGAAAAATCCTCCCGCTCCACCCTGCA 

AACTTTATGCTTTTCTGTTACATAATCAGGCAGGGGCAAGACCTAAACTA 

TTTTGAATTGGTGGTGTTGAGGCTAAATTCTCTGCTATTGACAGAATTGA 

GAATGTGATCAATTTCAGAGTAGCATGTTACAAATTTTGTCCCAATTTCA 

ATGGGGAGAATTATAACAAATCAGTAGTGGTTGGCAGAATCTGTTCTTAC 

TTTCCTCCCATCCAGTGACTAGGATTTGGAAAGCAGTGTTTTCTATCAGG 

ATGATATACCAACATCGCATTNTTAATGCTAAGAGCCGAGCACCTCAGCA 

AGCTCTTCTGAACACACCCTGCATGCTGTCTCCCTTGTACCTGCCCG 

>Sequence 1994 

AGCNCTATACCACTACTACTAGTAGATATAGGAGCTACACCGCGGTGGCG 

GCCGAGGTACCGGTTGATGTAAGCACAGGGATGGTGGGGACAGGGTGACC 

AAAGTGAACTGGGCACGAGATGAGTAGCTGGTATATAGTGACTTGGAAGG 

CAAGGTGCTTGAAATTTCCTGGAAAATCTCTGCAGTGCACAGTAGAAACT 

ATTATCATTGGTTACGTGCTTCAAGAGGACTGGGCAGATGGGGGGGCAGG 

AATAAGAGAGCCACTATTCACTTGACAAATTCTTGGACATTTTGATTTCT 
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GAGCCATATGGATGTGTGTCCTATCAAAAAGAATAAGTGAAAATGTTCAA 

TAGTAAGAGAACACTTTGTAAATCTCTGGCTGCTGCTCTTTGTGATTAGC 

CTCTCAGCACTCTTATTTGGAATAATCAGAAAAATACAACTATCTAAATT 

TTGGGAGGAGAGTATACTTGTGGAGATTTGGGAAGAAAGAAAATAAGTAT 

GGAAGTTTCCCCCAATAATAAAATGAAATTCATTGGAAGCCATTTCAAAC 

ATTTAGAAAGTTAACCAAAAAAATAAAAAGGTGCCCG 

>Sequence 1995 

CCGGGCAGGTACTCGTGAAGCGGTGGTAACAACCCAGAGTACTCGGGAAG 

CAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTC 

CCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAAC 

GCAGAGTCCCGGGAAGCAGTGGTACCT 

>Sequence 1996 

GTAACTACTACTATACGGCGAATTGGATCTCCACCCGTGCGGCGGCCGCC 

CGGGCAGGTACCTTCTACTCATTATGCTGTGATCCTAAAACACTCTAAAA 

GATAAAGCCTATTAAAACCATATTTTTAAAAAACTGACAGGTGtTCTTAA 

GATTAACTAATGAGTTCAGAGAATAAATTGAGGATGAGATGAATTTCTAA 

AAACAGCAGCACCATACATCAAAAATACCCAGCTAGAAATTATAAATTTT 

TAAAAGATCACAGAAGATAAACAAAAACAAACCCCTCCCCATCTTATCTT 

TATTATTTCTTCTTATTTGTATAAAAATAAGGAGATATAAATAAATAGAA 

AACACTACTGAAATATTTACAGGGATTCATGAAAACAGATTTTAAGAAAT 

TAAGATACATATTGTCAGGTGTGGTGGGTCACGCCTGTAGTCCCAGCACT 

TTGGAAGGCCAAGGTGGGTGGATCACTTGAGGTCAGGAGTTTGAGGACCA 

GCCTGGCCAACATGGCAAAACCCCATCTCTACTAAAAATACAAAAATTAG 

CCAGGTGTGGTGGCACAAGCCTGTAATCTTAGCTACTTGGGAGGCTGAAG 

CACCAGAATCACTTGAACCTGAGAGGTGGAGGTTGCAGTGAACTGAGATA 

CTGCCACTGCACTGCAGCCTA 

>Sequence 1997 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGCCTCT 

TTAAATATACACTTCTCTGTAGTGTATGCTAGAAATGGAGTGGCTGGAAT 

AAAAGTGGCTGAATCATCTTCAACTCTAGTAGCTGAGACCAATGATGCTG 

ACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCC 

TATATTGTACCTGCCCG 

>Sequence 1998 

AGGTACATTCTAATCCCAGTTTACATTTAAAACACTTCAAATGGAGCCAC 

TAGGACTCAAAGTTGCTAAATACACCCATGCCCTCTTATCGCCTTCCACT 

GGGGGTGGTTCTTCGGTATTTTAAGTCTTGGAAGTTAATTTTTGAGGAAA 

AAAAAGTAATAGACATGTGACAAAAACAGGAAGAAGGGACACAGTTCAAC 

TGGGTTGTAGCTCTAATCTCACTTTATCAGCTGCTTGAAAGAGGGAAATG 

AAGGACAGAGCGGTAGGAAGTCTGCACACACCAACCTCATGGAGACCAGC 

TCAGCCCCCAATGCAGTCAAGCTACCTAACCTCCTGGAAACATAAAGATC 

GGCGTGTTACTTGA 

>Sequence 1999 

CCGGGCAGGTACTTGCTTAGTCAGTTCTGTGGGCCAGAGGACACTCATGG 

GGAGAGATCAAGGTTACTTTTTGCAGGTGGGGCATTTTGTAACTGAATAA 

AACCCAGTCAGTAAAAGTAAGCAACATGCGGAATCTAGGCAAGTGTTGCA 

ATGTATGTGTGCTCTTGATCTGAGGAAGACCATGCATTTGACTCAGACTA 

TAAACCTACACCACAGAAATCCCACCCACAAGCAATGCTCTATTACTGTA 

GGTACCT 

>Sequence 2000 

AGGTACCTGGGGCTACAGGCAGGCACCACCTCACCCAGCTAATTTTTTGT 
ATTTTTAGTAAAGACAGGGTTTCGCCATGTTGCCCAGGCTGGTCTCGAAC 
TACTGGCCTCAAGTGATCAGCTCATCTTGGCTGCCCAAAGTGCTGGGGTT 
ACAGGCGTGAGCCACCATGCCCGGCCCCCGCAGGACTTTCTGCTGTTTCT 
CTCAATTTTATGTAAGTAAAACAACAGCAACAATAAAATCCCTGTCACTT 
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GAACACAGAATGAATTCTGCTTTATATATTTTGTATAGTTTGTATAGATA 
TTTTGTATAGTTTATGAGGCACTGAACTTTCCAGAACAGCAACTACTGTG 
TA TACTGATGGGCA AT 
>Sequence 2001 

AGGTACATTCTAATCCCAGTTTACATTTAAAACACTTCAAATGGAGCCAC 

TAGGACTCAAAGTTGCTAAATACACCCATGCCCTCTTATCGCCTTCCACT 

GGGGGTGGTTCTTCGGTATTTTAAGTCTTGGAAGTTAATTTTTGAGGAAA 

AAAAAGTAATAGACATGTGACAAAAACAGGAAGAAGGGACACAGTTCAAC 

TGGGTTGTAGCTCTAATGTCACTTTATCAGCTGCTTGAAAGAGGGAAATG 

AAGGACAGAGCGGTAGGAAGTCTGCACACACCAACCTCATGGAGACCAGC 

TCAGCCCCCAATGCAGTCAAGCTACCTAACCTCCTGGAAACATAAAGATC 

CGCG 

>Sequence 2002 

CCGGGCAGGTACTTTATATTACTTACTTGTTCACTAATAAACTTCTGGCA 

TTGCATGTTTATTATTCTAATTTGGATTAATAAATATGTCAATTTATTTT 

ATAAGTCAACCGATATGCTTTTTTCAGCTTATAATTTTGTCTACTTAGTA 

TCCTCTAAGTAGCATATCCTAATCTATTCTTAAGATTCACATTGTTATAT 

GCTTGAC ATAA CTTTACAACCATCACCATGGAGAAAGAGATCTATAATGT 

AGACAGATTTTAATTTAATCATAATATCATCACATTTTAATTTTATTTGA 

ACCTACACAGTGCCATTTAAATAGGTGACAAGCTAATATTAAAATTATGA 

TGGAGTTGGGATT 

>Sequence 2003 

AGGTACAGGTCCCCTCACACCTTCTGTTGATGCCTTATTACCACCAGGCA 

GATTAGAAGTTCTGGTTTCTCTAAATTTCAGTTGACTCTGTAAACTTATA 

ATACTTATCTTATAATTCTGTTGAGAATATAAAATGAAATGATGCATGTA 

ATATATCAAGCCACTGTCTGATGTAGAATAATATTACTAACATTTATGAT 

TTTGAAAATTAATAACAAAGTTGGAGGAAATACACCACCAACTTCAAATG 

CTAATATGAAGTTACAACGATCAAGATAGTGTGGCATTGGTGTAAAAACA 

GACATGCTTATCAATGGCGCAGAATTAAAAGAATAGAAATTAACTTCTGC 

TTTGATAGGCAATGGAGTTTA 

>Sequence 2004 

AGGTACCTGCACTTCAGACCCTGGCTCCATGTACACCTGTGCTCCAAACC 

TGGCTCTGTGGCTACTGCACAGGTGCCAGCAGCTCAAACAGTCAAACAGT 

GCCACCCTTGCAATAAGGAAACCTACAAGCTAGACCGGATATCAAGAAAG 

ATTCCTTCAGACATGACATCCCCTGTGGAAGAAAAAGACATTAGGGAGTC 

CCTAGCAGCCTTTGTCTTTGAAGATCCCTTACTGCTGCTGTGGATGCCCA 

CAGCCTTGTTTGTTGAAAACCCTTGCAATCTTCACCAATTCTGATCTCAG 

CTGACAAAGATGCACAGGGGAGTTTGCCACAGGCCCTTCCCAGACCTAGA 

ACTGCCACACCTTACTCTGCTTGGGC 

>Sequence 2005 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTA ACTA A AG A A 

>Sequence 2006 

AGGTACGCGGGAGGAAAACACAACATGAACAGGCAGAGTGCACACGCCGT 

GGCCTCGGGAAGCCACAATCATGTGGCTGACATGGTTCCAGAGTGTGGCA 

TTAGGGAGACCAACTTCTGAGCTGCAGATTCACAGCATGGCCATGCAAGC 

AGGGAAGATGTGCTCTACTCCAGGATCAAGGAGCAAGCCCATATTTCCTC 

TTGATTCTGGGACTCCCTCTTGAGACTGATTTGCTCTAATGTTAGCTCTT 

GAGAGAACTGGGGTCCCTGCCTTCTTGGGGAGCCTGAAAAGAAGTTTTGC 

TGTCTGGGCATCACAGCATCCAGAGTGTACCTGCCCGGGCG 
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>Sequence 2007 

AGGTACGCGGGGACTCATGACAACTAATGGGAAGACATGGCTCAGATGTG 

CAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGACTAAGCTCTTACACA 

CAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACAGGAGCAGGCA 

GCTTCCTGCAGACATGACAGTCAACGCAAACTCATGTCACTGTGGGCAGA 

CACATGTTTGCAAAGAGACTCAGAGCCAAACAAGCACACTCAATGTGCTT 

TGCCCAAATTTACCCATTAGGTAAATCTTCCCTCCTCCCAAGAAGAAAGT 

GGAGAGAGCATGAGTCCTCACATGGAAACTTGAAGTCAGGGAAATGAAGG 

CTCACCAATTATTTG 

>Sequence 2008 

CCGGGCAGGTACGCGGGGAAAAATCCAAGACAAGAAAAGACTGTAATAAA 

GCTAAATATAACAGTATAATGATACCAGGTTGCAGGCAGCAAATAGCAAA 

CTTGAAACCATGGAAAAGGGAATTCATATAGTAGAGGACAAATTTAAGGA 

GGGTTTCAAAAGTGTAAGAACAAAAGACTTAAACTGATGAGCTAATAGTT 

GGATGACAGGTCTTGGAGATCCCAATTCTTTGGGAATAACAGTTTCTGAA 

GGAAAAAACAACAAAGAGAACAACATGTTCAAAGGAACAAAGGAAAAATA 

ATCTTCAATTAAAGAAAAGTTTTTCTGCTTGAAAATGAATGACCATTGGG 

TTAGAGGTAAAACTTATGAAA 

>Sequence 2009 

TCTCTCTCCTGGAAAGCTTCCTCTCGTGGCGCCTCTTCCTGTTATCCGAA 

CCCTTGCCCGCTTTACTCCGGATACCCCTTGTCCGCCCTTTTTCTCCCCC 

TTTCGGGAAAAGTCCGTGGGCCGCCTTTATCCTTCAATAAGGCTTCAACG 

GCCTGTTAAGGGTTATTTCTTCAAGTTTTCCGGGTTGGTTAGGGGTTCCG 

GTTTCCGCCTCCCCAAAGG 

>Sequence20IO 

CCGGGCAGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATG 

GGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAAC 

AATGGAGGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTG 

CAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAG 

ATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAA 

AACATCGTGGGCAGTTTTTGACTGCGGCTGCAAGAAAGGGATTTTAAATT 

AATTAACAGATGAAGA 

>Sequence 201 1 

AGGTACCCCCAGCACTTTAGGCCTGTGTGGCCAGCGCCCCATGCGCAAGC 

GTCTTTCTGCCCCAGAGTTGCGGCTGAGTCTGACTAAGGGGCCTGGAAAT 

GATGGAGCTTCACCCACCCAGTCTGCACCTTCCTCTCCTGATGGCAGTTC 

TGACCTGGAGATAGACGAATTGGAGACACCTTCAGACTCGGAGCAGCTGG 

ACAGTGGACATGAATTTGAATGGGAAGATGAACTACCCCGGGCAGAGGGT 

CTGGGCACCAGTGAGACAGCTGAAAGGCTGGGCCGAGGTTGTATGTGGGG 

ATGTGACTGGAGAAGATGGACATCACTGGGAGGGGTGTTCCCGAATGTGG 

ACCACGGGGAGCAGCCGCG 

>Sequence 2012 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCTCGGCCACTGGAGTCTGAAGATACTCTCTTTGAG 

AATGCATATTATTTTGCTCACAGCTAAAACATTTAAGTATCATAGCTGAT 

CAGTGGAGTGAGATTAAAAGGTTTCTTTTTTGAATCATCAGCTAGAGATG 

TCTGGCCCCCGGKNNNTANC ACCT ATTTTTTC 1 ' 1 Tl I GTGTCTGTATCTT 

ATGTTTGCTTTTTTAATATACTATTGTATTAAA 

>Sequence 2013 

CCGGGCAGGTACGCGGGATGATTAATCTTCCCTTATCCACAAACTTAACT 
GTGGAGAAACAGGAGAAAGTGTGTGCCTAGAAGCTGGATTCAGGGACCCA 
TGGTTACCCACTTCTACTTATGATTCCGTCATTACTGTTGTTTTAGGAAA 
ATAAACAGATCTTGATTCTTTCATAAAAGTCGATTCTTCAACAAGCAAAT 
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GGGAAAATCGGCAGGCCCAGATATGTGTGTATAGCAGCTACTGGTTGGAA 

ATTTGGACACAAAAGTCTTTATCTACCCAGCCTGTGAGCCACAAATCTGG 

ACTGAGTATAAAAAAGAATAAAACTAAATACCACATGTTCTCACTTATAA 

GTGGGAACTAAACA 

>Sequence 2014 

CCGGGCAGGTACCCTGGATCGTTTCAGAGATCTAACGTGTTGCCACACCA 

TAGCTCTAAGAAGCTGTGGGGCACAGTTCAAATTCTTAGTGGAGTGTATG 

ATTGCACAAGGAAATACTTTAAATATGTTACTTTTAATTTCTAATGACTA 

AGAAATCAGCAAGATAAAAACTAAACTTTTTAAAAGACTCCCAAATTTTG 

CATGTTTTTCAGTTTTTATTTTATTACCTTATCGGGCATTAAAAATTTGG 

tGCAATTTAAACTATTGGTACCCTTCGGCCCCGCTCTAATAACCTTAGTG 

GAATCCCCCCGGGCTTGGCAGGAAATTTCGAATATTCAAAGCTTTATCGG 

ATAACCCGTCGGACCCTTTTAGGGGGGGGGGCCTCGGTTACCCCAAGCTT 

TTTTGGTTTCCCTTTTAATTGAAGGGGTAG 

>Sequence 2015 

TTCTCTTACTGATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATATTITCAATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATGAAAGTTTC 

>Sequence 2016 

AGGTACAATTCCTTTATTCCAAGGCCTGCTAGAATCTTACATGTTTATAA 

ATTGCCTTTATAAGCTGGCATGCCTCTTGGAGTGGGGACAGACATTTGTT 

TTTCATGTGGTATGTCGGGAGTATGAACTGGAAAGACCGAAATCAGTTAT 

AATATGTCAGCATGGAATTGATCGTCGGTTCTGTGAATCCAAGTTGAGTT 

GTATTCCTGGGCCTTGTCCAACTTCAGATGATTTGAAATATACTATGATN 

TCGTTTAGCAAGTAGATGGGAGCCGATATTTTACATTGTTGAGCATGGGT 

TGTGCCTACAAAATATTAAAGATGGGGTGCAAATTCGAGTTTGCAAAACT 

GTAATTCTCCA 

>Sequence 2017 

AGGTACGCGGGCGGTCTGAATGGAGGAAGTTGGTAATACTTGGCTTTTTT 

TTTTCTTCTCTCATGCAAGTTTCCAGGATATAGCTTCTTTTTTTGCTGTA 

TGTAATTGAGACCAAACTCTAAGCTTGGGGCCCTGGAGAGAACAGTTGTG 

GCCTGCAGGTCATTAGTGAGGTGAGCAGAAGGGAATCCTGGACTTCCCAG 

AGAAAGAGGAGACCATGCCAGCCTCGTGGAACACAGCTACCAGGAAATAC 

AGAAGCAGGTGCTATTTCCTTGCGAAACTCCGAAGTCCATTGAAAAAACG 

NGACCCACAGTGGGGGGTGGCTAAAATTGTCCCAGCGCAAAGCTGCCGCT 

GCTGCTGATG 

>Sequence2018 

CCGGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAA 

TAAGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACA 

CACTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTG 

TTGTATAAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGG 

CCAAATCAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCC 

ATCGATCTTCCTGTCAGAAATCAGAATATACCTTTGCAATACCCTTTGCT 

AGCCTTTCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGC 

CTGGGAAATATTAACACCCATTT 

>Sequence 2019 

AGGTACATGCATACTCAATGTTTAGTTCCCACTTATAAGTGAGAACATGT 

GGTATTTAGTTTTATTC 1 1 I TTTATACTCAGTCCAGATTTGTGGCTCACA 

GGCTGGGTAGATAAAGACTTTTGTGTCCAAATTTCCAACCAGTAGCTGCT 

ATACACACATATCTGGGCCTGCCGATTTTCCCATTTGCTTGTTGAAGAAT 

CGACTTTTATGAAAGAATCAAGATCTGTTTATTTTCCTAAAACAACAGTA 

ATGACGGAATCATAAGTAGAAGTGGGTAACCATGGGTCCCTGAATCCAGC 
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TTCTAGGCACACACTTTCTCCTGTTTCTCCACAGTTAAGTTTGTGGATAA 
GGGA 

>Sequence 2020 

AGGTACCTGGTAGTCCCAGCTACTCAGGGGGCTGAGGTGGGAGGATTGCT 

TGAGTCTGGCAGGTCGTAGCTGCAGTGAGCCCAGATGGCACCACTTCATT 

CCACCCTGGGTAACAGAGTGAGACCCTGTCTCAAAAAAAAGAAAAAAACA 

TACACACAGACATATATGCATACATACAAGGAGCAGCCACTACCCTTAGG 

GCTAAGACAGTGTGTCCAAGAATGAGATCCCCCATTTCTCCTACCACGCA 

CCCCAGGGGCTGATGATTCATACCCTGGTTTAGAAAGGGTCTCAGTATGG 

GGGCCTCAACTGAATGGCCAGAAGTAAATTGACTGATGGTGCTTTCTCTG 

GGGATAGCGTGCT 

>Sequence 2021 

AGGTACTAAAAAATTTCAATTAACCCAAAAAAGGCAGGAATGGAGGAACA 

AAGGAACAAAAAAATGACAAATAAAAAACAAATGACAAGATAAGACACTT 

AGAAAACAAGTAGCAAGATGGGGGATCTACAGCAACCTCATCAATCATTA 

CTGGAATTGCAAATGGAGAAACTCCATGTGCAAAGCAGGGATTGTCACCA 

AGACCCAACTCCATCTACAGACACCCACGTAAGATACAAAGACAGGTTGG 

GTGTCTAAAGGATAGAAAAAGATCCACAGTGGTCCAGGAGTGGTCCCAGC 

ATTGTGGTAGGCACAAGAGTGAGGATCACTTGAGTCTTAGAGTTTGACCT 

GTAATCCAAGCACTTTGGGAGGCT 

>Sequence 2022 

CTTCACTACTTAGGCAATGAGCTCCCCGCGGGGCGGCAGGGCCCGCCTTT 

TTTCCATGCTTGATTTGTGAGGATATTGAAAACAATGGCATTGACGTCAT 

TCTGACTCCTTGATTTCCATTTGTTTTCAGGAAGTTTTCATCTGCTGAAG 

GCAACTAATCCACAATGAGCAAATTATCCTGCCCTGGAGGGTAAGCTATA 

ATATCGGTCCCATGCTTCAGGAAGAGAAAATCATGTGTTCAGGTTTGACT 

TTGAGGTCAGCTCAGCATTTCTAAATTCAAACCGCAGACAGTAGCAATTC 

ATATGGCCATAGGACAACTTTAGACAAAATTGGTTTCATTTTCATTAAGT 

TTTTTCTGGCCTTTCGTTGGAAGAAATTATTCTTGCCCTTTCTCCTGAAG 

GTAATTGATGTT 

>Sequence 2023 

CCGGGCAGGTACT \ 1 1 1 1 1 1 1 1 11 1 1 11 1 I" 1 M GG AG ACG AGGTCTTGCT 

ATGTTGTTCAGGCTAGACTTGGACTCCCAGCCTCAAGCAGTCCTACTGCT 

TCAGCCTTCCAAGTAGCTGGAACCACAGGCACACACCACTATAACCAGTT 

TATTTTACATTGTTCTTGTAATTCTGGTATCAGTGATTCTTATAACAATA 

TGCGTCTCAATTTATTTTAAGCATGTTGAGAACCTTAATCNGATAACTAT 

TGCAGAAAACCATTTACTAAAACATTTGNNATCTTTGGAGAATTCTTCCA 

TTTCGTTTTTCCATTCCTTCTGGCGTTATAGCCTTCAAGTTTATTTCCAA 

TTCGCCATGATAATGGGGCACCTTAATTT 

>Sequence 2024 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCT 

>Sequence 2025 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTT 

ATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACA 

TTTCCCACCTTGCCCAACAGTAGAAAAACATAAAATAAAAAAAAAAAAAA 

AAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 2026 

AAGACGCGGGAGTTTTTCAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 
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CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATCTCAC 

ATACCTGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

TTTT CCGT GCCTAGAAGTTGCAGAAGACCAAGGAACCTTGGAAGTGACTT 

ACTCTTTTGCCTCATAAAGTTGCTTTAAAACAGCCTTTATTTTAATTATT 

AACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTAA 

TTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTTA 

CTTGGAGTTACTTGAAGTTTGCTTAAA 

>Sequence 2027 

CCGGGCAGGTACAGATGTAACTGGGAGATACCTGAATGTGCAGTCAGTGC 

CAAGTGGAGGCCTAGGTAGGTTTATTTGGTTATTGGGAAAAGGAGTGGCA 

CCAGAAAATTGGAGGACTAGAGGACAGTTGGGTGAGAGCAGTTTAGTTTC 

TTTGATTCTGTGCTAACTTTTTTGGATATTTGCTGGAAAATGCAATTTAT 

AGAGGATATTTGCTCTTGGCTATGGAATGCATTTGCTGTTTCTTCTCTTT 

TATACGTAAGATACATCTGTGAGACCCTCTACAGGAGATGAATTCCTGGT 

GTAAAAGAGTCATGTGAATATTGTGGAGTAATTATTCTGAGCCAGGGGAG 

CAGGCTAATTAGCCTTCTGGGAATG 

>Sequence 2028 

AGGTACAGAGAAAATAAAACTGACATATTTGAGTAGCTTTAAAAAAAAAA 

CI I i 1 1 1 1 1 AAAAAAAGGCTGCATGATGAATCAGTTATGTGGCTTTGGAC 

CAGTAAGGAGTCAATTTCAACCCAGACTGTTCTGACTTGGAAGGCCATTG 

TGATTCCATGTCTAACTCCAGAATATTGTTTTCACAATACCATAACATCT 

TCTAAACTGAACAAAATACTTGCACGAAATAGTTGATTCTCTTCTTCCAA 

TTTCTTTTCATTCATGGAAAGGGAAAGAAGACACATTGAATTAAGCATCC 

AACAAATATAAATACAGCATTAACATTTAAATGCTATCTCAGCAAATATT 

TTAAAGGATAAACCAAAAGN 

>Sequence 2029 

ACTATAAGGCTAAGGGGAACTGCAGCTCCGCCGCGGTGGCGGGCGCAGTA 

CGCGGGGATCTCACTCAATCTTACTCCCTTGTAGAACAGGCGATATCTTC 

ACCATGCGCACAATGAAATCAATACTCAAAGAATGCAGATTATTCTCCAC 

GAATCCAGAGAACTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGA 

CGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACT 

ATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACA 

GGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATAT 

GATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCNN 

AANAAAAAAAAAAAATAAAAAAA 

>Sequence 2030 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 

CACAGATGTGGAGGAGGCAGATGTGATACTCTAACAATGTCTGAAGCTCT 

GTCACTTGGGTGCTGAATCCTTTTCTATACTTTCTCAATACTGGTCAGGA 

TTTTACGGTGTTGTCTAGGAGAGAGCAACCATGATGGGCATGCAATGCTC 

AAGTTCACAGAAAAACATGAATAGCAAGACTCAAATCTGGCTGCCAGATT 

TCTGCAAGGTATTTTTCTCTCCAAACGAGGTAATGTGTTTCTTATAACAG 

TCTTTATAATAAGGAGATGTGTGTGGAAAAAAATCAAGTGTTAAACGGAG 

TCATGCAAATTAGCCATCTGGATAAAACA 

>Sequence 203 1 

AGGTACGCGGGGGCCCTCAACTTCTGAGAGCTTAAGGTATTTGTTCATGT 

TAGGCAGGTAATGTCTATAAACCAAAAGCTGCCACATACTATCTCTCTGC 

TCAACA CT TTACT GGATACTGGAGGATTTAAGGGAAGGAAAAAAGTGACC 

TTTTTTGCCTTTTTAAGAGCTTGTAATCGGTAAAGGAGATAAAACTCACA 

CAAAGGTCAGGGTATATTTTGTGCTAAGCATATGACGTAGACATTTAAGT 

GCTGCCGTAATGCAGAAGAGGAAGAAGTGGTGTGATCTAGAGTAACATAG 

GTTTTGTTTTGTTlTGTTTTTGTTrn 

TTTCTTTATCTAGACAGAGTCTCACTCTGTCGCGCAGGC 

>Sequence 2032 

CCGGGCAGGTACCCTTCACTCTTTAGGAGAAGGTTTGAAAAAAAACTGTG 
TTTCCTGTTGAAGGCCAGTGATACCTGGCAGCTTACAGTTAGAAAACTCT 
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ATAACTTTATTATTTTCATTTGCACTTAAAACTGCTATGAGTTTTTTAAT 

GCAAAAAATAGTGATTGAGAAAGAAAAAAGTGAACATATTTATATTCTTC 

CCCCTCAGAGAGAAACACTGTTAACATTTTGTGTATTTCGGTCCAGGTTC 

TTTTCTGTGTGTGTAAGCACACATATGTGTTTATATTGTATAAAATAAGA 

GATTCATGCTGGACATACATTGTTTGTAACTTCCTTCCTTTCCTTCCTTT 

CTTTCCTGAGCTAGGGTCTCGCTCTG TCA 

>Sequence 2033 

AGGTACGCGGGAAGGTTAAGCATTTGTTTATTAAATAGCACAGATTTCCA 

CCCCCATTTGGTTTATCTAGTTTCCATTTGTAGTAACTAATAGAAAAAAC 

TCTAAAATGCATCGGGAGGGAAACACATTTAAAGCTCTGGAGGCATAAAA 

ACCTGCATATAAATTCAGGCTGCACCGATTGATAAGTGTGTTACTTTCTC 

AATTTACTTATTCTTTCTTAACCTTAGTTTTCTCATCAGCAAACTATCTT 

AATTACATGACTTTGTAATCCATAAAGCTTGCTTCAAGCTCTTAGCATGC 

ACACAGCACATCTGCAAAAGTAAGCATTTGCCACTTTCGGTTCTCAGGAT 

AACATATTCACCCTTCCCTACCTACTAGCAAGC 

>Sequence 2034 

AGGTACTCAATGAAGAGTGGCTACTTTTATTAGATCATAAACAGTTTCCA 

TGTTACTAACCAGACTTTACGACTATTAAGATAGCATCTTAACCTACGAC 

TGTATAAATATTTTATGATCAATAAATCTTAATTGGTAGACTCTGAGAAT 

AAAGATG GTGTT TTTCCAACCCCTCAATATTTGCATACGTAAAAGTATTT 

AGCTACTATTTTAAAGCACCTAACCGGTATCTGATGTTAAGTGCATGCAA 

TCATGAAACATCTTTATGAAACACCTAACAGGATATGGCATTACATGAAG 

CTTTTATAAAAGCAATTAAACCAAAATAGCCTTTACCTCCTGGCAACTTA 

AACTCCAGCCAAATATTGATGCAGACTAAT 

>Sequence 2035 

GCTTTGCTCCAGGCCTCAGGAGTGTAAGTTTAAGGGCGCGAACCTGGGTG 

GGACGGGGCAGTTTTTCCAGCGGGCCATACGGGAAAATTTTTGGTTCGAG 

GAAGACAACCACCCTTTTTAAGGAGAAAACTGCATCTTGCCCTGCGTTAT 

TCCTACGCGGTGCCCAGGTGGGGTGTGTGTGGACCAGTCAATGACCGCCC 

AAGCTCTCCGAGTAGAAAACCCAAACATGGTTTTGTGGGGTGTGTGCCTT 

TGACCCCGGACTTAAGCAAAAAGCGTGGTCTTGGGCGTAGCTACGAGGTG 

GTTGGTGGGCTCCAGGGCCTGCGTGCCCCTCGACGTGAGCGATGATTGGC 

GGGGCAGGATAACAGATCGCCCTCTTGGCCACTCAGTGG 

>Sequence 2036 

AGCGGCCGCCCGGGCAGGTACTTTTTTAATTT C 1 1 1 1 1 U 1 rTTTTTTTT 

TTTAGNAGAAGCATTCAAGTCAGGTAACGGGACAAACAAGAAAGAATGTA 

GGCAGGTAATTCTGGAGACTCTGAGAAGAACAGTTGAGTGAACTCACTTC 

AGATGCATGTAGATTATTTGCACTCCAGAATGTAGACTGTGGGCACTCCA 

GAGACTACCAGAATTGGGGGAACCACAGTGACTCATTAGGTTTCTCTGTT 

ACAATCAGGCATGAGAAATATATATATTTTGTTGATGTTAGCTATTGAAA 

TG AGATA TATTGGAAACTGAGAACATTGGCTTTATGTTTAAGGAAGTGTG 

TTGTTTTGGTAAAATTGCCATTCCACAAAAATTTATTATAGAT 

>Sequence2037 

GCGCCAGGAAGCCGCCATCGCGGATATTCAAAATGGACCAGGGAGCCGCG 

AAGTATGGTTCGTGCCAGCGCAGCACGAACGCCAGGCGCGCCGCCAGCAG 

GCCGGCGATCAGCAGGTCGGAAACGAGGGGGCCGGCGTCGGGCAGCTGGC 

GGTAGCGCCGCAGCCACCACGCCACGCCGTAGGCGACGCACAGGGAAAGG 

AACAGCAGTACCAGGCCCGTGGGCAAAGCCAGGGGGCCGATTTGCAGGGA 

CAGCATGGGCGCTCTCTATCACGTCGAATGGACGGCCATTGTGGCCCATG 

CGGATTAAGCGTGCATTAATCCGGCGTCAAGAAGCGGGCAGTGCTTTCTT 

GCGCACGAAATGCATGGCTTGCGGCTGGTCCACCAGCACGG 

>Sequence2038 

AGGTACAACTTGACAGTTTATAAAAATGCTAACCTATATCAACATTTTTC 
CCCACCAAAGTGTTCCCAAGGGCAAAGGTAAGTGAATACATGTTTCCATG 
CTTGTGTCAGGGGCACACAGCAAGGGAAGGCAGAATGGGCATGACCTAGA 
TTAGATCCCAGAAGCCTTCAAATTCCTTATAAGACTTGGGACTGCATCTT 
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AAA ATA ATATTG TT 1 1 ' 1TH TATTCTTTG ATA ATA A A AG A ATGG A ACCAA 

ATCCTGGTTGTCTGATTCTTTGCCCAGTGCTCTTTCTTATGTCTAACACT 

GCCTCGTCTTATGAATAACTCTGACATTACAGAGAAAGACTATTGTTTGT 

TCAGTTCAACACTCAATTCCATAGGTGCTAGCAATTAT 

>Sequence 2039 

AGGTAC i rTTTTTn ITTTTTTTTTTn 1 1 i i 1 1 1 i AAGCATATCCTCAC 

TTATCTGATGTAAATGACCAAATACCTAATTCATGCAAGGCTTAAAACCT 

AGGTGACGGGTTGGCTTAAAACCTAGGTGACGGGTTGATAGGTGCAGCAA 

ACCACCATGACACATGAATGCTTATGTAACAAATCTGCACGTTCAACACA 

TGTATTTAAGAACTTAAAGTAAAATAATTTTTTTTAAAAATGCAAAGAAA 

CCATAGATTAAAGAGTCAACAAAATAAAAAGAAAACAAAAAATATTTGAT 

TAACCCAAAAGACAGCAGGAAAGAAGGAACAGAGATTAAAAAATATGGGA 

TAAATACAAAACTAATAGAAAATTGATATAATTTTTTT 

>Sequence 2040 

GGGGCCCTTGAGACTGCCCTGGAAGACTGGAGAGGTCACGTCTCTGAGAC 

TTCTGGAGAGACCATTCACGGCTTTTGGCTCTTGACACAGATTGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGAGTCACAGACAAGACTCTCTT 

GATCTGCAAATGCCACTTCATCATGCTGAGTTUTGTGCAGCTGCTGCGGA 

TTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCT 

GGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGG 

GAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTG 

AAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAA 

>Sequence 2041 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCTGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAT 

>Sequence 2042 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCGGCTGGATACTAACAGCCTTTTTCATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAGT 

CTTATAAGGAATTTGAAGGCTTCTGGGATCTAATCTAGGTN 

>Sequence 2043 

CCGGGCAGGTACGCGGGGGCACAATGAAATCAATACTCAGAGAAGGCAGA 

TAATTCTCCACGAAGCCAGAAAACTAATAAATGAACAGTATGGCTCCACA 

TAAGGTAGAGCGTGTCTGGTGCCCTGCCGTTTGGAAATGACCCAAAGGCA 

GGAGTGGAAGATGGAGTTTCAGCAGGAGAGACTGAGGATCTCAGAGGATT 

TGCTCTGGGATGCAGAGACGCTTGCCTATTTGCTAAGTGTCTATGCCATA 

TGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCA 

AACTATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTTTGCGTTTGAT 

TTAGAATGCTGAGCTGACTCAAAGTCAAACTGTAAGTACT 

>Sequence 2044 

CCGGGCAGGTACTTTT17TrTTTTTTll""rri"l M l"ri''llGGGACAGCTTTCT 

ATTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTCAGCTCACTGCAG 

CCTCCACCTGTTGGGCTAAATCCATCTTCCCACTTCAGCCTCCTGAGTAG 

CTGGGACCACAGGCACGCATCACCACTCCCGGCTAATTTTGTTTTTCATA 

GCACATTACATTACCGATTTCCCAGTTTATAAGTAACCAAGATGCTCAAA 

CAAGCAAATATTTTCCTTGAGTATGACTTACTACAAAAAAGAGAAAGAAC 
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AGAGAAATTAGTTCTGAAAGTGCATTTTTCTAAAGCCCATTTCAGTATTT 
GATAGCTCAGATCATATAGAAGTTTTAATCAAAATGCTAAAGA 
>Sequence 2045 

AGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAACTCACAG 

ATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAGCAGTGAATGAAT 

GAAGTGAAATGGTATTTATCCATTTCCTGGAAAGGTCCAGGGTTTGGCTC 

TGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCCTGGAGA 

AGCCAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGGGCTCCT 

CGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTTATCAGT 

ATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCATATTAT 

CAGGGCTTCTGTGGTGTTTAAGCCTCTAATXTTTCTCTTCA 

>Sequence 2046 

TACCGGCGCCGCTGGCGCTCAGGACCGCACCCGCGTTCAGCGTGACGTCG 

GCGCCGATGCCGCGATAACCGAGGTCGAAGCCGCAGCAGTTGGCGGCCAG 

GTTCGGCAGGTCTCCCACCGTGCCGGCGCCATTGCCCTGATTGATCAGTT 

TGATGGTGGCGCCGGTGATGCTGTTGACGCTGATGGAGCCGGCCATATGG 

TTGGTCTTGTCGCTGCCGTCCGCCATCAGCAGCGACACGTTGCCGGTGCC 

GGCGTCGATCTTCGCCGCCACGCCCTGCTTGTCGACGCCCATGCTGAGGG 

TGGCGATGCCGGCGTCGCGGTAGGCGTCGTTGACGCCGTTGGCCAAGCTG 

GCGTTGGCGGGC 

>Sequence 2047 

AGGTACCGTTCCTGCAGTGCCCAGAGATGCTGTCCGCACCAAGCCACATA 
TGTGGAGGAGGCAGGTCTGGACTTCAGGCAGACAAGGAACTTCAGAAAAT 
CCTGGGGAGAGACAGCACAGGGTAAGAGATGGCCTGTGAAAACTGAAGGC 
AATTTGGAAGGCATTTTTAAATTCCGTGGAGCCACTGGAGAAATGTTTAC 

AGGAATGATGCCTTAAAATTCCTCAGTGGTAAGATCTGAGTACCTGCCCG 
>Sequence 2048 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAA 

GAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAG 

TTTACAAAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGT 

GGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGG 

>Sequence 2049 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAACAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCCTTCTCTGAGTATTGATTTCA 

TTGTGCCCCCGCGT 

>Sequence 2050 

AGGTACACAATAAATACTTTCAACTATTTTGTTGCTAGCTTTACATATTT 

TTTTGCGATAAAAATAGCTTTTCCCAAAAGGAATAAAAACTAAAACAAAA 

AATTCAAACATCCAAAAGTTAACATCCAAAAGTGTTGGTTTTTCTTCTCA 

GAAATAGCAATTTGTTCTGCTTCTCATCAGTCCCACTTAGGCTCTCTCTA 

GGACTTAACTGAGCAACTCCTAAGATCCAAGTTCCCTTAAATTCCTACAG 

GCAGTGGTCCCACCAACAAAGACTTCTCTACTCTTCCTTTGCCTCCAGAT 

GCTCAGACTTGGGCTTCTGGTATTCTGAAAGCATCCTTGTTTATTTTCCT 

ACCAGAGATTGTTGATTTGCCCCA 

>Sequence 205 1 

AGGTGGCACGGTGTATGAAGGCCTGTGTTTGAAGACTTAGGTCAGACCTT 

TTGCCCGCCTTTCCCCTATGCAGCTCTATGCAACTGTCTGTGCAAGGTCC 

TGTAATTTGCGTAGGACGCCTTGACACAGTCTCTGCTTATGGACGCTTTA 
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CAAAACTATCTTGCAAAGAAATAAGTACCTGCCCG 
>Sequence 2052 

ccGGGCAGGTAcrri'iTrrrrrriTT ittttttttttttgtatatattcc 

ACCCTCATGGCAAATATGAAAGATTTCCATTGGATGAGACACTGAACTCA 

GTAACCACAACAATGAGGGGCATAATGCAATGAAACTAAAAACATATTCT 

TAGGAAAGAAAAATGAAAGGGAGGAAGTAAGAAAATTTTTTTTTTTTATG 

AGACAAAATTTTGCTCTGTCACCCAGGCTAAGGTGCAAGGGGCCCAATCC 

TCGAGATGACITGGAGCCCACCTGCGCCCCTGGGGAAAACGGAATAACCC 

GTGGCTGCCAGCTTGCAATTCATGAAAGGGGGGCAACCGCGCGGGGCAAA 

AAGCCTGTTAACCCTATTGGGGCGGCTCTTTCCGCTTCAC 

>Sequence 2053 

AGGTACCATTGAAGACTATTACGCATCACGTGCCTACGTTCATCAGGCCT 

TAAGCCCTCAAAGAACAACAGCATCAGGGGCTCTGTGAGAGCCGCCACCT 

GAGCCTCACCGCTTAGTTCATAAAACAGCCCTGTGTCCTTTCTACAAAGC 

CAGGTCGTGTTTTCTACCCACAGTTCAGGACTCCAGCGTAGACAGCAAAC 

ACAAAACTTGTATTCCTTTTTGAAACAAAACAGTTTTTAGTGAAGCAAAA 

CAAACAACCACAATCTAAACCAGCCGCGAGGAACCCTTTCCTCCGCGTAC 

CTGCCCGGGC 

>Sequence 2054 

CCGGGCTGGTACGCGGGGACAATGAAATCAATACTCAGAGAAGGCAGATA 

ATTCTCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAATTGT 

CCCACCAGACGGTGTGATATTTAGTAGCCCAGAAAGCTGCCAAGGGGTTG 

AATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGATT 

TCATCAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTAAGTGTCT 

ATGCCATATGATTCTGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACT 

CAAAGTCAAACTAGATGGAAGCATTCGACTGCCGGCACAAGATGTTTGGT 

GTGTAGTGACTGCCTAC 

>Sequence 2055 

TAGCTTGCAGGGGTGCTATGTGAAGATGGCGGAATTCCCAACGTGCTTCT 

GCAAAATTTTATGTATTCATCCCCCTCTGCTCTCAGTAGGGTGTTACCAC 

CTGCGGATCCTTTGCTTTCCCCGCTGGATACTAACAGCCTTTTTGATAAT 

TGCTAGCACCTATGGAATTGAGTGTTGAACTGAACAAACAATAGTCTTTC 

TCTGTAATGTCAGAGTTATTCATAAGACGAGGCAGTGTTAGACATAAGAA 

AGAGCACTGGGCAAAGAATCAGACAACCAGGATTTGGTTCCATTCTTTTA 

TTATCAAAGAATAAAAAAAAACAATATTATTTTAAGATGCAGTCCCAAGT 

CTTATAAGGAATTTGAAGGC 

>Sequence 2056 

AGGTACTTCTGTGACATGTATCACCAACTCACACAGTGATTCTTACGTTC 

TTAGGTCACTGCTTGGATTATGCAGCAAGAACAAGGCCATGTAAGGGGTA 

GGGGTGGGGCCAGGATTAGACCTGATCATTGAGAAATGGCAGATGGTAAG 

GGAAGGTCAGTCGCAGATACCTACACTGGTAGGAAATAAAAAGCATATGA 

GACAGAACAGAGTATTACAAATGAAGTGTAACAGACCACAGGTCCTGGGT 

GTACCTGCCCG 

>Sequence 2057 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTAAGTGCAAACACATTGTTCT 

TAATTTGAAAACTGTGGGCAGAAACAGAAGCCCGAGACTAATTTTTCCAT 

TGCTAACTCTAGATTCT. 

>Sequence 2058 

CCGGGCAGGTACAATCTCTGGCCCTACATTTTCTAAACGTTATGCCACCC 

TGACCAAGGGGCAACTCCTACAAAGCCAGGCAAAATAATAAAATCATATT 

TGTCTCTAGTGGAATGGATAACTATGCCTAAAACTGGCCCTTTGAAAAGC 

AACTAGAGAGATAATTTCTGAAGTGTTTGTCCCTACCTGAATGTGTGGCA 

AAATTCTAAACTCCCTGAAGTGTGAAAGTGGTTTCCAAGCCACATGCACA 

TCCAGTAGTGGTAAAGGGTGAAAATCTAACTGGCTAAGAGGGCTTCATAG 

CAACATTAACCAAAAAGTGGTTTATGTAGACTTTGCCTGCTTCATAATTC 
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CCTAGGCATTCTATGCTATTCTGTACCT 
>Sequence 2059 

TCTCCGGCTTCTATTCTGCCCACCCGGAGTCGAAATACTTCGTCGTCGGC 

AAGATCGGCATGGACCAGGTGGAAGACATGGCCAAGCGCCGCGGCGCCAG 

CATCGAGGACGTGGAACGCTGGCTGGCACCGAATCTGTCGGAGTGCCATA 

ATATAAGCACAAGGCTCGCGGAACTTATCGCGCGCCTCAGCGCACTAACG 

CACGATGCCGGGCGGGATGCTGCAGGCTCACTCCCGCTTGTTACCTGAAT 

GCGTGAGGACGATATATGCCCAGGAGATGCGGACATAAACGTTTGCACGA 

ATAGAGAGACCTTAGCCTGGGACAACCCGCTTGGAGGTGTGACATGATGC 

TTATGACAAAAATCGTGTGTCGCGTCGCGAGAGAAACGACGAGACGAGAT 

TCCTCGGGTGATGTGATATTGCATTTTGTGTGATATGATGTGACATACGA 

GATGTCTTGCTACATGTCATGACATCACAAGTGACGAGATGTGACGTCAA 

ATGAGGTGAGATGACGTATGAGACGTGGTCATTATGATGATGCAAGTCGA 

TGATATCATGTGATGATGATATTGTGCGACGCTATGTAATTGAGATGATA 

CGATGTATTCGTTTCGATGATATGGTGACGGAGATGATGAGGCTATTACT 

CTCTATCGTGATATGGATAATGATGATGACGATGGTCGTTATGATTACGA 

TGTCGCTGACGATGATGTGGATGATAAAGATAATGTGGCTAATAATGATT 

AGCATAGTGATGTCTGCGATCATCGAAATCGACGATGTTGATGACGATGA 

TGATGATGTCGCTCCTCGTAGTGGTCGACGTTAATGATGATGGTGGTCGA 

TGATGATTATCATCATCGTGAATATCATTGATAACAATCt 

>Sequence 2060 

TCTCCGGCTTCTATTTTGCCCACCCGGAGTCGAAATACTTCGTCGTCGGC 

AAGATCGGCATGGACCAGGTGGAAGACATGGCCAAGCGCCGCGGCGCCAG 

CATCGAGGACGTGGAACGCTGGCTGGCACCGAATCTGTCGTAGTGCCATA 

ATATAAGCACAAGGCGCGCGGAACTTATCGCGCGCCGCAGCGCACTAACG 

CAGTATGCCGGTCGGCATGCTGCATGCCCGCTCCGGCCCGTTCCCTGACT 

GGCTAAGGAGGATATATGGCAAGCAATTTCAAACTGAAACGCTGGCAAGA 

TCAAGTGATCCTGTTGCTGGGCCTGTGGCTGCTCGTTTCGCCATGGGCGT 

TTTGCTATCCCGAAGGCTCGCCGCAGATGATCAACGCCTTTGCCTCGGGC 

CTGGTGAACGTCGGACTGGCCGCCTTTGACCTGTACAAGATCTATCTTTG 

GGCCGTCCGCCTCCACCTGCTGGTGGCGGTTCGGACGTCATCTTCCCATG 

GGTGCTGGGCATTGGCGAACTAGGCGTTAACATGGTTAACCAGGTGACTG 

TGTGAAATGTTCGTAACTGTGCGGATCCTGAGGAAAATGATACCCGACAC 

CAAAGTGACAAACACTTGGGCTGCCCTTATATAGATTTATTATAAAAAAT 

ATGTTGAGGGTAAATTCCCCTATTACTTTTATAAAATTTCGAGCCACCTG 

GATTATAAAGTGAGCAATGTCTTATGAAGTGTGGATAGATTATATGGATC 

TTATTACAGTTTCCATAATGATAATATAGATAAGTGAATCCTGGATCGGA 

GAATATGAACTTTTATTTTATATAAACTGTGATAATCT 

>Sequence206l 

CCGGGCAGGTACGCGGGGGGTTTGTCATACTTTAACTTTTGTCCCTTTCC 

CAGGTGGCCCATGCTTCTAGGCCAGCCTCCCAATTCCTAGCTTGCTTCAT 

GCTCCTGGTCTTTGCCTACTCAAAACAATCTGTCCTCCCCACCCTGTCAT 

CTCTGTTCAGAGTAAATACCTCCCTCCCTCTGCTTTTGCCCTAAGTTATT 

TTTTCAACTCACCTAACATCTAACTTGGCTTTGCAGCTCTGTTTCTCCAA 

AACCCTCTCTGCCTGTTTCCTCCCAAGCTATCTATGACCAGTGCCAGAAA 

CCAGAAAATCTTCTTGGAAGTTGCACTCTTTGCTTCTCTTCCCTCTCCTT 

TATCCTTCCACTTGGAATCTCTCTCCTTCTACCTGTCTCTATCTGCTGCA 

ATCCTGTTCATCTTTCCAGGTACCT 

>Sequence 2062 

AGGTACAGCACTGGGCTTACAGCGGCGCTCAACAGATTTTTTTCTTTTTA 

AGAAAATGAATTCACTGAGGTTTAGAGATGTTAAAATACTTGCCCAAGTT 

CCTGCTTGCCCAGATGTGCCTTTGGGAATGTATCTTCTTTCTCAAGCCTC 

CTTACAGGGTTGTAGTGAAGATGGAAGGTGATAATGCAGGTGAAGCAATT 

GGAATATATTAAGTGCTCAATTAATAATGACCTGTCAGTATTTTTCTCAT 

GTTGACGATAGGACCTGCCCTTCTGTGTCTGGGAAATAAACTGAGGGGTC 

AACCTATCCTAACGTGATGGGGATAAACGCCTCATATCGTTTACTAGGGC 
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CC AATTGG1T I'll ' 1 ATAATAGTGCGTTGTATACATATTATCCTAAACGGG 

TGTTTTAATTAAGATAATGGTCTCGGGGTGCTATATTGTGTTATCTTTAC . 

TATCTTAC TAAG TATCTTACTGTTATATACGGATACTATTTTGAATGTTA 

ATTAATGATTTTGTAATATAATATATTATCTAGATTTAGTCATTGATACT 

ATAGTTTTATATCTGCATATATAGCTATTATCATATATAATATTATCTAT 

TATGCTCATGACTCTCCACGTTTTATAATATGTATTCAACGACTTATGTG 

AACTTCTCGATAACTGGTATTTATATCTTATCTCACCCTAATCGGATTAG 

CAATACATCTCATACCTCTCACTGTATAAGAGTTAATAACGGTTGTTATA 

TCAATCATTGTACAACCTATATCATGTAATTAATCTATACTTATCGATCA 

CTTGATATTAAACTCGTTGACATATGGTGCCATACGACTTTAACTGTTTG 

CTCAACTATGTGTTTGTCGATATACATATATATGTATGCTCTTTTATCTT 

AGTTGGTGGTGTGTTAGACTGCCGTCGGTGGGTGTATTAATAAAGAATAC 

TCGCTGGGCTTCTCCACGTCGTAGGAATATACTCTATCGTCGCGN 

>Sequence 2063 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACAT 

CAAGAGAAGATGAGAGGAGTCTATATGTCAAAATACACATTTCCCACCTT 

GCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAG 

GAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCA 

GAAGGTAATTAATGGTCTTGTAAAAGAAGCCAAAGAGCTTGCGCACCTTT 

TTTCTGCCATGGGAGGAGCCAAGAAGCCCGGCTGGTTTGCAACCCTGAAA 

AAGGACCCTTGACTAGAAGCTAGCCACACCTGTCGATCTCTCATTTGGGC 

TTTCCAACCTTCTAAAACTGGTGTAAAGACTTTTGTTGGGTGTAATACCC 

ACAGGACTATAGGAAATTTTATTATAATGAAGTGAGATCAAGACATGTTC 

CTATGTGATATGATGTCATAATGATGTAATTTGACTCGACGCGTTATGAC 

GAAACCCTCTGTTCGATTTTGTGATGATGTTGATCTGATAATCATGTATT 

CGAGTTGTTCTAATCTTTATGTTAACATAATTATGACAGAGCGATTTCGT 

TATGATAATCATGTGATCAAGTAGATCATGATCAGAAGGATGAGATGATG 

TTGTGATGATGACGCGATGACATGGATGATATATTGATGCCGTCATGGTA 

ATCTAGATTACCTATATAGTGATGCATACACGGATGATAATGCT 

>Sequence 2064 

AGGTACCTCTCCTGGGAAGCTCTTCTTCAAACATTGGTGACTCAGGGATT 

TGGGCTGCTTTCATCTTATAGCTCTGTCATCTCTATCATGGAGCTTTCAA 

GGCCTTGTTTGCGCCAATATCCTCTCCTGGATGTCTTGGGAAACACATCG 

ATGCATCCCGTCAGTCAGCAGCTGTTTACGGAACACCAGCTGCAGGCCAG 

GCACCGTGCTGCAAGGCGTAGATATGTTGCTGAACACGACTCCCTTCCAG 

ATGTTCAGGATTTAACAGGCAAGTAAACAGAGGGTCCAGAGAAGGCACTC 

AGCACTGCCTCATGACATCAGGGAGGATTGCTCAAAGGAAGTGATGCCTA 

AACCCAGCTGGATCGTAGTGTAATGGATAGAGGGGTAAACAAGAGCTGAT 

TTCCT AGCGGTCCTGAGTCTCGACAGGTTGCCACGTCAGGAGTATTGATC 

rn n ctccccgcgtaccctgcccggg an antaatatatctag agggggt 

CTGAAACTTTATCACTTGAGAAAAAATATAGTCTTAGTTCCAGTAGTAGT 

ATTAGTATTGTACAGCAACATAAGTATCTCTTATCAGAACTAGATTCCTA 

TATAAGCACGATTTATTACTAGTCTTACGGAGGAGGTCAGTTTAATCTGG 

TACATGAATGTGGTTTATGGAGGTTGTCATAAGGTGGTAAATATCAGGAA 

GTCTGACTGAACGACGAGGTTATCTCTGTTAGGTAGATGAAATTGTGGTA 

TCCCTAAAGATAGTATTACGTTGTACATACTTTACAGTGAGCAGGTTCTT 

TCGCAGTATGTATCTACTGTGTTT 

>Sequence 2065 

CCGGGCAGGTACTTTTTTTTT 1 111 1 i 1 " 1 ' 1 ' i ' 1 ITT AGGTT AT ATG TAT AC 

ATAGTAAGTGTATATATTTTTGGGGAGAAGATCATGCATTTCCTAGGACA 

GGACTAATACATTTAGCTGTGGCTATTATCAAAGAGCACCAAGACCTTAG 

GTGGGGCAACCAGACTGGCTATGGGGCTTGATGTAAGCCAGACCCATGAC 

CCATAAACTATTTCAGGTAGGAAGTAAGCAATACTATAACTTGGACTCGA 

GGGGGAGCAAAAGGGCACCCCTCAATGGTGATGGCTGCCCACTTGGTCTC 
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AACACTGTAAAACTTGGGACTTGCTGCCAAGCTCCACCAGGCAGGGGGCA 
GAGGACACTGAGTCTCCTCCAACTGAGTCAGGAGTGGCTCAGGAGCTGAC 
ACTGGCCTAAGCTTGCAGCAAAGGGCCCCTACGTACCT 
>Sequence 2066 

AGGTACGCGGGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAAC 

AGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGA 

AGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGG 

TGTGAGAAGGTAGCACAAGTGAAGCAAAGATACAGGAGATAGGGAAGGAA 

AGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGGG 

CTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTTAATTGTGGGACCCC 

TCAAAATGTGTACCTGCCCG 

>Sequence 2067 

ACGTACCCGGGACGCTGGGAGGAGATGCTACCACCTAGGTTACTTGTAGG 

ACCCTATACGGCAACCi'GCTTTGCCAGGAACTATTTATAAACATTClGCA 

GGAAAATGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCGAAA 

CATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGAC 

AAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCT 

TCATAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

CTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGGCTGCAAACTGCG 

AGAAGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATGTTGGCTGT 

CCAACTT TCAAAACT GTGGAAAGGAATATGTTGTGGTTAGTCAATGGGCT 

ATGGTAATTTTTTTTATAGCAGGACCAGCCAAACAAGGGCCCATTTACTA 

CATACCAATTATATTATTATATAGGCCTCTTTTCAAAGAACCCTGGTTCT 

ATACAAGATTGGAAACTGGAACCCATAACACCTTCAATAGGTTTTAGTTT 

ACCAAATTTGAGAAATTAGTTGGTATATAACTTTCTTATTCCAGAAATGG 

C GATT CCTGGTGGGTTCAAATATTTATAATATAGCTGGCCAAATGGAGAA 

ACTTTCCCGCATCCAAATTTTAACCTGCCAAAAAG 

>Sequence 2068 

AGGTACTGACTAGACAATTGAGTCTCAAAGACGATAATTTATCCAACATA 

ATTGTGTGAATAATGACAAAAAAACACCCAGTTTTGGGAAAATTACAAAT 

GCAATTTCTAGCAGACACTGCTTGGTATCTAGTGTTTTGAAATAAACAAC 

TCCAAAACTTCGTGGCTTGAAATAAGCATTATTTATCTTATTACAGTTGT 

TTGGGTTGATAATTTAGACAGAGCTTAGCTGGGATGGCTTGTCTTTGCTC 

CATGTTATGCTGACTTGACTCACTCATCTAGTTGCAGTTAACTGGCAGGG 

CAGCTGGAGCCTGGCTGGTCCCAGATGGCCACACACTTTGTGGCTGGTAG 

TTGCCTGGCACTCATAAGGTGCCTTCATTTTCCTCCACCTAGCCTATCCA 

GCAGACTATCTTGGGCATCCTGGGCTTCAAGAAGAAAACCGCGATGTACC 

TGCCCG 

>Sequence 2069 

AGGTACGCGGGGGTTTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTG 

CTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAG 

GAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTC 

TTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTTGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCATAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 

TGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTTGA 

ACCTTGAAGAGGACCCTCACTAGAAACTAGCCATACTGGCATCCTAATCT 

TGGCTGTCCAACTTCCAGAAACTGGAGAAGTATTTGTTTGTGGGTAAAAC 

AAGG GTTTTGGGGAATTTTTTATAGCAGTCCCAGCTCAAGACGGGGCCTT 

TTTTACTTCATACCCATTTTTATTTTTTATTGGGCTCCTTTGAAAAACCA 

TGGTTAAATAGGAGATAAGGTCCGGGACCCCTTAACCCCTTCCTTTGTTT 

TAGTGTACAAATTTTGGAAAATGTTTTGGTTTAACTATTTGCCCCAAGAA 

TGGAAATCCCGGGGGGTTAAATATTAAG 
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>Sequence 2070 

CCGGGCAGGTACGCGGGAGTGACTAAATTTGTAGGAATGATATTTTCATG 

GGATTACTCAATCTCACCCACCATTAGTTGCGGGTGACAAGAAAGCTAAG 

TTGGCAGATGTTTGTGCTAGAAGCTGTGGGTTTACGTCTCCTTTGTACAT 

GTGTTCCAGACATACCAGTGGCTTGGTATTTAAACATCATGCTCAGGTGT 

GCAGGGTAGTTTTTGAGTTATAATAGGTATGCAGGCGCTGTGGGATTACT 

TGGTTGTTTATGTAAAAATTATTTTGCACTCACTTCTGAAATGAGTGTTA 

GTAGAATCATCTTTAGAGGAGGTTCCAAGGCATTGAACTGAGATACCTGC 

ACTGTTTGCTGTAAATTTAAGCTTAAAATTGAAACCAGGTTATTAGCATT 

TCATGCCAAGAGAGAGTGGGCATGAATGATTTCAGGAAATGAAAAACTAG 

ATTTCAGCCTTGAATTTGCTTCCACCCTTCTGGTGGAAATTAGTGGTGGC 

TTACTGAGCACTTTATCTTGCCGGGGTAAATTATTTTTCCAGACAGGGTG 

GTACTTTTGCATTCAGAGCTGGAGGACCCTT 

>Sequence207l • 

CGAGCGGCCGCCCGGGCAGGTACCTTAAAGTTTGAGTCTCACTTTCCTCT 

TATATATAAGGCTTCCTGAAAGCATTAACAGTGATGTATATGAACTGGCC 

A ATAC AAAGTA AG ACCTC AATA AATGGTGGGC ACCTTCTTTTATATG CC A 

GCTTGTATTCTTATTGGACAAGGTATGCAACCTCTTTGGGCCCCAATTTC 

TTTCTGAAAGAATCAATTCTAGTGCTCAAAGATTCAGAACTTAGTGCTTA 

CACTTTGGGAAGGAGGACTGATGTAAAGAATCAGGATTTTCTGGACAAGT 

TGATGAATCTCCTCCCTCTCTTTGGTGTCCCTGAATGAGTGATAGATGGA 

TAAAAGTCCAGTGTCCACATATGCACAGATGCTAATAAAATGAGGTGGAA 

TGATGGTAAGGCCTTAAAGTAGAAAGTATGAAACCTCCACTCTTGTCTTG 

GCTTTCTCTCTTTCCCTTGCTTACTCACTCTATCTCCTTCTCTCTCTCCC 

TTTCTCCAAATGTCAGATGTAATCTCTGGCTTAAATTTCGGAAAATCATC 

AACACCCTTTGTAAACAACATACAAACATAAGTTATTATTATTAACTATG 

TAATCATTGGTGCAGACATACTTTTAGGCAATGTCTCCAACTTCCTTGGT 

TGAAACTCCATCAACTCTGTATTTTCTATAAAGAGGTACCCCGGGACCCT 

AAATCCAAAATTCTCAAGGTATTGGTGGATAACCCACTCACCCACAAAAA 

TGCCTATAACCA 
>Sequence 2072 

CCGGGCAGGTACGCGGGGACTCAATCTTACTCCCTTGTAGAACAGGCGAT 

ATCTTCACCATGCGCACAATGAAATCAATACTCAGAGAAGGCAGATAATT 

CTCCACGAAGCCAGAAAACTAATAAATGAACAGATGGCTCCACATAAGGT 

AGAGCGTGTCTGGTGCCCTGCCGTTTGGAAATGACCCAAAGGCAGGAGTG 

GAAGATGAAGTTTCAGCAGGAGAGACTGAGGATCTCAGAGGATTTGCTCT 

GGGATGCAGAGACGCTTGCCTATTTGCTAAGTGTCTATGCCATATGATTC 

TGCTGTTTGCGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTGT 

AAGTACCT 

>Sequence 2073 

CCGGGCAGGTCAGCAGCTTTGCATGTTGACAAATCCGCTCTCTGCTGCAG 

ATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAATGGGGGAA 

CACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAAAGAAA 

AAGAAGGAAGGAAGAAAAGAAAAAGAAGGAAGGAAGAAAAGAAAAAGAAG 

GAAGGAAGAAAAAACAGAAGGAAGCTAAAAAAAAAAAAAAAAAAAAAAAA 

TGTTCCT 

>Sequence 2074 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTAGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGCCTGGAATCCTTCAAAACTCCCAATTGTTGACAT 

TTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTGC 

ACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGACTGGCTC 

AGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCTG 

AATCTCACTTCACCAAGTAGGCTGAGAGTTACACTGCCACCCTCAAATAG 



Page 165 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCTYUS01/00798 



TCAAAAAAAAAAGTACCTGCCCG 
>Sequence 2075 

CCGGGCAGGTACGCGGGGATTATAATGTATGTTGGAATGTCCTCCTTTGA 

GTAAATTTTACTTAAGGGTCTTTGGGCTGCATAAATTTGTATGTGCATAT 

CCCTATCAACATTTGGGAAGTTCTCAGCCAGTATTTCTTTAAGTAAGATG 

TTTATCTTTTCTCTCTCTCTTCTCCTACTGGAAATTCCATAAATTATATG 

TTCATA TGCTTGAT AGTGTGCCATAGGTCCCTCATACTTTGTTCACTTAT 

TTCATTC'l 1 11 1MUCTTTTGTTTCCCCAAGTGGCTAATTTTAAATAACAT 

GTCTTAAAGTT GACTAA TTCCTTCTTCTGCTGAATGAACTTTAAAAGATT 

T TTAAT AGAAGrrrriTGGTAATCAAAAAGAAAAACATATAGTAGAAATG 

CTTTTTAAAGTTCAGGCATGGTGGCTCATGCCTGTAATCCCAGCACTTTG 

GCCAGCCTAAGTAGGAAGATCATTTGAGGCCAGGAGTTTGATACCAGTCT 

GAGGAACATGGCANAACCCCATCTCTACTAAAAAAACGAAAATTAGCTGG 

ACATGGTGGTGCCCTACTGTAGTCCCAGCTAAACAAAGGAGAGGTGGGGA 

AGATCCTTTGAGCCTGGGAAGCAGAGGTACAGGTAGCTGAAAATGCGCCA 

CTGGACTTCCAGCTTACAAAAGAATAAGACTCTGTCTAAAAAAAATTAAA 

GTGGNAAAAGTAAAGGGTTCCCTGGCGTTTT 

>Sequence 2076 

GCCCGGCAGGTACCCTGTGGACACCTTTTTTTACCATGATCCATTTTTTG 

AATACAAAGACACAGTACCCCGCTTTTGGGAAACAACTGAAAAATAGGGG 

AATAGATAAGAAAGTTTTTTTGCTTACTTGTTTTTGTGT^^ 

TAAACTAAAATTTCATTCACTAGTAAAGTTTTTTTTAAAGAATAAATTGC 

TTGCTGGATGTATTGAGGTAATAAAAGTTTTCCTTTTCCTTTATATGAAG 

CAATATAGGATATTAGCTTTATGAGGCACTTGCCAGTAAAAAATAGATGA 

ATATGTGTTAGTTAAGAATAAAGAGACATGAGGACATGAGGATACTCCCA 

TGATCAGGTAACTTTCAGGCATCTTAGTGGAATCAACGGGCCNGAGTAAT 

TTCTC TGTCTAT AATTACACATGTTTAAATGGGGACACTGGCTGTAAAAA 

AAGACTTTTTTGTTCTGGATACAGCACCGGGTTTTTGAAGGGACACTATT 

ATTCTCTTTTAAGGATGGGCAATTTTTCTTTGGGTGAATCAAACCAAATC 

TACAGCTTGTTGCTAGGACAAAATTCACTTTGGACACCCTTTTTTTTAAT 

AAAGGACCAATTATTTGCGAAGACTGGTTAAACCTTTTAGGCCCAAGGGA 

CTTGTTTTTTTTTTTTCCACAAATTTACCCTGGTTTTGGGGCCTCAAAAG 

ATTTTGGTGAAAATCTCTGGGTGTACGCCTGGCGTGTTATTTGGTTTCTA 

CTACAGATGTTTGAACAGCCTGAGCCGCTTATTTATATATAGTTT 

>Sequence 2077 

AGGTACAAACCAGGGCTGTTACTCCTCAACAAGGAGGAATAACGCCTCTT 

AGAAGCATGGCAAGCAGGTGCCATAAAACATGTCTACTACAATTTCTCAC 

TGCCTGGAATAATTGGAAAAGTTTCATAAATGCTCTGGCTTTCAGGTTCT 

TCACTTTTGCAATAAAGCTGCTAAGTCTGGTTGCAAAGCTTTTATGATGA 

TTAGAAATAATATATGTAAAATGCCTGATGCACAAGAGTCACTCAATAAG 

TGACAGCAGTGTGATTAATCTATGACATAATAAAAAGTTCTAACTTGAAA 

CACGAGAGAAAAAAATAACTGCCAGTGCGTAAAGAGATAATTTCATGATC 

TCAGGGACACTAACCTTCCTATTAGCCATTCCTCCACCCGCGTACCTGCC 

CAGTTTGTCGACCAGGGTATTTACTTCTTTCATACAGTCGCTCTCGATAG 

ATAGTAAGAGACTCTTACGGTGTTAGTAGCGCACACATGGTCCCAAAGAG 

AGCGACTGATGGGGACAGACGAGAGTGACATACACTCATTGTGTATAGAG 

TCTACAGAGCATAAAGAAAGTGAGATTACGGTCAGACATATTCGTCGATG 

ACTATAGTTATTGTCGATTTTTTTAGTATATAGACTAGCTACGTCGCGTG 

TCTAGAGAATAGACGATACTGTCTCTACCGACTTACCAGAGTCGAGAGAC 

GCGAGAGAGTGTGTATAGAGTACACTAGTGATTGTACAGATCTCTTGTGT 

GTCTAGATGAGATCTGTTACGGCTCGACAGTGACTAGACTATAGTTGACC 

AGTCGTCTCTTGCG 

>Sequence 2078 

AGGTACTCAAATCTCTGCCTCAGGAAAACATCCAACTTTCAAAGTTTCTG 

GTAAGGGTTGTAAAGGAAGCAATTAGTGTCATTAGAAAGAACTATCGATG 

TCACTATGCCAAGGGAGAAAAGGGGTAGCAAAAATGAGAAAGAAGGCATG 
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AGGCACAGACATTGAAAACTAACCTGTATTTAAGCTTAGTGTATTTTCGC 

TTTGCCTCTACTCCAAGTGGGGAGTTTTCATTGCAGGCACTACAAACCCC 

AGGTATGACAATGACATAAGAATCAGGGAAGTGGCTGGAAAGGGAAAGCT 

ATATAGTTAGACTGGCCTGCCTTTGAGTCCTGCCCTGCCATTTGTACCTG 

CCCG 

>Sequence 2079 

AGGTACTGCAGGAAACCATGTTGCCAGCACTCTCCTAGCCCAAAAAAATT 

ACATCTAGGAAGCAGGGGCCATTAACCTACTGGAATCATTGACTATCTCA 

TAGAAGTCCAGTCACCCCGCAGGAACCAGAATCTTCCCCATGGATATTTA 

AACCCAATTAGAAATGGCCACCAGGTGGTGCCAAACTGCAGCTAAGGTCC 

AGGTGAATTTGAACCATGCAATCTTGGATCTTTTGGCTCTCCTGGTGATT 

TTTATAGAGTTTTTTTCATCGTTAATCCATTTATGAATAAATGCTGTCAG 

TTTTGATAACTCTTTCTTATTGTCTATAGGTAAAACAGAAAACCTTTAGC 

ATTGTATAAAAGTCTTCCTTATTTTTTACTGTGACCTCTTTCTTTCTTTT 

G ATCTC TAATATTTAGTCGCATGGGAACACCAACTGTTAACTGAATTTCC 

A 1 1 I 1 I CCATGCCTTTGCAAATGCTCTTCTGTCTGGAGGGCCTTTCCTGC 

CACAGGCCTTGCACTTTAGATTTAAATTAAAGCTTTTGCTGAAAAAGAAG 

TCAAACCTGTAATGAACTACCTCAAAGGGTGTTGTGTCTGAAAATTCTTG 

GAATACTTTCCTCTAAAAAAAAGCCCGATTATTAATTCTGACCTCTTTGG 

GCTTGCCAAGCACTTTGTTCATATATGTAAAAGCCGGGGAATCTTAAATT 

GAAAAACTTTATTGGCTTAACCAGTTGGCCCTTAAAATGTAACGCCTCTG 

GTTGAACCAAACCAACTTTTAACTTAAGGCATCATGGCATAAGACCCATT 

TTCTATTACTTCGGAACG 

>Sequence 2080 

GGAGCTCCACCGCGGTGGCCGGCCGCCCGGGCAGGTACGCGGGGGTTTGT 

AGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 

TGCCACCTAGGTTACTTGTAGGACCCTATACGGCTTCCTCCTTTGCCAGG 

AACTATTGATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAG 

GGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGA 

GATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTT 

TGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAG.CCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGGCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATGTTGGCTTTTCCAA 

CTTCAGAACTGGGAGAAAGTATATGGTTGGGGTTTAGTCAAGGGTCTATG 

GGAATTTTTTTAATGCAGTCCCCAGCCAGACAGTGCCTCATTTACTTACT 

CCCATTATATGATTATATAGGCTCTTTCAAAAACCCATGTTCAAATAGAG 

AATAGAATCTGGAACCCATAACACCTTAACTAGTTTTTAGGTTCCAAATT 

TGGAAAAATGTTGGGT 

>Sequence 2081 

AGGTACACTTGCCAATTGAGATAATATGAAATTGTATTCCATTTTAGTTT 

TAATTACATTTCCATGATTACTGCTGAGGTTTAGCATCTTTTTGAGTATT 

ACGGAATTTAGTTTACTCCTACGTGCATTACATTTTCATAATTTTGCCCA 

GTTTTTCCTTGGGTTGTTTTTATTTTCTTACTGATTCCAAAGGTATCTGT 

AAATTATTGAAATGAATTATTTTAGTATTGTGCTTTTCAGCTTTTCTTTT 

CACTTTAATTGTGCATTACATCATATAAAAGTTTTCATTTTAATGTAATC 

TTAGTTGTAAATATTTTTAAATTTGGTTTGGTTTTCCTGTTATTTT^ 

AAAATTATTT CTCTC CCCTAACATCTAACAAATATTATTCACTTCTGGTT 

TTTCTATTAAATTTTCAATTTTGCTTTTCACACTTATGAAATTACTTGGT 

ATTATTCA GTTAC TTAATAAACTTTGTACCTGGGTAAATTTGGCCACATT 

TTTGAGTATTTTTAAATAAAATATTTTGGCGGTTTTTAATTCTATCTAAA 

GGTTCTATTAAAATACCTTTTGGCTCTTTAACTTTCGGTAATTGGGGAAA 

ATTGTTTACACTGTCTTATTTCTTGTAATTTCCTGGGGTGGAAAAGTTCC 

AAAAAATTTCACATTTAATTTGGTTTAAGGGAGCCTTTCTGCCCAATGTT 
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TGAAACTTTTTCTTGTAACAATTTTAACAATTTGGGCCCACTGGTTTTCA 

TTTGTGAAAGGCAAAAGGGTANTTAAACTTAATTTAAAAAAAACTCTAAC 
GGGTGGG 

>Sequence 2082 

CCGGGCAGGTACAGAGAGTTCCCATAGACTCCTGCCCCCTCCCACAGACA 

GACTACCCTAGAATATTGTGAAAGGATCTATCAGTCATTTTCCTCACCTC 

TCTTATAGATGTCTCTCTTCAACAGTGAGATTATTCCGTAACTCTCTGTC 

TCAGGACTGGGCTTGTTTGCACTCAAATCCATGACTCATCGATTCTCTGC 

CTTTCCGTGTGTTACAGGTGGGCTGATCCCCCTGCAGCCAGTTTCCCATA 

AGCAACTGACTTCCAACTGGGAATGTCTCGGGGGATAATGGGGGTGGCGA 

TATGGAAATATAGAGAAACCATACGCGGAGACAGGGTGTATACACATTGC 

TCTCTCTGAGGATGACGACACTCGCTGTACTCACTGGCGCATGTCGTTAC 

GTCCTGCTTGAGCCGGGTATGTACCACTCGACGGTCGTGAAACGGTGGAT 

CCCACAATCTGGGGGAATCCCATGTAAAGACCATTGATCACAACGACCAT 

CAAGGGGGGGCACCCGCACAAAGGTCGGTTTGATGGCCTAAGGTCAAAAG 

CTCCGCTCCCCTGACAAGGGTATAAAATGTTCCCTTTAGAAAAAGGTAGC 

CGATCCCCACCGGACAATAAAGAAACCCGGGTGCCTCACTGGAGCTCCTG 

GGGGGCTCTCTAGTGACCTCCTTCCACTAACGGAGACTTGTTCCCTTTCT 

TTTTCAGGAAGAAAGCGTGTTTCCCACATCAATCTTAAGTGCTCAATCCG 

GGTAGATGTTTTCTCCTATTGGCCTCATTCACCAACCCCTTGCAGTCCAT 

CCGCTGGTATT 

>Sequence 2083 

AGGTACTTGCAAACCAAATTGGCAGCATATTAAAAGAATTACACACCAGG 

GAAAATAACCCTAGACCTTGCATTCTAGTGCTCTGCTTATCTGTGACTTC 

AGACAAAGATGGAGAGAGCTGACCATCAGTATAATTTAGCTGAATGAAAT 

AATGAGATATTTTAGGAAGAAGAACATTGAATGTCAGAAGTTAAATGTGA 

GATCCAAGAAGTAACAGTGAACAGACAAGTTTGTGGGTATGTGGATATGT 

CTTAAATAAGTCAGGTTGTGTCAAATTATGATGGATGATGATGACTGCGA 

GGCAGGAAGGAAGATGAAAAGGAGGAGGCATTGAACACTAATGGTCACAG 

GGAGCACCGGGAGCGTGGTGACGCCAGGGTGAGCTGCTTGTTCTGTGAGG 

GTGGAGGGAAGAGATTTATTAACCTTAGACTTTGTTAAAGTATACATGTG 

ACGTCTACATGGGAAACTGCTAAATGAATAGAAGTGGAAGGTGTAACTTT 

CACACCATTTAAAGGCAAANNTATTAATGTAAAAATATATANTGGTCCTG 

CCCG 

>Sequence 2084 

AGGTACTCTGACATCATCTGACATGGCAGCTCCCCAGCCATGGTGGTGGT 

GATAGAAATATAAATGGTGACAGCAGCAGCAGTGTGATAGTCACGGTGGA 

GGGAGATTGCTTTTCTGCAGCCAGGCTTCTGGCATCTCCCAACCTGGGTG 

GGACCCAGCTGAAGATCTGCAGAGAAACCAGCCATTTCTGAGAGCAAGGC 

AATCAGTGGGCATTTACTGGAGGGTGTCTAGGTTCTTAACATCTCACTGT 

TATTTGGGCTCATGGGATCATAAGAATGACAAAATAAAGAGAAGTCCTCA 

TTTCTGACCACAAGACGCTTGACACAATTCCAGTAAGTCTTGGATTGAAA 

GGAGAGACATGTTTTCATGTGTTTATATTCCCTTAACAACCAATATACCT 

TGACATTGAAGAGCCAAGATGTTAGTGGGAGGTAGTGCTAAGGTATGTAT 

GACTTGCCTCAAATTATTTTTGTGGACACTTAAATCTACATGCACAGGCG 

TATAGAGGATTGAACTTATATGAGTAGTATAGTATATAGCGGCTTTCTTC 

TTTTATATAAAATAAATGCTGTTACACTAGAACAACACTTGAAATGCTAT 

TCTTCTATAAAAGATTGATAGACACACTTATGCATGTGACGAGAGTTATA 

CTATATATGATATATGTCATAACTACATATATACATATGTGTACAGATGG 

ATAAGATTCATTCTATATAAATCTATTTGTATTATATATTAAATAATTTG 

TCGATCCACACCATCATATGTACCATACTTCACTATTGTTCTTATACCGC 

TTTCTCCATTCTCTCTCACATATACAT 

>Sequence 2085 

AGGTACTCCACTTGTAACTGCTTCTCCCCTGATGCCACCACTGACCTCTG 
TAGCCATGGTTCTGCAAGTTCTCTAATTTTCTGAGCCTCTGAGTCACTGA 
CGAAGTCATGGTAGAGAGCAATGTAGGGCTCCAGGTNGGATGACTCTCCT 



Page 168 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



TCCGGATGGGCTGGAGCAGCAGGTAGGCGTTGGAATTGGTCTCATAGGAA 

CAGTAGAGGCTAGGGATCTGGTAGAGAGTGGGCTGGGAACCCAGGGTCTG 

ACATAGCCCCTCGTAGGTGTCTCTGGTCTGCAGGTGGGGTATATTGGGCC 

TCTGGATGACGGCCTCAGCTACCACGTGGTTGGGGCTCTCTGCCAAGAGC 

CTTTCATATTTCAAGACATTCCTGGCCATCCTCTTATTATCTGGGCTGTA 

GAGAAGAAACTCCCGCCGCGTACCTGCCCG 

>Sequence 2086 

AGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATCAAACGC 

AAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGCCTTCCA 

GGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAACTGGTT 

CATATCTTCAGATAGTGTCATTCAACCCCTTGGCAGCTTTCTGGGCTACT 

AAATATCACACCGTCTGGTGGGACATTTCACCCAAGTTGTTCATTTATTA 

GTTTTCTGGCTTCGTGGAGAATTATCTGCC 

>Sequence 2087 

CAGAGAGAGCTTTTAGAGGGATGGGGCAGGCATCTCAATACCTTTCCTAT 

TTTTGAGATGGTGCTTATTCACAAAGAAGCTACATTCCACAAGCAGGTGT 

CTCTTCCTACTTTATCAACTCATCCATTCTTTTCCCACAAATACTTACTG 

AACACTCTCTATGCCTGTCGTATTGCAGACATGCGGAATATATCGACAAA 

ACTGACTGAACTTCCTGCCCTTGGGGTGCTTCCTTCTTTATCTGGCTCAA 

AACTCTGTTCGCTGCAGGTGCTAGCTGCAGGTTGTTGCTCATTAACAAGG 

AAAATCTATTCTACAATTAGAAAAATACCTTGGGAGAACATTGCAAAACA 

GTATCTGAATAAGTAAAAGCTGGTGTCACCCCAGAGGAGAAGTTTGTACC 

TGCCCG 

>Sequence 2088 

CCGGGCAGGTACGCGGGGTCTTACCTCAGAGCTGAGCTGGGCATGAGTAG 

ATGCTCAGTAAGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTA 

ACACCGCCCAACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCACG 

GGCATGAAGGCCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGTG 

CCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCAT 

CACTGGTCACCAAATTGTCGGCCTCCTGTACCT 

>Sequence 2089 

AGGTACAACTGACATCTCATCACTGAAGTGTTATGAATCGATCAGCTTGG 

ATATACACTTAGGTCATAATACTAAATATGAATATTCGTTTTTTCCCATA 

ACCATAGGGTGTAATCATATGCCTATGATTCTGATCCTCTACTTTATCCA 

TCTGAATGCTTCTCGATCCACTCATGCAAGATGTGTAAAACTCATCATGG 

AAATAATCTATACTAAGCTTTCAATATTGACATATTTATATAAAAATTTA 

TCGTAATAGATTAAATAAACATAAGTAACTTTTTTTATATTGATAAGTCA 

CC ACAAT ATTTATCTTAAAAAGCAATCTTATTATTCAAGTATAAATTCAG 

TATTTTTTCAGATCCTACAATTCGCCTGGTTCGGTGTATCATTAGTCTAT 

AATAAATTTTTGCGGAATGGCAATTTTACCAAAACAACACACTTGCTTAA 

ACATAAAGCCAATGTTCTCAGTTTCCAATATATCTCATTTCAATAGCTAA 

CATCAACAAAATATATATATTTCTCATGCCTGATTGTAACAAAGAAACCT 

AATGAGTCACTGTGGTTCCCCCAATTCTGGTAGTCTCTTGAGTGCCCACA 

GGCTACATTCTGGAGTGCAAATAATCTACATGCATCTGAGGTGAAGTTAT 

TCAACTGCCCCTCTCACCAGCTCCAGAAATACCTGGCTACATTTTTTTTT 

GGTTGGCCAGTGAAACGGACCTGAAAGCCTCCTCTThnmiWJNNTANAAA 

AAATAAAAAAGTAATTTTTGGGGGGGGGGGGGTTTCTAAAACCAGGGACC 

CCCGGGGGAAAAAATTTATATAT 

>Sequence 2090 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 

TTTGAGGGAGGTCAACATCATTGGTCTCAGCTACCATTTTCCTGCAGGAT 

GTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTACAAG 

TAACCTAGGTGGCAGCATCTCCTCCCAGCGTCAGGTCTAAGCACACAAGT 

TCTTCCTTCCATCTACCCCCGCGTACCTGCCCG 

>Sequence2091 

AGGTACGCGGGAGGAAGGATTTAGGACAGCATCCTAATCAAAAGGGCCTG 
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GAAGCACTTTATAAAAGAGAGAGACAAGATCGCATGTCAAACTAGAAGGA 

AGGAGGTGAGAGGAGATAGGGCTCCAGAGTGGAGCAAGCCCCTTCTGTCC 

CCGTGAACTTCCTGCCGGTGCATGGGTTACCTCTCATTAAATTTAATAGT 
ACCTGCCCG 

>Sequence 2092 

AGGTACTGTATATAAATACTGAAACAAAACAATGGAAAAAGCAAATAGGA 

AATAGAGTGAGAA TCAG GGGAACTGAGGGGAAGCACCAAGTTTATCTTCT 

TTAGATAGTTCTTATTTTGGAGACAGGATATTTATTTCTTGCGAGCTCTA 

AGGACTGTGCATTTAGCAAGGACCGTTCATTTTTCATCTTCCTCACTAAT 

GTCTTAAGGGAGGGAAAGATAAATCTGAGTGTCATCAGGATACATATGGA 

GCTGAGGGCCACAGTTGCTAATTAAGTCCTCTTCAAAGACCCATTTGGAT 

GCCTCAGCATACGTGATAAAAAAGATTACCCCCAATGATGTCATGTTTTT 

CCAGGCATCAAAAGAACCCCAAATTACCTTGTGTTAACAAGAGTGGTTGG 

AGAAAGCTAAGATACCACTACAATCTCCCCTTACCCTCTGCATAGTGCTG 

GCTAAGTGGTATGGTCCTGATTTTCTGATAATTACTACTTTTAAAGAGAT 

GGTATTTTGTTGCAGTGTCACTGAGGAAACGGAATTCCAATCATAACAGG 

CCCCGAAGCAATNTAAGTGCTGCAAACCGACCCCAAATAGAATTTCCTTG 

AACCCTGCC AGAA ATAGGAATATTACTTTTTTGGAACCTCAAGGGGGAGA 

GAAAAGTTATTTTGGGAAACAGACAGTTCCCTGGCCGGGCCGGCCGGT 
>Sequence 2093 

CCGGGCAGGTACTTTT'llU^'rriTrT Tri 'l'l'ri'AGATTTCAAAACCCGCT 

TATTTCACGCGAGGACTCCTCTGCGAAGACAGGAAGGATGGGGTCCCACA 

CCTGAGCCAGGCGCGGCCCCACTGGTGCTCCGCAGCCCGGAGTGGCTCCG 

GACGACAGCCCGCTCAGCGGACCTTTCGCCAGGCTCGGTGGACCTTCTCG 
GCTG 

>Sequence 2094 

AGGT ACATGAACTAATAATGCATTTCTAAAGGTGAAAAAAGAATAGGTAT 

TTTTCTGTTTAATATTCAATTTTATAGAGAGTAGTAC 

AACCCCAGAAGCTCAGGATCTTATCATTTTAAAAGAAATTATCACCAGTT 

CTGTGTGAGTAAATAAAGTATTATAACACTTTGTGTTTTTCATCCATGAT 

ACCTTGTATTTACTTACCTGAGCTTTTTTTCTAGGGAAAGAAAAATGCTC 

AGGTAATAACAGAGCCTTGAAAAATTTGGATTTTCAAAACTACCTATTTA 

TGTATAGGCCTTTAGATCATCTGATGTTGAATACTCTTTAAGTGATCTAA 

AGGCCTACATATAAAAAGGTATTTTTATTAAATTCTGGAATTAAACATTT 

CAGCATTACAAGAAAAGAAAGCAAATCCACTGGAACAATTCTGGGAAAGA 

AGGAAAGACTGTGATTAAATGCCTCTTAACTACTTCAGAATCCTGGATTG 

ATGTCTTATCTACAGGC 1 11111 1 TAAAAATCAAGAACGATTGGCTGTGA 

AGTTACCAGGGATTATAGTTGAGGGCTAAAGACAGCTTCTTAAGAAAGCC 

CCTGTTCTTCATCTACCGTCACATGCTTGACCTTGAGTTTGCACTCAGAG 

AAAAGAATGCCATCTTACGGAACTTCACAGTTTTCATTGGGAATGGGTTT 

TTTGGGGCCAAGGTCCAAAATTATGTACCCCACCTCTTAATTTGGAACAA 

TTAAGGTTTTACCCGCCTTGAAGGGATAA 

>Sequence 2095 

AGTACTTNN 1 11111111 1 11 1111 nTlTlGTGCAATACCAGCTTTCAC 

CCTGTCCTCTGCACTGCTTAGCCTTGGCTCTGCTGAGTTGTGCAACACAT 

TCTGAGAGATGCCATACAATGCTCCAGGCAACTTATAGAAAAACAGGAAT 

GAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAATAAATCA 

CGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTGCACTTTA 

TACATTAATGAATTATTTTTTAAAAAGAAATTAGCTCTATCATGAAGACA 

GTGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAATTGTTACC 

ATTTTATAGGTGTTAGGTTTAATCTACATATTTGAATGAAGCTGAAATGA 

ACTAACGTATGTCAACCAGTAAAAGCAGGACACTTAATAATAATGCTTTC 

ATGAAAATATACATTGTGCATATGTAGGCTCTTTTTGGCATTACCAAATT 

TGCCAAGAACTTTCTTCTATAAAAAAAATTCATTATCAAAACTACTTAGT 

GAGCCAGCCTTTAAAATTCCCATTAAATTTTTTGAACAACTTTAATTAAA 

ATCTTCTGAATTCCTAGTGTGTTTCTCTTTCAATTATGAAGAAAATACTT 
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TAGTCTAAACCCCATTGATTACAAGCCTATTACACCATTTTTAATCACCA 
GGCTTGAGAAAGCTGGCACCGTTTTAAATCATCTCAACCTTTATGCAATG 
TTTAAGCTGACAAAAATGGAAATGGTTCCATCAGG 
>Sequence 2096 

TCACGGTGATGTTGTTGTCGCGCCGGGGCACGCTCAGCGAGCGCACGCCG 

GCGTAGCCGGCATTGACATTCACGCTGGTGCGCGCACTGGCTTGCCAGTT 

CCAGCCCACGTTGGCGCCGATCTGGCGCGTGCGGTCTTCGCTGCCGAACT 

CCATGCCGGGCAGCAGGGCGCTGTCGATGCCGCTGGCCGTTTGCGCCGTA 
CGGTCGA 

>Sequence 2097 

AGGTACGCGGGTCCCTGAGTTCAGAACATAGGAATTAGATTGATAGACAT 

CAACATACCCGCTTTATTGCTGACTCATGACAACTAATGGGAAGACATGG 

CTCAGATGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGACTAAG 

CTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGGCCACA 

GGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCATGTCAC 

TGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAGCACACT 

CAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTCCTCCCA 

AGAAGAAAGTGGAGAGAGCATGAGTCCTCACATGGAAACTTGAAGTCAGG 

GAAATGAAGGCTCACCAATTATTTGTGCATGGGTTTAAGTTTTCCTTGAA 

ATTA AGTTC AAG TTTGTCTTTGTGTGTACCTTGCCG 

>Sequence 2098 

AGGTACATCTCTAGCTGATGATTCAAAAAAGAAACCTTTTAATCTCACTC 

CACTGATCAGCTATGATACTTAAATGTTTTAGCTGTGAGCAAAATAATAT 

GCATTCTCAAAGAGAGTATCTTCAGACTCCAGTGGCCGAGAAATCTAGAG 

TTAGCAACTGGAAAAATTAGTCTCGGGCTGTCTGTTTCTGCCCACACGTT 

TGTCAAATTATAGAACAATCGTGTTTGCACGTTAATAGAAACAACACTCT 

CACTGCTCTTCATAGAGGACGTCATGATACTCGATGTCTCGAGGGCCCCT 

GGTCGGTCCCCTGTAAGTACACTGCCCGCGGCG 

>Sequence 2099 

CCGGGCAGGTACATGTCAAAGGAAAAACACGTGAAAGATGAATTCAGCCA 

AACCCACCAGTGTTCAACCTCAGTCTAATCAATCTCATACTCCTAGAGGC 

TTAAGTATCAGCAGGTAAGATCGGATGACCTGTCTCTGAGGCTCCAGACA 

ATAATTTCTAACTGCCAACTGGAAATCCTTATATGGTTAGGCTGCCAACA 

T CCCA GGGAACAGGACCAAAATAAAAAGCATCACTCATTATCCTACTGCA 

ATTTTCCTCTTCCCTTTGTCAAATGGGAATGATCTTTACGATCATGATCC 

TTTATTGCAACCAGGACAGAAATCATGAAGTCATCTATGGCCCCTTCCTC 

TCACTCCGCCTCCAATTAGTTGTCCTATCTGCCCCTTCCGTTCTCCTTCC 

ATCTCCATAATGCCCAAGCTAGTCTATCACCTCTCCATTCATCTTTCACT 

CAACCTCCAGAATTATCTTCCTAAAACCCAGACTGATTCTGATTTTTCCT 

CCTCAAGAAACGCTCTCTAACACTAAGCACTTTGCTTCTACCTCTATCGA 

GCCCAAGGGTATTCATCCTTGTAATCTCTCTAAATGAGTTCCCAGCTGTC 

CACCCCACGAGACTAGGAGTTTGTTAAGGACAGAATCACTCATTTCATCC 
TTGTACCT 

>Sequence2100 

GCAGGTACTGTGTGGTTTAAAGATAAGCAGCCTGTGCTGTCTTTTATTTT 

CAGAAATAACATAAATAAACAACAATTACTGAACGCAATGTGCAATCTCT 

ATCTTCTGTGTTTCGGGGTCAATTGTCTAACAGGAGCCACAGGAAGAGCT 

TCAGAGGCACCCAGATGCCAAGCCTCAATTCCCACTGTGACTCTACTCTG 

GCAGAGGTGAGACTTCACCTTCCAGAAACTATGCTGGGGGCCTCTGTGTC 

TGTGGCATATTGTTTATATTGTGTGTTTATAGGCAATTTTAACAATCACT 

GTTTCTAGATTGCAACCCTCCTGAGGCACTGCGCTGACACAGCAAAGTTA 

TTCCCCTTACTGAAGAGAAAAATTAGAGGCCTAAACACCACAGAAGCCCT 

GATAATATGGAATATTAGCATCAATGTCAGAGCACAGTATTTAGGACAGA 

TACTGATAAAGACAGCATAGATGACCACCTCACCTTGTCACCACCTGAGC 

GAGGAGCCCTTAAAAGATGGGTTTCCTCCCCGTGATTACGGCCTGCTGGC 

TTCTCCAGGACTGGGTTAAGGCACAGCTAAAGCTGTTCTCTTGGCCCTGC 
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CGAGCCAAACCCTGGACCTTTCCAGGAAATGGATAAATACCATTTTACTT 

CCCCGCGTACCT 

>Sequence2101 

AGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAGCGAGGA 

CATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCAAGTTAT 

TGGAGGCACATGTTAACACATAAAATATAAAATAATATGATCACACTGGA 

AAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATGAGATGCA 

CAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCATGGTGCT 

CTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTATCGAATT 

AGACATGAATAGGAGTGTTTGTTGTGATCCAAGAAACTATATAATCAAAT 

GAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACACCAGCCAAT 

GTCATGTTGCGTACCTGCCCG 

>Sequence2102 

CCGGGCAGGTACCTACTTACTATTTTATGAGAATTGATTTTTACTAAGCC 

TGATTTGAATGGGTTGCATTTACACCAACTGCTATTTATTAATGAAAGTG 

GTAGCCTGCTTTTTAAGTAATATGTGTTTGCAACAGGAGAGGGTTTTCTG 

AGCTTTTAACACCAGTAACCCTGAACTTCTTCCAAAATCCACACCTTTTA 

TTCCCCCTTTTCCTTGTCTCCTTCTAGGTGCCTCAGTCCTGGCATCTCGG 

GAGGACTCTGCCATTACTCATCTGTTACTGATTCTGAATCTTGTGCTCTA 

GCTCTACAGCCCAGTGAAGAAGCAATATATCTTTAATTCAGGGCTTGCCT 

CTTGCTTTCCAACTCTAACCTGAGAGCAGTGCTACTTTTGTAATTGCAGG 

TCTAAATAACTTAAGCGTATATACAGAAGCCAATCACTGATCACTTCCAT 

TGCAATGAGGCATCTGTTGTCAAAGAAGGAAACCATTTGTCAAG 

>Sequence2l03 

TTAGTGCTCTCACTTAGGGCGAATCGGAGCTTCACCGACGTGTCGTGCGC 

GGCGATGGCGGCAAGCGATGCGCCCTCCTCGCACACTGCGCCGGCCAGCA 

TGGCCGTGCGCAGTTCGGCCAGCACGGCGCGCGCGCAGGCCAGGGTTTGC 

ACGCGGCCGTAATGTGCAATCAGCTCAAGGAAGCCGGTCGCCCAGGATGC 

GGTCGACCGACGGCAGGCGCACGGTTTGCCCCGTCGTCATGCTGGCTGGC 

CCTCGCCGCTGTCGTTCTTCCCCAGCCACAGCAGCGGATTGCCGCTGGCG 

CGCTGGTAGCCCGCTTCGCCCACCAGCAGGTCGAGCATCAGGCTGGCCAG 

ATCGTCGGGCAGCGGTTCGACGTTGTAATCGTGTTCCTGGTTGAAGACTT 

TGCGATAGGTATGGCAATCGTCGCAGGTTTCCGCGCGCGCCACCTTCTTC 

GGATCATTCGCCTTGTTGGGCAATTTGTCGTCCTTCGCCGTCACGGGGTC 

GAACGGCTTTGCGT 

>Sequence2l04 

AGGTACGCGGNGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACGC 
TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 
CTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAATGGTAAGCCC 
TTGGTTAAATTTATTGACTTCATTTATGTATCTCACAACACTTCTTTTCT 

GTTTTAGTTCTAGGAATAGAAACTTACTTTTGGAAATACAGTACCTGCCC 
G 

>Sequence2105 

GGTACAGGGCTCTTGATATATCCTGGCCTTAAGTCTCAGGTTCTCCAACA 

AAGCTGGCAGCCTGTGGTATGCCTTCTGGGGCCAGAGAGTGTGGCATGAT 

CCGAGGTCCTGAGTCTCTCTCTCAATGAGCCCATCATATTGGCTTAACCA 

AAGCCAGTGGTCTTCAGGACACGGAAAAGGGAGTCCCTTAGGCTCCAGGT 

T 1 1 1 l 1 CCCTTC AGTTCAC ACTGGG AG AAGGGTC ACAG AGCTCC AGTG A A 

ATCTGGTCCTGTTAGATCATTTGTGGTTGGCTGCAGATGCACATGTGGGC 

ATGTGATAGTTTTGATTTAGATAAAAAGCCCACAACTGAGTGGAGTGTTG 

AAACC 

>Sequence 2106 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 
CTATCACATTGTCATCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 
TTTTCTTATGTTTTCTCTATACTTCCATATCCCCANNCCCCCATTATCCC 
CCGAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAG 
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GGGGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCA 

TGGATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAA 

AATCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACT 

GATAGATCCTTTTACAATATTCTAGGGTAGTCTGTCTGTGGGAGGGGGCA 

GGAGTCTATGGGAACTCTCTGTACCT 

>Sequence2!07 

CCGGGCAGGTACCATGGCCAAAGCTGAGGCAGCCAGNGTGGGACAGGGGC 

CTCCAAGCAACACAGCAGTGTTAGCAGTTCACCTGGACCTGTTGATGAGC 

TGTCTTAGATGCACGAAGGCAAGAGATGTCTCATCTCGTCTCTAAGATCT 

TAGATCTTAAGTGCAGAGGGAAGGCAGCTGGGAGTGTGGACGGCAGCCAC 

AAGGGAGAAAAGTGCAAGAGCATTTACAACCAGAAGAGAAGCCGAGGGGA 

CATGATGGCCCATGGACAATGTAGCCATGGACAGTGCCCTGNGAGGCTGG 

TAAGGGGGGTGCTGGGACTGGTGGTGAAGAGATCATTTTTAAGAAAAAGA 

ATCCCGCGTACCT 

>Sequence2108 

CCGGGCAGGTACATGCCAGGCACAAACTGGAGTCACAGATGCCACACTGA 

CTATCACAT TGTCA TCATACTCAGAGAGAGAAAGGTGTATACACCCAGTA 

TTTTCTTATGTTTTCTCTATACTTCCATATCCCCACCCCCATTATCCCCC 

GAGACATTCCCAGTTGGAAGTCAGTTGCTTATGGGAAACTGGCTGCAGGG 

GGATCAGCCCACCTGTAACACACGGAAAGGCAGAGAAACAATGAGTCATG 

GATTTGAGTGCAAACAAGCCCAGTCCTGCTACAGAGAGTTACGGAAAAAA 

TCTCACTGTTGAAGAGAGACATCTATAAGAGAGGTGAGGAAAATGACTGA 

TAGATCCTTTTACAATATTCTAAGGTAGTCTGTCTGTGGGAGGGGGCAGG 

AGTCTATGGGAACTCTCTTGTCCTr 

>Sequence2109 

AGGTACTTTN 1 1 1 1 1 1 1 111 1 1 ' 111" 1" lTlTi GGGGAACAAGGTG AGGTTC 

TCTGAGGTAACATTCCCTAAGACAGGAACCCCAGGACTTTCCAACTCTAA 

GGATTTCCCACATTCAGGATCCAGAAGTTTTCAAAATTACCTCTTAAGTT 

TTCCTACTAGTTTATGGCCCCAGAGGCTTCTACTCCAGGTAAGCAGTTCT 

CTGCAACTCTGAATTTGCTTGTATTTCTAGATTTTAAGGTGACAGTTTGC 

CCTGTAATATCAGTTCTCTGACGGGTCCAAGACAAGCCATCAATTTTAAG 

GTTCTTTAACTATTTCTTATTGTAAGGATGGGAATTGGAAATGCTAAGCT 

CTTTAAAGATTTGGGCTAAAACTGGAGGTAATGCTCATATTCTGTTTTTA 

TCAAATTCACTGTTAAATATATATCATCTATCCTTCACACTCAGACAAAA 

TCAAAACAATATTCAGTGATCAGTCACTCATTTTTAGATATTTGGGTTAA 

CTGACGAAGGCTTTCATTTCCTTCTCCTATATAAACCCTTGACCCTGCCC 

GGNNNNNAWThnWNNAATAN^^ 

TCATATATAATATTATATTANTTTATAATACTACATTTTATTATCTAATT 

ATACTCCAATCTCTAACCACATACTACTGTTCTTTAATATTTATAAATAA 

TTATAACATTATTCAATTAAATATATAGTTAAATACTATTGATGTTACTA . 

ATTGATATGCTTGTTGGCTGTGCATGATTCATATACTTTGTAGTAATACG 

CGTTTTGTTAGAGAAATTATCG 

>Sequence2110 

AGGTACACACAGACCCCTGAAAAGCACCATGGCAGTAAGACCTTCCCCAC 

ATGAGTTGGTAACCTGTAAATTATCTTAGCCTTTCCTTATTCAACTTATC 

AAACCCTCCTCAGAACTCCACACTATTACTTCCCCTTTGGTGACGTGAAG 

GGTTGGAACCCCAGCATCTCCCATTCCCGATGAGTCATAACTCACACACT 

GCACAAAACGCAGTCCACATAACTGA 

>Sequence21 1 1 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTATGTTACTTGTAGGACCCTATACG 

GCAACCTTCTTTGCCAGGAACTATATATAAACATCCTGCAGGAAAATGGT 

AGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCATTTCTGAATTT 

CTGAAGGCAAACTGTCTGCCTATATTGTACCTGGCCCCAATCAAATTTTT 

TAAAAAATACACCACACGATACAACTCAATACAGGAGTATTTTTTTTTAA 

ATTTCTTCTAGCACCATAAACATTCTTCAAGTTTTCTGAAAATTCTATTA 
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AATTTAGCACCTTTTGTATTTATGAACCAAAACCATTTCAAGGAACCCTT 

CAGTTTCATTTG 

>Sequence2112 

AGGTACGCGGGGTGAAGGGCTCTCTGTATACTGCTGAAGATTCTATAGTT 

TCTCCTGAAATCCATGAGGGAGCCCCCTGAAGGATTTTGGCCAGGAAAGT 

GTCATGAATCAAATTTCTATTTTAAGAATAGTATCGAGGCAGCAATGTCA 

AAGTTTGTTTAGAAAATAGGATGGTTCCTGTAATCCCAGAACTTTTGGAG 

ACCAAGGCGGGAGGATTGCTTGAGTCCAGGAATTTGAGTCCAGCCTGGGC 

AACATGGTGAGACCTCATCTCTGCAAAATTATAATATTTATAAAAATAAG 

TTCCTTGCCCGGGGCGGCCCGTTTTATAAACTATTTGGATCCCCCCGGGG 

CTTGCAGGGAATTTCCATATTCAAGCCTTTATTCGATACCCGTCGACCCT 
TGG 

>Sequence2H3 

CCGGGCAGGTACCCCCATGCTACCTGGGCACTGGGGTTTCTCAGCCACTC 

CACTGAAATTTGCATTGGCTTATTGAAAGTCAATCACAAGTCAAAACCAC 

AGACTCACATAGGAGAACACTGTTGTTTGGGCCCAGCAGCTCTGAAATCA 

ATACCTTTAATGGTAGAACCTAAAACTAAAATAAATAGGAAGGAAGGAAG 

GAGAAAGAAAGAAAGAGAATGAAGAAAGAAAGAGAAAGGGAGAGAGTGAA 

CAACAAAAAATGGAAGAAAAAGTACCT 

>Sequence2U4 

CCGGGCAGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAA 

TAAGGTGTGGACTCACCAAAGACAGTTCCAAAGTCAATTTCACTCTGACA 

CACTCTCTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGCTAGGC 

CTGATGGATGATCTGATAGAAAACTGGCTTCAGCAAGGAGCTTCCACAGG 

TAACCTTGGTTCTGCAGTGATAACAGCTCCTATGAAGGAGACCCCATCAG 

ACTAACAGTGGATTTCTCAGCAGAAATCATAAAGGCCAGAAAACAGTGGA 

ATGGCATTTTCAAAATGCTCTTTCCATTGCTTTTCCATACCACTGCTTTT 

CCCAGGACTGGAGACTTGGTTTTCAGCTCTTTGCACC 

>Sequence2M5 

AGCGGCCGCCCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTG 

TCATAGTCAAGAGCTGGAAGCAACCCAGTTGTGCATCAATGGTAGAATGG 

ATGACTAAATTGTAGTGCATTCTTACAATAAAATACTATAGAGCAATGAA 

AATAAATAAACTATGGCTATATGCAACAACATGGATAAATCTTACCAACA 

ATGTTAGACAAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCC 

ATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGA 

GTGAAGAAAGGACTGCGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTA 

ATTTCTATTTCCCAGTGCAGGTGTGGTTTGCATGAACATGTTCACTTTGT 

GGAAATTCATTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAG 

TGATATATAATTCATGGGGAACCTGCGAGGAAAGGGAAGGAGGGTGATGA 

CCCATGCAATCTGGATTTCTGCTTGTAATTCTAATTGATGGAGGTCACCT 

TGTCAGGGGAGGCACGAGGCCCAACTTTGTCTATCCCTTATGCAGGAGGA 

AATCATCGTCATGAGGTATATAATGTGATATTACGTATAACGGTGAAAAT 

CGTAATACAATACAGAGATGTATTATCAACTAACAGTGAAGGATAAAGAA 

TTGTAATGAGTAGAGGTTAATATAAGAGGGAGCGCAATATATAGTTTTTG 

GACTTGAATCTATAAGAACATATTTTAAACTGGAATAATATATAACAGCC 

GCAAAATTAAGATCCAGACACTCGGAGGAGAGAGGGCTATC 

>Sequence2116 

CCGGGCAGGTACGCGGGGGTAGAACAGGCGATATCTTCACCATGCGCACA 

ATGAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAGCCAGAAAA 

CTAATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATATT 

TAGTAGTCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGATAT 

GAACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGATGC 

CTGGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTT 

TGCGTTTGATTTAAAATGCTGAGCTGACTTAAAGTCAAACTATTTCATAT 

GTTGAAATCCTGACTCCCAGCCTGAGGGCATTACGAGGG 

>Sequence21 17 
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CCGGGCAGGTACAAATTTGGGCATAGTCAGAAACTCTGCTGACTCTCTCT 

TCCCATTTAACCTAATCTTACCATAGCACTCCTCACCCTATGACTTGCCC 

ATTGCAGTAAACCAGAAAGCAAAAAAAGGTCAAGCACGTGTGTTTGAGAT 

CCAACTCTAGTGTTTGTAGCAGCTCTGCAGAACCACAGTTTGCACATCTG 

TAAATTGAGCAATAACAACTGCCCTGCCTGTTTCACAGGGTTGCTTAAAG 

AGTTATATGAGCTATTGCATGTGAAAGTGTTCCATAAGCTGCCATTTGCT 

CT GAAG CTCACGGGTATAATTATTCTAGTCTAACCTACTTATGTTTGCCC 

TCTTTTCTGCAGTTGCATCTTTGTGCATAAAGATTCTCTCTCCAACCTGT 

GCAATTGATTCATCTTTAAAGACCAACTCAAATTCGACCTTCTAAAAGAA 

ATCTTCTCTGACCTTCCAACTCTAAACTAGAGTAATNTACTAACTGTATT 

TATCACTTTCAAATTCTTCATTAGGTCTTGAATCATAAAATATTGTTACC 

CATTGGCATTTATCATCCCTGCCAACAAGACAGGGGGTTCCATGTGTTAG 

ACTTCGTGTCCCATTGCTCTTGGATTTTAAATGCACATCCCCAAGGCTCT 

TGCACAAGTTTGGTGAAGGGCAAAACACACTGAATGTTCAATTCCTTAAC 

TTTT CTTTTA CCAATAAGCTTGTTGCTTTTCCCTGACACCATGACTGAGA 

ATCCTTTTTCCTTTCCTTTTCAGAATTGTGATTTGAAACCTCCTTGGACA 

>Sequence2118 

CCGGGCAGGTACCGCGGTTTTTAAATCTGTCACTGTTCTTCCCCCACTTC 

AAAGCTGAC TTGAC AACTGCATTTATTTCACATTGCAATTGCTGCAGGTT 

AATAATATTGTTTrATCAGGAAACATTTATCTTGANGGAAGAAAGTTATN 

CCTAATACCNAGCAGATAACTTATCCAAGGGACAGATAGAAAGGGGACCT 

GTGTCTNAGAGGGTAATGGGCTAATGCCTGGCATGCTATAAAAATAAATG 

AAATCTGATTAACACTATTGGAGGGAAGAATAAGTCATCGTTTCTATGAA 

ATATTATTTTCCTGATTGGAACCATTTCCATTTTCGTCAGCTTAAAACAT 

TGCATTAAAGATGAGATGACTNTAAAACGGTGACAGCTATCTCAAGCCCT 

GTGATTATAAATGGTGTTATAGGCTTGTAATCCTATGGGTTTAGACTAAA 

GTATTTTCTTCATAAATTGAAAGAGAAACACACTAGGAATTCAGAAGATT 

TTAATT AAAA GTGTTCAAAAAATTAATGGGAATTTTAAGGCTGACTCACT 

AAGTAGTTTTGATTATTGAATTTAATTTATAAGAAAAAGTTCTTTGGCAA 

ATTGGTAATGCCAAAAAGAGGCTACATATGCACAAAGGGTTTTTTTCATG 

GGGAGCATTAATATTAAGTGTCCCTGCTTTACCTGGTGAGCATACGGTAA 

GTCATTTCAGCTTCATTCAAATTTGGGAATAAACCAACACCCTATAAATG 

GGAACAATGGCTTTTTAAGGGGAAAGACCCCCAAGGGTAAATACACTTGC 

TTAATGATAAGCCATTTTTTTTAAAAATAATTCTTTATGTTAAGG 

>Sequence2119 

CCGGGCAGGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCATAGTCA 

AGAGCTGTAAGCAACCCAGTTGTGCATCAATGGTAGAATGGATGACTAAA 

TTGTAGTGTATTCTTACAATAAAATACTATAGAGCAATGAAAATAAATAA 

ACTATGGCTATATGCAACAACATGGATAAATCTTACCAACAATGTTAGAC 

AAATGTAGCCAAACCAAAAAATACACATGTTCTATGAATCCATATATGCA 

AGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAA 

GGACTGAGAGAGTATTGCAGAGGGGGCTCCGGGTGTTTGTAATTTCTATT 

TCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGAAATTCA 

TTGAGCTGTAACTAAATATACAGAATTATTTATGAATGAAATGATATATA 

ATTCAGTGGGAACCTGNGAGGATAGGGAGGAGGTGGGGGAGCTTAAAAAA 

CATGAGTGGCCGAATGCTTAACAATTGTTATTGTTAGGTTATGGATACCC 

GGNGGGTGGTTGTACCT 

>Sequence2l20 

GNGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGATAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAANATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGATTTTACTCCCATAACCCAGGCAGAAGTACCT 

>Sequence2121 

AGGTACTTCATACTACTTTAAGTTACCTCCTATTGGGGGCATTATAAATG 
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GGTAAGCAGAGAACATCATGGAAAGACATGGAGCTTAGTATATGCAAATG 
TTGAGTTACTCAGTGTAATGTGTGAAAAAGGAGTTTCATAAGTTTCGGTC 
AGGGAAGAAGGCAGGGTCAAAAT 
>Sequence 2122 

CCGGGCAGGTACTAAAACTATTCCAGGAAGACTTTAACTTTTGTTGATTC 

AAAAGGAACATGGTGCATCATTTAGCACCGTAGGGTCATCGTTATGATAA 

TCCATTTTTATTACAGTCCTGTGGTTCTCATCTACCCTAATTATCCAGCA 

AGTGGTTCATTGCAGATTCTGATTTATTCCATCCTACCTCAACCCTATTA 

CCAACTATCACCACCCACCACCCGTCACCCAAACTGGAAGACAACCAGAG 

ATAAATCCTCAAGAAACTTCTTTTTAAGAGGGTGCGTAACAAAGTTAAAT 

AGGGTAGAAAACAGATGAAGCAAGTCTAATCTCTTTGCTGACATACCAAT 

AGTGCCTACATGAAGAAACTGGAGCAGGAAGTTATACTCTGGGTCGATAA 

AACTAAGCGTCATAACTGCGGTCGTGGAAAAAACAGGCATTTTAACCTGT 

ACCTTGGCCCGTTTAAAACCTACG 

>Sequence2123 

AGTACACCTGTCCATGTGATGAATTAGAACATGCTTTTCCACCTATAAAC 

TACAACTTAATTTGCATAACTTAATATAAGTAGTATTAATGTAAGTGTTA 

TACATATTTCAGGTTATAATTTTGATTACAATITGAAGACATAAATACAA 

TTGGTTTAGTTATAAAATTACACTACTTACTTGCTACTTTATAACTGCTC 

ACTACCTCCTTAGTGGAACCCAGATTTTCTCTATGATTTGAGAAAAATTA 

CTCCACATGTTGCCTAGTTATCAAACTATATTGGGAAGCAGAAAAAGCTA 

TG A A AGGCTTC A A AG CTTCTG AG AACCTT AGC AC G A AA A A CTCTTCC A A A 

AAGC ITm 1 C ACTTTTC A ATAGTTCCTCTTTACATC AC ATTTATAATC A 

CTCACCAGCAATCTCTTTTCCATGCrTGATTTGTGAGGCTTATTGAAAAC 

AATGGCATTGACGTTCATTCTGACTCCTTGATTTCCATTGTTTTCAGGAG 

TTTTCATCTGCTGAAGGCAACTAATCCACAATGAGCAAATTATCCTGCCC 

TGGAGGGTAAGCTATAATATCGGTCCCATGCTTCAGGAAGAGAAAATCAT 

GTGTTCTTTCTTATACCTTGATAGTCATCCATTGCTGTGTCTTCACATGG 

CAGAAGGAGCAAACGATCTCTCTGATGCCTTTTTATAGGGCACTAATCCC 

ATTCATGANGGCTTCACCCTCATGACCTAATCACCTCCAGAGCCCCTTGT 

AATGCCCTCAGGCTGGAGGCAGGATTTAACATATGAAAAGTTTGACTTGA 

GTAACTCACATTCTAATAT 

>Sequence2124 

CCGGGCAGGTACTAAAACTATTCCAGGAAGACTTTAACTTTTGTTGATTC 

AAAAGGAACATGGTGCATCATTTAGCACCGTAGGGTCATCGTTATGATAA 

TCCA TTT 1 1ATTAC AGTCCTGTGGTTCTCATCTACCCTA ATTATCC AGC A 

AGTGGTTCATTGCAGATTCTGATTTATTCCATCCTACCTCAACCCTATTA 

CCAACTATCACCACCCACCACCCGCCACCCAAACTGGAAGACAACCAGAG 

ATAAATCCTCAAGAAACTTCTTTTTAAGAGGGTGGTTAACAAAGTTAAAT 

TGGGTAGAAAACAGATGAAGCAAGTTTTAATCTCTTTGCTGAGTAAGAAT 

AGTGCCTACATGGTGTGGGTGATCATGTGTAAGACTCTGATGGGCAAACC 

TGGGGCCCATTACGAGGGCATGAAGACTCAGGCATCTGAGCTGGACCATG 

GCACTAAAAGATTACAGTGATGACAACTGTAACGATGATGGTTATGACGG 

GAATATCTCTAACATCATCATCTTCAATTTTAGCATGTGGTCCTTATGTT 

CCAAGCACTGTCCTAACAACTTTGCATATACTAACAATCCACTGAGAGGC 

ACTANGAATGTCCCCAGTGTTCGCATGCAAATGTCAGTAGCTTGCCCAAA 

GTTATCAAGTAAGTGGCGGATCTAGGACCTGAACTTGGGCCGTCTTGCTC 

TAACCNAGGCACTACAACATGCTTCCTTCACCATGCAACTTATCACTCAA 

TCCCCTAGATGTTGAAGTTTTCTTTTCCAACTACCTTACCTTTAAATGGA 

ATGCCACCTTTGTGCTGTGGCACATATTCTAACACAAATGGCG 

>Sequence 2942 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAGCAAACCA 

TGTCCTTGATCCTTCTTGCCCACCACCATCCATTCTTCCAACCAACAGCT 

TCTCCGGGCTTTCACGTCCCATGCACTTTGCTAAGAGCTTGAGGGAAATA 
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CAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTCC 

TTCTATTAGAAATCAAAGAGGCTTTCAAAAGCCCTACAATTTTTTCCCTG 

TAACTAAAGAAAATAGCTTCTCAATGTANACTAAATTTATCTCATACGCA 

AATTGGAATGTATCCCCCTTCACTCTGAATNGCTTGAAATATTCCAGGAG 

AAATAAATACAACTCTGTGTAAGGTCTTCTAAAAAAGCAGAAGTCAAAGT 

CACCAGAAAGAACCTTTANAATCAACTATGTTTCTGACAATGTTGCTTTC 

GAAACTGTTACCCCACTCCCGCAAAATCACCATTGAAAAATACCTTTGGG 

GTGTAATAAGAATAATCATGAATGCACTGAATGTTCAGAAATGAGTGTTT 

TTGGTTTTGGTGAATAAGTGGGAAGGTACCAGTTAGCAAAAATGCCTTGT 

ACCT 

>Sequence 2943 

CCGGCAGGTACGCGGGTTATTTCATTTACTAGCATTTTAGGATCCAGAAG 

AATTCCACCAGATTGCATGAGTTAGATTGGGAAATGGGAGTGGGAGATAA 

TATTGGGAGGTATCTATTTTAAGTCAGGGGCTGTACTACCGATTTAGTTC 

TCACAATAACCATGTGGAGAAGCTGTGACATTTTTAATTTACAACCTTTC 

TGGCGCTCAGACATAAAGTTACCTATCCAAGGTTGCAGTTGGGTAGTGGT 

GGGACCAGCATGGACAACTCATTGGCCCTGCCTGAAAAGCCATACCTATT 

CTACTGCTATGCAGAATCTGTTTCTCCTGAATCTCTGTGATGCTGGTGGG 

AATTGTTNGCATAGAGGAAGGACAATAACCCTGCCATCGTGAGTTAATGT 

CCGGGCTGGTCACAGTGGTTCATGCCTGTAATCCCAACACTGTGTGAGTC 

CAAGGCACGCATATCATTTGAGGTCACGAGTTTAAGACCAGCCTGGCTAA 

CATAGTGAGACCCTGTTTCTACTAAAAATACAAAAATAAGCCAGGTGTGG 

TGGTGCATGACTGTNATCCCAACTACTCAGCAGGAGAAGCACTTGACCCA 

GGATACNGAGGCCGCATTTAGCCAGATTGTGCCCTGCACTCAGCCTGGCG 

ACAGAGTGAACTTCTTNTTCGGACGAGACAAGGGGTAAAAAATGGTCCTC 

GCCGTTTAGACTTGGGATCCCCCGGTGCGGAATCTTATCAGCTTATCATC 

CGCTACCCAGGGGGGCTGGACCAATTTGTCCTTAAG 

>Sequence 2944 

AGGTACATCAACAATGACTGCTTCTTATTTCTCTTTGAATCTCCAATACC 

TGTCACCAATGTTTGGCACACAATAGGCATTCGATAAATATCTGTTGAGT 

GAACGCAAGAAAGAATAAACTCCCACGAACATCTAAAACAACAGTCCTGC 

AAACAGAGAGTTAGCATACAACAAACCATGTGTCAACATTCCCTCTTGTT 

AGTCCCTGCAGATCTTAGAGACTGGAAAGCGGGGGGATATAGAAGGACTG 

GAGGGATATATTCCATATATCACTGGAAGGTAATAAAGGTGGCCTGGTTG 

AAATACTCCATTGACATAACTAACAGTCACCAAACAAGCCAGTGGAACTC 

TACAGCTACCTTAAAACCCTCTTCACAATAACTTGGGGCCCTCATCCTCT 

AATCTGAATCACACTATTTAACAGGTATTGAGATGGTGCCAGAACACTTA 

ATGCCTTGCCCACAGATCACCCAGACTCATGCTCAATTAGGATGGGCACT 

GAAACCAACTTCCCACCTAATTACTTCAGCCACTAGATAATGTCTCTAAA 

AGTGGGGTCCAAGGCTGACCAGCATTAGAATCACCCAAGAGCGAGTATTA 

ATGCCGAATCCAATCCTCACCCTTAACCTGCTTAAAATCACCATGTAGAG 

AACAAGGGTTTCCGATTATAACCAGCTTTCCAGAGACTTTTTTTCAAATA 

AAGTTGGACAATACCGCTTTTCACAATCAGAAGTTCTTCTCATTCACTCA 

ACCCAGTTCTTGCACGGAAAGAGCACCTTAACAAGACTTCTCAATTAACC 

AAATTTTTGAAGGCCCGGGGA 

>Sequence 2945 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

AACCTAGACAAGTTCCCTAAGCTTATGGGTAAAAATGGAGTCAAAGAGAA 

GTGCCAGTATCCAATCTTCAAATATTTCGCTGAGGATCACATGAANTTAA 

AAAGAAACGCTCCGAACAGGAAAAACAATTGGCCAAGCCTTGGGAAGGAA 

GACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCTT 

TCGAGGTTGAACAAGGTGAAGGGGGACTCTCACATGGGAACAGCGTGATG 

GAGGCAGTCTGGCTTATGAGCTNGGGAGTGAATTGTGTAAACATTTATTG 

AAGTCAGTTTGGAAGTTGGCAAGCCACANNAAGCCACTATCTGAAGAGCT 

NGTTGAAATTTAGCCCTTTGTGGAAACTCATCTGGTCATGCCCACAGCAT 

GTAATTTCAGGGCAAGACGGAGTTCCCTCAGTCGAGGTTCCACCACCCAC 
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AGCTGTGCTGGGTCGCTAACTGGAAGGACGCGCTCAATAGCAGTCTGGCG 

GGAGTGTGGTGCCCTCAAGCACACATNCGATTATATCACGTTTCCATGTG 

AAGCCCTGCAGGGGTTCCTAATCGTCAGCCATCTCATTTCTTCTTAATCC 

TCTGCCCTATATAAGGCCCATTTTCTTCCTCTTGAATCTNCATGCTTACA 

GGTCTTCAAGGCCCGGATACCTGCAAGTCTTNCTGGCTGGGTCACCCTTT 

TCCCACACACCATTAAGCTGTGCTCCAATGGCACTATTTACAGTGGTCGG 

CCGACCCTCCGGGCCA 

>Sequencd 2946 

AGGTACACCGAGAACATCACCTGACTTCCCTAAACTTCAGTTTCCTTGTC 

CTTAAGAGAAAATAAAAATATCTTCCTCAATGATTAATTTCTTAAAAATC 

AATAAAATGTGAAATAATATCTGGGATGGATTGTGACAAATATTATGAAT 

GAAATTAATACAGTTTCCTTTAATTATTTATCAGAGTTCAGAGAAACACA 

AATGAAATCATGAATACTAATTAACTGTGTGCTTTGTTTAGAAAATGCAT 

TACATCTCTTCTCAGTATTCAAGCATGCCTTCTTTTTTTATTTGAAATTA 

TCAATAGCATTCTAATTCTGTCTTCATACTGGTGCTAGAAATTCATCACA 

GTTTTAAAATCTACTTATATAAAATGTATTATAATGTTTTTCACATCATT 

TTACAAAGACATGATTTCATGGTAGAAAACATTCGATGTGGAAAAGGCGC 

TAAATATTTGNGGTCTCAAGATAATTGCCTTCTAAAGAGGTATAAAATTG 

GCTTGGAAATTGTCCTGATCTTAGTCCCGCAAAGTATCCGCCTGATCATG 

GTTCAATTTTAACTGGTACTTGCCCGGC 

>Sequence 2947 

AGGTACGCGGGTAAAAAAATAAATCTACCACTAAATATAGTAAGGGAGTT 

TTAAACTGAGGTTTTTGAAGTCTTTAAGAATTTATTTAGAGACTTCTTTT 

GTTGGAAGTATGGTGGCTAGATGCCATGAAAAACCCACTGAAAACAAGTG 

TAAGTGCTAGGTAATATGTTGAAACATATCTTTTGAAATGTATTACTGAG 

CTGGCAAGAAAGTATGCCATTGTAGAGAGTGAAAATAAGTGAAGGCAGAA 

TCCTGNGAGGTAAGCCAGCCTGAAGATATTGATGACACTGGATGGCCTTA 

AGTTTCCATTTTGACTGGCATGTAATCCAGCCAAAGATTCCCACAGAAAT 

CCGAGGTTCCAAATGGTAAATCCGTGGTGACATTGGGGTGACCGAGAAAT 

GAACTCTGTGCAGAAAGGAATGGTAACAACACTTGTCTCGTACAACTTTG 

GCTCTAGGTAGGGGAAAGGAAAACAGCTTTCTAGAAGAAATGTAACCACA 

AGCTAGCCCTCATGAGAGATTTCAACTAGGATGGATGCTATCTGTGTAGT 

GCAAAAAAAAAAAAAAAAAATCCATACCAGATTTTGTGCTTTAATGGGGA 

CCTAGGTCAATAGTGACTGCAAAGCCAGAACAATGGCTCAACCCTGTAAA 

TCCAACACTTTGGGAGGCCCAAAGGAGGTGGATCGCTTGAGGTCAGAATT 

TCAGAACAAGCCTGGCCACATTGTGGAACCCTTTTTCTTCCTAAAATGCA 

AAAAAAAAAAAAAAAANAAAAAAAAAGGGTTCTGGCCCGGCCGGCCGTTT 

TAAAATAGTGTATCC 

>Sequence 2948 

AGGTACG TGGCG TAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCATGTATTCTTGTCGT 

GTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTC 

ATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTCA 

TTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTTT 

GCTTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGGTATTTAGTTTC 

ATGATTTCATNTTGAATGACTTATTAACTATGTATTTTGTGAAGTATACA 

TTCTTTATTAATCATTTTGCTTCCAACCCCATTTAGCCTGCCATTGAAAT 

GCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACAT 

TGAGAGCANGTAAATTTTTTAATGGAACTATGCAAAGACCAATATTTCAA 

TATTGGACATTTTGATGGTCCTTCTATCCCCAATGCTTTATTTTTTTCAA 

CTTTGATGAAAAGATTTGATCTAGGTAAAGGCAATATTGGTATTGGAGGT 

TGAAAAGCTGGTTTACAGCCCCATAATTTTCAATATCTTTTTTTAAAAAT 

GGTGGCTTAATCCCAGAAGTTTTACTTTGGAATCTGAAACTGAATGTTTC 

TATTTGAACTTTGATTTTTTAAGGATAAGAAATTAATGTTGAACTCCAAT 

TG 
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>Sequence 2949 

NCGTGACCTCTATNATGTACCTTCGGGCGAATTGAGACTGCCACGTGTTG 

CCGCCCGGGCAGGTACGCGGGTATTGTAGACGATTGAAAAAGCGTACTAN 

G AAGAA GAGGTATTATTGCCAAGTCTCCACTTTCTCAGGGGCTGATTTGA 

ACTTTTGCTCACAGCAGGTGAACACAGGCTCCCTCCCACACTGAGACTTC 

TCCCCTGCCGGTGTGCAGTCTGTTAAGTAAACAGAGACGTTATACTGAGA 

AAGGAACATTTCTCTATTTTGGCTATGAGTTGTTATTTTTAAAGATTCAT 

CCTCCAAACATTTTCCCCTATCCTTGTTTATTTTTTCACTAGAAAGAAGA 

TGAACTGCTTAAAAAAAAAATTCAACTCCATGACAAGAAAAACCCACTTC 

TAGTATGTTCTCCCCACTCAATGCCAATGGAGCCTTTGGTGTGAGCACTC 

TGCCCAGCACACAATGGGCAGCATACCTCTTGGAAAATCCTGCTGGGCTT 

CTATAG AGCCTTCATG CATTCAGATTTTCAAAGGCCAAGCAAAAAGCCCA 

TGGCAATTTT'T TTTT1 GACCTCTTC AAGTTTA AAAGGCCC ACCTTCTCCT 

GGGCATAAGCCAGGGTTTTATCAGTATATTCATAGCGAATTCCTTAAAGG 

GGAGGCGCCGCGGGGGCCCCAACTTCAATCTAAGGGCGTTGCAAATAAAA 

ACCCCTATTCAATTTATTGGGAAAATGGTTGCCACTGTCTCCAAATTGAA 

TCGCGCTAATCTCGCGAAGACTGAGTTGAAGGCAAAAGCCTTATCTTGAG 

AGATGTACTTGGGCATGCCCCCGTATAAATCGGTGTAGTGCCATATCCGA 

TGACCAAGCGGAAAACCGCCAGCGCCCT 

>Sequence 2950 

AGGTACATTCTGAGCGATCTGCATTTGGTGATGATGGAAGCCATGGACAT 

GCACTAGATTGTCTTGTGGGAGAATATGGAGTAGTAAGAGAAGGAGAAGA 

CCTAGGATTGAGCCCTGAGCACCTCTGGCTTAATGTGGATGGAGGAAATT 

GAATCTGTAAACAATACCGGGAGGCTGCAGCCTGAGAGGCAGAAGGAACT 

GGGGTGTTTGGGATTATGGAAGCCAAGGGAAAAAGCCTGTCTCACAGCGG 

GAAGGGAGGTATCAACATTGTAAGCTGCTTCAGATAGGTTATGTAGGATG 

CGGACTGAAAA ATATC TGTAAAATTTGGCAACGCGATTCATTGGTAATCC 

TAGGGAAGTTGCTTTTTTGGGGTAACTAAGGTGGAAAACAGAATGGTGTG 

GGTTGAGCAATGCTAGAGAGGTGGAGAAAAGGAGATTTCATGTGCAGACG 

TTTCTGAGTTCAGCTTGGGAACAAGGGATAAGAATGAAGATGGGAATTTA 

GAAGCCTGGTGGGCAAGGGAAACTTTTTTATTGGACAATCTCGCCTGGTG 

ACCAAGCCCATGAGTTAGGGCCCTTTTGAGGAAAAAGAGGTCATTTCCCA 

G GAGAGG AAAGGAAGAGGGGTCATTATTAAATAACCGTAACCACCACCGA 

CCTTTTTTGGGTGGTTTTTTATTCCGGGAACTTTGTAAACTTCTAACTTG 

ATTCTTCCATTAATTTTTAAAATGTGGGATGGGGGGTCCAGAGATTCCCT 

TAATTCCGGGGGGAAGGAAAATTAAATTGTCGGGGCTTGCTAAGATTTCA 

GT 

>Sequence 295 1 

AGGTACCACCTGAAGTTCAGGAGTGGGCATGGGGCCTAAGGCAGGCCAGT 

GAGAACTCAGAGGCACTAAGATGTATGTTCCCACTTGCAGAAGAGGTGCA 

TGCTCACCCAGTAGTTGCTAAAAAGGCTGAAGGTAGGTGTAGAGATGCTT 

TTGGGGCCATGGTTACCACCCTTGAGGTAAGGAGGGAGGGTGAGTCTGCC 

TAAAAATGAACCAAATCGAGAGTGCAACCACAACTGCACTAAATGGAAAG 

AAACAGAAATAAGAGAGATGGGCTCCTCTCACAACACATTTGGGGACCTG 

AACTCAGCCCCGCCTCACCCTATGTACCTGCCCG 

>Sequence 2952 

AGGTACAGTAGGGTATTACACAGCAAAAAAGCCTTCCTGCTGGAATATTT 

CAGCATTTCAGTTATTTATTACATTAGCTTTATGGCATATCACAACCTAT 

TTGAGACAGGTAGAGTGAACCCTTTTCTGCCACACAGAGCACATTAAGTG 

GCCATCATGACTGGTGAGACTTAATTGTTTTACACCGGGCAGTTCTCTGT 

CGTGATTTAAATCCCTCGTAAAGCAGCTGACCCCAGTTCTCAGGATGATT 

TGG ATCC CCCGCTAACTTGGAAAATCAGAGCCAGCTGAGAGTTGGCTTGC 

ACATTTTAGCATCTGGTAAAAGCGTGCAAGCTAGTGAGATGTGCAGGGAA 

GGAGTCATTGGCAATTGTATGTGAAAACANCTAATTAATTGTTTATCTCT 

TTTAANTTGTTTAAATGATCATAAAATTGCTCGCATTATTTTGAAGATGT 

CTTCATGTNTATAAAACTGTCTTCATGTCTTCACATATTTATAAAACANA 



Page 179 
of 685 of Table 3 



WO 01/51628 



Table 3 



GTTACAATCATTTACCAACTCATTGTTTATGATTAGAACGTAATGTGCAN 
AACCAGATTAACATTGCTTTTGTATCCAAATTCAAATGCCCAGTGCTTTT 
GGCTATGATTGCAGGTACCTGCCCG 
>Sequence 2953 

CCGGGCAGGTACGCGGGTGTTCAGGGAATTACAGCATAGATATGAAAGAT 

GTCTGAAAAATTGGAAATATCAAATAAAAATTAAGAAGCCTAAAACTACA 

TCAGATTAATATGTAGTATAGTCTTTCACATCTGGCCATGATGAATGGAG 

CAATGGGATTATATATACATTCTCACAGTAAACAGTTTTCAGATATTGAA 

CAACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAACA 

AAACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTCCAGTTTGC 

TGCTTGGAGAAAGTTCTCACGCTGCAGCTCAGAGAGGAAAAATCCAGAGC 

TCAGTGGTCTGAATGAGTTAAAGAGGATTTGCNGCAGCANATGCAATTAG 

AATTCACAGGGCAAGAGGTGAGAGGAAGTGTANAGATGGAGAGGGTTGTG 

CTGAGGGAAGAGAGAGAGAGCGATAAGAGTTGAACTACAGAGAGAACAAG 

TTGCAAAGTAAAAGAAAATTAAAGATCCGGAGTGCTTGAGACGGTTTCAG 

GCTTAAGTATTGATCAGTGCACACATGTGAGGAAACTACAGGGCAAATAA 

CTTCTGAAAGGAAGCAGATTGAACAATGCCTCATGGGACAGAGAAGGCTA 

AAATAATAGCTGGCCTCCTAATCAGCCACGATTGGCAACCTTAATATACC 

CAAAGGTTGGAGAAATTACCCAGAAGGTTTTGGCTTAATAACAAGGAACC 

TCGCCGGTTTTAAACTAGGGATCCCCCGGCTGGAGGAATTGATTAAACTA 

TTCGTCCCGTAAACTAAGGGGGGCCCGGCCCCAGTTTTGTCCCTTTAAGA 

GGGGAATACGCCGCTGGCATAAATAGGTTAT 

>Sequence 2954 

CCGGGCAGGTACTTGTCGAATGTAGAAGTGAATAAATAGCAAGACAGAGT 

CACCCGGCTGGCTTGGACCTGGACTGGCCAAGCTGGTGGTCTACACCATG 

ATTTGCTGGATAATCCATGCAGCTTTCCCTGCATAGACACAATGCAGCCC 

CTCTGTCCAAACATGATGCTCCCTCTGTCATTGATGGGAACCAGATGGAG 

TCGCGCCTGTAACATGACTGAGCACTGATTTCAGTAAAGTAAATGAATTA 

CCAAATTGTAGTCATTATAATCTATCTTCATCTTAGTGACACACTTGACT 

GGCTGCTATAAACCAGGATTTGAAGAGTGAATG 

>Sequence 2955 

CCGGGCAGGTACGCGGGGAAAACAAACCATATCTAAACCATAGCAGTGGC 

ATCCTTTGAACTCACGGATCCAGTCATAACTGAAGTTCCATCTACACCTG 

GGGTCTTCAGACCCAGGCTCTGGAAAAGATCCTGNACTTACAAGCAAAAG* 

AAATTCTGCCTCTTACCCTCAGCATGTGAGTACCT 

>Sequence 2956 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

AACCTAGACAAGTTCCCTAAGCTTATGGGTAAAAATGGAGTCAAAGAGAA 

GTGCCAGTATCCAATCTTCAAATATTTCGCTGAGGATCACATGGAATTTA 

AAAAGAAACGCTCCGAGCAGGAAAAACAATTGGCCAAGCCTTGGGAAGGA 

AGACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCT 

TTCGAGGTTGAACAAGGTGAAGGGGGACCCTCACATGGGAACAGCGTGAT 

GGAGGCAGTCTGGCTTATGAGCTGGGGAGTGAATAGTGTAAACATTTATT 

GAAGTCAGTTTGGAAGTTGGCAAGCCACAAAAAGCCACTATCTGAAGAGC 

TTGTTGAAACTAAGCCCTTTGTGGAAACTCATGTGGTCATGCCCACAGCA 

TGTAATTTCAGGGCAAGACGGAGTTCTCTCAGGCGAAGTTCCACCACCCA 

CAGCTGTGCTGGGTCGCTAACTGGAAGGACACGCTCAATAGCATTCTGGC 

CGGAGTGAGTTGCCTTCAAGCACACAAACCGATTTTTCCACGTTGCCACG 

TGAAGCCCTGGGAAGAGTTCCCTATTCCACAGCCATTTAATATCTGTCAA 

CCCTCTGGGCTAAATAAAGGCCATTTTGTGCCGCTTTGATTTTTCCTTCT 

CACTGGAATCCAAGGCCCAAACCTTCCATTCTTCTAGCCTGGGTAACCTT 

TACAAAGCGCGATTAGTGTTCTCCCAATTACTTTTTATACGGGGAAGAAT 

TACCTTTTGAACCTGTTAATACCCTCGACCCTTAAAAGGGGCGTGATGGA 

CGCGTTTATATTCCCCT 

>Sequence 2957 

AGGTGCTGATCAAGCTAGGTCATGTGCTGGACCCTGNGAAAGCGGACACA 
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AATATCCTGCCCTTACTGGCTGAATACGTAATGAGGGGGACCCAACATGG 

GAACATATAAATGTGCAATTTCAATTTTTTTAAAAAAACACCCATGATAA 

GAAATCAAAATGTGCAGTTTCAAAGTGTGGCAAAGCCATGCAAGAAATGA 

CCGGGCACGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGGGG 

CGGTGGGATCACTTGAGGTCAGGCATTCGAGACCAGCCTGGCCAATGTGG 

TAAAATCCCATCTCTACTAAAAATACAAAAATTAGCTGGGTGTGATGGTG 

CATGCCTGTAGTCCCAGATTATTCANGAGGCTGAGGCANGAGACTGGCTT 

GAACCCATGAGGCAAACGTTGCAATGAGCCAAGATGGCACCACTGCACTC 

CAGCCTGGGCGACAGAGGGAGACTCTGTCANAAAAAWfNAACANAANGNA 

AAAAGGTTCCTGCCCG 

>Sequence 2958 

AGGTACGTTGTTCCTCTCTATGTGTCCATTAAAATCCAGTCAAGTACAAA 

CCATGAGATTCCATGATTCACAATGCCCCAGAACACCCTCCAAAAAAAGA 

AAATAAAATACCATTiTTATAATAAATCACTATAAGATAAATGCATTGAA 

CACTAAAAGCATCATAAATATTTTATTGGCCATGAAATCTTGTTAAATTA 

GCAACTACCTTCCCGTGTAAAATGAGGGCTGATGTGGAGTGACACCACCG 

TTACCTGAGCCAGGATGATAAGGGGGTCCTCTGTGCTTTACCTCTTTAAG 

GAAAGTAACTCTGAAACAACCAATCACTTTTTGTTCTTTTTCTGTTTTCT 

TTAGCCCTTTTCTGCCAATAAAGCTAACCCCCCTCTGCTCAGCTTATTGA 

AGAGC 

>Sequence 2959 

AGGTACATTCGCTAGAAACAGTTAAGTAACAATACAAAGCGCCCCTGAGT 

CTAGTTGCTGGGGAGGCCAAATGTGAACTGGCTCTAGAAAGATCTGGGTG 

GGCTGAGAGACCATGTGGTAATAGCATAAGCGAAGACAGAGTGGACATGA 

GTCTGGCTGCTTTGCAGGTCAGAACGGACAGAAGAAGGACCCAAGGCAGG 

TAGAGGGGAAGAGAGGGACACTTGGCTTTTTTGTAGAAGTCGTGGAAGTT 

GTCGGGGGAGATTGGGATCAAGGAAAATGGAGATGATTAAAATTGTAATT 

TTTATTAGGCCCTGCTTGGGGTAGAAAAGTTAGGGGACTTTTTCCTTTTT 

CATGCCCTGGAGGGATAGCATTGTTTTGCCCAGGCCGGGGGGATGGGGAC 

ATTTCCTTTTCACTATTTCCCTTACCCCCCCCATATTTCTTTTAGAACTT 

TA 

>Sequence 2960 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACT 

TCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCATTG 

GAACAATGAGAAGGAGAGAATTCTACTGGTCACNACAAGACTCTCTTGAT 

CTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTC 

CTCTGAGCGCTGTCTATCGCATTCTGCCTGGGCAAGTTCACCTTTCCTTG 

GGATGTCCTTGGACAAAAGACAAGGAGAAAGCCTTAGGATCTACTGGGGG 

AGTCCCGAAGAGCAGTCTCTTTTGTCCGCTGGACCCCAGTGTCCAATTAA 

GGTTCCTTATGCCTACTTTACATGGGCATTCTATTAAAAATCCACCATTG 

AAGAAATTCCTTTGAAATTTGGCAAGGGAGGGAGGCTTTTTTGGTATTAC 

CTTTACAATTAACTTTTGGTTGCTGGAGCTTTTTGCCTTCTAGGGCCGGT 

GTTCTCCTTACCCAAACCAAATTTAAAAAGAGTACAAATTATCGAGAAAA 

AGGGTTCCCTTGGGGCCGTCTTAAAACCTAGTGGGATCCCCCGCGCTCTG 

AAGGAATTTGAATTTCAACCTATATTAATACCGCCCCACCCTAAGGGGGG 

GGCCCGGGCCCCAACTTTTGGTCCCCCTATAAGGGGGGTTAATTGCCCCG 

CTTGCGGTAAAATCAGGGGAAATAGCTGGTCCCTGTGGAAAAATGTTTTC 

CCGTTCAAATATTACAAACAAATAAAACCCGGAGAAAATAAGGTTAAACC 

CGGGGGGCCCTAAAGGGGGCCCACACCCCATATATTGTGTGGGCCTCCTG 

CCCCCTTTTAAGAGGGAAACACTGTTGCCCCTTTTTTTTAAATCGCACCC 

G 

>Sequence 2961 

GGATTTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGGCACAATCA 
TAGCTTAGTGCAGCCTCATTCTCTTGGGCACAAGCGCTCCTCAGCCTCCC 
TCCTCAGCCTCCCAGTTGCTGGAACTTACAGGTGCACCACCATAACCAGC 
TAGTTTTATTTTTTGTAGAGACAGAAGTCTCACTTTTTTTCCTAGACTGG 
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TCTGAAATAGACCATTCTATTTGCTAGAATGGTCTCAAACCATCCTTCTG 

CCTCAG CCTCCCA AATTGCTGGAATTTCAGGCATAATTCATCATGCCTAG 

CC ATTTC1 ' | M | - 1" i • j CTGCTGC ATTGC AG AGTTAG A ACC A ATTTC ATTTGTC 

CTGCACTGAGAATGTGCATTCCCAGCAGATCATGGTTGAGCTCAGCACAC 

CTGCAACTCAGCCAGCCTCTTTGAAGGGTGCACA 

>Sequence 2962 

CTCCATTCCACTCATACATTTTTATTGACTAACAATTTTTATAAATTCAT 

CCTATATATTTCTATTTACAAATCTTATTTACATATAATGATTATTTTTC 

ATCACATTTATTTATTTTACTATATTTTTTATTTAATATATGATTTTAGA 

AGTAATTTCACG 

>Sequence 2963 

AGGTACAGCTGCATGCCATACTGCAGAATAAATAAATAAAACACATTCCC 

ACCACTTTTACTACTCTGATAATCTATGAAAATCAACACTTTCATCAATT 

A TACA ATATAAATATAAAAACAATTAAAGCAAACAAGTAAAGCAACCAAA 

ATTTTGAAAGATGAACTTTTAGTGCCCTGCAACAATACATTTAAAAAGAC 

AATTGAAGTCTTTTACTTGGACCTACAACTTAAGGTCCAGCTCACCAGTA 

CGGCCCACGGTNNTATGCCCTAGGCTATGACAAAGTTCATGGACATCTTA 

TAAGGTGGTCAACCCCCTCGGGTTCCTTTTGTACCATTGGGCGATTTTTA 

AAAACTTGTGAGATTCCCCCGTGTTTGAATTGAAATTTTTTATAAATAAG 

CTATATTTGAATCACTGTCAACTCTT 

>Sequence 2964 

AGGTACCCACAGAACCTCAAAAGTGGGATATGGAGGGAGAGAAGGAGAAT 

GAGAGAAGGCACAGAGGCAGGAAGAACAAGTCCGGTTTGGCTGGCAGGAG 

GCCATCTGTGAGAAGCCATCTGTGAAGCCAAATTCTTGATTTCTAAAAAG 

AAAAGATTCCTTACTCTGGTGGGTAAAGCTGGAGGGCAGAGGGCAGAACC 

ACCAAAGGCTTTGTGCAGAGAACAAAACTGAAGCCGTGCTAGAGAAAAAC 

CATACAGTGTTGGGCAGGACAGATGACAGGACAAACGGTCTGAAGCTCAG 

GAAGCTTGACTCACCAAGCCAGTGCGACGTGCAAGCATTTCCTATAGAAA 

CACGTCTTGACCCAACATGCCAAAAACCATAGTTCTGTCTACAGAAAATA 

AGGCTTTTCG 

>Sequence 2965 

CCGGGCAGGTACAAGGTATTTTTGCTAACTGTAACTTCCCACTTAATCAA 

CAAAAACAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATC 

TTAATTACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGG 

TAACAGTTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTT 

CTTTCTGGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTT 

GTATTTATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATA 

CATTCCAATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTT 

TCTTTAGTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATT 

TCTAATG 

>Sequence 2966 

AGGTACATGTGGCCTTTCAGCTAGTGCAGAGGATGGAAACCAGAGTGGGC 
TGATGATTGGATGCCAGGCCTGAGCCAGGTGAGTCCTGTTCTCATTATAC 
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>Sequence 2968 

AGGTACTCTCACCCCTAGCTCATTTTCATTCCCTGGCTGACCTACCAGCA 
GAACCTCCG C CCCCC TGCGGCCCGATACCATCATTTTTAATGAAGTTAAT 
TTTTATT TTTATTITTA TTTTrAC^^ 

taatagi i ii rnrm C A AA ACTTGGCTC ATATCTCCTTTT ATGTTAGC A 

GTCATGGCATAGAAAAGCTGCCCACAGAATGACATACATCAAAAACAGTT 

TTCTGTTTAGACGGATAGCTTTAAGTGTGTGCAAACAGGTGCCTCTATGT 

GTGGAAGGAAGACATGCTAGATTATTTGGGGTCCACCTGCAGAGGAATGA 

GCTAATTTACAGAAGAGTGAAGCAGGCTCTGCACTGAAGGCCAGGGTTAA 

GGCATATAGCTAATGATAAAATAAATGAATGTGACTTTCTAAAAATGTCA 

TGGGGGAGAAGAAAATGAGGAGGAAAGGAAAACTGGCTTCTATAATCTTG 

TAATGTTACAAATAGAATTGCCATGTGACTCAGATCTTCTCAGAGGTTAA 

AGGGCATAGGTCACTTTTTTTAGTGGTGCATCTTTGTCATTAGACGAAGA 

ATAATTGGGAGGAAATGATTTCACCCCCAAAGTTTAAATTTCCTTCGTCA 

CTGGCCTC A TTTTl CTTCC ATA A AA TCC AT AG GG A ATTCTTTCTTGGG A A 

GTGAAAGTGGAAGCCTTGTGGCATTTTTCCTAAAAGTTTGGGCCTTTTTT 

TGGGGGGTTTTTGGGTTTGGGAGATCTAATTGGTGGTGGCTTCCTCTTGT 

GGGGGAACAAGAAA 

>Sequence 2969 

AGGTACATGTGGCCTTTCAGCTAGTGCAGAGGATGGAAACCAGAGTGGGC 

TGATGATTGGATGCCAGGCCTGAGCCAGGTGAGTCCTGTTCTCATTATAC 

TGTAAAGTGAGCTGCTCCAAGCCTCCCTGATTCTTAGCACTCCAGTCCCT 

GCAGGGGTCCCTGAGAAGGTTAATCTTGCATTAGGCCCTCTGCTGTTTTC 

CCTCTGTAAGCCTTACTCCACTTTGCAGTGAGTTCTAGTATAACTTCTAT 

TCCAGTAAGATCAAATGGTTAAGGACTCCAGAAAAGAAATTTGGTGAACA 

CAAAGGGTTTGTCATACTTTAACTTTTGTCCCTTTCCCAGGTGGCGCATG 

CTTCTAGGCCAGCCTCCCAATTCCTAGCrrGCTTCATGCTCCTGGCCTTT 

GCCTACTCAAAACAATCTGTCCTCCCCACCCTGTCATCTCTGTTCAGAGT 

AAATACCTCCCTCCCTCTGCTTTTGCCCTAAGTTCTTTTTTCAACTCACC 

TAACATCTAACTTGGCTTTGCAGCTCTGTTTCTCCAAAACCCTCTCTGCC 

TGTTTCCTCCCAAGCTATCTCTGACCAGTGCCAGAAACCAGAANATCTTC 

TTGGAAAGCTGCACTCnTGCTTCTCTTCCNNTCTCCTTATCCTTCCACTT 

GGAATCTCTCNTCTTCTACCTGTCTCTATCTGCTGCAATCCTGTTCAATC 

TTTCCAGGTACCTGCCCCGGGCGGCCGCTTTAAGAACTAAATGGATCCCC 

CCGGGCCTGGAGGAAATTCCATTTCAAACCTTAATCGTTACCGGCGAACC 
>Sequence 2970 

CCGGCAGGTACGCGGGAGAGGGGTCTTGCCCTCATCCCCTGCCCTGTCTC 

TGAGACGTGTCCAGTAAACCTGAGGTCAGCACCTCAGGAATGAAATAATG 

TCTTTTGCAGCAACTTGAATGAAGCTGGAGCCATTATTCCAAGTGAAATA 

ACTCAGGAATTAAAAATCAAATGCCATATGTTCTCACTTATAAGTTGGAG 

CTAAGCCATGCGTATGCAAAGGCATGTGGGGTGACATAATGGACTTTGGA 

GACTCACACATGAGGGTGGCAGGTGGATGAAGGATGAAAAAACTACCTGT 

TGAGTACCT 

>Sequence 2971 

AGTGCGACATACTTTCGNGGCANAGGCGGNTTTTTTTTTTTAGGTTGAAT 
GCAGGGTTTTATTGAGTGGTGTAGGTGGTTCTCTGAAGGATGGATGCAGA 
GCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTACTGGGTGGCAAC 
CTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCT 
. TCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTCTGGGAT 
GGTGAAGACAACTGTTTGCCCATTTGCTTGGCGATAGGTGATTGTCTCGC 
CGCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCC 
ATCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTCGTCTCACTG 
ACTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGCAGTTCTTAA 
AGGCGGCATGTCTAGAGTTTGTTCCTTCTGATGTTCGGATGTGTTCACAG 
ATTCTTCCTTCTGGTGGGGTTCGTGGTCTCGCTTGCTCAAGAATGAA 
>Sequence 2972 
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CCGGCAGGTACGCGGGTGGCCCGAAGTTAGATAGATGAGGAGGGTATTTA 

TCTGAGACAAACACTGGGAGGAAATTTCAACCAGAAGGAATATTAGCATG 

TGAGAAGGCATACAATCATAAAAGGCATGTTGTGTTAACGAGCTACAAGT 

AGCACAATTTGGCTAATGTGTACAGCGAGAAGAGAGTTGTGGGCAGATAG 

GTTGGAAAAGAAGCCGTGAGTTAGATCATGAAGAGCCTCGGTAAGGAGTT 

TGTTTTAAAAACAATTACTGAAAGATTCGGAGCAAACACAATATTTATAG 

GTTGGAAATATTGCCAGAATGGAAAAAACCACCCTTACCCAAACCGTTCC 
T 

>Sequence 2973 

CCGGCAGGTACCTCATCTCTGATGATTAGTGATGTTGAGCGTTTCCCATG 

CCTGTTGGAATGGCAATCCGTTGGAAATGTCTTCTCAGTTACTACCCATA 

TGTATGTTGCTCAGGCCACTGTCTACTGTCAGCACTGTTGTTTGCATCGT 

TACTTGCGGATTGTTTGTCGTTGTTAGCCAAGACAAATGTTACACTGCTG 

TTCCTACAGTGAGTAGTGGGAGTGGGGTATGGGGACATATGCTTATGCCC 

ACAGTTCCATCAGAAATCCCACTGCCTTAAGACAGTCTCACGGGAACCCA 

GTCCCAGCCTTGCAGCACTGGGTAGCCCTGTGGCATTTTGACTTTGGATG 

TATCTGCATTGTTGAAGTCACTCAGCATGTTGCCATGCATTTATCCACTT 

AGGTCAATGTTAAGGGAAGTTCATCGCCTCTGCTTCTTCAGTAACTGATG 

TCTGGTGCATCAACTGAATGCATTTCACGCTTTTAAGCAGTTTCCACGGA 

TCTATGGGTAAAAAAAGCTTTCACCATGCCCACCTACTCAATGAGTGACC 

AATGTCTCATTGGTAGTGCATCTGATGCACAGAGTTTAATGGTCTGAGGG 

AAGTCAGTCGCCTAACAGAGAATTGAATCACATTTGGATTTACAATAATA 

ACTTTTCTACGGCTTGGTTTCTTGCCAGGTTTCACAACTATTAGTTCGGG 

ATTGAATCCTTGAATACTTTACTTTGGCTACCAGGGCTTCAAAGAATTTG 

TAAACTTGTTTTATTACCCACCTATTCG 

>Sequence 2974 

TGAAAAAGCTCGACGCACCTACTGACATACCGGGCGAATTGTAGCTGCAC 

CGCGCAGGCGGCCGCCCGGGCAGGTTCCCCCCTATTAGGGAAAAGGGCTC 

CTTTCTTTTCCCTAAAACTTACTCCTTTCTGCCTCTGGAAAAAGAAGGTT 

CAGCCCATTCTTCACTCCAGTCCACTGCTTGTGTGATCACTACAGACCAC 

TGCTTGTGTGATTTTCCCATTTATAAATGATACTTTCATCTCCTTTCTAA 

CTCTTACTTTTGCTCACTTTTTAAAGCCAAGATGTAGCCATCTAGCCCCT 

CCATGATGTCTTCCCCAGTGCTCCCATCTCTGCCTGTCTCTGCTCTTAGA 

TATCTTTCCATACAGTGCTGATTGAAGTGTATGCTCTAAAACCAAACTTT 

CTGGGTTTAAATTCTGGTGCCTTCACTAACTAACTTATTTACCCTTACTA 
TGTCTCAGT 

>Sequence 2975 

CCGGCAGGTACTTGGGGCGGCAGGTGGAGTTATAATTATAGCTTAGAAAA 

AAGCAGCATCAGCAGCTGTTGCTTCTGTTTGTTCCCAGCTATAACTGTCA 

TCAGTGGGTAAACTGGCATAAACAGGCCTCTACAAGTGAAAAACATTTAA 

CCCCTGTTCTTGTCACACTCTGGGTCCTCTCAGTGGCCAGAGAACAGAAA 

GAAAATCTGACTGTGCACGAGCGAAGGGTGACACCGGGCGTGCAGCACCG 

ACCTGAAGGCACCTCTTCGGGGGAGCCAGAAATTTGAAGATTCTCTTTCC 

TGTCGGAGACTACAAACCAAATAAATAGGGTTTTATGTTACTCTGGTAGT 

GAACCGATGGTGGAACCAGTTTGTGAATTTGCCCTGGCCAGACAGGCTAA 

TGTTCCTCATCTCTAGCAGTGTTCACGGAAGCGACGAGCACGGGCGCCTG 

CTTAGAAGGACGCTGATGCGCTACGTCAATCTCAACCTCCTGCTCATCTT 

TCGCTCGGNGAGCACTGCTGTGTACCT 

>Sequence 2976 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGACAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGGTAGGAGGCATCTTGGGTATTACTCTCACA 

TTAGCTCTGTTGCTGGAGCTATGTGCTTCTAGGGACGTGTACTCCTAAAC 

GAAACAAACTCNCCTGGAAAGAAAAAAGNAAAAAAANAAANNGGTCCCT 
>Sequence 2977 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 
AGTACCTG CCCG 

>Sequence 2978 

AGGTACCCGCTTGTGTGGTTTCCATGATCCTTCTTCTGCCTGGAATGAGG 
CTCCTCTTGAGTCCTGAGAGCTTCATTTCTGTCTGTCTTTTGGGCTGTGC 
CAAAGCCCCTCTGCCTTCGTGGACTCCCCACTGATTCA 
>Sequence 2979 

CCGGGCAGGTACATGGGTTTGTCACAGAGAAAAATTATGATGCTTTAAAA 

ACACACACAGAGAAATAATAGGTTTTATGCAAATGTCAAGACATTATAAA 

TAAAGAAAATAATGTTATTTGTTATGCAGGCTAAACACTGACCAACTCAC 

TCAATATATTCTGGAAGTGGCAAAATAAAATTGGAAAAGTAGAACAAGTA 

ATTTAACATACTACACTTATCTTCATATAAATTACTGCAATGAGGCGCCA 

TCACCATCACCATCAAAAAAAGAAGAATTCCTACAATCAATATGTGGGAT 

TTTAGCTAAAAAAGAAAAGTCTATTTAGAAGTCAGTCACAGCCACATGGT 

TACCTCAAGCCTTACCTCATCACTGCTCCACCGGTTTG 

>Sequence 2980 

CCGGGCAGGTACGCGGGGAGTGCTTCTGGTTTCAGCACACATGGAGATAT 

AGAATTGAAATTGCTCTGCTTTCTTTACAAATGACTCAGAGTGTGCTTGT 

CCTTCCCTAAAATGTTGCCAGCATGTAAAGGATTTTCAATGAGCAGTGCA 

ATAAGCCAGCAACTGGGAAGGCTTGGAGCGGCACTGATATAACGTGGTGC 

TGTCACACAGATAATCAGGGCTGGAGCCAAGTCTCGGTAGCGCTGTGCAT 

TATCCTGGTCACATACTGGAAGTTTTGTTTATCCAACTTGGTTGCTCTTG 

AAGCTGGTGAGAGCCCTACCAGGATGTGGAGTGGACTTCCTAGCAGAGGC 

AGTACCT 

>Sequence2981 

TTCCTAGTCACATCTGTTGTTGCAGCATGTTATCAGTAGAGCCTCCTTTT 

ACTCTTAAAAATGCCCTGGTTTGGATGA 

>Sequence 2982 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTAGGTCAGCTGCATCATCAGCTTTAAAAGCCC 

CCAAATATTGCTGAGCTTGCTTTTTTAAAACTTCTCTTGCAAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCA GCTT GGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGCGATG 

GTGGTTTTGAGTGCTTTTTTTTAGTGCAGGGTCCCCGGCGTACCTTGGGC 

CGTTTAAAAACCTGGGGATCCCCCGGGGCTTCCAAAATTTCAATTTTCCG 

>Sequence 2983 

AGGTACAGGATGCAAACACTTCTAAAATTGTCTTCTGGGATTTCTGTAGA 

TAAAAGCTAGTAAAAGACCTGAGAAGAGATTTTTATTGAGCCTATAGCAA 

TTTGGTTTCATACCCTGAGTAGTAACAGATATTACATTCAAAGATGCTTA 

ATTACCTTCACAAAGTATGAAATTCCAAGCCTACAAATTGAATCAGCAAT 

TCAAACTTGAATTTGGAACTTTTCATTATTTATGTGGACATTCTATTAGC 

AGAGAACCAGCTATACTTCTTATTTCCATAGGAGAGAAAAGAGCACAAAG 

CAGAACAAGAGGATTCCCTACAGGTGTGAAAGAAATATTTCCGCTTGATA 

TTCCTACAGTTACAGAAGAACAACCTTAGGAAGG 
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>Sequence 2984 

CCGGGCAGGTACAAATGGCAGGGCAGGACTCAAAGGCAGGCCAGTCTAAC 

TATATAGCTTTCCCTTTCCAGCCACTTCCCTGATTCTTATGTCATTGTCA 

TACCTGGGGTTTGTAGTGCCTGCAATGAAAACTCCCCACTTGGAGTAGAG 

GCAAAGCGAAAATACACTAAGCTTAAATACAGGTTAGTTTTCAATGTCTG 

TGCCTCATGCCTTCTTTCTCATTTTTGCTACCCCTTTTCTCCCTTGGCAT 

AGTGACATCGATAGTTCTTTCTAATGACACTAATTGCTTCCTTTACAACC 

CTTACCAGAAACTTTGAAAGTTGGATGTTTTCCTGAGGCAGAGATTTGAG 
TACCT 

>Sequence 2985 

TATACCACCACTTTTTCTCAATAAAATTTGAAACTTTTTTGAAACAATTC 
CAG CTTTA ATTTACACAAATATATTTTC 
CCTCTTTTGTTAGAATGTACCCTATAC 
>Sequence 2986 

TGCCAAGTCNATTCGACTCATATACTGAATATCGGGCGAATAGTAGCGCC 

AACGTGGTGGCGGCCGCCCGGGCAGGTTCCTCCCTCATCCTTATGGAAAG 

AGGTTTATGAGAGAAGGGAGGGAGGCCTTTGGCAGCCAAGGGAAGACAAG 

TTTCAGGAGTTCATGAAGCACCATCCCCCACCCCCAGTGAAGACCCTACC 

AGAAGGTCTTATGTTCTGAGTTATATTGAGTGACTGCCTCATTACCACTC 

CCTACTGTTATGTGGCAAGTGTCAGGGCTGTGGCAAGGGTCAGGCTATCA 

TCATTGGCCCCTTCAATAGACTGACCCTAGCATTAGGGCAACCATAAGTC 

CCTGTGTGCCCAAGACAATTCTAGTTTACATCTGAGGCCCCAGTGTCACT 

ATTAATAGTGACCTCCTTTCACTCTCAAAGTTGTTCCAGTTTGGGCAATG 

AATTATATGATCAAAGGCCCCATC 

>Sequence 2987 

CCGGGCAGGTACGCGGGGAGGCCATCTCGCTATAGGAAAGGAAAGTGGAA 

CAGCATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAG 

AAGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTG 

GTGTGAGAAGGTAGCACAAGTGAAGTAGAGATACAGGAGATAGGGAAGGG 

AAGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACACATTCAGG 

GCTACAAAGCAAGTTCTATGTGATTTGCTCACCTCTCAATTGTGGGACCC 

CTCAAAATGTGTACCT 

>Sequence 2988 

AGGTACTCAATCCAGAGGCACTATTTGCAATCTATGAAGAGCCCAGAGGA 

GAGGAAAATTGGTAATGAATCAGTGGGGAGTCCACGAAGGCAGAGGGGCT 

TTGGCACAGCCCAAAAGACAGACAGAAATGAGGCTCTCAGGACTCAAGAG 

GAGCCTCATTCCAGGCAGAAGAAGGATCATGGAAACCACACAAGCGGGTA 

CCTGCCCG 

>Sequence 2989 

AGGTACGCGGGGACTCTGCACTGAGAGAAGCACTCAAAACCACCATCACC 

AATAGCGCTACTAAAGACAGTGCTTTGGAGCTTCCAAGCTGATAGATTAT 

CCTTTCTCCCCACCCTCAGATTTCTCCAGTGTCTCTGGCACTTATAGTCC 

ATGTTTGCAAGAAATATTTTATTATAGTGCTCTGAAACAAATTTATAAAG 

TTTGCAAGAGAAGTTTTAAAAAAGCAAGCTCAGCAATATTTGGGGGCTTT 

TAAAGCTGATGATGCAGCTGACCTACTGGAGACAAAGGCAGTGGGAGGGC 

CCTTACTGGTATAAATAAATAGGAGTCTCTGGTACCTGCCCG 

>Sequence 2990 

AGGTACGCGGGCTAAATACTGTGCTCTGACATTGATGCTAATATTCCATA 

TTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTAAG 

GGGAATAACTTTGCTGTGTCAGCGCAGTGCCTCAGGAGGGTTGCAATCTA 

GAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATAAACAATATG 

CCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGAAGTCTCACC 

TCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCATCTGGGTGCC 

TCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATTGACCCCGAAACACAG 

AAGATAGAGATTGCACATTGCGTTCAGTAATTGTTGTTTATTTATGTTAT 

TTCTGAA 
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>Sequence 2991 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAG 

AAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCC 

CGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCA 

TCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTG 

GGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 

ACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTT 

GAATGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAA 

>Sequence 2992 

AGGTACATTTTGCATGCACGGTCTTCTACATACATATTACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGTCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAGCAATGTTGC 

AGCCAAAAGGGCATTTAAAAGTACCTGCCCG 

>Sequence 2993 

AGGTACTTTTTri'141 ri"lTrrri'l"riGACTGGAGAGAGAGAGATGTTTT 

ATCTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCAC 

CCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCTG 

TTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACAA 

TGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTT 

TTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACC 

TGC ACTT AGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGGTG 

ATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCCAACTGT 

C 

>Sequence 2994 

AGGTACCCACAAGCATACGTAGAGCTGGCCTACCTCATTAATTACTATAT 

CTGCAGTGCCTCAAATATACAAATTTTAAAAAGAAAAAAAGTCATATGCT 

ACTGATGGGGTATTGTATTATCTGAATTAAATGGTAAGGAATTATTTACC 

ATGCAGAAATCGTATAAATCTTTTTTTGGTAGTAGGAAACGCTAAATGCT 

CATTTTCTTAGACTATGAGGCATGTCAAAGGTTGAAAAAAGAAAGAAAGC 

ATAGCTTACCTCCTTTTATAAGAATAAAAGAACTAAATAAAAATTTTTTG 

TCAAGTAAGCCTCTTTCAGGAAATCAAAGGATCAACACAGATTTAATTTC 

ACCTTCTGAAACATCTACATCTGTGGTCTTTTACAATGAGAATGTGCCCA 

AG 

>Sequence 2995 

AGGTACAAGGCCACTGATTATCTAGACCTGGCTTTCTTCTTCAGTCTCAT 

CATCCATCCCCACCCCACATTCTCTCTCCCCATCAGGTTTGTGCAAATGT 

TGTTTGGGATACTCTTCTCTCTTTGGAATCCCTCCTGTTTGGAATACTCT 

TCTCTTCTTGCCTTTGGCATCTCCTCACCACGCACGTTCTGCTAATTCCT 

AAACTGCTTATAGATTGTGGCTTAGCTTTGACTTTTTTCAGGATGCCTCT 

GCTAACCCCTAAATTCAAGGTAGGTCCCGCGTACCTGCCCG 

>Sequence 2996 

CGAGCGGCCGCCCGGGCAGGTACGCGGGGAGTGCTTCTGGTTTCAGCACA 

CATGGAGATATAGAATTGAAATTGCTCTGCTTTCTTTACAAATGACTCAG 

AGTGTGCTTGTCCTTCCCTAAAATGTTGCCAGCATGTAAAGGATTTTCAA 

TGAGCAGTGCAATAAGCCAGCAACTGGGAAGGCTTGGAGCGGCACTGATA 

TAACGTGGTACTGTCACACAGATAATCAGGGCTGGAGCCAAGTCTCGGTA 

GCGCTGTGCATTATCCTGGTCACATACTGGAAGTTTTGTTTATCCAACTT 

GGTTGCTCTTGAAGCTGGTGAGAGCCCTGCCAGGATGTGGAGTGGACTTC 

CTAGCAGAGGCAGTACCT 

>Sequence 2997 

CCGGGCAGGTACAAGCCAATGCCAGCGTCAGAGCTGCTTTTGTGCATGCC 
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CTTGGAGATCTATTTCAGAGTATCAGTGTGCTAATTAGTGCGCTTATTAT 

CTACTTTAAGCCAGAGTATAAAATAGCCGACCCAATCTGCACATTCATCT 

TTTCCATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCC 

ATCTTACTCATGGAAGGTGTGCCAAAGAGCCTGAATTACAGTGGTGTGAA 

AGAGCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACA 

TCTGGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACA 

GCAGCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATA 

>Sequence 2998 

TTTACTTAANCTACCTTCAGTCCATATATAGCGTGAATGTACTTCAACTG 

TACTCTAGTATACAGCGAGACTAACTAGTGTAATCTCATATTGAAAACTT 

CTAACTTCAATATCAAGTAAGTCCAGAACGTAGAGTTAGAATATCTATAT 

TACTAGACAATATCATTATTCTATTCATAATTTATTTATGTAATATTAGC 

TATGAGGGTNTCTG 

>Sequence 2999 

CCGGGCAGGTACCTTGGCTACATGAAGACCACCAGCAGCAGCTGGGACAA 
CCAGCACCCTGTGGAACTGCACAGCATGCATAGAATACGTCCTCCCTTCA 
GTTGGCTTGGGTCAGCTTAGGTCATGGGCCACTTGGACTGATAGCAGT 
>Sequence 3000 

CCGGGCAGGTACCATAAATGTTGTTTCTTAAGAGAATGTCAAGTTTCAGT 

AAATTTACTTTGAACTTCAAAGTAGTGTGCAATAACTTTGATAAATAAGC 

CGATCTTA TGAA ATTTGAAAGTTACCTTTATAATTATATTATAAAATAAA 

ATGTTGAATTTTCTGTTTTAAACCTTCCCTGATGTTCCCATTATTGATTT 

TAATTTACATTTCACCAGATGTTTTCTTTTTCAAAAAGTAAGGCnTTCAC 

TTTGAGTTTTGAATATTTCAGCCAGCTTTATTTTCTTTGCGAATCCTATT 

TTAAATTGAG TACC TTTTTCTGCTTGTTTTATTCCTTAAAAGTGGCAAAA 

TAAATTGGCCTTTTCAGCCAACACTTGTTTTATTAGTATTAATAAGCTTC 

CTTGAAAGTGAGTTCAGCATTTATTCAAGCTTAGAGTTCTTCCATTGTTC 
ATAA 

>Sequence3001 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 
AAT 

>Sequence 3002 

CCGGGCAGGTACTT'l 1 1 1 1 HI 1 TITITTI 1 1 1 1 1'lllATGCGACAGAGT 

TTGTTTTATACTGCCTCATAATTACCTCTTTTCCTTTTTCm 

ACCTTGGTCAAGTTTCCCTTTATTTTCTCTTTCCTATTTAACTTTTTCTA 

TTAATTCAGAAGTTTTAATTTGCTTTTCCAGTTTCCTAGTGTTTGTATTC 

CCATCCTGAACAATCTCTGTATTTTTCTTTTATTATATCAGAAGTCTCTC 

TGTAGTTCAGGTGAATTTATAGACAGTCATCCTTACACTACCTATATAAA 

ATTATGGAAGGATGTCTAGAGGCATGCTTCTACTTCAGATTACCAAAATG 

ATTATGACCACTGCGCAATGCTGGGATCAGTCCACTGGCACTACACT 

>Sequence 3003 

AGGTACTGGGGGCTCCTAAACCATATATATCTTGCACCATTCTGGGGATA 

TTTGCCAGGCCTGGGGGATCAAAATATACCCCAAATATTAAACCAGTTGA 

AGGGTGAJTTGAGCCTACTTTTTGAACACTTTGTATCCCCTGTGTGCCAG 

GAAATTCAGGGTCTTTTTCGTAACTTGATCAGATGTCTCCCAGGTTGGGC 

TACACACAAAAAAGTTATCTACATACTGGAGTGTACCTGCCCGGCCGGGC 

GGTTTAA 

>Sequence 3004 

AGGTACTCACAGCTGCATCACACTGAATATCATCTGCCTGCACTGCCATT 
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TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACTA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGATCCTGACTGTT 

AGTACCTGCCCG 

>Sequence 3005 

AGGTACCATTGACTACTTCATACTGCTACAAAATGCATTTGAAATTTTTT 

TTCTGGCCAAGGAACCTATTCATCCACTCTCTCCAAATTAAATACTTACT 

AGAGAAATGTTGGCACTTATTAACCTTGTAATATGAATTAGAAACAAACT 

TGACCTTCATATATTCTTTTACACTTATGAATCTATTTAACTGCATGATT 

TATCTGCATGATTCAGAATTTTCTTGATACCATGTAACTGAAGTAAGATT 

TAGAAATATATTTTCTTGATACCCTGTAACTGAAGTAAGATTTAGAAAGC 

TGAGGTGACAGTTGTCACCCATAATGCTGATAAATATAGGAATGAGTCGA 

TTATAAATTTAAACCTTTTGTGGCATTATGCTACCAAAATATCTTT 

>Sequence 3006 

TGTTTGGTTCGACGCCTCACTACTATTATGCGGCTAGTTGCTCCACCGCC 

GTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACG 

TAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAG 

ATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAA 

GACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGC 

TGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCAGGGCAAGTTC 

ACCTTCCCTGGGATGTCCCTGGAACAGAACACAGGAGAAGGGCCCTGGGA 

TCAATTTGGGGGAGGTCCCGGAGGAACCAGTCTTTTTTTGTCCCGCTTGG 

AACCCCAGGGGGCCACCTGGAAATTCCCTTAAGGCCACTTTGCACGTGCC 

CCCTCCTTATAAAAAACCCCCCGGGG 

>Sequence 3007 

AGGTACTTTTTTTTTTTTTTTTTTTT^ 

TTTCTTAGG AATGCTCTTTC nTTTTTT I'CTCTTTGG ACTCTAC ATTCCT 

GTAGCTCCTATTCTTCAAGGGCACAGGGGCTTACTTAAACATAAAATTTT 

ACAACTTAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGA 

GCAAACTTAACTGCAGCAAGCAGGTGACAGAGCAAGGAACAGGATCCAAA 

ATTATGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTA 

CTCAGGGTCATAGGCTGGGTTGGAAGACTGGGAAAAGGAAATCAGTAGTA 

TCTATATCTAATTATGGTGACAGAA 

>Sequence 3008 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGAACAAAAGACAAGGAGAAGGCCTTAAGGATCTACCGGGG 

GGAGTTCGGGAGAACCCATTTTTTTTTTTCCCCTTGGAAACCCTGGGCCC 

CCCGAAAAATTTTTGGGCGCTTTTTCCGGGGGCCTTTTTAAAAAACACCC 

CG 

>Sequence 3009 

ACCCCGCAGGCCGGAGCACCTACAGCATCGGCCAGCAACGCAATTTCGTC 
GTGACCAAGGGCGCACAGGTACCGATCCCGGTATTCGGCTCGGTGGTGGC 
GAATACCAGGGCCTTACCGGCCGGCATCTACACAGACACCCTGACGGTGA 
CTCTGGATTGGTAAAACATGAGGATGGACATCATGCATGCACTTGTATCG 
AAAGCAGTTTTTCCATTGGTGGCGCTGGTGTGGGTATCGGGCATCCAGGC 
AGCCACCACCGTGACCGGGCAGATCAGCTCCACGCTGATCCTGACCAACA 
GCTGCCTGGTCAACGGCGTGGGCGGTACCACCGGTTTGAACTTCGGTACG 
ATCAATTTCGGCACCACCAACAGCCAGTTCACCACCCAGTCCGGCCAAGT 
GCTGGGCGGCGGCGGCGGCGCACTGTCGATCCAGTGTTCTTCGGGCACCT 
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CGCCGGTGATCACCGTGGGCGCCGGGTCCCATGACGGGCAATCCACCGGC 

GGCACCCGGGCGCTGTATGACGGCGTGGCCAATTATGTGCCGTATGACTT 

TTACACCGGACTCCGGCATTTAACGCTCCTGGCCATTAACCGGACCAATC 

AACGTGGCGCCAGCACCGGCCGTGCGCAAAACGTGGATATTTACGGCCCG 

GCCGTGGGCAAGGCGGGACTGGCGGCGGGTACCCATACCGATTACGGGTC 

CGGCAACTGGCTTTTAATGCCTTGAAACGGCCTTGTGGGCGGGCTGGCGG 

TCATTACGGGTTGGGAATGCCTTGTC 

>Sequence 3010 

AGGTACTCTAAACTCAGATGGCTTATGACTAGAAAAGGTCACACCTTTTA 

AAGACGCAGCTGCGTTCCCTCAGCTGTCAGGCTTGCTATTCGCAAACTGT 

GTTACAAGACACCATCTTAGAAGAATGTTCTGAAAAAGCAAGATGCAATC 

AAACAAATATGTCGCCATAAATAGGAAGAAAAGTCTTAGTTGAAATCTGA 

TTTCTTGGGAAACATTTTAAAATGTATTTCTTTCAAAAATAAAAATATAA 

CAAAACAAGAAAAGAACTACCTTCGAAATAAATATACTCGGAAATTGCAG 

ACITGATTTAGATTTCTTCCTAGGAAAGAAAAACGTTTAAACCAGAATCA 

TAGACACCTATAGCTGGAAGTGCCCCTACAACTATTGAGCGCAGGTGAAG 

AAACTGAAGCCAAAAAGGTGAAGTCACTGGCTAGAATCTGCACAGCAGAC 

GTGGAGGCCAGGATGAGATCCTCGCCCAGTGCTCTCTTGGTTACCATGCT 

ACCTGTCCTGTACCTGCCCG 

>Sequence3011 

CCGGCAGGTACCAGTTTTATCACCTAAATGCCGCAGGAATAATTATATCA 

TTTACTATAGATTACTGGGCTTTTTGTTGGCTTCTITGTTCATTrTTAAT 

CTGCAAATATAAAAGATTGTGTTACATAATTCTTTAGGTTAAACATGAAA 

TGATGGAAGAAGACTTCAACTTCCAGGAGAGATTTATTAGCTAGTGGATA 

CTCAGTGCTCCCACCAAAACCACTAGAAAAAAATGTATTTAAAACAAATA 

AATCAACTAGTTCAAGGAAATAGAGAGCTGAAAAGGCAAAGAGACCTTGA 

CGAAGTAAGACTCCAGATAAGGCAACACTTAGTGAGGTGAACTGACTNTT 

AAAGACTTTATCCTTGGATGCATTTCATAATTCTGGGCATGTTTTANGCA 

GAATAACAGTATTTAAATCCTGTAAAAAGGAATTCAGTTTGCAGATGCAA 

AATAAGGTTGTAAATCAACTGGCCTTGAGAAAAGGTGGGCAACAATCCTT 

TTAACCTGAAGTCTTAAAAGCCAGACAGCCTATCTTAGATATTAGTCACA 

AGGGGACCGGAAAATTGCAAGGGAGAGTCCAAAAAAGGTTGCCAAGGTTG 

CTTGGTTTTTGAAAAATCCAGGCAAGTACCTTGGCCGGT 

>Sequence 3012 

CCGGGCAGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAAT 

TGTTAAGCATTCGGCCACACATGTTTCTTCAGCTCCCCCACCTCCTCCCT 

ATCCTCCCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATT 

CTGTATATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCA 

TGCAAACCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCC 

CCTCTGCAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTAG 

CT ACTATC ACCTATTGTGAACCTTGCATATATGGATTCATAGAACATGTG 

TATTTTTTGGGTTTGGCTACATTTGTCTAACATTTCCGCATACCT 

>Sequence3013 

CCGGGCAGGTACTTTATTTTTTTTTTTlllirilTITGGGAGTCTTTAAG 

ATTATCTCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCA 

CTTTGGGAGGCCAAAGCGGGAGGCCAACACTGGGCTACCCAAGAGTTGAC 

CAAAGGTGATATTAATACATATGCTTACTTATTACCTTGTTCGCACAGTT 

CTAGTGTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAA 

CTCTCTCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATCA 

TAAAGCCAACAAGCAAATATGATGTACCT 

>Sequence 3014 

ATCGATCTATACTATTGGCGAATGGCAGCTCCACCGTGGTGGCGGCCGAG 
GTACGCGGGTCCTCCAGCCCCTCATGGGAGCCGGACTCCCTGAGACTCAA 
GAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGGAA 
CACCCCCCCCTTCTCCCAACCACAGAAGATAATGCCAGGGACCACCAACA 
TGGGCATGGNGCTGTGATGCCAATCTTAAGGGAAAACACAAGTAAAATTG 



Page 190 
of 685 of Table 3 



WO 01/51628 



PCTAJS01/00798 



Table 3 



GCTCCAGGACTGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGACTNTGAG 

GCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCG 

CAGGTTTCAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGCAGGGCT 

CACGGTGAAGCCCTCTGGAAAGCCCCGGAGGAAAGTCAAACCTCCGATAT 

TTCTCCCTCGAGTGGCTGGGAAACTTGGGCAGAGACCAGAGGACCCAAAT 

GCAGACCCTTCAAGTGAAGCCAAAGCAATGGCTGTGCCCTATCTTCTGAG 

AAGAAAAGTCAATAATTCCCTTGAAAGTCAAGGGTAAGATGATGATTCTT 

TTGATCGGAAATCAGTGTACCTTGCCC 

>Sequence 30 1 5 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 

GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 

AGGCATTAAACAAATTCATTTAGAATCTCAAGAAAGAAATATCTAACAGT 

ATAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGCTT 

CACCCGCATTAGCTAATCTTGTGCAGTGAGGAGGTGCAATTCCCTCTAGT 

CTCCCGCGTACCTGCCCG 

>Sequence 3016 

CCGGGCAGGTACACAGATCCCAGTTATCAACATAGCCAGATGGCTGGTGG 

TAGAAGCAACCCTGTCCCTGTAGCACCTCTCTGTGTCCTGCTCAAAAGCA 

TTAAAACATCATTCTTAGATAAGAACAGAGACAAAGGATATGTCTTTAAC 

ACTTTACAGTCTATAAAGTTTTTCCACAGCCACTGTCTCACTGAATCAAC 

CCCTAAGAGACAGAAATGAAAATCGCTGTTTTTACAAACTGAGAAATTAC 

GGGCCTTTGAAGTGTTTCACAGCCTTCACAGCCCGCTGGTAAGAAGCAGN 

AGATCAGGCCTTGGACCTGGGTCTTGTGATTCCAAAGCCCATGATCCTTC 

GGATTCATCAAGGCTCCACTCCAAGTGCCTACTGGGACTGCCTT 

>Sequence 3017 

ACGTACGCGGGGAGAACACCAGGTGCTGTTCTCAACAACGTCCGGCGCTT 

GACCAGTGCATTGAGAAGGTTGGTCCCCAATAACATCTATCTCAAGACCA 

CTTTCCACAGCCTTTTAATCTCCCACTCCCAGTCCTCTCTCTTTGTTCTC 

TTTCCACTCTGACGAATTAAATTTAGCCCTTATTCTTTTTCTTGCTTTAG 

AAAAGTTCCTCGAAGTTTAGACGTGTAGAATGTTAGTGTCCTCAGCATAT 

CTCGCCCA A ATCCCTCCTTTTATAGGTGCAG AG ACTGAGGCCC AC AG AGG 

TTAAATGCCAGGCTCAAGGTGGACTGGGCCCCGGGTTTTTAAAAATAATG 

GATCCCCCCGGGGCTTCAGAAAATTCGGTTTAAAAGCTTTTTCCACCCCC 

GCA 

>Sequence 3018 

AGAAAGTGGCGCAGCAATGGAAAGTGTCGCGCGAACAGCAGGACGCGTTC 

TCCGTTGAATCGCACCGCCGCGCCATCGCCGCGCAGCAAGCCGGTTTCTT 

CAAGGCCGAAACGACGCCCGTCGAAATCATCACGCGTACGCCGAACCTGG 

CCACAGGCCAGGTGGACGTATCGCGCCGCACCGTCGACACCGACGAAGGC 

GCGCGCGCCGATTCGACGCTGGAGTCGCTGGGCAAACTGAAACCCGTGTT 

TGCCGCCAAGGGCACCGTCACGGCCGCCAACAGCTCGCAGATGTCCGACG 

GCGCCGGTGCGCTGCTGATCGTCAGCGAAAAAATCCTGCGCGAACATAAC 

CTGACTCCGCTGGCGAAATTCTCCTCGTTCGCCGTGCGCGGCGG 

>Sequence 3019 

AGGTACGCGGGTGACTGAAAAGGGCACAGGAGAACTTTCTGAAATAATAA 

AAATGTCCTATATCTTGTTTTGCATCGTAGTTACACAGGTGTAGACAGTT 

GCTAAAACGCTAAAAACTAAATGTGTAAGATTTATGCATTTTAGTGTATT 

TAAATTATAACCCCCAGAAAGCATTGCCTCATTTTTTCTGGAGGGTAAAT 

ATGCTCGTTAGGAGCATAAGGGGATGATTTTGAGAAACCCTTGCCCTGTC 

ATTCTGTCAGTAAACCGCCACTAACTTTTCTGGTTTCAAAAAAGCAAGGT 

CCATTGATGAAACTCCTTTGTGCCTTAGTGACAAATAACATTGATAAGGC 

CTACTGTCAACAAGAGTGTGGTTTGTTATATCTTTTGTTTTTAGT 

>Sequence 3020 

CCGGGCAGGTACGCGGGGGCTCTGCTTAAAACTCTTCAGAGGTTCACCAT 
CGCTTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTC 
AGGACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTAC 
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GATCCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGT 

CATGAGGCAGTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGT 

TAAATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCC 

TTGCAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGA 

CTGACGGGATGCATTGATGTGTTTCCCAAGACATCCAGGAAA 

>Sequence3021 

AGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAATCAACAAAAA 

CAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCnTACACAGAGTTGTATTT 

ATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

ACGAG 

>Sequence 3022 

TCTG ATCCTAGGA 1 1 11111 1 T1CCCTGCTTTGGCTGCCTCTGTTTTGGT 

TCATGTGTCAAGCAGAGACGGGGAAAGCCAAACGACACAATGAGCGTTCT 

CAGAAAGGAAACTTCTTCGGAATGAAAAGCTTTGGCCACATTGGAAAGGG 

TAGAAGTC 

>Sequence 3023 

TGTTGAGCTAAAAAGGCTCATGCTAAAAGTGCTCATGGTAATCTCGTAAA 

AAAAAGGGCTCGACGATATGACTTGGACGTTTTTTTTCCAATTAAGGCTT 

TCCGTCTCTCCCCTCTTGAACTGTAGGCCATTCAACAAAAAAAAATTCCG 

AACTGTCTTCAAAGGTTCAAGTAGTGTTGTGTCTGAAAAACTCTCGTACC 

AGTGTACCTTATTAAAAAGAATAACTCAAGGGCCGTTTTTTCCACCTCTT 

GTGAAAAGACTTCCCCTTTCGTTGGCGGCTTTCTTCCTTGTTTTCCGGAA 

CACCCTTGTCCCGCTTTTACCCCGGGATTAACTCTTGGTCCCGGGCCCTT 

TTTCTTCCCCCTTTCC 

>Sequence 3024 

AGGTACAGAGGGCAAGGAAGGAATTTTTCTGTAATTTGGAAAAATGGGAA 

CTGTGAGAAAGAAGGAGTTGGAAGCTCATACTTAGGGAGCATCTACAAGG 

ACGTCTTTTTCACGTTGGTTGGAATATCCAAATCAAGGATTATTTCAGAA 

TCACCCAGATGATTAAAAAACTACTGAGATCCAGGTTGTATTTCAGCAGT 

TCTGACAATTGCTCTGGGTCGAAGCTTGAATCAGTAGTTAAGAAAAACAA 

CAAACAAAACAAATTTTGGGGCTTTTCTCACTGATTTACAGTTAAAGCTC 

ATTTACTCTTCCTATGACTTTAGATGGAGGATATTTCCAAGTCTTCAGGA 

TGGAGACATGGNAGGGAAGTGAGACTAGTGATGTC 

>Sequence 3025 

AGGTACACTCCAGTATGTAGATAACTTTTTGTGTGTAGCCCAACCTGGGA 

GACATCTGATCAAGTTACGAAAAAGACCCTGAATTTCCTGGCACACAGGG 

GATACAAAGTGTTCAAAAAGTAGGCTCAAATCACCCTTCAACTGGTTTAA 

TATTTGGGGTATATTTTGATCCCCCAGGCCTGGCAAATATCCCCAGAATG 

GTGCAAGATATATATGGTTTAGGAGCCCCCAGTACCTGCCCG 

>Sequence 3026 

CCGGGCAGGTACTGGGAATGACTGAGTAGTCACAAATTCAGAGAGCTGCT 

GGGAGGTAGATGAGTTGGGGCTGGGAGGTGTCCATGGGATTTGGGGGCTT 

GAGGGTCACGGTCACCTCAAGAGAGCAGGATGGGGTGGAGAGCAGGTGAG 

GGGCGATCAGAGAAACAAAGGGAGTGAGTGAAGGCAACTCTGTCTTTGAG 

GGGACAGCAGAGCAAGCAGGCTGAAGGTCTGGGCGCAGAATGTGGTGCAC 

AGGAGGTGGGTGGGAGGGAATTTACATATCACCCATCTGACCTGCTTTGT 

GACCTTCTCCAATATTGTTGTAGAGAAGAAATAAGAGAACACGTGTGGCC 

AGACACCATGGCTCATGCCTGTAATCCCAGCACTTTTGGAG 

>Sequence 3027 

AGGTACTGTTGAGGGACTCACCATAGATCTGAGGGAGGAAGGAGCTTAGA 
TTTGGGAAACACTGGGGTGGATCCCTCTTCTGTTGAGTAGGGGCACTTAA 
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GACACCCTGCTGTTGTGTTGTTCCTCCAGTGCTAGATCCCAGAACAAAAT 

TACTTCCTCCCACCACCTTTCAGATTTCTCCTTTGGTTGCCTCTTGCGTT 

ACTTTCAGGGTTTACAGTTGAATTAAACAGGTGGGAAGAAAGAGGTCTCT 

GCCATCTTTTCTATACCAGAAGTCTCATACAGTGTATTCAATAACACTAT 

TAATTAAAATTAATAATACTATTACAATTAAAATAATTACTTTAATTATT 

ATTTTCATCTGTGTCTTATTTTATGTGTATTTTTACAG 

>Sequence 3028 

AGGTACTTAAGAGTGTGGCCTGAACCCAGCAGGGCCTTGGGTGAGATCTC 

AGCTCAGCTACTTCATAGTGGAGACACCGTGAGAAAGCTATGTAACTTCT 

CCAGGCCTCAGCTTCTTCAGCTGAAAATGGAGCTTAACAAAAAAGCACTT 

TCCTCATAGGGTTATCATGAAGAGTAAAGAAATCAGTAAGTTTAAAAGTG 

CTAGAACAGTGGCTGGTGCCTGGTCCATACTCATTAAATGGTTAACTCAT 

TAGCCAGTTGTTGGACCTTGCCCCGGGCCGGCCGTTTTTAAAAACTAGGG 

GGATCCCCCCGGGCCTGGNAGGGAATTTCCAAATTCAAACCCTTATTCGA 

AACCCGGTCAAACCTTTAAGGGGGGGGGGCCCCCGGAACCCCAAATTTTT 

TGGGTCCCCTTTTTAAGGGGGGGGTTAAA 

>Sequence 3029 

CCGGGCAGGTACAAAAATGACCGCAGCAGCATATTTCCTAAGATCCCTGA 

AAACAGCTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAGAATGAT 

GGATATTATTCTACCCCATTGAAACATTTCACACACAAGTTTTGTGTTTT 

ATTTTTATTTATTTATTTATTTATTTTTCATGTCAATGAATTCAAAGGAA 

T CACAC ATAGGTTTTTGTATAGAAACAGCACTACATTTCTGTAAGGGGTG 

CTTTTTCAAGATATCTGTGTTCACTAGTTGTAGCCTGCGACTGGAGGGCT 

CTGTGTCAAGCATTCCACTTGCTACTGATTCCTACCATACCCCTCTTTGT 

TCCCAGAACATTGTACCTCGGCCGCTCTAA 

>Sequence 3030 

AGGTACGCGGGTGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCAT 

GTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAGC 

ACACTCAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTCC 

TCCCAAGAAGAAAGTGGAGAGAGCATGAGTCCTCACATGGAAAACTTGAA 

GTCAGGGAAAAGGGAGGCTTACCAATTATTTGGGGCATTGGGTTTAAAGT 

TTTTCCTTGGAAATTAAGTTCCAGGGTTTGGCTTTTGGGGTTACCCAATT 

A 

>Sequence 303 1 

AGGTACAGCCCTGAGCTGCATCATTTAAAGACCAATTGTTAAGGACCAAT 

CTGAGGGCCTGTGCATTAGTTAAAACTCCTTATCTGGTCATAGAGGGTGG 

TGTGGTTTGGACGCGTTCCCCTTGTCTGTGCAATTCCCAACAGAGGCAAG 

TGCGCATTTGAGACAGGTTGAGGGTTCAAGCTGTCCAATCCCTGCTCATC 

TGCAGCACACCAAGGAATGTGGACTAATGAAAAAAAAACTGCATGCATGC 

AAGGGCCCTTACACTGGCTTGGATTTTTTCTAATCTTCACAATAAACTCT 

GTGTTGAGAAAAAATTCCTGGGTGTAAACCCCCCCACTTTTGGAGGGGGG 

ATAAACGCCAAATCACCTTAAGTTCACGGGGTTTTAATACCAACCCTGGC 

CC 

>Sequence 3032 

CCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACA 

CACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCT 

TAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAAC 

ACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCGTGGAAT 

TTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCAACATTC 

ACCTTCTTGAATCCTTAAGAAATACAGAAAGTTCAAAATAGAAAAACATT 

ACCAGTTTTCAGGATACCAAAGGTTGAAAACCATTTTGGGAATTAACCCC 

TACATTTTTAAAAAAAAGAATTTTGGAAAAATTCACTGTGGCTTGGAAA 

>Sequence 3033 

AGGTACTGTCTTTTGAAAGCAGAAAGGTAGAGCAATCATTAGGGTGGCAC 
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GAGGGCATTGAGAGTGCTATGCATTGTCATTTACTCAATAAGTTGTAGTA 

TTAAA GACGG CCCACGGGTGTGCATCAGGCTGTATGGGTAGGAATATTCT 

AGAGGTTTTTCTTTCCTGGGCTTAATTCCCCAACCAGATAAAATACCTGA 

TGTTTAAAATTTTGGGTTTTTAAAAAAATCACCCCAAGAAACCTTCTGTT 

TAACAAGTCCCTATATGTACCTGCCCG 

>Sequence 3034 

AGGTACGCGGGGGAGATTCAAAGCATAGCATGTCTACCTGAACATCCTCA 

GATC CTGCTGACATCACCAGTGGAGGTCCTCTGCTGATTGATATAAATCA 

TTTTCAAATCCAGCAATGCATTGATGACTGTTAATTCCATGCTCCTCAAA 

CTTGCCCAGAAATGCCTCTAATAGGTAAGGGAAAGAGAAGATACCTCAGT 

A TGTAT CCTATGGCAATGCATCTCAAAAATGATACTTATTTAAAGACTCT 

Gil 1 II AGGT A A A AAG A A ATTATTC A A ATGTATTCTG AA A ATGTTATTGG 

TTTTAATATAAAATGATATGTTCTCCAAATCTTTAAGTGGGATTGAAGAT 

CCAGGAAGATGTATCTTGATATTCTTGATCATTA 

>Sequence3035 

AGGTACATTGACAGTGCTTCTGGTTTCAGCACACATGGAGATATAGAATT 

GAAATTGCTCTGCTTTCTTTACAAATGACTCAGAGTGTGCTTGTTCTTCC 

CTAAAATGTTGCCAGCATGTAAAGGATTTTCAATGAGCAGTGCAATAAGC 

CAGCAACTGGGAAGGCTTGGAGCGGCACTGATATAACGTGGTGCTGTCAC 

ACAGATAATCAGGGCTGGAGCCAAGTCTCGGTAGCGCTGTGCATTATCCT 

GGTCACATACTGGAAGTTTTGTTTATCCAACTTGGTTGCTCTTGAAGCTG 

GTGAGAGCCCTGCCAGGATGTGGAGTGGACTTCCTAGCAGAGGCAGTACC 

TGCCCG 

>Sequence 3036 

CCGGGCAGGTACCACCACGCCTAGATAACTTTTTGTATTTTTAATAGAGA 

CAGAGTTTCACCACGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGT 

GATCTGCCTGCCTGGGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCA 

GCACACCTGGCCGTTAAACTAGTTATTTTAATCATGCTACACAAAGAAGA 

CATTTCTCCAAAGGAAATATATAAAGGGAAACACTGTTGAAATAAATGGA 

AAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAACAAGTGGAAATTG 

TAGAACTGAAAATACAATAACAAAATTTACTGGAAGGTCTCAACACAATG 

AAGATGACTGAGGGAAGAGTCAGTAAATTTGAAG 

>Sequence 3037 

CCGGGCAGGTACAAAAATGACCACAGCAGCATATTTCCTAAGATCCCTGA 

AAACAGCTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAGAATGAT 

^P^J^^^^^^^^^^^Q^AACATTTCACACACAAGTTTTGTGTTTT 

ATTTTTATTTATTTATTTATTTATTTTTCATGTCAATGAATTCAAAGGAA 

TCACACATAGGTTTTTGTATAGAAACAGCACTACATTTCTGTAAGAGGTG 

CTTTTTCAAGATATCTGTGTTCACTAGTTGTAGCCTGCAACTGGAGGGCT 

CTGTGTCAGGCATTCCACTTGCTACTAGTTTCCTACCATACCCCTTTTTT 

GTTCCCAAAACATTTGGACCCTGGGCCCGTTCTTAAAACTG 

>Sequence3038 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTTAAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 
>Sequence 3039 

AGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCCAACCAC 

TCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCTTTCTTGCT 

CAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCATGTAAGC 

AAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGGGCATAATTTTTGC 

CCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGATTTGTGA 

ATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTAGGAGCA 

AAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGGCAAACC 

ACCAGTGGCTGAAACTTGTACCTGCCCGGGCGGCCGCTC 

>Sequence 3040 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 
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CCTTTCTAATTCTTCCTCTTGAATTCCCTOTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTGC 

CTTCCTAAAGTGGGAGGAAGAAAAAGGCTG 

>Sequence 3041 

AGGACGCGGGGGAGTGTAAAATATTTATGTGGCTTTTCTCCTCGCATTTG 

CTAGCATGAATGCAGGGGCATGAAAGTCTGAATAGGGCTTTCAACCATCA 

CCTGGGGCTTAGAAAATGAAAATCAGAGTTTAGGATACGTCAAAAAGGGC 

CACATTGTAGAGTGGATAGCAATCCATTCAAAAGCTCAGCACTAACAAAT 

ATTAAACTTCAGATTTAAATCAATTCAATTATTGATTCAAAAAAGTTAAT 

GCGACCTTATCATAACTCCTGGCCAAAAGAAAATATCACTTCTTTTGGGA 

AGAATATAGCATCATTTAGATCCTCAAATGAATGCTACACATGGTCAGAC 

GAAGTGTTTAACAGCCAATCAAAATAATCAAGT 

>Sequence 3042 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCTCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTACTTG 

TTTGCATCCGAAGGACAGGGACTACATGACCTCCTGCTGTGGTCACCAAG 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTTTCTCAATACACCCTTTGCTT 

TAACCAGGGGGACCTTCCACTGTCCTCTCTATGTGTTATATTAGTTCCTG 

ACTGTTAGTACCTCC 

>Sequence 3043 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTTTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGGTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTTCTTGAAATTTGCAAGGTGTTTGGGTTTATGGTTTAAGCTTTGTTC 

AGCTTTTCA 

>Sequence 3044 

AGGTACAATTTGCATGCACGGACTTCTACATACAGAATACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGCCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAACAATGTTGC 

AGCCAAAAGGGCATTTAAGAAT 

>Sequence 3045 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGGCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGA 

CATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATAT 

GTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAG 

AGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGA 

TGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAA 

GAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAA 

GCCGGCTTGTTGCAACCTGCAAGAGGACCCTCACTTGAAGCTAGCCATAC 

TGGGCTTC 
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>Sequence 3046 

CCGGGCAGOTACCCTATCCAGAGGGTTCTACCCCATGTAGAACCTCTCTT 

TTCTGTTCACCTGATTAGGTGTAGAAGTAGCCAGTCAAATTCATCCTCGC 

TGCCACTGTTATTTCTGCCCCACCTCTAAGCATTTTCTTCTTTCTCATTC 

ACCACI i 1 1" ITA A AC ATGTGTAATAC ATCAGTAACTAATTTATA ATATTC 

CACTCCAATCCATCAACCTCAGTAAATTTAATATTCACATCATCAGCCCT 

TCATATCCATACATTACTTCAAATTCTTTATTCTGTTTGACTCCATGGAT 

TTGCATCACCTCTCCACAGCAGCAAGGCCAAGAGCCAAACACTGAAAGTC 

TCTGAGGGCTCCATCTTGAGCCTCTTGAGAATCTCTAACTGGAACCACTG 

CCACTGCCATTTCTTTCAATTCCCCACCACGCCTGATTTCTACTGTCTCT 
TGTT 

>Sequence 3047 

CCGGGCAGGTACCACCTTGAGCCCGGCATTTAACCTCTGTGGGCCTCAGT 

CTCTGCACCTATAAAAGGAGGGATTTGGGCGAGATATGCTGAGGACACTA 

ACATTCTACACGTCTAAACTTCGAGGAACTTTTCTAAAGCAAGAAAACGA 

ATAAGGGCTAAATTTAATTCGTCAGAGTGGAAAGAGAACAAAGAGAGAGG 

ACTGGGAGTGGGAGATTAAAAGGCTGTGGAAAGTGGTCTTGAGATAGATG 

TTATTGGGGACCAACCTTCTTAATGCACTGGTGAAGCGCCGGACGTTGTT 

GAGAACAGCACCTGGTGTTCTGGGCTTGGGTGATTGGGTCAACCCCCGGG 

TACCTG 

>Sequence 3048 

CCGGGCAGGTACCTTCAGGCCTGGGGCCTGTGCCAATAGAGTATTACTGG 

ATATAGGAATAGCTCTGACACCTCAAGGTCACCCTAGAAGTTGAAGGATT 

TCAGGGCTCACATATTTTAGACTCAAACTTCTAGAACACTGTTCTGACCC 

AGCTGAGCTATTGAAGATAGTTTTCACGGCACTGCTATCCTTGATTGACC 

TCCTAGGGGATCTGTCTCTCTTGAGAATAGGCCTCAACTCTAATTTCCTT 

GGGCCCAAGACCAAGAGTGGGCAAGGGGAGCCTAGCCTGCACCTTGCCAC 

CTGGTGTTGGCCATTATCAGGGTGCCAGGAGCTGAAGTGGCACATGTTAG 

TGTCTACAGAGTGCCACGTGGGTTAGTGCTAGGTCTTCCAGGAGGCTCAG 

CCACTGATGACTTTAAGGCATGCAGGTCTCCAGCATGGCTGCAGGAAAT 

>Sequence 3049 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 

CCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTGC 

CTTCCTAAAGTGGGAGGAAGAAAAAGGCTGCACCTGTCTGGGCTGAAGGT 

CTGGGCAGAACACTAGCAAAACTTTTAATAAATCTTCATGTTACCACCCC 

AAACTCATTAGGGCCCT 

>Sequence 3050 

AGGTACGCGGGTCGTTGTTGTTTATATCTAAGAAAGAAAAAAATGAATAA 

TTATCT GAGTTTCCTGAGCTTTATGACCAATAGCATTGTTTCTCAATATA 

TTTTTTCAATGGATGGGTATATCAGAGCAATAAGCTAAATTATGCTGTAG 

TAACCAACCACCGCTTCATTTTGGTGAATTGACATAAAGATTCATTACTT 

GCTCACACTAAACTTCCTCCTGAGGTTTGGTTCTGTGCTGCATTTTGAAT 

TGCCTTCACTTTGGAACTTATCATGGGGCAGCAGTTACTATATGGATTTT 

TATTGATCACTGTGTATAGAGAAAAAGAACATCAGGGACTCTTCTGGCAA 

CAGTTAATTGCTCCAGTCTGGAAATGTTGCACAACTCATTGTCTGGAATT 

AGTTGCAAGGCAACATTCAATCACAAGAAGGAGACAAAN 

>Sequence 305 1 

CCGGGCAGGTACAGTGACATGATCATAGCTCACTGGAGCCTTGAACTCCC 
TGGGCTCAGGTGATCCTCTCACCTCAGCCTCCTGAGTAGCTAGGACTACA 
GGCATGCACCACGACGCCTGGCTATTTTTTCTTCTTCTTCTTCTTTTTTT 
TTTTTTTTGGTGGAGAGGGGGCTTTGCCATGTTGCCCAGGCTGGTAGGAT 
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CTGTCCTTTTTAACAAGGAATTAGAAAGGGCTGCTTCGTATATCTTCATG 

ACACCTAACAAGCTGTTTTCTCTCTTTGTTCCTTCAGAAATGCATGCAGT 

TTAATTTTTCTTTACCTATACAGGATAACTCTTATCATAACAAACAAACA 

GTAAGGAAAACATAAATACGAAAGCAAACATTACCATAAATTCACCCCCA 

GGATCACAACTTGGACCATTTT 

>Sequence 3052 

TTTCCTCCCCGTGATTACGGCCTGCTGGCTTCTCCAGGACTGGGTTAAGG 

CACAGCTAAAGCTGTTCTCTTGGCCCTGCAGAGCCAAACCCTGGACCTTT 

CCAGGAAATGGATAAATACCATTTCACTTCATTCATTCACTGCTGCCTGT 

GGTGCCTGAATACATACCCTGTGGCATCATCTGTGAGTTATCCACACTTC 

CCACAGCAGATGCATAGGGAGGAGGTACCTGCCCG 

>Sequence 3053 

CCGGGCAGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATG 

GGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAAC 

AATGGAGGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTG 

CAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAG 

ATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAA 

AACATCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATT 

AACAGATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGA 

CCTGTGACCACAGCTG 

>Scquence 3054 

CCGGGCAGGTACCTGCCCTAGCAAACTCTCCTAAGTGGAGAATGAGGCCT 

GGGTCTCTTGACAATTAAAGCTTTGCTCTGTTCTTGGACTAAATCCAGAC 

ATAACCACGTCAGGCTCCTCATCTGCTGGGAAGCAGATTGCACTGGATTT 

CACAGTCACGGAAAACTTTTGACTGTGTGTACCT 

>Sequence 3055 

AGAGGCAGTCCTGGATGAATTCAGGCTGCAAAGTGCCCTGTGACCTGGCC 

CTTGGGAAGCCACGCTCTGATGAGGTTTGCAGATCTCCCCGCAATCCAGG 

GCCAAGCATGAATGAAGGTGTTAGGCATTTCAAGGATGCGACTAGGACGT 

GCTGCTGTCTCAGGTTCACATTATACTGAAATAAGGTCCTGGCCAGACAG 

CACCATATAGTTAATTGAGGTGTTTGGGAGATACTCAAATGGGTGTTAAT 

ATTTCCCAGGCAATATTTTCAAGGCTCAGAGCCTCTATTCAAAAGATAAC 

TGAAAGGCTAGCAAAGGGTATTGCAAAGGTATATTCTGATTTCTGACAGG 

AAGATCGATGGATGGACAGTGAGAGTATAAAGACCTTAGGGTTTGGGGTT 

CTGATTTGGCCTTGGTCTGTTGA 

>Sequence 3056 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 

AGTACCTGCCCG 

>Sequence 3057 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATATCATTTTATATTAAAACCAATAACATTTTCAGAATACATTTGAAT 

AATTTCTTTTTACCTAAAACAGAGTCTTTAAATAAGTATCATTTTTGAGA 

TGCATTGCCATAGGATACATACTGAGGTATCTTCTCTTTCTCTTACCTAT 

TAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCAA 

TGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCCA 

CTGGTGATGTCAGCAGGATCTGAGGGATGTTCAGGTAGACATGCTATGCT 

TTGAACCTCCCCCGCGTACCTTGGCCGCTCTT 

>Sequence 3058 
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CGGGCAGGTACCCAACAATTTGAGTAACGTCACTTGTCAGAAGGAGACAT 

TTTTGAGTCATGCCATAGATTTGAGCCCTGCTCCATCATTTACTTGCTGT 

GGGACTT TGGAC CTGCATCCACCCTCTCAGAACTTGTGTCTTCATTGTGT 

ATCACCTATTTTACAGATTGTTGTGAGATTAAACAAGGTAAGATACAAAA 

GGGTCCTAATACACTGACTGTTAAAACTGAGCAGTGACTTAGAATAATCT 

CTTGAGCAGTCCAGGGCACATATTGACCTCTTAAGTCTCCTTTAGAGTTA 

TAATATTAGCATAATAACACTGAGCTTTAAGAAAAGTCTTTAAGCCAGTG 

ATTCCTGTGTATATACCCTCCAGAGGGATTCCAAATCCCCAGGAACTGAA 

TGAAAGTCATGGTTGAATGCACTCGTATGCATN 

>Sequence 3059 

AGGTACGCGGGGGGAGCCGGGCTCCCTGAGACTCAAGAAAATGCACCCGA 

CCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGGAACACCCCCGCCTTCT 

CAACAACCACAGAAGATAAATGCCAAGGGGACCACCAACATGGGCATGGG 

GCTGTGATGCCAATCTTAAGGGAAAACACACGTAAAATCGGCTCCAGGAC 

TGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGACTTTGAGGCGGGATCTC 

GAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCGCAGGTTTCAG 

ACATTGAATCCATGATTGCAGCCCTGAGGGCCGCAGGGCTCACGGCGAAT 

CCCTCGGGAAAGCCCCGGAGGAAGGCAAACCTCCCGATATTTCTCCCTCG 

AGTGGCTGGGAAACTTGGCAAGAGACCT 

>Sequence 3060 

CCGGGCAGGTATATCAGTAACTATTATGAGATGTTCTGCTGTGATCACGT 

GGCCTGCCTGTCATCAGGAAAGGGAGAAAATGGAGGGGAGGACT 

>Sequence3061 

AGGTACTT1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1'ITITITGGGATGGAGTCTTGCTGT 

CACCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAGGCTTCGC 

CCCCTGGGGTTCACGTGTGTTTCTAATTTTTAAGGCCCTACTTTAATTTC 

TACTGTCACTAAATAAAAAAGAACAAAAGCTTTTTCTTTTAAAAACCCTA 

GACATCATGTTCCTGCTTCTGCTGGAAAAAGAGACAGGATATCACCATCT 

CAAACCAGCACCTTTCAGCAACTGAAGCCTTTTTGTCCTCACCCTGAGTG 

TTAAGACAAT GGCT CCCTCACACATCACAGGCCCTGGAAGTGCTACAACA 

GCTGAATGGGTTTTCATGGGACATAAATCACTTTCCCACTACCTGCCACC 

TACAAACCTACTTCTTA 

>Sequence 3062 

CCGGGCAGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATT 

ACCCATAAACACACAACATGGTTCTGTTTTGCTCCTAGCAATCCTTAAAC 

CATTGCATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGA 

TGCCCAACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAA 

TGTCTGGCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCA 

CTGTGAGGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGAT 

AAATAAGTGACTTGCCCAAGACAACTAGAGTGGTTGGCACCATGATGGGA 

TTGGTTGTCTTATTTTTCAGTTGGTACCT 

>Sequence 3063 

CCGGGCAGGTACTGTTTCTCCAGCTACAGTCTGTCACAGCTTCCCTTGGC 

TAGGAAAGGGAAATCCCTTGACCCCTTGCACTTTGTGGGTGAGGTGACAC 

CCTGCCCCAGTTCGGCTCACCCTCCGTGGGCTGCACCCACTGTCCAACCA 

GTCCCAGTGAGAfGAACCAGGTGCCTCAGTTGGAAATGCAGAAATCACCT 

GCCTTCTGCTTCGATCTCGCTGGGAGCTACAGACCAGAGCTGTTCCTATT 

CAGCCATCTTGGAAGCAACCAAAAGACTGATTTTTAAATGGAAAAAAAAT 

GTTTTCCTGACAGAGTATAAAAATATAAAAGAGTATCTAACCCACTGCAA 

AGAGAGGTCTTATGAAATTCAAGGGGTGAACCCTGGCTTTCTGTGAAAAG 

AAAGGCCGTCTT 

>Sequence 3064 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 
TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 
CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCTGCCAATTACCACCATGC 
AGGAATTTGGCCTAGTGTGCTCAGCTCCTCCTGTTTTTACCAGAAGCTAG 
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GAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCCA 

CTCTGAAAAAAAAGCAAAACACCGTGTGGGCCAAATAAAACATTTGCTGG 

CCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTTG 

TTCATTTCTCTCTTGTGGTACCT 

>Sequence 3065 

AGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATTACCCAT 

AAACACACAACATGGTTCTGTTTTGCTCCTAGCAATCCTTAAACCATTGC 

ATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGATGCCCA 

ACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAATGTCTG 

GCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCACTGTGA 

GGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGATAAATAA 

GTGACTTTCCCAAGACAACTAGAGTGGTTGGCACCATGATGGGATTGGTT 

GTCTTATTTTTCAGTTGGTCCTGCCCG 

>Sequence 3066 

AGGTACCCAGCAGAATTCTCACATGTGCTTATTTTGAAATTAAACCAATG 

CAAAAGTTTTTACCCTGAGGTGTTGCTAATTCATGAACCTATTCTCTTGA 

CAGTTTTTCCCTCCAATATAACCTATATCTTATTAAATGTCTTTTCTTCT 

TCTAGATTGTTTCCAATAGTAGCTCAATTTTAGCTTTGTTCAGGCTCCAA 

ATTAGAAAAACGCTGAGATTAGCCAAATATTTGAACACTGTAAGGTATTA 

ATCAGTTTAATCTGAAAAAAAAGGTATAAGAACACTTCCTACAGTTCCAG 

AAGAGTGAGCTGTCCTGGCTGAGGGTTATTTCATAAGCACCTACATGTAT 

GGACACTAATGGTGAGTCATCACCAGAGGAAGATGAAAAATCTGGACTCT 

GTATTTGTGTTGA 

>Sequence 3067 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 

TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 

CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCTGCCAATTACCACCATGC 

AGGAATTTGGCCTAGTGTGCTCAGCTCCTCCTGTTTTTACCAGAAGCTAG 

GAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCCA 

CTCTGAAAAAAAAGCAAAACACCGTGTGGGCCAAATAAAACATTTGCTGG 

CCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTTG 

TTCATT 

>Sequence 3068 

AGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCCAACCAC 

TCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCCTTCTTGCT 

CAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCATGTAAGC 

AAAGTGCCTTGAAGACAGGAAGCCAGGCATTATAGGAGCATAATTTTTGT 

CCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGATTTGTGA 

ATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTAGGAGCA 

AAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGGCAAACC 

ACCAGTGGCTGAAACTTGTACCTGCCCG 

>Sequence 3069 

GCTCGACACCCTGTCGATGGGCATGTCGGCCGACTTGCGCGCCGCCGTGC 

TGGAAGGCGCCACCATTGTGCGCGTGGGCAGTGCCATCTTCGGTTCCCGT 

AATTACTCTCACTGATTGAATGAAAGAATCACCATGACGACAGAATTGAA 

CATCGTCTTCGTGGGCGGAGGCAATATGGCCGCCGCCCTGATCGCCGGCC 

TGGCAGGCAAATTGACCCTGGGCGGCAATATCCACGTGATCGACCCCCAT 

GCGCCGGCGCTGGAAAAATTGCAGGCGCAGTTCGGCGTCACGACGGCGAC 

TGCCGCCGGTGAAGCGCTGCGGGGCGTGGACGTGATCGTGCTGGCCGTGA 

AACCGCAAAGCATGCGCGAAGTGGCGGCGCAATTGCTGCCCTTCCTCGAT 

GGAGAACGGGCGCCATTGATCCTGTTCGATCGCGGCCGGCATCCGCGCGC 

>Sequence 3070 

CCGGGCAGGTACGCGGGTAAGCGAAAAGCTCTTTGCCCAGACCATGACTC 
AGATAGTTCAGGTAAAGATCCTAGAAACAGCCAGGGGAAAGGAGCTCACC 
GACCAGAACATGCCAGTGGTAGAAGGAATGTCAAGGACAGTGTTAGTGCT 
AGTGAAGTGACCTCAACTGTGTACCT 
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>Sequence 307 1 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTG 

>Sequence 3072 

CCGGGCAGGTACAACCACCCCCCGGGTATCCATAACCTAACAATAACAAT 

TGTTAAGCATTCGGCCACTCATGTTTCTTCAGCTCCCCTACCTCCTCCCT 

ATCCTCCCAGGTTCCCACTGAATTATATATCATTTCATTCATAAATAATT 

CTGTATATTTAGTTACAGCTCAATGAATTTCCACAAAGTGAACATGCTCA 

TGCAAACCACACCTGCACTGGGAAATAGAAATTACAAACACCCGGAGCCC 

CCTCTGCAATACTCTCTCAGTCCTTTCCTCACTCCTTCCCAAAAGAGTCC 

CGCGTACCT 

>Sequence 3073 

AGGTACGCGGGGAGGTTCGACAGGTTGGGTGTCTGCTCTCAGCCTGGGCT 

CCCGCAAGCGGGGGAAGCAGCTCCAGCTGGGGGGAAGCGAAAAAGGGACA 

GGACCTTCAGAGACAGCCCACTGAGGGCTGAGTGTGCATTGCTGGGCTTC 

TGGAATCTGTGGTGAGGGCCGGTCCCCCAACTAATGAGCAAGAAATAGCC 

CCTCAGAAACCCACTTGAGGCCAGGCGCGGTGGCTCACGCCTGTAATCCC 

AGCACCTTGGGAGGCTGAGGTGGGCGGATCACCTGAGGTCGGGAGTTTGA 

GACCAGCCTGACCAACATGGAGAAACCCCGTTTCTGTTAAAAAAATACAA 

AATTAGCTGGGCGTGGGGGCACATGGCTGTAAACCCAACTACTTGGGAGG 

CTTAGACAGGAAAATTGCTTGAC 

>Sequence 3074 

AGGTACATGGTTTCCATTGCAGCGAATAGACTAATATTCCTTCTGCTGGC 

AACCTAGACAAGTTCCCTAAGCTTATGGGTAAAAATGGAGTCAAAGAGAA 

GTGCCAGTATCCAATCTTCAAATATTTCGCTGAGGATCACATGGAATTTA 

AAAAGAAACGCTCCGAACAGGAAAAACAATTGGCCAAGCCTTGGGAAGGA 

AGACAAGAGGGAGGCATCCAGAGACTCTGGGCTGCACTGATGTAGGGCCT 

TTCGAGGTTGAACAAGGTGAAGGGGGACCCTCACATGGGAACAGCGTGAT 

GGAGGCAGTCTGGCTTATGAGCTGGGGAGTGAATTGTGTAAACATTTATT 

GAAGTCAGTTTGGAAGTTGGCAAGCCACAAAAAGCCACTATCTGAAGAGC 

TTGTTGAAATTTAGCCCTT 

>Sequence 3075 

AGGTACTAGGTGGTTCGCCTGTCACTGACACCGTCATCTCAGAATGCCAA 

ACTTTTGGAGGAAGGTTTGAGTCTTCCAGGCTGTCTTCTTCCATTCTTCT 

GTAGCTTCGTTACCCTCCGTGGTATATTTATAATCTCACAAAAGTGCAGT 

TACAGTTAATCATTTCTTTAGGCAGCGGGGAACATCCTCCCACTCAGGGG 

TTCGGCCTTTTCCACCTACTGGCGTCCCTCCCGCGGTACCTTGCCCCGGG 

GGCGGCCCGCTTCTTAGAAACTAGTTGGAATCCCTCCGGGGCCTGCAAGG 

AAATTTCCGATTATCAAAGCCTTATTCGGATACCCCGGCCGAACCCTTCT 

AAGGGGGGGGGGCCCCCCGGGAACCCCCAACCTTTTTTGGTTCCCCCTTT 

TAAGTGGAAGGGGGTTTAAATTTGGCTGCCGCCTTTGGGCGCGTAAATTT 

CAATGGGGCCAATAAGCCTTGGGTTTCCCTTGA 

>Sequence 3076 

AGGTACAAGTTTCAGCCACTGGTGGTTTGCCAAACTGGCTGATTACCCAT 

AAACACACAACANTGGTTCTGTTTTGCTCCTAGCAATCCTTAAACCATTG 

CATGTCTAACATTCTCAGACTAATTCACAAATCAGAAACATCTGATGCCC 

AACCCATACCAAATGCATTTCAGGGCAAAAATTATGCTCCTATAATGTCT 

GGCTTCCTGTCTTCAAGGCACTTTGCTTACATGACTGAATCCTCACTGTG 

AGGTGTAGCTATCCATCATTTTTGAGCAAGAAAGCCAAGATGGATAAATA 

AGTGACTTGCCCAAGACAACTAGAGTGGTTGGCACCATGACGGGATTG 
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>Sequence 3077 

CGGCCGCCCGGGCAGGTACCTTCTCAGCCAGCAGTTAGCCATTGTGGAGG 

TGCCAGGGGAGTTAATGCCCTTAGGAGCAACTCTTGGTCCTTGGAGGCAG 

GAGTCAGCACCCACTGAACGTCAGCATACATTTCCCACCTTCCAGCCCTT 

CCAAGGGATGATCCTCAGAAGTGTGTTCTGCTGGGTTCCTCCAAAGCTCT 

CAGTGAGACCCAGCTCCAGTTGCCCATAGTGGCAACCCAGCTCAACCATG 

C CCTCC TAACACCTTTTCTTTCTTCCCTGACCTTTCTGCCTGCACTCAAG 

TCTTTTCTCAGTTTGCAAAACCAGGATACACAATATTTAGTATCTCCCAA 

ACGTAAAA 

>Sequence 3078 

CGGCCGCCCGGGCAGGTACCTTCTCAGCCAGCAGTTAGCCATTGTGGAGG 

TGCCAGGGGAGTTAATGCCCTTAGGAGCAACTCTTGGTCCTTGGAGGCAG 

GAGTCAGCACCCACTGAACGTCAGCATACATTTCCCACCTTCCAGCCCTT 

CCAAGGGATAGATCCTCAAAAGTGTGTTCTGCTGGGTTCCTCCAAAGCTC 

TCAGTGAGACCCAGCTCCAGTTGCCCATAGTGGCAACCCAGCTCAACCAT 

GCCCTCCTAACACCTTTTCTTTCTTCCCTGACCTTTCTGCCTGCACTCAA 

GTCTTTTCTCAGTTTGCAAAACCAGGATACACAATATTTAGTATCTCCCA 

AACG TAAAA TAAGTGGAGTGCAAAATTCAAAGAAAATTCAGGATGCATAG 

TAGTGTTTTAGAGAACAACATGGGGCTGTCATGATATA 

>Sequence 3079 

CCGGGCAGGTACACACACTCTCTCCCCATATCTCATGGCTCTGTGCATAA 

ATGGAGTGGGCACAGGGGTGGGGCATGTGCCCTGATGGCTCTTTGCAAGA 

CTGTCACTGTTCTGTCTTGGGAGGTATAAGGTGAACAGGACCTTAGAAAT 

GCTGGGAGCAAGCTCTTAGTAACAAAGGCTCTTTGTGGTCAGGACAACAG 

AGGGTCTATTGCCATCTTCTCAGAACGCAGGAGCTCCCGCCAACAGGTGG 

GGAAGAAAGAGGAGCTGATGTCAGCGGTGCTAAGCTGTCATCCCAGGGCA 

AATGTGAGGCTGAACATGGTGAAGTCTACAGCGAACCACCCGGGCTAGCT 

GCCCTATGGTACCT 

>Sequence 3080 

AGGTACTTI 1 1 1 TH T1T1 11 1111 TnTlGGGAGAGAGAGAGATGTTTT 
Al i l l IGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCAC 
CCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCTG 
TTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACAA 
TGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTT 
TTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACC 
TGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGG 
>Sequence 3081 

AGGTACGCGGGTGTGCAGCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTTCA 

TGTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAAACAAG 

CACACTCAATGTGGCTTTGCCCAAATTTACCCATTTAGGTAAATCTTCCC 

TCCTCCCAAGAAGAAAGTGGAGAGAGGATGAGTCCTCACATGGAAACTTG 

AAGTCAGGGAAATGGAGGCTCACCAATTATTTGTGCCTGGGTTTAAATTT 

TCCTTGAAATAAAGTTCAGGTTGGCCTTTGGGTTTACCCAATAAATGGAC 

ATGAGGGTAGATTGAAGTTATGCTTAATGGGCCCGCCAAAATTATTCAAA 

CTTTTATATAAGTC 

>Sequence 3082 

AGCGGCCGCCCGGGCAGGTACAGTGGCAAAGTTTCTACGGGCAACCGTCC 

ATGTTTGCCCAGCTGAAAACATAACTGCTTCTCCCTCAGCCTCACCACCC 

TTCCCCTTGGGGAAGACCAACACCCCAATATTGCCTCTAGAAGACTCAGC 

CGGCCAAATCCTACTTTCCACC 

>Sequence 3083 

AGGTACCCATGAACATAGTTTTTACTCTTTTTAAAAGCTGTAGGCACTGG 

AAGGTCAGTGTTCAGCCATGACAGTGGAAGGTCAGTGTTCAGCCATGACA 

AGGCCCAATGTCATGGGCCCTCTGTCATCATCCTTTGTCCGTAGTGATCC 
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CCAAAACACTTTTGGATGGCTTTGTTTAAACAGAATTTTTCCTGCAGCTT 

CTTTTGGGGAGGTAGCTTCTTGAAAAGGTTTAACCCCCTTGACATGTTGA 

TGAAAGAAACCAGTGAGGCCTTAAGGAGGCAACGTAGGCCCTTTTGAAGC 

AAAATAAACTGTTGAGCAAACTTGGGTTGGCCATTTGTCAAGGTTCCCCC 

TTACCCAAAGT TATGG CGGTTTTGATTTTTTTAAAAAGGGATTTCCCCCA 

AA AGAG TTCTATTTTTAGGCACTTACCGAAAGGCCTTTTAAAAAATTGTT 

AATTTTCTGGTCTGTTCAAAGGGGTCAGGGAGCCAAAGAATCATTTTTCT 

TTGGGGAACCCTTGTTTGGGGTTTTGAAAAGGTAGATTTGCCAA 

>Sequence 3084 

AGGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCAGGGTTTTGCA 

GAATATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATAAAGCAA 

CAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGA 

AACTTTGCCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCTTGGCAT 

CCCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAAAAGGGC 

ATAACTGTGGGAATACTAACCCAGAAATTGGGATCAGAACCCATACCAAC 

CATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGACCAAGCT 

GCCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCCACTTAA 

ATCACCCTTGGGTAACCACTGAAAGTGTTAACTCCACATTAGGTTAAG 

>Sequence 3085 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGCTAGAACCAC 

TTCTTTTTTCCCGCGTACCT 

>Sequence 3086 

CCGGGCAGGTACTTGTGTGGGTGTCTTACCTTGCATTAGAATATCCTAGG 

CCTTTCTAATTCTTCCTCTTGAATTCCCTGTGTCACTCATCTGAGGTCAT 

CTCTTGGATTTAAATACATTTGGTCTGAAATTCTCAAACTGCTGAATAAA 

ATGCCATAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAACCAT 

TGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAGATG 

GCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATTTCT 

AGTGTTCTTAACACTTTCATATTTCTCATTGGCACATCAATCAGACCTTG 

CCTTTCTAAAGTGGGAAGAAGAAAAAGGGTGCCCCTGTCTGGGCTTAAGG 

TTTGGGCAAAACACTTCCCAAACTTTTAATAAAATTTTATGTCACCACCC 

CAAAATT 

>Sequence 3087 

AGGTACGCGGGATTGCTATGTTGGATGATTTGGAGCATGCAGAGGCAGAT 

ACAGTAGTAGAATCAGCTTTCTGCCTCCATCTTTTACTCCGCTCCCTGTC 

GCTCTTTAACTCAGCAGTTTTTCTCTCTCAGTCTCCCAACTTGTGTGAGT 

GTTTTATATTCTACATAAATTGAGGGTGGAGGGCAACTTCTGGTTGTGTT 

GAATGAGGAGATTGGCAGAATTGACAAAAGCAAAATGAAACAATCTCAGC 

ATTCTGGAAAAATTGAGCAGGGGCATACAACAATCTGAGAAGTATTTATG 

CCTGTAACTGCTGAATTTCAGGTGAGAACAGTGAGACTGTATGGCATTTG 

GCCTGGAGCTATTCCTATGCCCTCTCCCATCTGTTTGGTAAAGAGGTTCT 

GTCCAGCCACTGTCAGCTGTGAGGACCAACAGCTTTGCTGTGTGGGTG 

>Sequence 3088 

CCGGGCAGGTACTGGTTTGACAACCACCTGTTTCCAGCTCCACAAGCTAG 

CATGTAATTCCCTTGGTGAGAGTAATTCGTTCAAGGATGAACTATACAAC 

TCAATTTTCATAGAGTTGTTGGAATTAACTGGCAAAAGGCTATCTTTGCA 

ATTACACTTAGTTGCTCTAAAGAAATGATGTTAAGCCCTTGGAACTGGCT 

GGAAGGTCACCATTATTGGGTTAAATTGTGCCTGGGCATTAAAGTAAGAA 

AAAGAAGGACCCTGAGGACCCAAGCTGAATTTTGGGCCCACCCATTTGAG 

ACAACAATTTTGAAAAACCAGGGTCAAACTTCACAAGATTTTTTCCTCCA 

A ATTAT TTTGAGGGAAAAATAAGTTAAACTTTTTTTAAGCCCAAAAGCTT 

ATTTTTGGGATATGCTGGCCCCCTTTGGCAATTATAAAAGAAGATCCTTG 

GAAGTAAATGCCCCTAAA 1 1 1 111 TACCAG 

>Sequence 3089 
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CCGGGCAGGTACACCTGCATTAGGGACAAGAAATCTCTATGTTGAACAAA 

TACTGCAGGTGGTGCTGATGCTAAACTTTTACAAACATTGGTTATACAAT 

TAATCAACAGTTATTTGATGATTCAGCACACAAATAACTCTTTGCAACCA 

GGTTTACGTTACTGGGAACAAACTAACTAGGTTTCCCCAGGTGTGGAGAG 

CTTTCACACAATATACCCTAACTTACATAAACAAAATTACCCAGGTAAAT 

ATTTACTAAACAGTTTTAACATAAATGATAGTGATACACAAATTTGAGTA 

ATAATTCAAGAAAATAAGTGCACAATTAGGCTGTTAACTGCTGTTTATCT 

GTTTAATGTGAAATACCCACTAGCTTTCCTTCCACCTTTACCCTAACTTC 

CATTAAATCCTTCAACCCAGCCACCAACATATACCCACCATACTTGCCAC 

TCTGGCCTTAAA 

>Sequence 3090 

AGGTACTTCTGTCGTCAGATGCAGGTGGTTATGAACTTGGATGCAGTCAG 

TAGCCAGAGACTTGGCCATCTACACTCTTCAGCATGGGTCCCCCTGACCC 

TAAAAATCATACAGTCCCTGGGCCAAAATGGCCTCATCCAATCCAATGTC 

CTGTCCAGGGCTTGATCTCTTCTATTGCAGTTCTAATGGTTGTCCAGCAT 

CTTCTTGAGCGTCAACATCACTTGTGGATCCTGGACGCGTACCTGCCCG 

>Sequence3091 

CCGQGCAGGTACTCCTACAAACTTAACAACTTTAGCTTTTCGGGGAACAG 

TGGTGGTCTCCACAGATAGCTAGAATCTTCTAAGATGAAAATAAACTGTT 

TCATCCAGCTGCTTTCTGCCTGTTAACCTTTGCCACTTCCATTCCTTCAA 

GTGGGGAAATCCCCAGGGTTGTCTTGTATTACACACATCCTTGTTAAGTA 

AATATACCACTGTTGATTTCTTCTTCCAGTGCAACATTTGGATTAAATAA 

AAATCTTTAGTTTTCAAAGCAAAAAACACAGAATGAAATGGTTCCT 

>Sequence 3092 

AGGTACTTTTT nTTTTTT 1TTT nTTT rGTITlTA' 1 " 1" i" I TAGTAG AG AT 

GGGGTTTTGCCATATTGGCCAGGCTGGTCTCGAACCTAAAATGTGAACTA 

TAAAATAAGACTAGACAGCTTTACTGATTTTTGTGGTTTATCATATGAAA 

ACAGAATTTTTGAAAAGCGTGAAAAATCAAACCAGTTCATTCCTTTTTAA 

AATTACTTTGGGAGGCCGAGGCGGGAGGATCACCTGAGGTCGGGAGTTTG 

AGACCAGCCCGACCAACATGGAGAAACCCCCGCCTCTACTAGAAATGCAA 

AAATTAGCTGGGCATGGTGGCGCACGCCTGCAATCTCAGCTACTGGGGAG 

ACTGAGGCAGGAGAATCGCTTGAACCCGGGAAGCATATGTTGCGGTGAGC 

CAAGATCGCACCGTTGCACTCCAGCCT 

>Sequence 3093 

TGGGGAGTGATAGTTAGGGAGTACTACTCAAGGGCGAATTGAAGCGTGCT 

CCACCGCGGTGGCGGCCGAGGTACCTCAGTTGGAAATGCAGAAATCACCT 

GCCTACTGTATTGATCTCGCTGGGAGCTGCAGACCGGAGCTGTTCCTATT 

CAGCCATCTTGCCAGCAGGTATTTCTTTATAGCAACACAAGAACAGCCTA 

ATACAATTTCCAGTATCAACGGGCTGTTACAAGATCCCCCTACCCCTTCC 

CAGTGGGATGGAGACAGTGGAGTGTCTAAACTTTCAACATCGTCCAGAAG 

TAAAGAGGCCACTCGCTCCCTCTTCCCTCTGGTGTCAATGGAGGCCATGT 

GGAGAACAAGAATGAGACACTCCTATTCTTTCCAACTAGGATGGGATCAG 

TAGAGGCCTAGTGGGGAGCCAAAACTCCTAATCCCACCATGCAGTAACAA 

GGAGGCCCCCATCCCTGGTGCCAGTAAAGGCTG 

>Sequence 3094 

CCGGGCAGGTACTCACAGCTGTATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAG 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTG 

ACTGTTAGTACCT 

>Sequence 3095 

ACGCGCACCGGCGTGAGCTGGCAGTGGCAACGCAGGCGGCGGTGGCCGCT 
GCGCTGCCGCTGGAACAGCTTAGTTCTTGACGTGCAGCCAGCGCGCGTGC 
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GCGGCGCGGGCCAGGTAGTCTAGGATGAAACCGAGTATGTCCGATCAAGC 
ACCGAAGGGGGGCCATCAGTTCCGAATACGCGAGGCGGTCGCGCGTGTCG 
AGGATGAAGTAGCCGAGGCCGGCCGAGACGCCCAGCATTTCCGCCGGTAC 
CAGCACGATCCAGATGATGCCGATGGCCAGGCGCACGCCCGTCAGAATAT 
>Sequence 3096 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTG AGCAGG GCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCA 1 11 1 I I CCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATC 

ACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACG 

ATCCATTGAGGCAAAGGTTTCCTTGTCTCAATACACCCTCTGCTTTAGCC 

AGGGGGACCTCCCACTGCCCTCTCTATGTGTTCTATTTGTTCCTGACTGT 

TAGTACCTGCCCG 

>Sequence 3097 

CGGGGACCCCGGAAGTTGCTAAAACGCTAAAAACTAAATGTGTAAGATTT 

ATGC ATTTTAGTGTATTTAAATTATAACCCCCAGAAAGCATTGCCTCATT 

TTTTCTGGAGGGTAAATATGCTCGTTAGGAGCATAAGGGGATGATTTTGA 

GAAACCCTTGCTCTGTCATTCTGTCAGCAAACCGCCACTAACTTTTCTGG 

TTTCAAAAAAGCAAGGTCCATTGATGAAACTCCTTTGTGCCTTAGTGACA 

AATAACATTGATAAGGCCTACTGTCAACAAGAGTGTGTTTGATATATCTT 

TTGTTTTTAGTGACTAAATTTGTAGGAATGATATTTTCATGGGATTACTC 

AATCTGACCCACCATTAGTTGCACGTGACAAGAAAGCTAAATTGGCAGAT 

GTTTGTGCTAGA 

>Sequence 3098 . 

AGGTACGCGGGAGCTGTTTCTCAGAGGAAGCAATGGAGGCTTGCTGGGAT 

AAAGGCATTTACTGAGAGGCTGTTACCTAGTGAGAGTGATGAATTAATTA 

AAATAGTCGAATCCCTITCTGACTGTCTCTGAAAGCTTCCGCTTTTATCT 

TTGAAGGAGCAGAAATTGTCACTTCCAAGGGACATTTATTTAATTAAAAA 

GAACAACCTGTGCCAGTGCCAATGACAGGCATAAGTCATAGGTTCTCCCA 

AGGTCTTAACCCCATTCCCTGTGGAAAATATCAAAGTTTCTTGGGGCTTT 

TTCCTCTTGTCAATGTTAGCCCTCCAAACTTTTCCTCTTGACCCGGGGGT 

GCCATT TATC ITTTCCTGCTGGGTTTTCTTAAAATTTGGCCCAGGTGGGG 

CCAAAATTTTGGGATTCCACTTTAACCTTTAAATTATTCTGGGTTAAAAT 

ATTTGTGTGGGACCCCCAAACAAAATGTTCTTTTTTAAGCCACCTTGTTG 

GGGGGTCACAAAAAAGAAAAAT 

>Sequence 3099 

ACCGGGCAGGTACCATGCTTTTCCTGTAGTTGAAAATCTACCATCAAACA 

TGCTACTACCTAATGACGAATTCAGAGAAGGTAAAGAAAGTATGTAAACC 

TTTCCCTCACTGGTGGCCCTTATTAGCTTAAAAATGTAGTCTTCATATAA 

TATAGCCAGGACATTTATGGCAAGTCTAACATTTTTAGACTAAAGAAAAA 

AGTGTAATTACTATATTAATAGAAAGACTTAATTATCTTTCTATTCCAGC 

CACTGAAGTTATTATGACAGAATTGTTATACAAAGGTAACATAATAACAT 

GTAGCCAAAATATATAGGAGAAGATATTATAGAAATATATTGGACAATTA 

GTTAATAAATGTTATTTTTCAAATGTTTATGACATTTGTGACATTGGTCA 

GCTTTTTAT A ATT FTl ATTATACT 

>Sequence3100 

AGGTACTTCTGTCGTCAGATGCAGGTGGTTATGAACTTGGATGCAGTCAG 

TAGCCAGAGACTTGGCCATCTACACTCTTCAGCATGGGTCCCCCTGACCC 

TAAAAATCATACAGTCCCTGGGCCAAAATGGCCTCATCCAATCCAATGTC 

CCTGTCCGGGGCTTGAACCTCTTCTAATTGCAGTTCTAATGGTTGTCCAG 

CATCTTCTTGAGCGTCAACATCACTTGTGGATCCTGGACGCGTACCTGCC 

CG 

>Sequence 3101 

CCGGGCAGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAA 

ACTTGGCCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTT 

TTTCAGGTTAGCTAGGCCAATTCCAGGTGCTCGTCCTACCTTCTTTCTCC 
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CATTTCTACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGC 

TTAAGGAAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACT 

AGTTGCCTTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCT 

TCTGGCCTTTGGGTGCACTGAGGCATCTTGCTATTGTCTATGGTTATGCC 

ATAGCTGCTAGTC A AAAGGCTCACATTCTTTTTTATTATT A 1 i 1 1 ' 1 ' 1 ' I ' l ' I ' 

GACAGAGTC 

>Sequence3102 

AGGTACCCTTAAAGAGCCTTTTCAGAGATTTCGTTTTTCCTAATTGCAAC 

CCCACACAATCCATAACATTTGAACGCTGGTGATGTGCTCTGTAGCAGTG 

CTGTGTG TTGTGGACCCCTGGAAGCCTACGCACCATTGAGTATTTGATAT 

i 1 1 11 Tl GCCCCATCCTCAAGGAGCAGTTGTTGCTCCTTAGGGGTAAGTC 

GCCCCTGCTGAGAATGCATGCTCTCGATAATGCTGCTTCACATTGGTCAT 

TGTGGAATATTTTTATAAAAGAGAGGATCCATTTCCAGCTTCTTTTCTGC 

AGGAAGAGAACCTGTGGTTATGTCTTACTCCCCCATTTTGTAN 

>Sequence3103 

AGGTACGTGTGCGCATGCATAGTCTTACCCCACTACACCACTGGGCACCT 

AGCCCAGACATTGGGCTAGATGCTTACATATATTATTTCCTCAGAGGACC 

TAG ATTA ATAT AC ATATTTCC AGG A ATTAT ATCC ATTT ATTTA TTT r r 1' 1 ' 

CTAGGGTGACCTTATTTTTTACCCTGTAGCCAGTGAAAGGTAAGCCTGTT 

TTTCTTGACTTAGTGCTGTAAACAGCCAAATGACAAAGTGACCGCCTTGC 

TGGCACAGCAGTGCTTGCCCACTGTGACATTTCCCCTCAGCTTCTTGATT 

TTTCTGCCCCAAAATGCAAATACTACAGGACTCCCATTAACTGGTTGAGA 

G 

>Sequence3104 

CCGGGCAGGTACCCTGGCCTAGATGCCAGTAGCATATTCCCCAGTTGTCA 

AAACCAAATAGTTCTCCCAGCAATGCAAATTATCACCTCATGTGTGCGTG 

GTATTGGGGGTGGAGGAACATTGTCACAGTTGGGGACTACTGGGCCGGAG 

GTCTGTCTGTGCAAAAGGGGAATCTCAACCATCACTCTGTAGTCACAAAA 

TGAAAA TAAAA GAAAAAGCTATTTTTAACATTTCATATTCTCTCTCTGCT 

TTTCACATTTTGCTTTCTACTTGCCAAACTTTCCCCATTATCAGAGCTCC 

TTGTGTTTCCTAGCCACCTTCAATCATCTCGTGTCTCAGTAGAA 

>Sequence3105 

CCGGGCAGGTACCTGGGACACCAGGCAGTAGCCCTGGAGTAAGATCAAGT 

GGGAGACACATATTCCTCCCCTAATGGGACTGCAGTGTGCATTCTGCCTG 

TCAATCCATTCCTAGCATTTGTGGGCAAAGACCCAACATCCCCCTTTAAA 

CACAGATTCCAGGGTCAGGCTGGAAGGCTCAGAACTAGGAAGTCACGCTT 

AAAA CCTTTAAGTTGGCCTCTAAATCAACAAAAATTCACAAACAACCTTA 

TTTTACCACTCTACAGTAAAAAACAAACAAACCCTGTATAGTTTGAAAAA 

TAATAAATATAATGCATTCATATCGATTAATATTAACCGGCCAGGAACC 

>Sequence3106 

CCGGGCAGGTACACTTCCCCCTCCTCCTCCCCCGACCATGCCTGAATTCA 

GACCTCTAGCCCTTGGATCTGTTATCTGACCCAAGAAGTCTTGTCAATTT 

TAGAAGGCTATCACCTTTTAACAGCCATTTCTGCTGCTTCCTGCACACTT 

TCTAATTTCTCCTCTGCTTTCCCTGGAAATCTGATGCTTGACTTGGACAC 

AATTCAACCCTGTCTCCTTATAGAGACAGCTGCTGAATGAATGCTAGAAA 

TTTAAATTCTGCTTTTAGCTTAGGGTTCTCTGCCTTCTTTAAAAAAGTAT 

TTCTAGAAAACATATACAATATATGCTGCTGCAGATTCACCTTTTTTTT 

>Sequence3107 

CCGGGCAGGTACATGCAGGAGAAGTCATTCTCAGGAAAAGGTGAGTGTGG 

GACCAGGCAGGGAAGCCAGTTTCTGTCCTTTATTTGGAACTATAATCAAG 

GCAGACAACCACAGTAAAGAGATGCAGAGGCAGGGAGTAGTGTAAAACCA 

CCTTACACACAGCTTCCTGGCTTTCCCTTCACTTTAGGTTGTAGCTCAAG 

TTATTCTTGGGCTAAAAAATAAGCTCTGTTGGCCCAATTAAACCAGAATT 

AATCACCAATTCCCCATCTTTATCTGGTAATTTTAGTTCAACATTGCTCA 

GCTGATGGCTCATTAAGCCAAGAACTCTCCCAGGTCTCAGTTACCATTTT 

CAGACAA 
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>Sequence3108 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTG AGCAGG GCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGTATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAA 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTC 

>Sequence3109 

AGGACTlll'l'irill"l-l'lTTIlll'nTlTlCAATGGAGACAGAGTCTTGC 

TCTGTCACCCAGGCTGGAGTGCAGTGGCATGATGAATGAGTGAATGACTT 

GAGTCAGTGAACGTGAAAATGTTTGGTAGATTGTAATACGCCGATATTGT 

GTAATACGTAAAATACTATTAGGAACTACAGCAATGTCTTATATTCCCAG 

CTAGGCCATGCACAGGAGGCAGTGTGCCACAGCACACTGAAAAGGTGGCC 

AGCCCTCACTCAGAGCCTGCCTTCACCACCTGCCCG 

>Sequence31 10 

CCGGGCAGGTACCCAATCCAGAGGCACCATTTGCAATCTAAGAAGAGCCC 

AGAGGAGAGGAAAATTGGTAATGAATCAGTGGGGAGTCCACGAAGGCAGA 

GGGGCTTTGGCACAGCCCAAAAGACAGACAGAAATGAAGCTCTCAGGACT 

CAAGAGGAGCCTCATTCCAGGCAGAAGAAGGATCATGGAAACCACACAAG 

CGGGTCCT 

>Sequence 3111 

AGGTATCGTGTGCGCATGCATAGTCTTACCCCACTACACCACTGGGCACC 

TAGCCCAGACATTGGGCTAGATGCTTACATATATTATTTCCTCAGAGGAC 

CTAGATTAATATACATATTTCCAGGAATTATATCCATTTATTTATTTTTT 

TCTAGGGTGACCTTATTTTTACCCTGTAGCCAGTGAAAGGTAAGCCTGTT 

TTTCTTGACTTAGTGCTGTAAACAGCCAAATGACAAAGTGACCGCCTTGC 

TGGCACAGCAGTGCTTGCCCACTGTGACATTTCCCCTCAGCTTCTTGATT 

TTTCTGCCCCAAAATGCAAATACTACAGGACTCCCATTAACTGGTTGAGA 

GGCTAACGCTCAACTGCAACTTACCAGTCTTTCCTGTGCTGCTTCTCTTT 

CCTTTCCTACCTTTTTTCT 

>Sequence31 12 

CGAGCG GGCG CCCGGGCAGGTACCCTCTCTGTTCCCCTCCCTCCACCCTT 

CCCCTCCTTTTCTGTTTTTAAGATAAAGTGTTGATTTGGAATTCAGCAAC 

TGCAAGTCCATTTGAAAGAAGTCAGTTTTTGTTAGAGGCCTGGATAGATC 

TATATGTTGTTACCCAATTCACACGTGAACCATTCTGTGGCTGAACATAA 

GAAATTGTGCATTTATTAACGTTGTGCTTTAAGGTGGAATGCTGAAAGCA 

CTTGGAAAGTTATTTGCCAGAGAAGAGCTTCACTGAAAACATTTTTTGCT 

TCTATT TTTG CCCTTGCTG AAATTTTTTTGG GCTATGGT AC ATTTCCTCC 

CTTTAATTTTGGAATTCTTACATTTCGATCTTATTTGGTAGCCTTCTTAG 

AACCTTGCTTAGGTAGCTCCATCTGGGTGTTCTCAAAAAGGCTCCTTATT 

T 

>Sequence31 13 

CCGGGCAGGTACTCAATAAAATAAGAGATACTATAGTAAAACTCTTACAG 

GAAAAATTATTAGAATTTGTGCTATACCAAATCAATTTCACAAAAATGAA 

CTGCCTGTCCACTGTTTTTCCACAAAAAATCCAGGCCATCTACACCTTGC 

TGGAAGGATGGAACCTCAACTGCTATACTCCTTAGATTGCTATACAGCAA 

TCTAAGTGGCCCCATCACAGCTCCTCTCCTTGAACATTTGTTGAGATCAA 

GTTGCAGCTGGGCCAGGCACAATCGGTCACAGTTAGACAGCTGAGGGCAT 

TCCAAAGAGTAGTGTTCCTTCCTCCACATTATCTGCCAAAGTAGTCA 

>Sequence 31 14 

CCGGGCAGGTCAAGACTGTAATGAGCTATGATTGCACCACTGCACTCCAG 

CCTAGGCGACAGAGCTAGATTCCATTTCAAAAAAAAAGGTGATGATGGTG 

GGGCCCGGCATGGTGGTTTACACCTGTAATCCCAGCACTTTGGGAGTGCT 

GAGGTGGGAGAATTGCTTGATCCCAGGAGTTCGAGACCAGCCTGGGCAAC 

ATTGAAAGACCCCGTCTCTTAAAAAAAAAAAAAAAGAGAGGTAATGGTGG 
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CTCCCTTTCTCTCATCAACACACTCTGGGGGATGAAAAGGATGATAATGT 

CTATGTGTGTGATAGATTGTAGAACGACTGCCACTGTGTTGAGCGAAGAA 

AAGGAGTATGTCTGCTGAACAGATTAGCTTCTGGTCTCCAATCAGTATGT 

GTGGTGGCGTAGGGGGACTG 

>Sequence3H5 

CCGGGCAGGTACTTGATCGAACACCTCTGATAGTCCGAGTATGGTTACCT 

CAATAAGTAACCATTCCTCTTGCTCCAAGCCTGATGGGAAGGTAAACATA 

AGAATAGAAATTTCTTGAGCTGAAGTGAAGTGAAGGAACTCCCTCCCGAA 

AACCATGGCATGTCACGAGGAACGTTTATTGTAGGTTAGGCGGTCTGGTG 

CCTCTAGGGGGGACAATCAAATGATACAGGACCTCGAAGAGTCTTACTTT 

GGATTTC TGTGGCT TTATAATGTAGTATATTATGTAGTTCATTGCTGTGG 

CTTTATGCITI rrrATTATTTACAAGTGATTTACTGATTTGTGAGCTCTT 

GAAACTGTGTCATTGCATGTTATGTTTACCCTGATAGTTGCATTTGCTTA 

TAATTCTTTTTGCTT 

>Sequence 31 16 

AGGTACTTTTTTTTTTTTI rTTTTTTTTTTTTGTTTTGAGATGGAGTCTC 

GCTCTGTTGCCCAGGGGAGCGCAGTGGCGCGATCTCGGCTCACTGCAACC 

TCCACCTCCTGGGTTCAAACAATCCTCCTTATTTTTAAAAAGAGAAAAAC 

CACCTTAAAAAAGTAAAGGGATTTGCTCATAGAACACATGGAAAACCAGA 

AACCAGGAAGAAAATGAACATACAGTTTTCAAATCATGTGTTTTCATACA 

AAGT ATCGTATTTAAAACTAAAAACAATTCTGAAATTAGTAATAAACCCA 

TTTTCACAAATAAGGATCTAAAGCTTAAAGAACCTGCAGGCATACAATTA 

GTCAACAGCACAGGCAGAACAGAAACTCTGAGTCTATGTGATTCTAGAAC 

CCACTTCTCACTG 

>Sequence3117 

CCGGGCAGGTACGCGGGTGCTCTTGAGTCGGCAGATGTTGTAAGGGACTG 

TGTAGATCAACCTTTAGGACAGGAGGTAGCACCTAAAAGTGAGGACCAGC 

TGTGGTGGTGGCAATAGAGTTTATGCTTGACCTTTGTTAATCGGGAGAAG 

TTCTTGGGCATTTCATATGATGGGTAGGGCCATGGAACTCTCAGTAGTCC 

TGGTCCCATGATCTGCCTCTGAAACAGGAGGGGTGGGATGTGGTAGTGGG 

ATCCACTTTGTTCTCGTGCTCCTGACCCAGTGAGGCTCTCTCCTGCAGTC 

CAACACCGGCAGCAAGTCACAAGAAGTTTGTCTTTAGACCATGAAACTGC 

CTCAAGCTGTAAAGCTTTCTGCCTAGGTCAAAATTGTGGCTATCAGACTA 

AAT 

>Sequence3118 

CCGGGCAGGTACCCAACAATTTGAGTAACGTCACTTGGCAGAAGGAGACA 

Tl 1 1 1 G AGTCATGCCATAGATTTG AGCCCTGCTCCATCATTTACTTGCTG 

TGGGACTTT GGAC CTGCATCCACCCTCTCAGAACTTGTGTCTTCATTGTG 

TATCACCTATTTTACAGATTGCTGTGAGATTAAACAAGGTAAGATACAAA 

AGGGTCCTAATACACTGACTGTTAAAACTGAGCAGTGACTTAGAATAATC 

TCTTGAGCAGTCCAGGGCACATATTGACCTCTTAAGTCTCCTTTAGAGTT 

ATAATATTAGCATAATAACACTGAGCTTTAAGAAAAGTCTTTAAGCCAGT 

GATTCCTGTGTATATACCCTCCAGAGGGATTCCAAATCCCCAGGAACTGA 

ATG 

>Sequence 31 19 

AGGTACAGCTCCCACCAGATACTCACTTGGTGAATTGAAAGAGGAGCTGT 

AGTGAAAATACTGTCTTAGGAAAAACACAGCTCTTGATTGAGGCTATCAG 

CAGGTTAATGAATAACTGTTTTCAGACAACATTTCACCCCTAGTTTGAGC 

TGCTCTTAGAATGAATGTGGCCAGGTTAATGTGACCAGCAGACATAATGC 

AAAACCAAACTAAGGTGGTAAATTGGCATCTTGGCTTTGTTGCACATGCA 

GGAAAGATCCAGGACTGGTGTCAGAGGTATACTGTCTTTGGCAGAAGAGT 

GCTTGTCCATAACCAGAGTACCTGCCCG 

>Sequence3120 

CCGGGCAGGTACCAACTGAAAAATAAGACAACCAATTTCATCATGGTGCC 

AACCACTCTAGTTGTCTTGGGCAAGTCACTTATTTATCCATCTTGGCTTT 

CTTGCTCAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGGCAT 
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GTAAGCAAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGAGCATAAT 

TTTTGCCCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGAT 

TTGTGAATTACTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTA 

GGAGCAAAACAGAACCATGTTGTGTGTTTATGGGTAATCACCCAGTTTGG 

CAAACCACCAGTGGCTGAAACTTGTACCT 

>Sequence3121 

CCGGGCAGGTACGCGGGAATTTAGGGAAGAATCATCCCACTTTTTGTATT 

GAGAACAGATTTGGGGAAGTAGTGGCAGGAAAGTGTAGAAGTTGGAAGAT 

CCTTTAGTAGGAATATCCTCTTGCAATAATACGATGTTGATCCAGGATCT 

TAATTATGGAAGCATTAAGTAGAACAGATTTGAAGATGCACTTAACACAA 

TTTGCGGTGCACTCTGAAAAAAAAATGAAATGAGAGAAATTAAAATGACT 

CCACAGTTGCTGTCCTGAGTATCTAGAAGAACGAAGTTGTAATTTACTTG 

AATGGAGAAGACAATTCGGGGAGCACGTCTGCATGAAAAATGAATCATCT 

GGTTTGAATAAGTTAGGTTGAAGATCTAAGAGAGACAAGTACTCATAACA 
TATTAGTC 

>Sequence3122 '•' • 

TGGCGATACCGTAGGCGCCGTGTTGAGCGCCCATCCCGACATCGCAAAAG 

TCTCCTTCACCGGCTCAACGGCTGTCGGCAAAATGATCCTGCGTACCGGC 

TCTGAGACCTTGAAGCGCGTCACTCTGGAACTGGGCGGCAAATCACCGGT 

GCTGATTCTCGATGATGCGGATCTCAAGACCGCTGTGCCCATGGCTCTCC 

AGGCCGGCTTCATGAACAGTGGCCAGGCGTGCATTGCCGGCACCCGAATC 

CTGGTACCTGAAAATCGCCTTTATGAAGTTGAAGCGCTGATGATCCAGGA 

GGCGGCCAAAGTACAAGTCGGTAATCCCCGTGAGCCAGCCACCGCTGTCG 

GCCCCATGGTCAGTCATAAACAGTGGGAGCGGGTGCAGCGCTACATTCAG 

ATCGGGATTGAGGAGGGCGCGAATTTATTGGCAGGA 

>Sequence3123 

AGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAAACTTGG 

CCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTTTTTCAG 

GTTAGCTAGGCCAATTCCAGGTGCCCGTCCTACCTTCTTTCTCCCATTTC 

TACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGCTTAAGG 

AAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACTAGTTGC 

CTTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCTTCTGGC 

CTTTGGGTGCACTGAGGCATCTTGCTATTGTCTATGGTTATGCCATAGCT 

CCTAGTCAAAAGGCTCACATTCTTTTTTATTATTA 1 11 i T T T T GACAGAG 

TCTCGCTCTGTCACCTAGGCTAGAGTGCA 

>Sequence3124 . 

CCGGGCAGGTACTGATCTAACCAAGATATGTTGTTTTTCTCATCCACCAG 

TCACTTTCTCAGTCCTTTCTGTATCCCTTGCAATTTGAACAAAGCTTGGT 

GAATAGTGTGCACACAAAAAGCACACTAGGTGAAAGACAGATACATAAAA 

AGGGTAAAGTCAGGATATTTTAACAAACCTATCAAGCTCTAAATATAAGC 

CTCCTTGGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTT 

GCTGCATTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTC 

AGGGTTAAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAA 

AAGCAGTAAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCA 

GCTCTTCAGTTGTTGATCATTGTCTATTGTTCT 

>Sequence3125 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

>Sequence 3126 

CCGGGCAGGTACAGGTGAAAATTGAACCATGATCAGCCCGGATCTCTGAC 

GGACTATGATCAGCACAATTTCCAGCCAATTCTTATAACTCTTAAGAGGG 

CAATAATCTTGAGACACAGATATTTAGCGCCTCTTCCACATCCAATGTTT 
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TCTACCATGAAATCATGTCTTTGTAAAATGATGTGAAAAACATTATAATA 

CATTTTATATAAGTAGATTTTAAAACTGTGATGAATTTCTAGCACCAGTA 

TGAAGACAGAATTAGAATGCTATTGATAATTTCAAATAAAAAAAGAAGGC 

ATGCTTGAATACTGAGAAGAGATGTAATGCATTTTCTAAACAAAGCACAC 

AGTTAATTAGTATTCATGATTTCATTTGTGTTTCTCTGAACTCTGATAAA 

TAATTAAGGGAAACTGCATTAATTTCATTCATAATATT 

>Sequence3127 

AG GTACT1 lllllt nTTTI rTTTTTTTTTTGCCTGGAGAGAGAGATGTT 

TTATTTTTGCCAAAGCATGTGGGAGTAAGTAGCAAACATCATGACACTTC 

ACTCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTC 

TGTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGAC 

AATG CTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGG 

TTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGA 

CCTGC ACTTA GTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGG 

TGATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCCAGCT 

GTTGACATTTTATTTTCTGCATAGTTCTGAAGCTGCAG 

>Sequence3128 

GGAGCTCACCGCGGCGGCGGCCGAGGTACTTGTGACCCAACGACCGGCCC 

AAACGCAGATGCATACTGATTCCAGACTCTTCAGCAATCCTTCCCTTATC 

TGGGGCAAAGGCTGTGATGCCTACACAGTCTCTGTCATTTCATCCCTGAT 

GCTCCAGTTTTTAGGAGAAACCACCTCGTCATGTTCAAACTTCCAGAAAT 

GGTGGTCCTGTGGAAAGAATGCTAGGCCAGCAGCTAGGAGACCTGCTGTG 

AGTCCCAGCCCTGCCCATCACAGCTATGTCAGGTGGTTCATACATGTTGG 

GCTTCAGGTCCCCATCTATAATCAAAAAGTTTGTTTCTAGCTTCAACAAT 

CTATGACTATTATTTCCGTTTACTGATAGAGTAACTAATTACTTCATTAT 

AGGTTTTCAAGACCAGTTACCTCCTGTTTGGTTCAATTAGCAAAATGCCA 

ACATGATTGTCATTGAATTTGG 

>Sequence3129 

AGGTACATGTGACCCAAGGACCAGCCCAAACGCAGATGCAGACAGATTCC 

AGACTCTTCAGCAATCCTTCCCTTATCTGGGGCAAAGGCTGTGATGCCTA 

CACAGTCTCTGTCATTTCATCCCTGATGCTCCAGTTTTTAGGAGAAACCA 

CCTCGTCATGTTCAAACTTCCAGAAATGGTGGTCCTGTGGAAAGAATCCT 

AGGCCAGCAGCTAGGAGACCTGCTGTGAGTCCCAGCCCTGCCCATCACAG 

CTATGTCAGGTGGTTCAGACATGTTGGGCTTCAGGTCCCCATCTATAATC 

AAAAAGTTTGTTTCTAGCTTCAACAATCTATGACTATTATTTCCGTTTAC 

TGATAGAGTAACTAATTACTTCATTATAGGTTTTCAAGACCAGTTACCTC 

CTGTTTGGTTCAATTAGCAAAATGCCAACATGATTGTCATTGATTTTG 

>Sequence3130 

AGGTACACTGATCTTAAAACAGCTCTGGCTGTAAAATCACTTTGCTGGAG 

TCAATGAGGTAAGAGGCTAGAACACAATACTAGGGATCTGACCCCTGCAG 

GCTGGCCATGATCCATCCCTCAGGCCGCCTTCCCAGAGCAGAAAAATCCA 

GGG A GCC ACTTAATG AG ACGTTCTCTCTA ATGTTTTCTTTAACTATG AC A 

ATTGCAACTGAAATTTATCAGGAGCTTGTACCCCTCCAAAATCCTCTCTC 

TTTCTTTCGCTGTGCCTCTATCCCTCTTGCTGCTACTCTTTTAACTGCTT 

TTATGCACCAAACTTCATGGTTTTTTTTTTAACGGAATGATGTTCTTGGG 

GAAGAAAAGATTTAAAGATATCATGGTAACACCAATGAAAATTGTAAAAA 

AGTCCAAATTTAAAAGTTAAAACCTTGGGTTCTACTTTTAA 

>Sequence 3131 

AGGTACG TGGCG TAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCACGATCTGTGAAACCTGTATTTATATTTTCTTCAGCGTATTCTTGTCG 

TGTGTGTGTCCTACACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATT TGTGG CTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGC 1 1 1 I I ATAGCCTCCCGAG A AGCC ATCTGCCTTCG AGCCTGCC ATTGA 

AATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGA 
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>Sequence3132 

ATGGGGCGAAGAGGATCTCCACCGCGGCGGCGGCCGGGGGCCATTGAGAC 

TGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCA 

TTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAG 

GAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGA 

CTTCATCATGCTGAGTTGTGTGCACCTGCAGCGGATTCCTCTGAGCGCTG 

TCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGAC 

AGGAGACAAGGAGAAGGCCTTATGATCTACTGGGGGAGTCCAGAGGAACA 

GTCTCTTATGTGCCGCTGGAACCCATGGTCCACTGAAGCTCCTTATGCTA 

CTTTCACTGAGCATCCTATG 

>Sequence3133 

CCGGGCAGGTAC1 TTT 1 1 1 rTTTTTTTTTTTTTTTTTCTGAGACGGAGTC 

TTGCTCTGTCACCCAGGCTGGAGCAAGACTCCACTTGTGAAAATTTTCAT 

CAGTTTCCTCCAGATGTAAAAGAATCTCTTCGGCACACTCCTGGGAAGGG 

GCACCCGTGATTTTTCTCCTTCACGCTCTGGAACAACCGCCTCAGCATCG 

CCTGCAGCATCGCCTGGTCCTCGCTGGAGAAATGGGCCATCTTTGGGGAA 

GCAGGGGTCCGCGAGGTCTCGCCTCTGGTACCT 

>Sequence3134 

CCGGGCAGGTACATATAGGGACTTGTTAAACAGAAGGTTTCTTGGGGTGA 

TT1 rm A A A A ACCC A AA ATTTTA A AC ATC AGGT ATTTT ATCTGGTTGGG 

GAATTAAGCCCAGGAAAGAAAAACCTCTAGAATATTCCTACCCATACAGC 

CTGATGCACACCCGTGGGCCGTCTTTAATACTACAACTTATTGAGTAAAT 

GACAATGCATAGCACTCTCAATGCCCTCGTGCCACCCTAATGATTGCTCT 

ACCTTTCTGCTTTCAAAAGACAGTACCT 

>Sequence3l35 

CGGATGTTGACGCTAATCTGAAATCCGGCGAATTGGTGCTCCGCCACGGT 

GGCGGCCGTTCCTAGTCACATTTGTTGTTGCAGCATGTTATCAGTAGAGC 

TATCTTTTACTCTTAAAAATGCCCTGGTGGGGATGA 

>Sequence3136 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATATCATTTTATATTAAAACCAATAACATTTTCAGAATACATTTGAAT 

AATTTCTTTTTACCTAAAAACAGAGTCTTTAAATAAGTATCATTTTTGAG 

ATGCATTGCCATAGGATACATACTGAGGTGTCTTCTCTTTCTCTTACCTA 

TTAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCA 

ATGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCC 

ACTGGTGATGTCAGCAGGATCTGAGGATGTTCAGGTAGACATGCTATGCT 

TTGAATCTCCA 

>Sequence 3137 

GGAGTGACCTTTATGTANTCGGCGAANGATGCTCGCCACGGTCGCGGCCG 

CCCGGGCAGGTACTAGCTGANNNTGCGATATTTCATAATAGCTCCTACTC 

CTTACTGAGTGTCATCATCACCAATGTTATGATTGCCACGATTTATTGAG 

TGCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCA 

TGTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGT 

GAGAAAACTAAAGACACTAATAATTTTTAAAAATATATCCACAGTTCTAT 

GATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence3138 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAAA 

AGATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTG 

TTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACA 

CATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATT 

AAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGA 

GGTGGAGCCTTCAGAA 
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>Sequence3l39 

AGGTACCCTAATCCCACGGAACTTCCCTTGAACCAATACATTGCCACCTC 

CCCACTGAGAGATGCCAGACTCTTCTCCCAACTCTCCCAACCACCTTAAC 

CAAGTCAGCCCCTCCCACATAGTCCCTAGTTAAGATCAGAATGAGCTTTA 

TCTGCTTCTTAAACTTTGTTGTTCCTACCTCTGCAATCCCTCTTAGGCTA 

TGGAACTACTGCGGGATGAATTCACCAAGCCGCAGCTGGGACTGCCTTTG 

TACCTGCCCG 

>Sequence 3140 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCGTGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGAGGAGAGAGAATGTGGGGTG 

GGGATGGATGATGAGACTGAAGAAGAAAGCCAGGTCTAGATAATCAGTGG 

CCTTGTACCTGCCCG 

>Sequence 3141 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTTAAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 
>Sequence 3142 

GAGGTTANCNTTTTACTACTATAAATTGGTCTAGCAACACCCCGGTGGCG 

ACCTCTGTCTAAATTTCTGAATCCCCTCTTACAAAGACCCAATACAGCAG 

CATGGCCATGCAGCTGTGCTCACATGTCACCCCTGCACTGGCCAGGAACA 

CATCTATCTTTCCTTTGGGTAGGGTCACCCAACTGCTCTGCCACTTCCAG 

CTGTGAAAAGGCATCTATGTGACAGACCCCTCTGCAGTTTGAAACTGTGT 

GACAACTTTAACACCCAACTCAGCATCTGCATGGGTTTCTGAGAATTACC 

TATATCTTTTGTGGTCTCTTTGCTGATTCTCTGTTTCATTAAAAAAAAAA 

AAAGTGACTCGTGATCCCTGAGTTCCTATATAGCCAATTTTACTCACTAG 

CTAAAGAAACACTGGATTTAAAATGACAAACCTAGCAACAATTAGGCA 

>Sequence3i43 

ATGTCTTCAATTCACTAAGCANATTTCTCTTTATATCATCAAGTCTATTG 
TGAATATACATCATTCTTCTAACTACCTTAAATTTGTATTATATCTCTAA 
ATACTTTTATTACACTTATACATTATT^ 

TAAGTAGGTCGGCG.CGCGCATCACTTACGTTGAGTCGAATCTCCACCGCA 

GCGGCGGGCGCTCGTACCAAAAGAATGTTCATAGCAGCATTATTTGTCAT 

AGTCAAGAGCTGGAAGCAACCCAGCTGTGCATCAATGGGTAGAATGGATG 

ACTAAATTGCAGCGTATTCTTACAATAAAATACTATAGAGCAATGAAAAT 

AAATAAACTATGGCTATTTGCAACAACATGGATAAATCTTACCAACAATG 

TTAGACCAATGTACCCAAACCAAAAAATACACATGTTCTATGAATCCATA 

TATGCAAGGTTCACAATAGGTGATAGTAGCTACTCTTTTGGGAAGGAGTG 

ACGAAAGGACTGAGAGAGTATTGCAAAGGGGGCTCCCGCTGTTCGTAATT 

TCTATTTCCCAGTGCAGGTGTGGTTTGCATGAGCATGTTCACTTTGTGGA 

AATTCATTG 

>Sequence 3144 

AGGTACCCGCTTGTGTGGTTTCCATGATCCTTCTTCTGCCTGGAATGAGG 

CTCCTCTTGAGTCCTGAGAGCTTCATTTCTGTCTGTCTTTTGGGCTGTGC 

CAAAGCCCCTCTGCCTTCGTGGACTCCCCACTGATTCATTACCAATTTTT 

CTCTCCTCTGGGCTCTTCTTAGATTGCAAATGGTGCCTCTGGATTGGGTA 

CCAAGACTTGCAGTGCCTTATTTTGATACCACTAATATGAGACCATGTTA 

TATGCCTCTTGAGATATCATTCCCTTTCTAGCCATAGACAGTGATAAGCA 

TGCGTATAGAGGGTAAACGTACGACTTTGAGGTTCATTCCTCTCAATAGA 

CAAAAGTAAAAGTATGCTAAATTTCAATCCTTCACACAGTAAAT 

>Sequence 3145 

GTAGCGATTTGTAATCGCGAATTGGAATTCACCGCGATGGCCGCCGAGGT 

ACAAGGCATTTTTTCTAACTGTAACTTTCCACTTAATCAACTTTAACAAA 

AACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATTACAC 
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CACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAGTTTC 

GAAAGCAACATTGT CAGAA ACATAATTGATTTTTAAAGGTTCTTTCTGGT 

GACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTTATT 

TCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCCAAT 

TTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTAGTT 

ACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAATAGG 

AGGAATCCCTGAGCACTGGGTCCAAACAGAAAATTAATCTCTTTCTTTAA 

TTGCT 

>Sequence3146 

CCGGGCAGGTACTAACTTGGTCAGGGCAGGGTGACACATAAAATTAACCA 

TCACAGGGAAGGGTAGGGCTGGAGAGGCAGACTGTGGCCAGGTTACAATG 

CGCTGAGGCTAAAGAGACTGTGTTTATCCTGTACGCCAGTGGGTCTTACT 

CTGAAGTCTTTTGGGTGGGACATTCATGGACTTCAAGAGACCTGTGAATG 

CCCTAAGATTATAAGTAAAATCTGTGAGTCTGTAACTAAAGCTAAAGCTA 

TTTTTCTGGGGCCCACCATCTAAAGAAGATTCTGAAGCCTTAGGGTAGCC 

GTGGAGGAGACATGAAGGTCCATTTTGCATGGTAGAACCCTGCCTGGCTC 

TTGCTACAGTGTGGGAGGACAGGTTTGCAATGTGGAGGTGTGGCACGCAT 

G 

>Sequence 3147 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTTAGAATACACATTTCCCACCTTGCCCAACAGTTGAAATAAAAAAA 

AAAAAAAAAAAGTTCTCTTGCCCGGGCGGGCCGTTC 

>Sequence3148 

TCCCAGTTCGGGGAAAACCTGGTCCGTGCCCAAGCTTGCAATTTAATGAA 

ATCGGGCCCAAACGCGCCGGGTGAGGAGGCCGGTTTTTGGCGTTATTTGG 

GGGCGCCTTCCTTCCCGGCTATCCCTTCGGCTTCACCTGGACCTCCGGCT 

TGACGCATTCGGGTTCGGTTTCCGGCCTTGCCGGGCGGAGGCCGGTTATT 

CAGGCTTCAACTTCAAAAGGGCCCGGGTAAAATTACAGGTTTAATTCCAA 

CCAGGAAAATTCAGTGGGGGAATAAAACGGCCAAGGGAAAAAATAAAT 

>Sequence3149 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTTATATGATCA 

CACTGGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGAT 

GAGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCC 

ATGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGT 

ATCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATA 

TAATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTT 

>Sequence3150 

AGGTACAAAAATGACCACAGCAGCATATTTCCTAAGATCCCTGAAAACAG 

CTAAGATCCCTGAAAGCAACTCAAATGTCCATCAATAGAATGATGGATAT 

TATTCTACCCCATTGAAACATTTCACACACAAGTTTTGTGTTTTATTTTT 

ATTTATTTATTTATTTATTTTTCATGTCAATGAATTCAAAGGAATCACAC 

ATAGGTTTTTGTATAGAAACAGCACTACATTTCTGTAGGAGGTGCTTTTT 

CAAGATATCTGTGTTCACTAGTTGTAGCCTGCGACTAGAGGGCTCTGTGT 

CAAGCATTCCACTTGCTACTGATTCCTACCATACCCCTCTTTGTTCCCAG 

AACATTGTACCTGCCCG 

>Sequence 3151 

CCGGGCAGGTACGCGGGTGGCCCGAAGTTAGATAGATGAGGAGGGTATTT 
ATCTGAGACAAACACTGGGAGGAAATTTCAACCAGAAGGAATATTAGCAT 
GTGAGAAGGCATAGAATCATAAAAGGCATGTTGTGTTAAGGGAGCTACAA 
GTAGCACAATTTGGCTAATGTGTACAGTGAGAAGAGAGTTGTGGGCAGAT 
AGGTTGGAAAAGAAGCCGTGAGTTAGATCATGAAGAGCCTCGGTAAGGAG 
TTTGTTTTAAAAACAATTACTGAAAGATTCGAAGCAAACACAATATTTAT 
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AGGTTGGAAATATTGCCAGAATGGAAAAAAAAAAAAAAAAAAAAAAAAAT 
GTTCCT 

>Sequence3152 

AGGTACACCGCACACCACAGGGTGGCTGCACTTTTTGGGTGGTGGGGTGG 
GGATGGGGGCAGGTATGATCAATCATCCAAACCAGGGCATTTTTAAGAGT 
AAAAGGAGGCTCTACTGATAACATGCTGCAACAACAGATGTGACTAGGAA 
>Sequence 3 1 53 

CGAGCGGCCGCCCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAA 

GGATGAAGTCAAGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAA 

GGACCAAAGAGAGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTTA 

CAAGCTTCCATGAAAGGGCTTGGACCAACCCAGTGGTGAAAAAAGCATCC 

ATCTGGGGTTACCTTTGGTGCTTGCCCATAAATACACACCCATCAGAACT 

TTGGTTGAACTTTAAAACTCTACAAGAATATTTTAATCTTTCTTCACCAA 

TTCACTTGGAAGGGCTTGGGAAGTTTCTTGCAATTCACCGGTTGCCCAAG 

CAATGGGTTCAAGGTTTTCTTGGGTGGAAGGAGCCCTTCCTTTTGCTTTT 

TTAAACTGGAGGGGGCTCTATTTGTTTGCGGCCATGGGGAGAAGATGAAT 

TAAGCCATGTAAACCTTGGCCCCCTTCTAGTTGGAACACTTTTTAATAAA 

AGGTCCACTAAAATCCCC 

>Sequence3154 

CCGGGCAGGTACACTTCTAGATTGCTCAATGAAAAGAACTCTCAATCCAA 

AATTTATGTCTAGCAAAGATATCCTTCCAGAGTGAAAGAGTAATAAAAAG 

AGTCTCAGATGAAGCAAAGCTGCTTTAAAAGAATTGCTTTAAGAGAGTTA 

GCTAGAAGAGAAATGATACCAGAAGAAAACTTGATATATTAGGAATTATA 

GAACAGCAATAATGTATATACCTGGGTAAACATAATAGATGATGAGTTCT 

TCTAAGTAACTTTGAAAATTGAAAGCAGAAATTTTAACATCATTTTAAAA 

CAATTTATTTCAAAATAATAGAAGAAAAGCATGAAACTGGCAGATTGGAG 

GCATCGTTAGCATGCCCCCCCCACTTGGAAAGAAAATATTAATAGTGTGT 

AGAGATTCACCCTGAACTTTTTCCAA 

>Sequence3l55 

AGGTACCTGGAGTCATGGTGAAAAAGGAATCGTGGTTATGTCACTGGATC 

AAAGAAAAAGGAGAGGAAATCAGAAAAATGACAATAATTTTTTCCTTGGT 

ATAGTCCCAGTAAAGGATAAACAAAAAGGAATTATTCCCCGAATGCCCCT 

CCTCTTTATGAATACACAGTATACCCAGCTGGCTTGACTATGATCATTAC 

ACATCTGCACTGCATCCATGCATTTGCAGCCTTTTGACAATACATATGGC 

CCATATGCTTCAAGAGAGATGAAATGCTTGTCTCAGTTAATCTACATGTC 

TACTTCTGGCTTCAATCTTAATCTTTCAGATGTTCACAAATCAACAAGAT 

AATGTTTCTAGAGTAATGTGGGAAATCAACAACCTCAGATATAGATACTT 

CACAGGGAGA 

>Sequence 3156 

CCGGGCTGGTACGCGGGGAGGTTACTCGTAGGACCTTATACGGCAACCTC 

CCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGGCCTCTTTAA 

ATATACACTTCTCTGTAGTGTATGCTAGAAATGGAGTGGCTGGAATAAAA 

GTGGCTGAATCATCTTCAACTCTAGTAGCTGAGACCAATGATGCTGACCT 

CCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATA 

TTGTACCT 

>Sequence 3157 

AGGTACTTTGTGGGTTGAGGGTAGGAGGCTAAGACTGCCAGGGAGGAGGT 

CCCGGCTTCCTGCTCCTACCGGGGAGCAGCAGGTGAAACTCTGACCACGT 

TACTGCAATCCTGACATGCTCCAGTGGAGTGGCGACATTTTTCTTCTCGA 

GGCAGCTTTTGGGGATCTGTATTACTTTCATGTGGACCACTTGCTAGTTT 

TGATTTCAATGATAATTTCTTCCTTCC111 l"rri M rri"ITCAAGCCTGTCT 

TCATAGTGATGACAACACATTTAACATTTG7TTTGATTTTACCCTCTCCT 

CTCTCCCCACTCTAAGTCTGCAGCCAGGAGAGCAGGGACGTCCTGTGCGA 

ACTGTTAGACCACCACAACCACACTTTGAGGAGGAAAGCCCATGGGGGCC 

CTGGCTTGAATGGCTGG 

>Sequence 3158 
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AGGTACGCGGGGAAGCTAAAGAGGAGATCGTTTTTATTTCATAGCGAGAA 

ATGGCTTCCGGGTGCTGAGTAGAAGGGGCAGGCATGTTTGGTAGTGGGCT 

CTCCAGCC CTAGAAGCATGCACGCAGAGCCTCTGTAGGACr i ' l TTTT rr C 

TTTTTTTTAAGACAGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAATGG 

CGCAATCTCGGCTCACTTCAGCCTCCACCTCTCGGGTTCAGGCGGTTCTC 

CTGCCTCAGCCTCCCGAGTGGCTGGGATTACTAGGCACCTGCCACCACAC 

CTGGCTAATTTTTTTTTTGTATTTTTAGTAGAGACAGTGTTTCGCCATGT 

TGGCCAGGCTGGCCTCGAACTCCTGACCTCGGGTGGTCCGCCTGTCTCGG 

CCTTCCAAAGTGCTGGGATTACAACT 

>Sequence 3159 

CCGGGCAGGTACGCGGGAGACTCATTAAAGCTCCTAAATGTATACATATG 

TATCAGAAAGGAATGTGAACTATTAAGGAAACTTGGTAGACAATGAAAGA 

ATTTGGAAATCTGAAGGCTTTAAGAGGCAGAGTTGTAGATCAACCCCTCA 

TACCAAATAATCAACTCCAAAGTAAAACTTTGAATATAAACTAACTGCAA 

AAGAAACCTTCGCGATATGTAATAAGATGGCACACGCTGTGCTTCTGAGG 

ACATGTGTGGATGCCTCCCCCACGTCCT 

>Sequence 3160 

GCCGTTTAATGCGACGCCTATTCTGAATATCGGGCGAATTGGTGCTCGAC 

AACGGC GGCCGGCCGCCCGGGCAGGTTTTTGGAGTGCTGTGTGGAGTCCT 

TTTTTTACTTTTGTTCCTGAGAAAGAGAGATTCACAAACTTCCCACATTC 

TTCCAGTGGCATCTAAGGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAA 

TAGACTGAAGCAAACCATGTCCCTGATGCTTCCTGCCCACCACCATCCAT 

TCTTTCAACCAACAGCTTCTCCGGGCTTTCACGTGCCATGCACTTTGCTA 

AGAGCTTGAGGGAAATACAGCAATGAAGAAGAGATGATTTCTGTTTGGAC 

CAGTGC TCAGG GATTCCTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCC 

C TACA ATTTTTTCCCTGTAACTAAAGAAAATAGCTTCTCAATGTAACTAA 

ATTTTATCTCATACGCAAATTGGAATGTATACCCTTTCACTC 

>Sequence3161 

CCGGGCAGGTACATGGCAACTGAGGCAAAGAGCTCTTAAGTTACTTATCG 

AAGAATATCCAATAAGTAGGTGGTAGAGCTAGGATTTACACCCAGCAGTC 

AGCTTTATTTTCAACCATGCAATGCCTCCTTAACAAAGGAGATAGGTTAG 

GAAAGGCAGATCTGGGCAAGTGTTGTATTATACAACAATAAAAAGGCTGT 

GGGGTCAAAAGCTATGGCTGTTAAAAGGTTAGGGTAACAGCCAGAAGAAT 

CACCCTTAGGAAGGTTAAAATTTAGGACAACATCTATGATCCTTCCCAAA 

CCTTAAATCTTCATGCTTTTAAAAAGAATTTCCTGCCCAGGCGTGGTGGC 

TCACGCCTGTAATCCCAGCACTTTGGGAGGGGGAGGCGGGCGGATCACCT 

GAGGTCAGGAATTCCAGACCAACCTGGCCN 

>Sequence 3162 

TGAAATCGAGCAATTCTGAATATCCGGCGAATTGGTGCTCCGCCGCGGCG 

GCGGC CGAG GTACAGGGGTTTGAGAAAGAATGCTGGAAAGGGCAGCCTTT 

AAGTGTTTTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCT 

AGTGAGGAGGTGCCTAACACAGTGGTTTCAAGCCTGACTGACCACAGAGT 

TACC TTGG TAGCATATTAAAGTCCTCATTCCTACATCTCACCCTAGAGCA 

CCTGTTTTCAACCTTAGATGCACAGTAGAATTAACTGAGAAACTTTTAAA 

GCCATCATTATCCAGGCCCAAATGCAGTATTGTTAAATCAGAATTTCTGG 

GGATGTTGCTCAGGCATATTTTTTAAATTTAATTCCCTGGGTATACCAAG 

ATTGAAACTTGACACTCTATATACTGAATCAAAAGCTCCATGGGCAAGGT 

GTAGGAATCTGTA 

>Sequence3163 

CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTG 

TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 

CTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTC 

CCGGGAC 

>Sequence 3 1 64 

CCGGGCAGGTACCTGGAAAGATGAACAGGATTGCAGCAGATTTAGACAGG 
TAGAAGGAGAGAGATTCCAAGTGGAAGGATAAAGGAGAGGGAAGAGAAGC 
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AAAGAGTGCAGCTTCCAAGAAGATTTTCTGGTTTCTGGCACTGGTCAGAG 

ATAGCTTGGGAGGAAATAGGCAGAGAGGGTTTTGGAGAAACAGAGCTGCA 

AAGCCAAGTTAGATGTTAGGTGAGTTGAAAAAAGAACTTATGGCAAAAGC 

AGAGGGAGGGAGGTATTTACTCTGAACAGAGATGACAGGGTGGGGAGGAC 

AGATTGTTTTGAGTAGGCAAAGGCCAGGAGCATGAAGCAAGCTAGGAATT 

GGGAGGCTGGCCTAGAAGCATGCGCCACCTGGGAAAGGGACAAAAGTTAA 

AGTATGACAAACCCTTTGTGTTCACCAAATTTC 

>Sequence 3165 

CCGGGCAGGTACCACATCCCTGTCATTCAACAACTTCCCCTTCCAAGAGG 

GTGCTGATCACAGACTTTTTACTGTAATGGGGCCAAGAAGAGACAGTTAC 

TTAAACTAATAGAGTTCTTTTTATAACAAGAGACTGCAGATATCGCTACA 

GAAAGAATACCGGTTGTATGTTTCCTGAATTATTACTAAAAACATTTGTT 

TAAATGTCTCATATATAAAGGTGATGGCCTTATCTCTGACAATGAATTAG 

GGCCTAAGGAGAAAGCAAATTGGAACACTGTTAACATTAAAAAGTCAGCT 

AGTCTTTGAAATACCATTATAATACTACCTTGGAAGATACAGCAACTCAA 

ATCTTGTTCN 

>Sequence 3 1 66 

AGGTACTCTTGGTTTTTTAAGACAAAGAGCGAATGCTCCCCTGCCAGGAT 

TGACTTTTGGCTCl'l'IM'lUl^ICAAACCTCACrGCTTTrrGGTTTAGTTGT 

CATAAAATGCCAAGCACCATGAACAGGGCTCCATGAAGGGGCTCAGAGGT 

AGGAGGGCTGTGATTAGGAGAAGGCTTGGACTGATGGGCAATTTGAGTGC 

TCAGAATTAGAGTGAGGGGGTGGGGGT 

>Sequence3167 

AGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTATTTTTA 

AAGTTrCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAAA 

CACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTT 

GGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGT 

TCTCTTGCTTTTTGTTGTGCATCTCATCTTACCCGCGTACCTGCCCG 

>Sequence3168 

CCGGGCAGGTACAAGATGCACACAGAGGGAAGGAGCTGCCTTGAGCGAGA 

GGACACTGTCCTGGAGGTGACAGAGAGCAACACCACATCNAGTGGTGGAT 

GGGGATAAACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAA 

CAATGGAGGCTGTGACCGCACCTGTAAGGATACTGGGGGGGGTGTCCACT 

GCAGTTGTCCTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAA 

GATATTGATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAA 

AAACATCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTAT 

TAACAGATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGG 

ACCTGTGACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGGGCTTG 

CAACCGAAGGTACCT 

>Sequence3169 

CCGGGCAGGTACTCACAGCTGCATCACGCTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTG 

TTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCGGTGGTCACCAAG 

GAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGC 

CTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTT 

TAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTG 

ACTGTTAGTACCT 

>Sequence3170 

AGGTACTlTri"ril'14"lll^M14U"llTTTTTGGGGTGGAGTCTTGCTCTG 

TCTCCCAGGCTGGAGTGCAGTGCTGCTATCTTGGCTCACTGCAAGCTCCA 

CCTCCTGGGTTCACACCATTCTCCTGTCTCAGCCTCCCGAGTAGCTGGGA 

CTACAGGTGCCCGCCACCACACCCGACTAATTTTTTGTATTTTTAGTAGA 

GACGGGGTTTCACCATGTTAGCCAGGATGGTGTTGATCTCCTGACCTCAT 

GATCTGCCTGTTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCA 

CCATGCCTGGCCTCTCACATGCCTTTTACTCCTTTGTGGTTGCTGCTCAT 
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CTTTCAACTTTCCTTTCTAATTTGTCAAATGTTTTCCTATTTCCAGCTTC 

ATTAGAAGCTGTAGCATCTTTGCATATTTCCTGTTAACAATTGGCTTGGT 

CTATTTCTCTGTAGAACACCCAGAGTCCTGAAAGTAGTAAAGACCTTGGC 

CTTGAAGCAGGAGACCAGGGTTCAAGTTTCATTTCTGTCATTTATGAGAT 

GGGTAGCACAGGAAAGTTGCATCTCTATTTTAGGCTTCAGTTTTCTTACC 
TGGAAAN 

>Sequpnce3171 

AGGTACAAGGCATTTTTGCTAACTGTAAGTTCCCACTTAATCAACAAAAA 

CAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTT 

ATTTCTCCTGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

AGGAGGAATCCCTGAGCACTGGTCCAAACAGAAATCATCTCTTCTTCATT 

GCTGTATTTCCCTCAAGCTCTTAGCAAAGTGCATGGCACGTGAAAGCCCG 

GAGAAGCTGTTGGTTGAAAGAATGGATGGTGGTGGGCAGGAAGCATCAGG 

GACATGGTTTGCTTCAGTCTTTTGGCTGGGAGAAAGGCCATTTAGGAAG 

>Sequence3172 

CGAGCGGCCGCCCGGGCAGGTACGCGGGAGACTGAGTGGGGTCACAGCAC 

AGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAATCACACCTCTCCTGGC 

CACTATCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTT 

GAGGACCAGCCTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTTTTGA 

AGGATTCCAGGCTGCGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTG 

AGACTGACCACCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATT 

TCAAGGCAGTCAAGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCA 

TCAGCCTTATATCTCACGGAAGTACTTTGCTACA 

>Sequence3173 

CCGGGCAGGTACAGATGCAAAAACTCAGGTCCACAAATGTCCCGTGGCTT 

ATCTAAAGCTACACAGCTAGAAAGTGTCAGGACGGGAATGAAACACAGAG 

AGTGACCTGTCTCTGCGCCTGTGCCCTGTCCATACTTTCTGTCCCCAAGA 

GAGCAACACCATAGATCCAAACCAAAACCCCAAAAAGCGCAACTCTAGGA 

AATGCACAGGCTCCACTTCACTCCCAGGAGATTCCTATGGATCTATGGAA 

GAAAATGAGGCAGTGACCGAGGAATTTAAACTCTGGGGTGAAATCATTTC 

CTCCCAATTATTCTTCGTCTAATGACAAAGATGCACCACTAAAAAAGTGA 

CCTATGCCCTCTAACACTCTGAGAAGATCTGAGTCACATGGCAATTCTAT 

TTGTAACATTACAAGATTATAGAGGCCAGNTTTCCCTTCCTCCTCATTTT 

CTTCTCCCCCATGACATTTTTAGAAAGTCACATTCATTTATTTTATCATT 

AGCTATATGCCTTAACCCTGGCCTTAAGTGCAGAGCCTGCTTCACTCTAC 

TGANATTAGCTCATTCCTCTGCAGGTGGACCCCAGATAATCTAACATGTC 

TTCCTTCCCACATAAAGGACCTGGTTGC 

>Sequence3174 

AGGACAGAGGGTCTGCAATCATGGTGCGGCCACAAGTAAAATATGAGTAG 

TATTTATGCTTTTCTACACTCTCATATGTATTGCCCAGCTTATTTACTTA 

TTTACCTGTTTACTTATTAAAACCAACCCCCACCTTCAGTGGATGAATAT 

TTGCCAACTCAAATGACAGTAAAAAACGGTGCAGTGGCTCACGCCTGTAA 

TCCCAGCACTTTGGGAGGCTGAGACAGGCAGATGGCTTGGGGCCGGGAGT 

TTGCGACCAGCCTGGCCAACATGGTGAAAACCAGTCTCTACTGAAATTAC 

AAAAAGTAGCCGGGCATGGTGCCACATGCCTGTAATCCCAGCTACCTCGG 

AAGGCTGGGGCACGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAATG 

AGCTGAGATTGCACCACTGCACTCCAGCCTGNGTGACAGAGTATGACTCT 

GCCAAAAAAAAAAAAAAAAAAAGAGTAGAAGGAATTATAGCCACAGAATT 

TTCCAGGGCAATTCCAGAGGAGACCCAACAACTGTTAGGGACTATGCCCC 

TATTGTTAAAATGTCTATATAACCTCTGAGGCTGATGACTTTGAGAACAC 

CTACACTGACTTGAAAATTCAA 
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>Sequence3175 

AGGTACCCATCAGGAATATCCGGCTCAGAAGCCAGGGCCTCAGAGACTGT 

TCTCTCACTGAGACCTAGAGAGGGAACTCCCTGTGTTATTCTCACTGATG 

GCCCAGGAACCACCCTTGCAAGTCATGACCACCAGCATCATGTAGCACTG 

GAACTGATCTGGGCAATGACCTCTGTCTAAACTTCTGAATCCCCTCCGAC 

AAAGACCCAAGACAGCAGCATGGCCATGCAGCTGTGCTCACATCCCACCC 

CTGCACTGGCCAGGAGCACATCTATCTTTCCTTTGGGTAGGGTCACCCAA 

CTGCTCTGCCACTTCCAGCTGTGAAAGGCATCTATGTGACAGACCCCTCT 

GCAGTTTGAAACTGTGTGACAACTTTAACACCCAACTCGGCATCTGCATG 

GGTTTCTGAGAATTACCTATATCTTTTGTGGTCTCTTTGCTGATTCCCTG 

TTTCATTAAAAAAAAAAAAAGTGACTCGTGATCCCTGAGTTCCTATATAG 

CCAATTTTACTCACTAGCTAAAGAAACACTGTATTTAAAATGACAAACCT 

AGCAACAATTAGGCAAGCTCTCATCAGGACTCCATGCAGGGCTGTGTGAT 

TGCCTAAAAAAGTCTTN 

>Sequence 3 1 76 

AGGTACATATACCAACTGTCAGTCTGTGGTAACGTAACCTTAGACGCTGC 

CTGACCACAAAGTTTGGAAATTATATTTAACCAAAAGAAAATAAATAAAT 

ACAGCAGGTTACCTTGTGAAGAAATGCCATGTGTTCTAAACAAATTAAAC 

CCACGGTCTGACATTTGTATCCATCTATGCTTTTGAATTGAGGGGATTCC 

TTTAGTTATAATGTGCCAAGTGAGATTAGTAACCAACAGGAGGCTTAGAA 

AAGCAAATCCATACTGGTTCATCACACACAAGAAAGAAATACCTGGCTAA 

AATGAAATCACTACAGAAGCATCGAGGACATTGTTTTTTAAAATGGGACC 

CTGCCCG 

>Sequence 3 1 77 

CCGGGCAGGTACGCGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACA 

AGATTAGCTAATGCGGGTGAAGCTATTGGAGTGCTTCTGAAGAAATCAAA 

ATTTTGTTATTATGATTATACTGTTAGATATTTCTTTCTTGAGATTCTAA 

ATGAATTTGTTTAATGCCTTATTGGTCCATTCCTGCATCTCTGCTTCCAG 

AAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCTGCTGCTTCCTC 

AGAAACAGAGATGGTACCT 

>Sequence 3 1 78 

AGGTACGCGGGGCACCGGGCACTGTTCTAAGCCCTGGAGATACATCAGTG 

AGCCAGAT AGACA CATTTCTTGCTTTCATGGAACTTAAATAGTATATGTA 

ATCAACCTGTTTTTCCATTTTTTAGAACAATGAAGAGTAGGGCAGGAGTG 

GAATGAGGGTCAAAAGTAAGCCTTGGAGTCCTGCCCCAAAGTTTTCTAAT 

TAGATTATGAAGGAAAGACCTTATGCAACTAAATTACCCATTTGGGTCAG 

GTGTAGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGTCAAGGCAGG 

AGATCACTTGAGGCCAGGAGTTCAAGACCAGCCTGGCAAACATAGGGAGA 

CCTCATCTCTATAACAAATTTAAAAATTGGTAGGGCATAATGATGTGCAC 

CTGTGGTCCCAGCTACTCAGGAGGCTGAGGTAGGAGGATCATTTGAGACT 

GGGAAGTCGAGGCTGCAGTGAGCTGTGATCGCGCCACCGCACTCCAGCCT 

GAGAGACAAAGGGTCATTTGTGTCCTATTGATATTTGTAATAATTAATGG 

TCTTGTTGCCCCTTAGGGTTGCTTTCTTTTCCTTTTTCCTCACTCTC 

>Sequence 3179 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTG AGCAGG GCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

>Sequence 3180 

CCGGGCAGGTACCTTGCCCTGAGGAACCTACAAGTTAGCCTCCCTCTAAT 
CCTGGCATTCAAAGTCCTCCACCTTCCGAATTACACCTGTTTTTTCAGGC 
ATTGTCTCCCACTTTCCTAGCAAGCCTTTGGCTCCAGGAAACTGTTCTGT 
TCATTGACGACAGAATGTATTTTGTCCCGTATGCCTCCCTTCAATCTGAA 
GTTCATTTTTAGTAA'n I Tl ITTATTAGCAGTGACTTTCCCCATTTACTA 
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ATGCCTTTCTCTTTAGCTCATTTAGAATTCCCTGGAAGTCATCATGTTTT 

CCTTCTGAATTGCTATCA 

>Sequence 3181 

AGGACTAGCTCCCTTACTTACTAATCATAGAACTGTGGATATATTTTTAA 

AAATTATTAGTGTCTTTAGTTTTCTCACTTGTAAAACACTGAACAGAGCT 

CCTGTCATTCAGAGCTGTTGTCAACATGACAGTTAAGAGTGTAAAGCACT 

GACCTGGGGCCTGCATGTAGTAGGCACTCAATAAATCGTGGCAATCATGA 

CATTGGTGATGATGACACTCAGTAACTAGTAGGTGTTATTATTAAAAGTC 

GCAAAAACAGCTAGTACCTGCCCG 

>Sequence 3 1 82 

CCGGGCAGGTACGCGGGTCTACGTGGTGGTTGGAGCTGCCAAGGGCACCC 

AACCTGGTCAACAAATTAGTGTGCTCAGCCAGAGGCAGTCCTGGATGAAT 

TCAGGCTGCAAAGTGCCCTGTGACCTGGCCCTTGGGAAGCCACGCTCTGA 

TGAGGTTTGCAGATCTCCCCGCAATCCAGGGCCAAGCATGAATGAAGGTG 

TTAGGCATTTCAAGGATGCGACTAGGACGTGCTGCTGTCTCAGGTTCACA 

TTATACTGAAATAAGGTCCTGGCCAGACAGCACCATATAGTTAATTGAGG 

TGTTTGGGAGATACTCAAATGGGTGTTAATATTTCCCAGGCAATATTTTC 

AAGGCTCAGAGCCTCTATTCAAAAGATAACTGAAAGGCTAGCAAAGGGTA 

TTGCAAAGGTATATTCTGATTTCTGACAGGAAGATCGATGGATGGACAGT 

GAGAGTATAAAGACCTTAGGGTTTGGGGTTCTGATTTGGCCTTGGTCTGT 

TGAATGATTGATTCATTCATTCAACAAATATTTATACAACACCCACAGGG 

GGCAGGCATTGTGCTGACTGTGGAAGATCA 

>Sequence3183 

CCGGGCAGGTACTTAGCACATGCCAGGAACTGTTCTAAACCCCTTCTGTG 

GGTTAGCCCATTTAATCCTCATAGTAACTCAGTGCTATCTCTGATATCCC 

TGTGTTACAGTTGAGGGAACTGAAGTATAGAGAAGGTTGAGCAATGGCAT 

GCAGGGCATAGAGAAGGGTAAGGACGACTGTAAACAGGTCAAGAAGTGGA 

AGGTCAGATAATTTACCCTGATTGCACAACTGGTAAGTAGTGGTACCAGA 

TTGAGGCTCAAGTCTTCACTCTCACAGCAGGGTACTTTCTGCAACTTCAG 

TTTCTTATTACCATTTCTGCCACTAGCATGCAGAAGACGCTAGATGATTA 

TTGAATCAGTGAGTTTCTCATAGGTAAGATGGAAATGATTCTTAGTAGGG 

TTTTGTGAGAATAAAATTGGAAATTGTACATTTCTTTAACATATTTTGGG 

TAGTAATAGCTATTATGATGCTAGTGGATAACACAAGAGTTCAAAGGTGA 

CCAGTTAGATGTGGAGGAGGGAAAGAGTTGTGTAAAAGATGATGAGTGTT 

CTAGCCTGATGGTGAGAGGACAGTATTAATGGAN 

>Sequence3184 

AGGTACGCGGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACAAGATT 

AGCTAATGCGGAAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCT 

GCTGCTTCCTCAGAAACAGAGATGGTACCTGCCCG 

>Sequence3185 

CCGGGCAGGTACAGAAAGAGGTTTGTCTGACTTAAAGTGATTTGTCATCT 

TTCTTTTCCACTCTCCTAATCATGATCTGTTCCCCCTCCTGGCCCAATAA 

CTTAATGCTTGTAAACTGAGGTCCACCCATTTATGGAAAACTCTTTAGTC 

ACAGAGTTCCCTAACACCCTCCTCTGTCCCTGTGACAATGTATTGAAAAT 

AACAGTTGAAGCCCCTCTAGAGGGTGGTCCAAGTTGACTAAATGGGTAGC 

AGTGAACAGCATTAAAAGGAAAAGAAATAAAATAACACACAGAAAATGTC 

ATAGAGCAACATACAGCAAAGATAGTTTTTATAAAAAGTGGTTTTTAATT 

ACACATATGCCATATTTCACTGAATCACAGTCATCATTTATTGGAAAATG 

CAAAACTTTATGTATCACCCAGAANGAAAAAAAAAAAAAAAAAAAAAANA 

A A AN ANNG GTCCCT 

>Sequence 3 1 86 

TGCCTTGTAGCGGCAGCCGGGTCGGGACCAGGTGTAGTTCTGGTTGCCGT 

CGCCAGCCACGCCGTCCGCCGTGCCGCCGGCTGTGCCCGCGCCGGCGGGC 

TGGCCGTACAGCGCGGGCGGCCCGGCCGCGTAGATGCCGTCCGCGCCCGT 

GATCTGGTCCACGCCGTACACCACCACGGCGCCAGCGGCAAAGGCCGGCC 

CCAGGGTGGTCAGCAGCTGCTGTCGCATGGTGGCGGCCGCGCTGAAGCGC 
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GTGGCTTCGTCCGCCGCGCTGCTGCTGAGCACGGGACTGACCGTGGCGCT 

GATGGCGTCGGCCAGCGTCTGTTTCGCCTTGAGTACGAGGCCCAGCTGGC 

CGCTCTGCAGCGGATCGGCGATGCCGTTGAGGCGATCGAGGATGTAGGCG 

GGCGGCGCATAGGTGGCCGAGAGGAACTTGTTGATGGCGTCNAGACAAGT 

TTTGAGCCACAGGGTTCAGGTCAAGCTATTGAGCCGTAGCGCATGCGGCG 

TATTGGTCGGAAT 

>Sequence3187 

CCGGGCAGGTACCTTGCCCTGAGGAACCTACAAGTTAGCCTCCCTCTAAT 

CCTGGCATTCAAAGTCCTCCACCTTCCGAATTACACCTGTATTTTCAGGC 

ATTGTCTCCCACTTTCCTAGCAAGCCTTTGGCTCCAGGAAACTGTTCTGT 

TCATTCGACGACAGAATGTATTCTGACCCGTATGCCTCCCTTCAATCTGA 

AGCTCATTCTTAGTAATGTTTTTTATGAGCAGTGACTTTCCCCATTTACT 

AATGCCTTrCTCTTTAGCTCATTTAGAATTCCCTGCAAGGCATCATGCTT 

ACCATATGAATTGCTATACATATGACTGAATGTGTGTCAAATCATAAAGC 

AGGCGAGCTGTTGACTAATTTACTTGTTAATATAAGAACCTCAAACCATA 

TAGAACACTAGATCCCCCGGGCCTCCAGAATTAGACATGAAGTCTAATCG 

TACAAGGCACCACCCTAGTAGGCCCAGAACCAACCTCACGTACCCATCCT 

CAGCGATATATACCCCCAAGATACTATTATAGAAAATTTTATTATCCGTT 

CTAGAATAATCATCACCACACATAACCGACTCAATAACACGATCAATACA 

ATCCAGCCGG 

>Sequence3188 

CCGGGCAGGTACCAGCACGTGCAGAAAAGAAAGAGTCTCCGCTTGTCTTT 

GTCTGATTCTCCTGTCCTCTCCATGGAAGTTACATTTTCTGTAAAGGATG 

AGCTGAAAATTCTCCTGGTCGTTGCCAGTTGAACTTCTGCTGTGCTCTGG 

GAAGGCATTCTCACTCTGTTTANTGTTGTCTAAGTGCAGACATGGATGTG 

CAGGTTTGCTAGAACCTCCTGAGGATGTGCAATGGGGGG 

>Sequence3I89 

CCGGGCAGGTACACAGCACCCCCTGGAGTTGGCAATGCGGAGGCTCTGGC 

TGTTGATCCCAAAGAAGATTTAAATTGCAGTCCATTATATTTTTCTCTCA 

GACTTCTGTTTCTTTGAATATTCCAAATAGATTAAAATATAATCTGGAAT 

CTTAAGTGCCTTAGTCCTATTTAGGTAACAATACTATCTAAGAAAAACTC 

TAGAAGAATTCACAACAAATTGCTAACTATAGTTATCTCTGGCAGAGGAA 

GTAGCATGGGAAAGGCGTGGGAAAATTTTTTACTTTGACil T TTTT TC AC 

CTGGGTCCT 

>Sequence3190 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGTAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAA 

CATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCAC 

CTTGCCCAACAGTAGAAAGAAGAAAAAGAAAAANAAAGGTCCCTCG 

>Sequence 3191 

AGGTACAGGGGTGGGAGAAAGAATGCTGGAAAGGGCAGCCCTGAAGTGTT 

TTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCTAGTGAGG 

AGGGGCCTAACACAGTGGTTTCAAGCCTGACTGGCCACAGAGTTACCTTT 

GGTAGCATATTAAAGTCCTCATTTCTACATTTTACCCTAGAGCACCTGTT 

T TCAAC CTTAGATGCACAGGAGAATTAACTGAAGAAACTTTAAAGCCATT 

ATTTTTCAGGGCCCAATGGCAGATTGGTTAATCAGAATTTTGGGGGTGTT 

GCTAAGCTTTTTTTTAAATTTATTCCCTGGGGATCCCAGATTGAAACCTG 

ACACTCTATATACTGAATCAAAAGCTCCTGGGGCAAGGGGAGGAAACTGT 

ATTTTTTAATTCCATCTTGAGCGGGCCGCCGGCAAGGTACCGGGATCTTT 

TTTTTTTAAATGGGATTTTAACTTTTGAAAATAAAAAAAGAATTTTGTGA 

GAAA CCTTACTGGTTTTAAGGGTTTGAGGAAAAAATAACCCCGCAACACT 

TTTTGGAATGGTTGATTTTTGGGAGTGTAGCTN 

>Sequence 3192 

AGGTACAGGGGTGGGAGAAAGAATGCTGGAAAGGGCAGCCCTGAAGTGTT 
TTATCCTAAGACCATCTAAACGTGAAGGAAGTCCATTCCAGCTAGTGAGG 
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AGGTGCCTAACACAGTGGTTTCAAGCCTGACTGACCACAGAGTTACCTTG 

GTAGCATATTAAAGTCCTCATTCCTACATCTCACCCTAGAGCACCTGTTT 

TCAACCTTAGATGCACAGTAGAATTAACTGAGAAACTTTTAAAGCCATCA 

TTATCCAGGCC CAAATG CAGTATTGTTAAATCAGAATTTCTGGGGATGTT 

GCTCACGCATCTTTTTTAAATATAATTCCCTGGGTATACCAAGATTGAAA 

CTTGACACTCTATATACTGAATCAAAAGCTCCATGGGCAAGGTGTAGGAA 

TCTGTATTTTTTAATTACCATCTCCCAAATCTACTTAGTTTGTGGAGCAG 

CGTTTGAAATGGACTTGTGACAGGTATGGATGAAGTGAACAAGAGACAGT 

AGAAATCAGGCGTGGTGGGGAATTGAAAGNATGGCAGTGGCAGTGGTTCC 

AGTTAGAGATTCTTAAGAGGCTCAAGATGGAGCCCTCAAAGACTTTCAGT 

GTTTGGGTCTTGGCCTTGCTN 

>Sequence3193 

CCGGGCAGGTACTTTTT I A I T 1 1 i H 1 1T1T I GGAGTCTTTAAGATTATC 

TCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAAGCGGGAGGCCAACACTGGGGCTACCCAAGAGTTGACCAAAG 

GTGATATTAATACATATGCTTACTTATTACCTTGTTCGCACAGTTCTAGT 

GTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAACTCTC 

TCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATCATAAAG 

CCAACAAGCAAATATGATGTACCT 

>Sequence3194 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 

GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 

AGGCATTAAACAAATTCATTTAGAATCTCAAGAAAGAAATATCTAACAGT 

ATAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGC 

>Sequence3195 

ACCTTGGCGCCAAGCCGCGCCAGACCTTCATGCAAGTGATTTTGCCGCTG 

TCGGTGCCGGGGATTGCGGCGGGTTCGATCTTTACGTTCTCGCTGACCCT 

GGGGGACTTCATCGTGCCGCAGCTGGTGGGCCCGCCGGGTTACTTCGTCG 

GCGGTATGGTCTACGCGCAACAAGGCGCTATCGGCAACATGCCCATGGCC 

GCTGCATTCACCTTGGTGCCAATCGTGCTGATCGCGGTTTACCTGTCCAT 

CGTCAAACGTCTGGGGGCCTTCGATGCACTCTGAAAAAGCTTCGTGGAGT 

CTAAAAATCGCGGCCTGGGGCGGGTTGGTTTTCCTGCACTTCCCGATCCT 

GATCATCTTCCTCTACGCCTTCAACACCGAAGAAGCGGCGTTCAACTTTC 

CACCCCAGGGCTTCACCCTGAAGTGGTTCAGCGTGGCCTTCTCGCGGCCG 

GACGTGCTGGAAGCCATCAAGCTGTCGCTGCAAATCGCCGGCATCGCCAC 

GCTGATTGCGATGGTACTCGGCACCCTGGCGTCGGCGGCGTTGTATCGCC 

GGGAGTTCTTCGGCAAGCAAGGCATCTCGCTGATGCTGATCCTGCCGAT 

>Sequence 3 1 96 

AGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTGGTTTACTTCTCA 

GATAAACTCAGGAAGTTTAAATGGCATTCTGAGAATCTGTAGCTGCAACA 

TAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTG 

CTAGCTTGGACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGGGGTGG 

CACAGTAACAACCATTTGTTTCTCAACAAGAATCTGATAATGTTGCTTGA 

ACCTCCTGAACCAGTGCTGCATGCTCTGCTTCTTCATATGTTTGTCCTTA 

GATTTGACCAAAAACAATAACTGATAATGTAATACAGATTCCCCAGCTCC 

CTGTGAGCTGGGTTGAGCCCAGGAAGTCTGTACCTGCCCG 

>Sequence3197 

AGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCTTGAATTT 

AGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCACAATCTA 

TAAGCAGTTTAGGAATTAGCAGAACGTGCGTGGTGAGGAGATGCCAAAGG 

CAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGAAGAGT 

ATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTGGGGTG 

GGGATGGGTGATGAGACTGAAGAAGAAAGCCAGGTNTAGATAATAAGTGG 

GCTGGTACCTGCCCG 

>Sequence3198 

CCGGGCCGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAG 
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TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTCAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTG 

AGAAGTTTGAATGTGATTCCTTGTTGACCACAGCAGGAGGTCCTGAAGTC" 

CCTGTCCTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGG 

AAAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGC 

CCTGCTCAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCA 

GCTGTGAGTACCT 

>Sequence3199 

TAGGTGAAGAGTGGCGGN 

>Sequence 3200 

AGGTACCAGTAAATGCTGCCTCATCACCTACACCCTTGGTTTACTTCTCA 

GATAAACTCAGGAAGTTTAAATGGCATTCTGAGAATCTGTAGCTGCAACA 

TAGTGAGCCCAGGAGTCCCGGTCCAGCAGCTAGTATTAAATTCTCTGTTG 

CTAGCTTGGACCTCTCTCGATATCTAGGAATTGTCTGCAGTGTGGGGTGG 

CACAGTAACAACCATTTGTTTCTCAACAAGAATCTGATAATGTTGCTTGA 

ACCTCCTGAACCAGTGCTGCATGCTCTGCTTCTTCATATGTTTGTCCTTA 

GATTTGACCAAAAACAATAACTGATAATGTAATACAGATTCCCCAGCTCC 

CTGTGAGCTGGGTTGAGCCCAGGAAGTCTGTACCTGCCCG 

>Sequence3201 

CCGGGCAGGTACCTGGATAATGGTGACTGAATGATTGATGGAACTGACTT 

TTTGCTTTCCTTTTTTCTTTCTCCACTGGTGGCCCTATGTTCCTATTAAG 

AGAATCTTCCAGCCAGGCGTGGTGGCACACGCCTGTAATCCCAGACTTTG 

GGAGACTGAGGCAGGCAGATCACGAGGTCAGGAGATTGAGACCATCTTGG 

CTAACACGGTGAAACCCTCTCTCTACTAGAAATACAAAAAATTAGCCAGG 

TGTGGTGGCACGCGCCTGTGGTCCCAGCTACTCGGGAGGCTGAGGCAGGA 

GAATCGCTTGGGCCGAGGAGGCGGAGGTTGCAGTGAGCCGAGATCCCGCC 

ACTGCACTCCAGCCTGGGTGACAGAGCAGGACTCTGTCTCANAAAAAAAA 

AAATCTTTCTGCCTGTTTTTTGAAATAGCCGCAGGAGTGAGGCAATCTCA 

GCTCCTGCTCACACATCTTTTTGTAGAATTTCCATCACAAAGAATGGTTA 

TTAGAATCTCTACTCTTGGCCCAAAGTGTCTGTTTGCTTTTCTCCCAATC 

AGGAAATCACACTTGTTGGATCTTGATCTTAATCTCTTGGACATGC 

>Sequence 3202 

CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTG 

TTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACT 

CTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTCACCACTGCTTC 

CCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACC 

ACTGCTTCCCGGGACTCTGCGTTGTACCT 

>Sequence 3203 

CCGGGCAGGTACCTTGAGTAACATTGGGAAGGACCACTCATTGAATGAAC 

CATCAATCAAATGATACATACTGCATCCTTCCAGAAAACATCTCAAAGCA 

CTTTGCAGATGTTAACATTAAAGTTAAACTGAGTGTAAGGGAGCCTTACA 

AAATAGGCCAGCTTGAATGCCTTATCCAAAAATGTAGAACTGCTTCAAGG 

CAGGTGTCAGTGTTTTAAAGAAATTGAAGCATCTTGGGTTGAAAGAAAAA 

TAAGAAAATCTCTATGGATGTAAAGATCATTCCCAGTTCAAAAGCTAAGG 

ATGGGCAGCAAGGTCGTGTCCTGGAAAATGTAAACTCTGTCAAATTTGTA 

ACCAAGATCCAGGCATCCTCCCTGCTGGAAGGACCTTACTTTCTGTTGAA 

ACAAGCAGGCTGAGCACATAAAGAATTGGACCATAGGAGTGTTTTTTTAT 

ATGTATAACTGGTGGGTTGTTTTTTCTGCCTCTCTTTTTTTTGTTGGT^ 

TATTCCTCCCTCTTTTGTATTTGCGCGTAATGGGAGATTTGTAAATTATG 

TAGAATATTAGTTTTTGTCTAGATGGTTATGTAGGTTTTCCCATTTCGTT 

TGTTTTTTTT 

>Sequence 3204 

CCGGGCAGGTACGCGGGGGGGCAATAGTGAATGAATGGGACCATCTGCGT 
GGGTCCCTACACGAGATGCTTGGAGGGGCTGGAGGTGGTGAGGGCTGCAG 
GAATGGCCTAAGGTTGGAGAATCCCAGCCCTGGGTCCTCCCTGCCTGGCT 
GCCCCACCAACCATCTGGCTATTGTCTTAGCTTTGGTCAATTTTACAGCC 
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ATTGGAATCTTTATTTTAATTCTCCCTTCCCACCACATAATGTCTCAATC 
C ACTATAA AC A TAACA C ACATCCCTGTCTTTCA A ATTCC 1 TT T T T1 ATAC 
TTTCTCAATTACTTTTTTCCCACCCGATATATTTATTTCTTTACCACTCA 
TATAC ATTCCTTTr 1'CTnTATACTTTTAG l " 11 ' I T iTl CT A ATCTCCATT 
TCCATTACTATTCTTCTTATGTCTTTATATTTCCTCATCTTTCCGTAATT 
ATATTT CTTATCTAATAAATCCCTTTCTCCATCCCTTTTTACAACCACCT 
CTTTT TATCTACAATTTT I T1T1 CCTCCACCCTCTCTCTTTATATCCCTC 
TTTTTATCACTACCCACATCACAAATGGTATATAAATCTCTTTCGCATCC 
CTTCTTTTACATATCTTTTACTCACTCACACTGTCTTCATATATTTT 
. >Sequence 3205 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTAGGTCAGCTGCATCATCAGCTTTAAAAGCCC 

CCAAATATTGCTGAGCTTGCTTTTTTAAAACTTCTCTTGCAAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCA GCTT GGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGTGATG 

GTGGTTTTGAGTGCTTCTCTCAGTGCAGGGTGAGCCAGGTTTCTCAGTGG 

CATTAGATATATACTCCATGACATTGGGACTCCCCCCGCGTACCT 

>Sequence 3206 

AGGTACAAGGCATTTTTGCTAACTGTAACTTCCCACTTAATCAACAAAAA 

CAAAAACACTCATTTCTGAACATTCAGTGCATTCATGATTAATCTTAATT 

ACACCACAAAGGTATTTTTCAATGGTGATTTTGCGGGAGTGGGGTAACAG 

TTTCGAAAGCAACATTGTCAGAAACATAGTTGATTTTAAAGGTTCTTTCT 

GGTGACTTTGACTTCTGCTTTTTTAGAAGACCTTACACAGAGTTGTATTT 

ATTTCTCCCGGAATATTTCAAGCAATTCAGAGTGAAAGGGTATACATTCC 

AATTTGCGTATGAGATAAAATTTAGTTACATTGAGAAGCTATTTTCTTTA 

GTTACAGGGAAAAAATTGTAGGGCTTTTGGAAGCCTCTTTGATTTCTAAT 

AGGAGGAATCCCTGAGCACTGGTCCAAACAGAAATCATCTCTTCTTCATT 

GCTGTATTTCCCTCAAGCTCTTAGCAAAGTGCATGGCACGTGAAAGCCCG 

GAGAAGCTGTTGGTTGAAAGAATGGATGGTGGTGGGCAGGAAGCATCAGG 

GACATGGTTTGCTTCAGTCTATTGGCTGGGAGAAAGGCCATTTAGGAAGG 

G 

>Sequence 3207 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAAGCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 

ANATTGGAATGTATACCCTTTCACTCTGAATTGCTTGAAATATTCCAGGA 

GAAATAAATACAACTCTGTGTAAGGTCTTCTAAAAAAGCAGAAGTCAAAG 

TCACCAGAAAGAACCTTTAAATCAACTATGTTTCTGACAATGTTGCTTTC 

GAAACTGTTACCCACTCCCGCAAATCACCATTGAAAATACCTTTGTG 

>Sequence 3208 

CCGGGCAGGTACGCGGGATTTTTATACAATTAATGATATTCTCAATAGTA 

ATCTTTGTGTGTGTATATATATAGAAATAAATTCTAAATGTAAGTTAATA 

TATTT ATTA n u l u l 1CTAAACATATATAAATATATATATGCACACAGGCTA 

TTTAATTTTATTAGATGATGCTATTTTAATTCAGAAAAAAATGACATTTA 

TATTTTGATTTAGGTTAGTATAAGCCCTTAGAGGTGTTTTGACAAGTCTC 

TTAATTTGTGGTTTTACTGTTTATTTGATTTTATATAATCTAAAATACCA 

TTTGTTTTACCAAGCATTTAATTTGGCAGTGAAAGAACGTCTGACAGAAG 

TTTGGTTAGTCAATATGGCTAACTGCACATCTTGATTGAATTGAACTTTT 

ACCTGTTTCTCTTC ATTA AA A ATG ATTTT A A AC ATTTTTTTGTTTTTATC 

CTTCCGTTATTTGTCCCTTTATTTATACCCAAACATTTTTTTGTTTTCCT 
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TATG ACCTT ATTGCGTTTTACC A ACT ! I ' ll A AA ACTTTTA AGGTATTCTT 
T CACC ACTATGTTTATTATTATGGCCCTTTAATCCCATCACTTATTTTTC 
ATTTTTTTTTTTCTTCCGCCCCG 
>Sequence 3209 

CCGGGCAGGTACCTAGCACCAAAACGTGTTTTGCCACATTATGAGGAGAA 

ATTAAGACACATGCAAATGGCCCAGAGTTTGGTGGTTTGGCAGTCACAAG 

GAGGAAAGAAATGTGTGACTCCAATAAGAGTCCCTCTATAGTCATTTGGT 

TCCCTCGGCCCAGAAAGACAAAGGGGAGTTTATTCAGAGTGACATAAAAG 

AAGGGTCGCACAAGCAAATCAGTGACGGNGCANAGCATTGATGGTTTGAA 

GGAAAACATGCATTATCTTTTCTTAACGGTGTTCAATGAATTTCCTTTAT 

TATTCATTACATTGGCCAACCAGCCTCTAAGGACTTTGGGCAGCCCAATG 

GAAGGCTCTCAAAGGCCTTTGAGTTTAGCTTTTGGGCTTACGATGGTTTT 

AATTAGCCACAGGGAGAAAAAAAGCCATCCTGATGTGGGACTCCTGAAGT 

GCGTCCTACTGAAAGCCAAATGGAGAACTGAGGAATGTCATCCTCTCCAC 

CCAGTCATGTACCT 

>Sequence3210 

CCGGGCAGGTACGCGGGTCATCATCATAGTGAGCCCAGAGAGCCACTGCC 

CAGCAGCATGCTCACACCACCTACCCTAGTGTAGGTAATAGGTCTACGCT 

AGGACCCCGTGCTGGGCTCTCAGCCCATCATGAGATTTTGGTGGATTTAA 

TGGCAGGTAGGAACTTATTTATAGTGGACTGATAATTGCTTTATAATTCC 

TTGGTAATGACAGCTCAGGGAAGGTTTCACAAGGTCATGATCAGGAGACT 

TGAATTGTTACTGGATGTAGGAATTGTTTCACTGCTCTTAACTTGCTCAA 

ACTGGGGCAGGTTCCAGGAACTTGAACTAAAAATATCTATTTAAGCCTCT 

CTCTCTTTCTCTCCTCCCCAACTTTTITCTGAAAGCCTTGATTTCTGCAG 

ACAGAACTATGGTTTTTGGCATGTTGGGTCAAGACGTGTTTCTATAGGAA 

ATGCTTGCACGTGGCACTGGCTTGGTGAGTCAAGCTTCCTGAGCTTCAGA 

CCGTTTGTCCTGTCATTTGTCCTGCCAACACTGTATGGTTTTTCTCTAGC 

ACGGCTTCAGTTTTGTTCTCTGCACAAAGCCTTTGGTGGTTCTGGCCTCT 

GCCCTCCAG 

>Sequence 3211 

CCGGGCAGGTACAAGGCCACTGATTATCTAGACCTGGCTTTCTTCTTCAG 

TCTCATCATCCATCCCCACCCCACATTCTCTCTCCCCATCAGGTTTGTGG 

AAATGTTGTTTGGGATACTCTTCTCTCTTTGGAATCCCTCCTGTTTGGAA 

TACTCTTCTCTTCTTGCCTTTGGCATCTCCTCACCACGCACGTTCTGCTA 

ATTCCTAAACTGCTTATAGATTGTGGCTTAGCTTTGACTTTTTTCAGGAT 

GCCTC 

>Sequence 3212 

AGGTACACACTGAGGACCTTTCATCCAGCACGTGTGGAGGCTCCTCGAGG 

GGACTCGGAGTGAAGACAGACTTGGTCTCTGCCCCCTCGGGTCTTACAGT 

CAAGCTCCAGTTGAAGTGTGGTCATTACTACAGTAAATGAAGCACAACCC 

ATTATTATCTCTGCCTCAGGGGATCAAGAGGAAGTTTCTAGAGTAGGAGA 

CATTTCAATCAGGGCTTGGGGAGCCTGCCAAAGGGAATGAGGGCACGTCC 

CACATGAAGCAAAGGCATCTGAGTTCATGGCCCCGCTGGGGATTGGCAGG 

CATGAGTTGCAGCTGCAGGGCAATAAGCGTAGGGGAGTGAGTGGAGAAAC 

CCAGGTGGGGC 

>Sequence 3213 

AGGTACACACAGTCAAAAGTTTTCCGTGACTGTGAAATCCAGTGCAATCT 

GCTTCCCAGCAGATGAGGAGCCTGACGTGGTTATGTCTGGATTTAGTCCA 

AGAACAGAGCAAAGCTTTAATTGTCAAGAGACCCAGGCCTCATTCTCCAC 

TTAGGAGAGTTTGCTAGGGCAGGTACCTGCCCG 

>Sequence 3214 

CCGGGCAGGTACGCGGGACAGCAGCCAGCCGGGACAGCCAAGTGGTTCGG 

AGAGAAATTGCTAAAGCCCTTAGCAAAAGCTTTACGATGCACTCACTCAC 

CATTCAGATGGAATCTCCAGTTGACCAGGACCCCGACTGCCTTTTCTGTG 

AAGACCCCTGTGACTAGCTCAGTCACACCGTCAGTTTCCCAAATTTGACA 

GGCCACCTTCAAACATGCTGCTATGCAGTTTCTGCATCATAGAAAATAAG 
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GAACCAAAGGAAGAAATTCATGTCATGGTGCAATGCATATTTTATCTATT 

TATTTAGTTGCATTCACCATGAAGGAAGAGGCACTGAGATCCATCAATCA 

ATTGGATTATAT 

>Sequence3215 

AGGTACCTTGCCTTTGGTTACCCCTTCTCTTTACAAGGGCAGGGTAAAAT 

ATGGGGCTCAGCTAGGCTGTGGGAATAGGGAATGGTGTGGGAGAAGCTTG 

GGCCTAGGAGCAACATCTGTGGGACTCTTCCTTCTATGCCCTTCTGAATC 

TATTGAGAAGGATCAGCTAACTCTTTGGTGCTATGCTATTAGAAACCCGG 

AATTAAAATAGAATATTTCTTAAAATGGAAGGGCTTGCAGTTAACTCAGG 

TCTGTACCTGCCCC 

>Sequence3216 - 

AGGTACATTTTTAGCTAGTTACCACATGGTGCCAAAACCCTGTAGCACTC 

CGTTAAGACCATC TGTTA AAATGGCTGTCAGGTATCATGTAGATAATTGA 

CTGGTTTTCTCACCTTTTAATTAGTTATTTTGTCATTGTGTTGACGCAAC 

TTAGGTGAAAGGTTTTTCTTTCCTAAGAACTCATAGGTCATTTGCACTTA 

CTCAGTTACAAATGGCTATTTGGGGGGCACTGACGTCATGAATGATTTCA 

TCTTACAGGTCAGAGCTATCCTATCTCCCANAACAACTTTTTCATCTTCT 

AAGATGATGAAGGTCTAATTAATCTTGGCCTTCACAACTGCTCTCTCAGC 

ACTGGAAAGAGCCATTCTCCTTTATACTGCATCTAAGCAATTTACATTAA 

AATAAATACGTTTCAAAGCTCTATATTCATACTGAGGTTTTGAATGAAAA 

CAGGGAAGAGAGAACCACTTCTTTATAATGGACAATGAACTCACTGAATC 

ATGTGCTGGACTTTTAAAGGGTAACAAATCAACCCTAAAAATGATTTAAA 

AAATCTTATACCAAATTGGAGGCTTGGTTATCACACATTACAAAGAAAGT 

ATATTAAACTATTCAAACT 

>Sequence 3217 

AGGTACAAGTCTGAAGCCAACCTTGATTTTTTTGAAGGGATATACACTAA 

ATTATAGAAAATTATTTTAATATCAAGAACAAATGGCTAAGGGGACAGGA 

TTTACTGCATGAGTTTTAGCACTGAGTTTTTCTGAGTCATCTAGGGGAAG 

GGAGATGGGTAAAATTGTAACAAATGGCAAAATACACACACAAAAGGTTT 

TCTTAAATAACAATAGCACTGAAAAAGAGGTAGTCCGGAAGCCCCAGTCA 

TTGCCTTATGTCTCTTTAAATCATTCTTCAAGTGGAGATTTATTTCGACG 

CCATTCTCCTGCCTCAGTCTCCCGAGTAGCTGGGACTACAGGCGCCCGC 

>Sequence3218 

CCGGGCAGGTACCCATTAAGTAGTTTTTCGACCCATAAACTCTCCTGTCC 

CAGTAGTTCACAGTATCTGTTGTTCCCATGTTTATGTCTGTGGGTGCTCA 

ATGTTTAGGTCCCACTGATAAGGGAAAACGTGGTATTTGGTTTTCTGTTC 

CTGCATTAATTTGCTTAGGAAGGAGGATTTTCTTAAACATCAGTCTGCCT 

TTTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAG 

CTTAGAAATATAGGTATTGAGGGGCCACCACACCAGGCTGACTTCTTGAT 

CTTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCT 

GAGACCT 

>Sequence 3219 

AGGTACTTTTTTTTTTTTTTTT^^ 

CTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTA 

GAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTA 

TTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAG 

TATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATA 

ATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTACTAT 

AAAAAAATTACCATAGGCCATTGACTAAACCACAAACATATACTTCTCAC 

AGTTCTGGA 

>Sequence 3220 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAGGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 
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TCCATTGAGGCAAAGGTTTCCTTCTATCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 

AGTACCTGCC 

>Sequence3221 

GGGGCCCTTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AACTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCATTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTC 

>Sequence 3222 

AGGTACGCGGGAGGATGGACAGAGTAAGCACACGTGTTAGATAGAAAAGA 

TAGAAAAGAATTGCTGTTTCCTGATAAAAGACTAAATAATGAGAAAACAC 

TTAAACTACCGAACACCTGAAAACACTGAATAAAATTTGAAGCCATCTTT 

TTTACAAAAAATAGCTGGAAACTTCAGGGAAAAGAAAGGGGATAATGTTC 

AAAGACCAAAAATGGCCTCTGTAGCAGTCCCCCAACACTTTACTTCACAA 

CTAACTGGGCTAAGTCTCAATAAACCCTTAAAGGCAATGTTTCGTTTAGG 

TTTCCTCCCGTGGGAACAAGGGGAGTTCAAAGTCCTTGGGGAATCTCCCA 

GCCGTTAAGGTTCTTCCTTTTATCCAAAGGTCCAGGAAACACTTCTAAAA 

AAGGCCTCCAATTCATTCAGGAAAAATTGGGGTCTAGAACTGGGGAAAAC 

AAAAAACCTTTATCTCCAACAGGGTCACCTTGTGGGTAAAGAATTAAAAT 

ACATTCCTTTGGTTTTTCTTGCACTTGGGGGCTTCCAA 

>Sequence 3223 

CCGGGCAGGTACAGCATGTATGGCCATAAAACCACTCATCACACTACTGA 

AAGACCCTCTGCCTCACTCTATGAACAGCACATGGTGAGCCCCATGGTTC 

ATGTCTATAGAAGTCCATCCTTTGGTCCAAAGCATCTGGAAGAGGAAGAA 

GAGAGGAATGAGAAAATAAAGGAAGTGATGCAAAAACAATCTTCCAAAGA 

AAGTCTTTTGGGAACAAGGAAAATATCATTTCACCACCCCCACAGGTGTC 

AAAATATTGAAAATACCAAAAACTCACTGAATCGCAATTCCAACAGTAAA 

TTl TI 11ATTCCTTTTCCAAAGAATGCCCAAGGCTCAATTTGTAACACGA 

AAACCATTTTTTAAGAAAAAAAAGAAAAGTGGTAAACTTTTCAAGCAAAC 

TTGGGGAAATTCAACAAGAAATTACCCTAAAGGGAAAAAAAACAATTTGG 

CTTCAAGGCTTTCCCAGCACCTGGATAATTTGGAAGGCCAACCATTTAAT 

TCCTTGGGAAGGCCCCACCGAAAAGAAGCCTTGAAAAT 

>Sequence 3224 

CCGGGCAGGTACTTGGAATGCTGTGTGGAGTCCTTTTTCTACTTTTGTTC 

CTGAGAAAGAGAGATTCACAAACTTCCCACATTCTTCCAGTGGCATCTAA 

GGATCCCTTCCTAAATGGCCTTTCTCCCAGCCAATAGACTGAAGCAAACC 

ATGTCCCTGATGCTTCCTGCCCACCACCATCCATTCTTTCAACCAACAGC 

TTCTCCGGGCTTTCACGTGCCATGCACTTTGCTAAGAGCTTGAGGGAAAT 

ACAGCAATGAAGAAGAGATGATTTCTGTTTGGACCAGTGCTCAGGGATTC 

CTCCTATTAGAAATCAAAGAGGCTTCCAAAAGCCCTACAATTTTTTCCCT 

GTAACTAAAGAAAATAGCTTCTCAATGTAACTAAATTTTATCTCATACGC 

AAATTGGAATGTATACCCTTTCACTCTGAATTGCTTG 

>Sequence 3225 

AGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGAGGACAC 

TGTCCTGGAGGTGACAGAGAGCAACACGAGATCAGTGGTGGATGGGGATA 

AACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAACAATGGA 

GGCTGGACCGCCCCTGTAAGATACTTCGACAGGTGTCCACTGCAGTTGTC 

CTGTTGGATTCACTCTCCAGTTGGATGGGAAGACATGTAAAGATATTGAT 

GAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACATCGT 

GGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACAGATG 

AGAAGTCTTGCCAAGATGGGGATGAGTGCTCTTTGGATAGGACCTGTGAC 
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>Sequence 3226 

CCGGGCAGGTACTACGCTCTTGATACGAAAAAATCTTATCACGTGCCCAG 

CCTCTCTCACAGTCAGAAATAACCATGTGACACAGTTCTAGCCAACGATA 

ACA TGGAT CAGCTACATGAAAGAGGGATGATGGTATTGGAAGCTTTTGTT 

TTACTTTTAATAGGGAAATAAAATTACAAGTTTCATTTTGATATGAACAG 

GGGATGGAAATACTGGGTAGAAGAGCGTGGTTCCCTGGCAAAGGCTACCC 

CCTCAAGCCTGGAAACCCACAACCTTAAATGATAAGAGGCAATTCCTGTT 

TTTTGCACCTTGAAAGTTGCCTTTTGGCCTCCCATGCCCTCCCATCCTGT 

ACCTCG 

>Sequence 3227 

CCGGGCAGGTACAAGCCCTGGACCTGGCCCATTCTTCATGTCCCCTTCCC 

AAGCCTCCAAGCCCACATGGGCACTTGCCAAGATCAGAGCTCCAGGGGCC 

TCCAGGGACGGGGTTTTCAGTCCTTTGGGACCATGATCCACATAGATGAA 

ATTGATCCCTAACTTGAGAAACCAGGGAAACCACCCCATGTAAATGGCAA 

CAAGCCAAGCCACCCAATCTGATCATCTTAATGGCAACAAGCCCAAAACA 

CCCCAAGCTGATCCATCCTAAATGGCAACCAGTCCAAAACACTCCCATGT 

GGATCCAGTTCTAAATGGTCAAACATGCCCTAAAACATCCCCAGTCGGAT 

TCATTTTTAATTGGCAAACAGGCCCATAACCAACCCCAGTCGAATTCAAT 

TCTTAAATGCCATACAAGACGCATAAACCACGCTCAAGTGGATTCATTTC 

TGAAATGGCAAACAATCTTCAAAACCACCCCAATTGGATT 

>Sequence 3228 

AGGTACCCAATGAAGTGAATGTGCCCCCACAACATTTAACAGTCTTTTCA 

GCAGGAAAGGGAAAACGACTGCGAAAATGTAAACAATTCCTTGCTTCAGC 

TACTTGTTAACTATGGCTGCAGCTGTCTGAGCCAGCTGTCCAGTGGTAGC 

CTGATTCCTAGCGTGCATCTGGAACCAGTGGAATAATGCCAATAAAGAAT 

AAGAAAGGACCAAATATGCTAGTGGAAACCAACTAACCATGCTAAGGCTT 

CCACCTCCATATGTGTGGAGGGAAAGCCCTAACTCTGCCTCCTGGGAATG 

CCAGTGTCTCCTTCTTAGTCAGTTAATTTTACAACCTTTCCTTGTTGCTT 

CCAGTCCTCCTGTCTTTTTAAGTCTTGCTGTGTTTCCAAAACTTATTTTT 

TTTTCATAAATCATTATATTGCTTTCCCACTA 

>Sequence 3229 

GGTGCCTTAAATGAAGTGGAGCCTTAACCTCCACATTTAAATTGGCGTTT 

GCGGCTTCACTTGCTCCCGCTTTTACCAGTTTAGGCGAAAACCCTGTTCG 

TTGCCCACGCTTGCCATTTAATTGAAATTCGGGCCCAAACGGCTGCCGGG 

AGAGGAGGGCCGGGTTTTGCCCGTAATTTGGGGGGGCTTCTTTCCGGCTT 

TTACCTTCGCTTCACCTGGACCTTCGCCTTGGCGCCTTCGGGTCCGTTTT 

CGGGCCTTGCCTGGCCGG 

>Sequence 3230 

GGGGAAGAGCCGACTCACTACTATAGGGCAGTCGAAGCTCCACCGCGGTG 

GCTCGCCCGGGCAGGTACGCGGGGTGGGGGGAAAATGTGTATGTGAGAAT 

GATAAAATACATTGTATGCATATATGCACTGGGTCACTGAAATATGTATT 

TCCTACTGTGGATCATGGCCAACAGAGTTTGAAAACCTCCATTCTTTGAG 

GTAGAAAAGCTGACTGGAGTATCTACCTTGGTGGTTGGAGCTGCCAAGGG 

CACCCAACCTGGTCAACAAATTAGTGTGCTCAGCCAGAGGCAGTCCTGGA 

TGAATTCAGGCTGCAAAGTGCCCTGTGACCTGGCCCTTGGGAAGCCACGC 

TCTGATGAGGTTTGCAGATCTCCCCGCAATCCAGGGCCAAGCATGAATGA 

AGGTGTTAGGCATTTCAAGGATGCGGCTAGGACCTGCTGCTGTCTCAGGT 

TCACATTATACTGAG 

>Sequence 323 1 

CCGGGCAGGTACAGAAGAATTTGAAAAACACAGCTGCTGAAGAACATGTT 

GCTCAAGGAGATGCCACTCTTGAACATTCCAGAGGTTTAGACTCCTCACC 

ATCCTTAAGTTCATTGACTGTTGTGCCTCTGAGGGAATCGTATGATCCAG 

ATGTAATTCCTCTGGTTGGACAAAGAAACTGTTTTGGAAGGTAGCACAGC 

CAGCACCTCCCCTGCGGATCACTCTGCTCTCCCTAACCAAAGTCTGACTG 

TTAGGGAATCAGAAGTCCTTAAGACAAGTGACAGCAAAGAAGGTGGTGAA 



Page 226 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCTYUS01/00798 



GGTTTCACAGTAGATACACCAGCAAAAGCAAGCATCACTAGCAAAAGACA 
CATTCCAGAAGCTCACCAGGCTACTTTATTGGATGGTAAACAAGGAAAGG 
TAATTT 
>Sequence 3232 

CGTTGAACCACTTTGGGCGAATCGGAGCTCCACCTCGGTGGCGGCCGAGG 

TACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCTCTG 

GGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAGGCCAGCTATTATTT 

CTAGCCTTCTCTGTCCATTGAGCATTGTTCTATCTGCTTCTTTTCAGTAG 

TTATTTGCCCTGTAGTTTTCCTCACATGTGTGCACTGATCAATACTTAAG 

CCTGAAACTGTCTGCAGCACTCCAGATCTTTATTTCTCTTTTACTTTGCA 

ACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCCTCA 

GCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGAATT 

CTAATTGCATTTGCTGTCCCAAATCCTCTTTAACTCATTCAGACCACTGA 

GCTCTGGATTTTTCCTCTCTGAGCTGCAGCCT 

>Sequence 3233 

AGGTACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCT 

TTTGAGGG AGGT CAGCATCATTGGTCTCAGCTACTAGAGTTGAAGATGAT 

TCAGCCACTTTTATTCCAGCCACTCCATTTCTAGCATACACTACAGAGAA 

GTGTATATTTAAAGAGGCCATTTTCTGCAGGATGTTTATAAATAGTTCCT 

GGCAAAGGAGGTTGCCGTATAGGGTCCTACAAGTAACCTCCCCGCGTACC 

TGCCCG 

>Sequence 3234 

AGGTACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCT 

CTGGGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAGGCCAGCTATTA 

TTTCTAGCCTTCTCTGTCCATTGAGCATTGTTCTATCTGCTTCTTTTCAG 

TAGTTATTTGCCCTGTAGGTTTCCTCACATGTGTGCACTGATCAATACTT 

AAGCCTGAAACTGTCTGCAGCACTCCAGATCTTTATTTCTCTTTTACTTT 

GCAACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCC 

TCAGCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGA 

ATTCTAATTGCATTTACTGCCCCAAATCCTCTTTAACTCATTCAGA 

>Sequence 3235 

AGGTACTT Mill ITTTTTTTTTTn GTATCCTC A A A AA AC AT ATATTTG 

CATGTGCCAGGAAAAGGTAAGGAAAAGGGAACCTTCATGTGCCAGCCCCT 

GTGCTGAGCCCTGGAGCTGTAGAGATGAGTGAGGTGGATTTTTTGTCTGT 

AAAGAGTTTGCCGATGGGACCAAGTCTGTCATCTCTCTTTCCTGGCCTGA 

CCGAGGACAAGCACTTTTTAGTAACCCTGTGAATACCGATGCATCCCGTC 

AGTCAGCAGCTGTTTGCGGAACACCAGCTGCAGGCCAGGCACCGTGCTGC 

AAGGCGTAAATTTGTTGCTGAACATGACTCCCTTTCAGATGTTCAGGATT 

TAACAGGGTAGTAAAACGAGGGTTCCAAAAAGGGCCTTAACAATTGCTTT 

TGTAATTAGGGAGGGTTGGTTAAAAGAAATTAAGCCTTAAACCAACTGGG 

>Sequence 3236 

CACATACTCATCTGTAATCAATATGTCTAGTGAAATTATTAAATATATAT 

GATATCATCATCTTACTTATACATGCTAATTAGTATTCATCATCGTAGTC 

GTTA TCGA TATACATCGATATCTATTTTACATATATCTCATATATACGCT 

TACATTTTATATATAATGACCGAGGTTTGGCTCCTACTCTACTAATATAA 

ATCGAAGCTCCACCGCGGTGGC 

>Sequence 3237 

AGGTACCCAATGAAGTGAATGTGCCCCCACAACATTTAACAGTCACATCA 

GCAGGAAAGGGAAAACGACTGCGAAAATGTAAACAATTCCTTGCTTCAGC 

TACTTGTTAACTATGGCTGCAGCTGTCTGAGCCAGCTGTCCAGTGGTAGC 

CTGATTCCCAGCGTGCATCTGGAAGCAGTGGAAGAATGCCAATAAAGAAT 

AAGAAAGGACCAAATATGCTAGTGGAAACCAACTAACCATGCTAAGGCTT 

CCACCTCCATATGTGTGGAGGGAAAGCCCTAACTCTGCCTCCTGGGAATG 

CCAGTGTCTCCTTCTTAGTCAGTTAATTTTACAACCTTTCCTTGTTGCTT 

CCAGTTCATCCTGTCTTTTTAAGTCTTGCTGTGTTTCCAAAACTTATTTT 

TTTTTTCATAATTCATTATATTGCTTTCCCACTATAGCTCTTCTTACCAC 
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TTAGA 
>Sequence 3238 

AGGTACATGTTGCCTTTCAGCTAGTGCAGAGGATGGAAACCAGAGTGGGC 

TGATGATTGGATGCCAGGCCTGAGCCAGGTGAGTCCTGTTCTCATTATAC 

TGTAAAGTGAGCTGCTCCAAGCCTCCCTGATTCTTATCACTCCCAGTCCC 

TGCATGGGTCCCTGAGAAGGTTAATCTTGCATTTAAGCCCTCATGCTGTT 

TATCCCTCTGTTAAGCCATTACTTCCAACTTTTGCAGTTGTAGTTCTAAT 

ATTATACTTTCTATTACCATGTTACGATTCAAATGCGTTTAAGGTACTCC 

CAT AAAAA AAGTAAAATTTGGGTGGAAACAACAAAAGGTGTATTTGTCCA 

TACCTTTTAAACCTTTTTGGTCCCCTTTTATCCCAGGTTGTGCGCAATTG 

CCTTTTTAAGGTCCCAAGCCCTCCCCAATTTCTCCTAGACTTTGGCTTTC 

AATGGCATCCCTGGGCACTTTTTGCTCTTACTTCAAAAACAAATTCTTGT 

TGCTTACCCCCAACCCTTGTACCATCTTCTGGTTCCA 

>Sequence 3239 

TTCT ACTGTC AGCT ATATTTC 1 TTTTT 1 ACTTTTCT ATTC ACTTATA ACG 

TAAAAAAAATTTTATTTTATTCTGTAGTTGCATACGCTTGTTTATCGGTT 

GCATATAATATATATTATTTTTTGGGTGGGCGCCTATCGACTCATATAGG 

CGAATTGGGAGCTCCACCGGGGTGGCCGGCCGCCCGGGCCAGTACCTCCT 

CCCTATTGCATTTGCTGTGGGAAGTGTGGATAACTTAACAGATGAATGCC 

CCAAGGCAATGTATTTAAGCACCCACAGGGCAGCAAGTGAAATGAAATGA 

AAGTG GAAA ATGGGGTATTTAATTCCATTTTTCCTGGGAAAAGGGTCCCA 

AGGGGTTTTGGGCTTTCTTGCAAGGGGGCCCAAAAAAAAAAACCAAGACT 

TTTTAAGCTTGGTGGCCCCTTTAAACCCCCAATTTCTCTTGGGAAGAAAA 

AGCTCAAGCCAATGGCCCGTTTAAATCCACCGGGGGGGAAAGGGAAAAAA 

CCCCCATTTCTTTTTTTAAAGGGGGCCTTATCCTTCGGGCTTTAAAGGGT 

GGGGTTGGAACCAAAGGGGTTGGAAGAGGTGGGGGTTCAAATTTTTAATT 

GGCCTTGGTTCTTTITAATTCAAAGTTTATTTCTTGGTTTCCCTTAAAAA 

ATAACCTTGGTGGCCCTCCTTGGAACCAATTTGGAATGGGCCTTAAATTA 

ATTTTTCCCAATTTAATTTAATTCAAAGGGGGGCCTTTTCCATGGGTGGG 

GGTGGGTTTTTTAAGAGGCCCCTTTCCTTAAAATTTTTTTTTTCCTACCT 

G 

>Sequence 3240 

CCGGGCAGGTACAGAGCACCAGGAAGTTACTTAAAAACATCTGCAGGAGG 

ACATTGGTAGCCTTTACTAATACAGCAGTCTCTTTTTTGAGTAGTTCATT 

AATTGTTAGAACACAATAGCACTTTTGAAATAAAAGAAACTAGCATCCCA 

GATTGAAAGACTTACTTGCCGGCAGCACATGGGCTGCTGTTAGAAGAAAG 

CTAACTTGGCTGGGTGCAGTGGCTCATGCCTGTAATCCCAACACTTTGGG 

CGGCCGAGACGGGTGGATCACCTGAGGTCAGCAGTTCGAGACTAGCCTAG 

CCAACATGGCAAAATCCCATCTCTACTAAAAATACAGCAATTAGCCGAGC 

ATGGTGTCACGTGCCTGTAATCCTAGCTACTGGGGAGGCTGAGGCAGGAG 

>Sequence 324 1 

AATGAACCCAAATGACATAGTCTCTGACTAATTGGTGCTCCACCG 

CTGCGGCGGCCGCCCGGGCAGGTACTATCTGTTTTTGCGACTTTTAATAA 

TAACACCTACTAGTTACTGAGTGTCATCATCACCAATGTCATGATTGCCA 

CGATTTATTGAGTGCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACAC 

TCTTAACTGTCATGTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAG 

TGTTTTACAAGTGAGAAAACTAAAGACACTAATAATTTTTAAAAATATAT 

CCACAGTTCTATGATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence 3242 

AGGTACGCTTCATTTCCTCCAGCACCTTGAAGACAGCTTGGCATAGAAAT 

AATTGTTGAATCAACATGTGCATAAATAAATGACTGATGCAATGGGCAAA 

CCCTTTGCAGGCTCTTCCCTGCCTTACCTGTATACCATAACCTGCACTGT 

GGCAGGGACTGTGGTGACCTCACTTGCCATGGCCTCCCAGCTTATTCTTA 

GTGTCTGATACACAGTTGGATGATTAATAAATATTTGCCATCTCAGTGAG 

TGTATGGACATGGTGAGTACTCTGCCAATCCTCCCAAATCCATGCCTGCC 

ACACCTCCACATTGCAAACCTGTCCTCCCACACTGCAGCAAGAGCCAGGC 
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AGGGTTCTACCATGCAAAATGGACCTTCATGTCTCCTGCACGGCTACCCT 

AAGGCTTCAGAATCITCTTTAGATGGTGGGCCCCAGAAAAATAGCTTTAG 

CTTTAGTTACAGACTCACAGATTTTACTTATAATCTTAGGGCATTCACAG 

GTCTCTTGAAGTCCATGAATGTCCCACCCAAAAGACTTCAGAGTAAGACC 

CACTGGCCTACAGGATAAACACAGTCTCCTTAGCCTCAGCGCATTGTAAC 

CTGACACAGTCTGACTCTCCAGCCCTACCCTT 

>Sequence 3243 

AGGTACCATCTCAAAGAACACCTGTATGTATGCAACGTATTTAAGCAGAA 

AGAATGGGCTCAAGATAACCCTTGATTCTAGTTCCCTACAGCATACATGT 

GAATGGGAAACATTCATAAGTTCCTATTTGCCAAGGGCATGTAAATGTGA 

TAAAGCAGATCCGAAGACACATGGGAGTGAGACTAGGAAAGTATTAAGAA 

CATGGGCCTTGACCGGGCGCAGTGGCTTACGCCTGTAATCCTACCACTTT 

GGGAGGCCGAGGCTGGTGGATCACAAGGTCAAGAGTTCGAGACTAGCCTA 

GCTAAGATGGTAAAACCCCGTTTCTAAAAATTAGCTGGGCACAGTGGCGG 

GCACCTGTAATCCCAGCTACTTGGGAGGCTGGGGTCACTTGAACCCTGGA 

GGCGGAGGTTGCAGTAAGCTGAGATCACGCCACTGCACTCTAGCCTAGGT 

GACAGAGCAAGACTCTGTCAAAAAAAAATAATAATAAAAAAGAATGTGAG 

CCTTTTGACTAGGAGCTATGGCATAACCATAGACAATAGCAAGATGCCTC 

AGTGCACCCAAAGGCCAAAAGGGATGGATTCATCAACAGTGGGAGACCGA 

AGATTGTCAGAAGCAACTAATGAAACAAAG 

>Sequence 3244 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

GATTCCTTGAAATTTGCAAGTTGACTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCACAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAC 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGG 

AGTATTGGTTTTTGAGAGTCTTTTT 

>Sequence 3245 

CCGGGCAGGTACGCAACATGACATTGGCTGGTGTAAAGATCTTACAATTA 

TTTTTAAAGTTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCAC 

AACAAACACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAA 

GCATTTGGGTCCCCACTGATGAGAGCACCATGGCCAGGTCACCCACTTGA 

TCAGGTTCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAGGCATTCA 

AACTGTGGGCTCAGGCAAGCCTTTCCAGTGTGATCATATTAATTTTATAT 

TTTATGTGTTAACATGCGCCTCCAATAACTTGCTTTCCTTGCTCACCATG 

ATGATGCATTTTTCCTACTTTATGTCCTCGCTCATTGATTATGATGAGCT 

GCTGACTATTTGAACCTGGTACTTTTACTTGATCACCTCTACGCAGTTTC 

ACTCCCATTCATTTCCAGTTTCTCTTTTATCAGTGTCCTCTCTCAGTCCT 

TATAGGCCTAGATGTTCATTGTGGTTTCAGCATCTATTTGATCTCCCCTC 

TCGTGTTTCATTAGCATTTCTTCAATAGTTTCTCAGGGTTATTTCTCATG 

ATTCAGCCATTGTATACTTCTTAAAACT 

>Sequence 3246 

CCGGGCAGGTACGCGGGTGTTCAGGGAATTACAGCATAGATATGAAAGAT 

GTCTGAAAAATTGGAAATATCAAATAAAAATTAAGAAGCCTAAAACTACA 

TCAGATTAATATGTAGTATAGTCTTTCACATCTGGCCATGATGGAATGGA 

GCAATGGGATTATATATACATGCTCACAGTAAACAGTTTTCAGATATTGA 

ACAACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAAC 

AAAACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTCCAGTTTG 

CTGCTTGGAGAAAGTTCTCAGGCTGCAGCTCAGAGAGGAAAAATCCAGAG 
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CTCAGTGGTCTGAATGAGTTAAAGAGGATTTGGGGCAGCAAATGCAATTA 

GAATTCACAGGGCACAGGTGAGAGGAAGTGTAGAGATGGAGAGGGTTGTG 

CTGAGGGAAGAGAGAGAGAGCGAAGAGAGTACAACTACAGAGAGAACAAG 

TTGCAAAGTGAAAGAGAAATAGAGATCTGGAGTGCTGCAGACAGTTTCAG 

GCTTAAGTATTGATCAGTGCACACATGTGAGGAAACTACAGGGCAAATAA 

CTACTGAAGAGAAGCAGATTGAACAATGCTCAATGGA 

>Sequence 3247 

CCGGGCAGGTACTGCCTGTGCGTAGCTGCATTAAACCAAATGATCAAGAA 

TATCAAGATACATCTTCCTGGATCTTCAATCCCACTTAAAGATTTGGAGA 

ACATA TCATTT TATATTAAAACCAATAACATTTTCAGAATACATTTGAAT 

AATTTCITTTTACCTAAAAACAGAGTCTTTAAATAAGTATCATTTTTGAG 

ATGCATTGCCATAGGATACATACTGAGGTGTCTTCTCTTTCTCTTACCTA 

TTAGAGGCATTTCTGGGCAAGTTTGAGGAGCATGGAATTAACAGTCATCA 

ATGCATTGCTGGATTTGAAAATGATTTATATCAATCAGCAGAGGACCTCC 

ACTGGTGATGTCAGCAGGATCTGAGGATGTTCAGGTAGACATGCTATGCT 

TTGAATCTCCAAACTTGAACGACATTATGACTGTGCTCATAGCCAGGCTT 

GCCTTGCTTGTGGTCATTGCTGTGGATCAAGGTTGTTTTGCCTTCCATGC 

AGTGGATTTGCTGAGGTGCTTCTCAATCTGTATCTCAAAATTGAGATGTA 

TGAGAAAGATTCTCACGAAGGGAGAGATATCCTCTTGGGGACACGACCAT 

TGGCTTCCTTGGCCTTATTGAGTAGCAGTGAATATGGACCANGGGACGAG 

AGCGGCAGGACTCACATGGATGGGTCTCACAGTGGAAGATGGTGGCAAAG 

AGTGAGGACTTAAGAATCAGATGAACCTTGCTGGNAATGTGCCGCTGTGC 

CCTTAAATGCACACTTTAGAAGTTAATAACTTGTATGGGCATACTTCCCG 

TTTT 

>Sequence 3248 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAGGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3249 

CCGGGCAGGTACTTAGCACATGCCATGAACTGTTCTAAACCCCTTCTGTG 

CGTTAGCCCATATAATCCTCATAGTAACTCAGTGCTATCTCTGATATCCC 

TGTGTTACAGTTGAGGGAACTGAAGTTACAGAAGGTTGAGCAATGGCATG 

CAGGGCATAGAGAAGGGTAAGGACGACTGTAAACAGGTCAAGAAGTGGAA 

GGTCAGATAATTTACCCTGATTGCACAACTGGTAAGTAGTGGTACCAGAT 

TGAGGCTCAAGTCTTCACTCTCACAGCAGGGTACTTTCTGCAACTTCAGT 

TTCTTATTACCATTTCTGCCACTAGCATGCAGAAGACGCTAGATGATTAT 

TGAATCAGTGAGTTTCTCATAGGTAAGATGGAAATGATTCTTAGTAGGGT 

TTTGTGAGAATAAAATTGGAAATTGTACATTTCTTTAACATATTTTGGGT 

AGTAATAGCTATTATGATGCTAGTGGATAACACAAGAGTTCAAAGGTGAC 

CAGTTAGATGTGGAAGAGGGAAAGAGTTGTGTAAAAGATGATGAGTGTTC 

TAGCCTGATGGTGAGAGGACAGTATTAATGGAAATAATTAATTTGGAAAG 

AGAAGC CAGTT TGAAGACAGGCATTCATGAGNTTAGCTTAGGAATCATTG 

TTTTCAATTTTATGCTAAGAAAACAAAATTACCAAGATCTGGAACAAACC 

ATTTACATTATGGGCATCTTTTTGTCCATACTTTATTTGATGTAAGTAAA 

CAATGCCTCACAAAATCACTTCACTTACCTATGAAGCTTCTGGGACCTGA 

CCGAAAACCTCATGTGATATGAGAAAN 

>Sequence 3250 

AGGTACCGTAAGGGGAGTTTTGTTCCTACTGCCCATGAGTCTGTGGTCCC 
ACATGTGTTGCTTCTGTCCATGTCATCATTTGCACAAGGATACATGTGAA 
TGCTGCATTTATGCCTTATTTCTAGATACATGGGGAACTGGAACTATGTT 
TTTAGCTGAAGGTTCTTACATCAAAATTATGATATTCCTAACACTGCTTC 
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CCAGACAAGACCCCCAGAGTATGTTTTGTTTTGAGACAGAGTCTTGTTCT 

GTTGCCCAGGCTGGAGTGCAGTGGCATGATCTCGGCTCACTGCAACCTCT 

GCCTCCCAGGT TCAA GCGATTCTACTGGCTCCCTAGTAACTACAGGTGCA 

TGCGTGGCTAATTTTTGTATTTTTAGTAGACACGGTGTTTTGCCATGTTG 

GCCAGGATAGTCTCAAACTCCTGACTTTAAGCTGTAAGTGATCTGTGCGC 

CTGGCCCCAAAGTATATGTTAGACTCACCATGTTCTATCTACATTCAAAG 

ATCTGTACACATTNTACTGTGAGTGATCAGTGTGCCCGACAAGACAGGAT 

TACTGCAATGTTAGTTTCAAAGCACTCAGGGCCGACTCAGTGGCTGCAGA 

AGCACCCCCAGCATTCTTGAGTTACAGCTGGGCTGAATACCTGTCCGGGC 

GGACGGTCGGTCTTG 

>Sequence 325 1 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTCCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACNAGTGAGAAGGAAAGAGGCCCTC 

ACCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAT 

GATTGTGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGT 

GTTTTATGGCAGCACAAGGTAACCCAGATGATGCTGTTCACCACTGGGTG 

GTCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCT 

TGCTGGTCACTCTCTTTGGTCCTTTCAGATGCCTTTCTTAGTGGTGCCTC 

TACCATGCCCTTGACTGCATGCTTTTCTGTCAGAGGAAGGGTGAGTAAAG 

TACCTGCCCG 

>Sequence 3252 

CCGGGCAGGTACAGGAGGCAGCTTTTTTCTGCTCTCTGTTGACTTCTGAA 

GCCAGCCTCATGATCGTTTCTCTGCTAGCTTTTGCTTCCATCTCATGGAC 

ATTTATAGTCTCTTCAAAATAACAATTTGTCCTTTCACGAATTCATTTTC 

TTTGCGCAAGTCTCTAAGCTTTAAAATTAAATCTTCATCTGATGCCTTGT 

CATTCCTCTCATCTGGATCCAAGCAGTCACGCAGTTGAGTCAGAAATTCC 

TCAT GTTTCCTGCAATTCTTTGAAACTTGTTTCTTATTCTCCTCATTCTC 

TTTTGAACACTCTTGTAAT1"ITTCATTTAACTCTACAACTTTCTTCTTTA 

ATTCCTGGCTCTCCTTGATTGCAGCGTGAGCTGTGATTTCTGTTCTGATT 

TTAGAAGTGGAAAGTGCTGCTGATTCTTCTTCTAGCTCCTGAACTCTGTC 

TCTCAGAGAGGTAAGGAGAGATGATTGTCTGGCATTGTTTTCCTTGTAGC 

TCTCCATATCAGCTTTCAATTCTTGACAAGAGACTTCTTTAGAAAGCATC 

TTGGATCGGAGGTCTTGAAGCTCAGACTGAGCACTTTCAAATTTGACCAA 

CGTTGCTGCAAGTTCACTTCQAGCAATTTGAACCACAATTCCCATAGGGG 

TTTAACTGGCTACGCGGGACCGGGACTTCCGAAAGATGATCGTGAGTTTC 

TTGCGGGGACAGTTGAGCTTGACACAATTCCCCCATGTTTTGGAACTACT 

CCAGATACACACGATTCCCCGTGGGCGCCGATGCCACTGCCAAAGGGGGA 

TCTTAACCCGACTGGG 

>Sequence 3253 

AGGTACAAGATGCACACAGATGGGAGGAGCTGCCTTGAGCGAGAGGACAC 

TGTCCTGGAGGTGACAGAGAGCAACACCACATCAGTGGTGGATGGGGATA 

AACGGGTGAAACGGCGGCTGCTCATGGAAACGTGTGCTGTCAACAATGGA 

GGCTGTGACCGCACCTGTAAGGATACTTCGACAGGTGTCCACTGCAGTTG 

TCCTGTTGGATTCACTCTCCAGTTGGATGGGAGGACATGTAAAGATATTG 

ATGAGTGCCAGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACATC 

GTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACAGA 

TGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGACCTGTG 

ACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGTGCTTGCAACCGA 

GGGTACCTGCCCG 

>Sequence 3254 

CCGGGCAGGTACGCGGGGCTGCTTAAAACTCTTCAGAGGTTCACCATCGC 

TTCCAGAAAAAGATCAATACTCCTGACGTGGCAACCTGTCGAGACTCAGG 

ACCGCTAGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTACGAT 

CCAGCTGGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCAT 

GAGGCAGTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAA 
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ATCCTGAACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTG 

CAGCACGGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGACTG 

ACGGGATGCATCGATGTGTTTCCCAAGACATCCAGGAGGGGATATTGGCG 

CAAACAAAGCCTTGAAAGCTCCATGATAGAGATGACAGAGCTATAAGATG 

AAAGCAGCCCAAATGCCTGAGTCACCAATGTTTGAAGNAGAGCTNTCCCA 

CGAGAGGTACCT 

>Sequence 3255 

AGGTACCAGGCTAGGCAGCTCTGGAGAAAGCAGAAGTGGATAAATAAGGT 

GTGGACTCACCAAAGACAGTTCCAAGGTCAATTTCACTCTGACACACTCT 

CTGTGATCTTCCACAGTCAGCACAATGCCTGCCCCCTGTGGGTGTTGTAT 

AAATATTTGTTGAATGAATGAATCAATCATTCAACAGACCAAGGCCAAAT 

CAGAACCCCAAACCCTAAGGTCTTTATACTCTCACTGTCCATCCATCGAT 

CTTCCTGTC AGAA ATCACAATATACCTTTGCAATACCCTTTGCTAGCCTT 

TCAGTTATCTTTTGAATAGAGGCTCTGAGCCTTGAAAATATTGCCTGGGA 

AATATTAACACCCATTTGAGTATCTCCCAAACACCTCAATTAACTATATG 

GTGCTGTCTGGCCAGGACCTTATTTCAGTATAATGTGAACCTGAGACAGC 

AGCACGTACTAGTCGCATCCTTGAAATGCCTAACACCTTCATTCATGCTT 

GGCCCTGGATTGCGGGGAGATCTGCAAACCTCATCAGAGCGTGGCTTACC 

AAGGGCCAGGTCACAGGGCACTTTGCAGCCTGAATTCATACACGACTGCC 

TCTGGCTGAGCACACTAATTTGTTGACCAGGTTGGGTGCCCTTGGCAGCT 

TCAACCACCACGTATATACTGCAGTCAACTGTTCTACCTCAAAGAAATGA 

GGGTTTCAAACTCTGTTGCCATGATTCCACAGAGGAAATACTTATTGCAG 

TGGA CCAGTGCATATATGCATACAATGGATGNTATCATTCTACATACACA 

TTTTACCCCCACCCGCGTTACTGACCGGACGGG 

>Sequence 3256 

TGAATTAATTNGCTTAAGAAGGAGGATTTTCTTAAACATCAGTCTGCCTT 

TTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAGC 

TTAGAAATATAGGTATTGAAGGGCCACCACACCAGGCTGACTTCTTGATC 

TTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCTG 

AAACCTTGAGGGAGGGTGCATTCCTCTGATTTTTGTGCCTCTGCCAGCAG 

TCTGGCTTCTAACAAAATGGTCAAAGGATGCTGACTCACATGAAGGCTTT 

GGCAAAGTGTTCCAAAAGGAAAGAGGAAAGGACCAATGTTCTAACTTCTT 

CA AAAAGACTCA TAAGACAACATTGGCTTCCAGCCTTGCCAAATGGGGGA 

AATTTTGTTTTTCACATTCACCAAGGAAAAGGTGAAACCCCTTTGCCGGA 

AAATAACCCGGAGAGGTTCATTAATTATAATAAAGATATTGGTTCATTTT 

AAAGGTAAAACCCTTACCCTTTTGGGGGGCAAAAGAGGGCGCGGGGGAAA 

AAGGGGAAAAATTTTTGGATCTCTCAAAAAAAATTTTTTTTAAAGTGTCG 

TTTCTTCCANCCCCCAAGGATTAAAACAAAAATGTTTTGGCCCTTTATTA 

AAT 

>Sequence 3257 

CCGGGCAGGTACGCGGGATTTGTGTGACCTTCCACCTTAATTTTCATCAC 

ATGTGGACTCTAGTATCACCTGGATTATTCAGATTGATTTTCTTACTTAA 

ATTCAGTAGAAAAATTGTGAATCTGACTATGAGCGGGAGGCAGTATGAAC 

TCAT TAAATATGTATTCCTGTTTGGAGAAATATTCGCTGGATAGCTAGAA 

TTTTAGATTGGGAAATCAGGTTTTACATCAGCAATCAAATGAATAGTAGT 

TTAGAAGTTTTATTTTTTAACTTCTCATTCTGAAATAATTTCAGATTTAC 

GAAATAATTGCAGAAATAGAACAAGCAATGTCAGCTTTCCCAGTGTTAGC 

ATTTCATATAACCACAGTACCT 

>Sequence 3258 

>Sequence 3259 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 
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TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 
AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 
CAGCCAATGTCATGTTGCGTACCT 
>Sequence 3260 

CCGGGCAGGTACCTGGTGCAGCCCATATCCATACACAGTCTAACTCTGGA 

TCCCACACTCTAAACCGCGATGCAGTAATACCTGGTTTCAGTGCACCTCA 

GATTCGTCCTCCTAGGCTGCCGCTGGAAGACTAGCAGCTCTTCATTCTGT 

TTTCCTTTTCATTGTCATAGATTATTTGTTACAACTGTCTGTGGAATGAA 

ATCAGAATATTTTTAACAAATGGATATAAATCATGCGTCATTTCTCTATG 

GCTAACATGTGTCTCCTTAAGTTGAAAATGAAATTCCAAACGGACTAGGC 

TATATACATGATTGTTTTCCACTCTGCCTCCCTTTTAAAGATGTCACAAC 

CTGCCATTTATAATGCAGAGCGGTTTCTCGCTCCATCTCTCCTATTTTCT 

AACCCGTTAACAAAAACCCTCCTGCAGACAGCACCTTTTG 

>Sequence 3261 

ACATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCCATC 

TTACTCATGGAAGGTGTGCCAAAGAGCCTGAATTACGGTGGTGTGAAAGA 

GCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACATCT 

GGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACAGCA 

GCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATTGCTAAAGCCCTTAG 

CAAAAGCTTTACGATGCACTCACTCACCATTCAGATGGAATCTCCAGTTG 

ACCAGGACCCCGACTGCCTTTTCTGTGAAGACCCCTGTGACTAGCTCAGT 

CACACCGTCAGTTTCCCAAATTTGACAGGCCAACTTCAAACATGCTGGTA 

TGCAGTTTCTGCATCATAGAAAATAGGAACCAAAGGAAGAATTCATATAA 

TGGTGCAATGGCTATTTTATCTATTTATTTAATTGGCTTCACCATGAAGG 

AAAA 

>Sequence 3262 

AATNCTATTATGTGAATGTAAACCTATATAATATATTTAGCCATTTTCTC 

AGTTGGATATTTTGGTTATTTCTATGTTGTCACAATTTTAAATCACATTG 

AAATAAACTAGGCCCCTTTGACTCCTTTCTTTCTCTCTTACTCCATGTGG 

TAGACTAAATGTGGCTGCTAAGTTTATTTCTCCCGCTATGTCTTCCAGCC 

AATTCTAGATTTGAGTCAATTCTAGAGACCACCATGGTGGAGAGTGCATA 

TGCAGGCACGCCAGTTAACTGATCTGGCCGAGCCCAGCCCTCCAGCCATC 

CCTGGCAAGGTGTCAATGTGAGTGAAACCATCTTTAACTCTGCATATTAA 

CTTATTCTTCAGCTGAATTATACCAAGAGACCTGTCTTCTGATGCTACAT 

TGAGTGGGACAATCTTCCAGCTGAACGCTTGCCACATTCCTTGCCACAAA 

ATAATTAAATATTAATTAAATGGGTGGTGTTTTAAGCACCAAAAAAT 

>Sequence 3263 

ACCTTCTCACACCACATCTTCCAGGATTACACTTTTATGCTACACCTGCA 

CTGATCAGTCTTCTACTCCAGTCTTCATTTTGTCTTCGTAAAAATGTTGA 

GGATGAATGCTGTTCCACTTTCCTTTCCTATAGCGAGATGGCCTCCCCGC 

GTACCTGCCCG 

>Sequence 3264 

AGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGTTTGCA 

TCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGGAATCA 

CATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCCTACGA 

TCCATTGAAGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTTAGCCA 

GGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGACTGTT 

AGTACCTGCCCG 

>Sequence 3265 

CCGGGCAGGTACAGAAAGTTCACATGAGAATGCCAAAGTATCTTGTATTC 
TGCATATCTTACATTGTGATGGAAAAGAAAAATTCAGAAATATTAAAACA 
TATTTAGTTTTATATTTACCATGATTATAAGTCTCCAATTTTTCTTCAAT 
ATTCTAATAATCTTGTCTTCCAAAAGTAAAATAATAATTTTCACAGAAAA 
GC AG CC A AGTA CTG AA A ATA AC AGCTAC AGTTGTTTTTTG ATA A AC ATAA 
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TGAGAAACCATTAAGCAATGCATTTATTTAAAAAATTAGTTAATTTTATG 

TAAAGTTTATCCAGTCAAATGAGTATGTAGAATAATTTATTATAACACCT 

TCATAGTCATTC CTGTAT TACAGAAATCTCTTTTAAGTAATGCAAAGAAG 

TTGGATGATTTATTTTTTTACTTTTTTACTTTCCAAATATAAATTCT^ 

AAAGACAGTAGATAGTCTCACCCCATCAGGAGTCTAGCGTGTGCCTGGGC 

AGGCGGTAATGCTCAGGTTTGGAACGGAGCTTCTTTNCTGAGGGTTGGAT 

ACTTNCACTTGGAGGGCGACTTTTAAGCTTTTTCTCTTTTATCTGTGCAC 

ATACTTTCTCGCATATTCTTCACTCTCTGGGGGTTGCTATAC 

>Sequence 3266 

GAGCCTATCGACTCCATATCGACTACTATGACTGCTAGATTGGAGCTCCA 

CCGTGGTGACCGACGCCCGGGCAGGTACGCGGGACAAAAGCCCAGAACAC 

ACATGCTCTCAGGGGGCCCACCAGGGTTAAAGAGACTGAAAAAATAATTT 

TGGCTGCGAATTTAAGTGAGGATGAACACCACGAGGAGCTTCATATGCAG 

AAATGAAGTCCTGGCTTTCTTAAAAAAAATAAAAACACTAATGCCTCAAC 

AACAACTACAACAGAAACCCTTTGGGTTTATTATTTCAAGCCAGGTCATG 

CTAGTTTCACAAGAGTTTGTGAAAATGGATGCACATGAATAGAGCCTTTA 

AAAACTCGTGATTAAAGAGAAAGATTTCACAGTTGATGGTTTGGTAGATG 

GCAGTCATAAAAACAATTNGCTCTTTGTATATGTATTGGTTTAAAAAAAA 

GTTTATTTTTCTAACGTCCTGCATTATGAAACTTTrnrri"l'AAATGCAC 

TATTTTTTTCCTTCATCTATTGTCAATTTCTTTGGAAGATAAAATTTTCA 

AGTGC AGGGA AA ACTATTTTATT I TTTI TG AATTTAC AGGCTTCCC ATGG 

TTT GGAATC ATTTTGGAATTGGCTTAAAACCAAATATTTCCAAGGTCCCG 

TCCTTTTTTATGCCAAACCCTTGTTTTTGGTCATGGCTTTAAACCCTGGG 

AATACC CACA TTTTCTTTCCAAAAAAAAATGGTTCTTTAGGCAATTGGAA 

AAAGGCTTTTGGACCTTGCTTTCCACCTGGCTTTTCCGATTGGACTTGGG 

CCCAGGTTTTTTCCCCGCAATTAAATTCCTTTAAAGAAACATTTGGTCTT 

TGGCACG 

>Sequence 3267 

AGGTACTGAGAGGAGAACACACAAGCAGACAGATGGAGGTGTCCACAAGA 

CAGTTGGGAGTTTGAGTCTAAAATTTGAGGGATTGATATAGATAGTTATA 

TTTGGGGTTTCTTCACTGATCAGTGTTAGTTAATAGCCTAAGAGTAAATG 

ATACCTAGATTAAGAAGAGCAGCGGGCTGTGGACCGAACTTTGGGCACAC 

CATCAATGACGAGTTACCCATGAAAAAGCCATTAGAAGAGTTGATGGAGC 

ATGAGGAGACCATGAGAGGACAACGTCACAGGAGTTGGGAAGAGGGAGTG 

AGCGACACTGACAAGTACCTGCCCG 

>Sequence 3268 

CCCCGCCAGGTGCTTACTGTCCCAACTACACGCACTTCTTCCTTACTTCA 

CCACGCTG GATTG GTCAGCATGGCATGGTCAGCTGGACTGGTCAACATGG 

CATCCTATGTTTTGGAGTCTAACTGGCGGGGTGTCCTGCCTCTTCCATCC 

ACTTTGCACAAGTTACTTATCCTCTCTAAGCTTCAGTTTCCTTTTCCTCA 

TCTAAAGAATGGAAACACGTCTGTTAGGATTCTTTGATTGCAAGCAACAG 

AAACAGATTCACTTTTGCCAGAAAGGGTAATGTATTGGAATAATCTTAGT 

TCTCTGCCAAAAACAAAGGAAAAGGCCTTGCAAAGAATGGAAACTAGGCA 

ACTCCATGGATCGAGATGACAGAAGAAGTATATTCTCCTCAGCATTCTGA 

CACCAGAATGACTCCACCCTAACCATTTGTCATCCTGGGTTCTCACAGGG 

TAAACTAGATTGG CTTAC CTTGAGTCATGTGTCTCCACTTTGGTAGGAAA 

GAGGGGTAGGGGATTTTGACTGACAGGCTCCGGAACCACAAGGACTGGGG 

CAGAGGCAACTACTTAAAGAAAAATTGGAGTGCTGCCTCTCCCCAAGAGG 

AAGACCAAAACAAAAAACACCAGAGAAAAAATTCCNCGGGCCCCTTAAAA 

AAAAGAATACCCCCCGGGGGAAAGAAAAAGAAAAAAACCTTTTATATGCG 

AAAAACCTGGGGGGGGCGGGGCCCCCCCTTTTGCCCCTTTTAAGGGGTTA 

ATGCCCCTTGGACCCCCTAATAATAANANTTTTTCTCATANC 

>Sequence 3269 

AGGTACGCGGGGCTGCTTAAAACTCTTCAGAGGTTCACCATCGCTTCCAG 

AAAAAGATCAATACTCCTGACGCGGCAACCTGTCGAGACTCAGGACCGCT 

AGGAAATCAGCTCTTGTTTACCCCTCTATCCATTACACTACGATCCAGCT 
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GGGTTTAGGCATCACTTCCTCTGAGCAATCCTCCCTGATGTCATGAGGCA 

GTGCTGAGTGCCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAAATCCTG 

AACATCTGGAAGGGAGTCGTGTTCAGCAACATATCTACGCCTTGCAGCAC 

GGTGCCTGGCCTGCAGCTGGTGTTCCGCAAACAGCTGCTGACTGACGGGA 

TGCATCGGTATTCACAGGGTTACTAAGAAGTGCTTGTCCTCGGTCAGGCC 

AGGAAAGAGAGATGACAGACTTGGTCCCATCGGCAAACTCTTTACAGACA 

AAAAATCCACCTCACCCATCTCTACAGCTCCAGGGCTCAGCACAGGGGCT 

G GCACATG AAGGCTCCCTTTCCTTACCTTTTCCTGGCACATGCAAATATA 

TGTTTTTTGAGTATATAAATCAATGAATGATGAGAATATCTTGCAACTCC 

TTCAAACCGACAGGTCCACAAGATGATTTGGCTCTGACCTTGACAACAGA 

AATACATTCTTAGAGACTCTGGAGTCTAAATAGAACTTGGGGGATCCTTT 

AAAAATCAACGCATACTTGGTAGGGAACTGACCATGCCACAATTGCTTAG 

AGTTTTGCTCAAAGGCTACTGCTTCTTAACTCA 

>Sequence 3270 

AGGTACTGAACTGGGAGGGTTTTAGTCTGATAGCCACAATTTTGACCTAG 

GCAGGAAGCTTTACAGCTTGAGGCAGTTTCATGGTCTGAAGACAAACTTC 

TTGTGACTTGCTGCCGGTGTTGGACTGCAGGAGAGAGCCTCACTGGGTCA 

GGAGCACGAGAACAAAGTGGATCCCACTACCACATCCCACCCCTCCTGTT 

TCAGAGGCAGATCATGGGACCAGGACTACTGAGAGTTCCATGGCCCTACC 

CATCATCTGAAATGCCCAAGAACTCCTCCCGATTAACAAAGGTCAAGCAT 

AAACTCTATTGCCACCACCACAGCTGGTCCTCACTTTTAGGTGCTACCTC 

CTGTCCTAAAGGTTGATCTACACAGTCCCTTACAACATCTGCCGACTCAA 

GAGCACCCGCGTACCTGCCCG 

>Sequence 3271 

>Sequence 3272 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCACGATCTGTGAAACCTGTATTTATNATTTTCTTCAAGTGTATCTCTTG 

TCCGTGTGTAGTGTCCCTATAACAATACCAAATAGAAATACTTTTCCATA 

ATCTAGAAGTATTCACTTCTCTCAATATGGAGCTAAGATGGAGTCAGTTT 

TGATACTATTCACTGCATTTCATTTAGTGGGCTGGCTTTGTCATATTTTA 

CTCTATGTATTGATAATTAAAATTTATGTGTGGATTTGTTAGAGTCATTC 

CTAAGAAGTCTATCAAGTCATTTAGTCCTGCTCTTCTGATATTGCAATAA 

GTATTGGATTCATAAATTAAATTCTCTGTGGTAGTCGTATATAAGTGAAA 

CTATACTTAGTAGTAGTCATGTGAACATGTCGTACTTAATGTGATACCTT 

TAGTCTAGGCACCCTATTGAATTATTATTGTTCGTGGAAGTATATATGTA 

TCGGATACTCTCTTTTCTATACTATAGTAATTACAGATATATGCTAGTCT 

GATATTCGAATGGTGTTGATCGAGTGGTTGTATGCTACGGCGCTACTAGT 

GTGTGTAAATATTATATCGTCGCAGATGTGCGTTATACTGAACCGATCAT 

ACTATTTAACTCCGTGTGTCACGTATAGACATAGTATACGATGTTACAAC 

ATCATGAGTCATTCTCTCTGTGTTCACATTCCGACACATATTATTCGGAA 

CGTATTGTCCACAGTTCATTCCATCCATAGTATATACTTAGTATATAGCT 

GTATATGTGTATGTAGCGACTGCGTACGATTCGGAGATTTCTGATTCTCT 

AACTATGTGTGTGACTGAATTCAATGTGTACATATACATATAGTGTGTAT 

ACTGTATTAATAATTATTATATACATATGCTTTCATCCA 

>Sequence 3273 

CCGGGCAGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCAC 

ACATACAAGCATNGATAACTGGCTTCTCATTACCTGAATACATTCTTCTG 

TCAGAGCAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTC 

TATTGATTAATTTATTCGGTAAGTATTTATTGGGTATTTTCTGTCTGAAA 

AGTGCGATTTCCAGGGCCTTTATGTGTCTCTGTGTGTGGGTGTATAATTG 

TATGCATTATAAACTGATACTATTCTATAATGTAATGTTGAATTCTGGTA 

AGTTAAGATCTGCATCTTGAATCTCTAATATCGTTATTATAATACGATAT 

AGTCGCCGATGACTGTAAAGGGTCTATCGACTGAGTCAAATGGTGCTATT 

CAAGTATTTTACTATTTTTAAATATAATGTGAGTTCGCGCATAGAAGTGT 

GAATTAGGTGATTATGAAAAAATGATTAGTATTGTACTCGAGAGGTGTAA 
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TTCGTGATAGTGGATCTTCATAGATTATTGAAAAGTAGTGACTCAATGTG 

AATAACATAGATATTGCACTGAATGTTTATTACCTACATGTGATAGTTAT 

CAATGGGTACGAGTGCTAGATTGGTAATATTCACGATTAATATGAATCTG 

TTTATTGGCTTTGATAGGAACAGTATTATCACTGTGTAATCTACGTTATA 

ATTTGTAGGTTGAAGAAAAAGTATACTGTCAGGCTTTATTGGTTAATTTG 

GTAGTTCGAAACTAGTGTTTATGATAATTATATACTGACAAGTTGATGAT 

AAACTGGAGCAGTTACGTATGATCAGTATTGGTGGCTGACGGTTTATGCT 

GCCG 

>Sequence 3274 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3275 

AGGTACCATCTCTGTTTCTGAGGAAGCAGCAGAGGAGCCTATGTGATCCA 

GAGAACTTGTTCTTGGCTTCTGGAAGCAGAGATGCAGGAATGGACCAATA 

AGGCATTAAACAAATTCATTAGAATCTAAAGAAAGAAATATCTAACAGTA 

TAATCATAATAACAAAATTTTGATTTCTTCAGAAGCACTCCAATAGCTTC 

ACCCGCATTAGCTAATCTTGTGCAGTGAGGAGGTGCAATTCCCTCTAGTC 

TCCCGCGT 

>Sequence 3276 

AGGTACGTGGCGTAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCACGATCTGTGAAACCTGTATTTATNATTTTCTTCAGTGTATTTCTTGT 

CGTGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTGCAAATCTAAAGTA 

TTCATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCAT 

TCATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTAT 

TTGGCTTTTTACAGCCTCCCAAGAAGCCATCTGCCTTCGAGCCTGTCATT 

GAAATGCTAAATTTTGTTCCTAATAAATCGTTGTGTAGTTGAATAATGAA 

CGAACCATTGTAGAGCTGGTCATAAATTTTTATGTAACCTAGTTAACTAC 

TCTTTCTTCGTATACCGTTTTGTTTATACACTCTTTATATACTTGACAAA 

TTAATGTTTAAGAGACTTAGAAGTAGTTTAGTTTCTACAATTTATTCTTA 

TTGCTGACTATATCTTCTCATACGTTCTAATATCCGCTATACTTTTTTCG 

AAAGTTGACACATCCTACTCGTATTCTATTTTATACCACCTAATTTTCCT 

ACATTAACTATCTATGCACATATTTCAAACTATCCACTTTCTCCATAAAG 

TAAAATCTAAATGACGTATATAAATTTGCTTCATATACGTGTATCTTATT 

ATGACTTGCTGTTTCATTATTATAACTTTCATTAGTATTTCTTATCTATT 

TTAGGTGGC ATAG ATATTACC 

>Sequence 3277 

CCGGGCAGGTACTCAATAAAATAAGAGATACTATAGTAAAACTCTTACAG 

GAAAAATTATTAGAATTTGTGCTATACCAAATCAATTTCACAAAAATGAA 

CTGCCTGTCCACTGTTTTTAACAAAAAATCCAGGCCATCTACACCTTGCT 

GGAAGGATGGAACCTCAACTGCTATACTCCTTAGATTGCTATACAGCAAT 

CTAAGTGGCCCCATCACAGCTCCTCTCCTTGAACATTTGTTGAGATCAAG 

TTGCAGCTGGGCCAGGCACAATCGGTCACAGTTAGACAGCTGAGGGCATT 

CCAAAGAGTAGTGTTCCTTCCTCCACATTATCTGCCAAAGTAGTCATCTA 

CCTTCAGGCAGAGCTAACCCAAGGCCTGTCCCTGAAAAAACTGCCTGAGA 

CTTGGCTTCTTTGCACTACAGTCTTAGATCACTGGAAAGTCAGATCACCT 

GAAAATTCAAGTGAGATCAGGTCACAGGGCTATTN 

>Sequence 3278 

TACAAACTATAATGGTGCCTTTAAGGAGGGTTTATGTGAGCGGCTTGACA 
TAAGTGCATGGACTAGGCTAGGTTCCTGGAGGGTAAATTGGTTATAATGC 
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TTAATAATATTCACTACAAGTGTAATAGGTAGGGGGGTATAGAGAAGTTA 

TCGTTCTTGGAGTTCACTAATGAATTGTAGTATTCATCACCATGTAATTG 

TGATGTGAGCATTATTCTGGACTGCATCACAAGAGTTGTAATACTTGTGG 

GTG CAGT CTCATCGTATTATGGTATGAGTGACAATGTATCGGTGGGAAGG 

ATATTTTGATCTATTGAGGATCGTCTACCTGGTTGTCGAGCTGGCAGTAG 

ATAGGATTTACAGGCATAATTTGAAATAGTATAGAGGCAATTAGCGTAAT 

TCTTAGGGTTTATAATAGAATTTCCTAGATTGATAGGGTGTTTACG 

>Sequence 3279 

ACGGGCCAGGTACAGGGAACTATTGGAGCACCTAAGAGGAGCACCTACCT 

TGAATTTAGGGGTTAGCAGAGGCATCCTGAAAAAAGTCAAAGCTAAGCCA 

CAATCTATAAGCAGTTTAGGAATTACAGACGTGCGTGGTGAGGAGATGCC 

AAAGGCAAGAAGAGAAGAGTATTCCAAACAGGAGGGATTCCAAAGAGAGA 

AGAGTATCCCAAACAACATTTGCACAAACCTGATGGGGAGAGAGAATGTG 

GGGTGGGGATGGATGATGAGACTGAATAACAAAGCCAGGTCTAAATAATC 

AGTGGCCTTGTACGT 

>Sequence 3280 

AGGTACAACAGGCTTGTAGTTCTTTGTGAAGGATGCAGGCAAGAGGGATG 

TCCAGTTTAGACGGGCCCTGACAGCAGCAGCCTCTTCCACATCAAGTGAA 

GTGTGATTGTTAACGATCATTGCCTGCACAAAGTCATAGTTGCCTTTGAA 

GTAGTCCACCCAATACTTCATCATGACATAGCGGGGCAGGATTGGGGTGT 

TCACATTTTGCTGATAAGATGGTGTGTTAAAATCTAAAGCTTGAAGAACT 

GGATAAATTAAAGCTTGTAGTTTGAGCTTATTTTTTTAGGCTGGCATCTT 

GAGTAAACTGTTGTCCAAGGGCAGCAGCCAGATTTCCACCAGCACTGTCA 

CCAGAAATGCAAATTCTGCCTGGATCAACCATATACTTCTGTAAGACTTC 

TGGCTTCAGGAAATACTTTGTGGCCCGTACCTGCCCG 

>Sequence 3281 

AGGTACAGAAGGCATGAAAGGCTTGGGGCAGACCTATTACATTCCTCATC 

TTCTTACAGCCCAAGAGAATATAGACTCAGAGATAATGATGCAGAATCTA 

GAGTTCTCAAATCTGGGAGAAAACCTCAGGCTCTGGGATTTCCTGTAAGC 

CCTGCAACTTCTTTCTCTCCACTCCCCAGCCCAGAAAAGCTAAACCTCAT 

GAAACTTCATTTAATGAGAAGACTTGAGAAATGAAACACTCGGACTTGGA 

AGTATATCGTGAAGATTATTTGGTCTTCTTTGGTTCAAAATCATACGATG 

CTTCACTATTACCATTCAGAGCATCACAGAAGATTTCCAAGTATCTTAGG 

CCAAGTGTGGTGGTTCACACCTATAATCCCAGCACTTTGGGAGGCCGAGG 

TGGACAGACTGCCTGAGCTCAGGAGTTCAAGACCAGCCTGGGCAACATGG 

TGAGATCTGTTATACCTAACAGCTTTGTACCTGCCG 

>Sequence 3282 

CCGGGCAGGTACTGGGAATGACTGAGTAGTCACAAATTCAGAGAGCTGCT 

GGGAGGTAGATGAGTTGGGGCTGGGAGGTGTCCATGGGATTTGGGGGCTT 

GAGGGTCACGGTCACCTCAAGACAGCAGGATGGGGTGGAGAGCATGTGAG 

GGGCGATCATACAAACAAAGGGAGTGGGTGAAGGCATCTCTGTCTTAAAG 

ATACTGCTTAACATGCAGGCTATTGTTCTGATACATCATGTTTTTCACTT 

GAGGTGATATTTAGTAAAACTACTAATTTCACTAATATGCACAATTATAT 

TCTATTATCAATTACTAATTAATATCATTTTCATTATTAGTAGGTATCTA 

GTATATATCTCTTTTCTCTAACACTTATCTAACTTCTGAATCTATATAAA 

TATATATCCTTATCACAATAACTTATATAGAATCCATTATGTATCTATCC 

TCACTAATTCCTCATATATTATTCATAATGCATATATCTTAAAATCATCA 

>Sequence 3283 

CCGGGCAGGTACGCGGGGGAATGATATTTTCATGGGATTACTCAATCTCA 

CCCACCATTAGTTGCAGGTGACAAGAAAGCTAAGTTGGCAGATGTTTGTG 

CTAGAAGCTGTGGGTTTACGTCTCCTTGGGCATGTGTTCCAGACATACCA 

GTGGCTTGGTATTTAAACATCATGCTCAGGTGTGCAGGGTAGTTTTTGAG 

TTATAATAGGTATGCAGGCGCTGTGGGATTACTTGGTTGTTTATGCAAAA 

ATTATTTTGCACTCACTTCTGAAATGAGTGTTAGTAGAATCATCTATAGA 

GGAGGTAGCAAGGCTTTGAACTGAGATACCTGCACTGTTTGCTGTAAATA 

TAAGTCTAAAATTGAAACCAGGTTATTAGCATTTTCATTGCCATGATAGA 
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GTGGGCATGGAATGATTTCAGGAATAGAATAGTTTGGGGATAGCCTCTGA 

ATATATTTTCTCACTTCAGGGGCCAACTAGGTGCGGGCTT 

>Sequence 3284 

CCGGCCAGGTACTAACAGTCAGGAACAAATAGATCACATAGAGAGGACAG 

TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTAAGTGGATCGTAGGCAAACTGAAAGGACCATAACACCTTGCTGA 

GAAGTTTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCC 

CTGTCCTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGA 

AAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCC 

CTGCTCAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAA 

CTGTGAGTACCT 

>Sequence 3285 

CCGGGCAGGTACACCTGCATTAGGGACAAGAAATCTCTATGTTGAACAAA 

TACTGCAGGTGGTGCTGATGCTAAACTTTTACAAACATTGGTTATACAAT 

TAATCAACAGTTATTTGATGATTCAGCACACAAATAACTCTTTGCAACCA 

GGTTTACGTTACTGGGAACAAACTAACTAGGTTTCCCCAGGTGTGGAGAG 

CTTTCACACAATATACCCTAACTTACATAAACAAAATTACCCAGGTAAAT 

ATTTACTAAACAGTTTTAACATAAATGATAGTGATACACAAATTTGAGTA 

ATAATTCAAGAAAATAAGTGCACAATTAGGCTGTTAACTGCTGTTTATCT 

GTTTAATGTGAAATACCCACTAGCTTCCCTCCACCCTTTACCCTAACTCC 

CATAAAATCCTCCAACCAAGCCACCAACATATACCCACCATACTTGCCAC 

TCTGTCCTCAAACTCCTGTTTGGGCATTTGCTCCTGGTTCTTGAAACTTC 

ATTCTGACAAAGCTGAATAAAATTACCTCCTTAGAAAACAGTCTGTTCAT 

GATTAAATAACTAATAAATAGTTGAGCCAGAATCTGAACGCAAGCCTATC 

AAAA GCCTGAATGAATTGAGGCAGGTACACTGGAATTTGTTCTGCCACAG 

TTTTAAATCCATACACTTTTCTTTGGAGGGCAAAAGCCTAATTATTCTTG 

TCTTCCGAATTCTATTGAAAAATTGAATGGACCTCTTAAAATTCTGGACA 

TTAAAAAGGTCACCAAAAGCT 

>Sequence 3286 

CCGGGCAGGTACTAGCTGTTTTTGTGACTTTTAATAATAACACCTACTAG 

TTACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGT 

GCCTACTACATGCAGQCCCCAGGTCAGTGCTTTACACTCTTAACTGTCAT 

GTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTG 

AGAAAACTAAAGACGCTAATAATTTTTAAAAATATATCCACAGTTCTATG 

ATTAGTAAGTAAGGGAGCTAGTCCT 

>Sequence 3287 

AGGTACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCA 

CTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGT 

TGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGA 

CTCTGCGTTGTTACCACTGCTTCCCGCGTACCTGCCCG 

>Sequence 3288 

GAGTGGCATCGACTACTATATGGTGAATGGCAGCTCCACCGTGGTGGCGG 

CCGCCCGGCCAGGTACGCGGGGGGACAGGCCATCTCGCTATAGGAAAGGA 

AAGTGGAACAGTATTCATCCTCAACATTTTTACGAAGACAAAATGAAGAC 

TGGAGTATAAGACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGG 

AAGATGTGGTGTGAGAAGGTAGCACAAGTGAAGCAGATATACAGGAGATA 

GGGAAGGGAAGCTGGAAGCAGAGGTCACTGGAGGGAGAGGGAGATGGACA 

CA 

>Sequence 3289 

ATGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACTGCCATT 

TCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTTGATAAA 

CAGTGCATTTTTTCCCTGATAGTCTGTATGGGACCAGCCTCCTTGTTTGC 

CATCTGAAGGAAACAGGGACTTCANGAACCTCCTGCTGTGGTCACCAAGG 

GAATCACATCTCTAAACTTCTCAGCAAGGGTGTTATGGATCCTTCTCAGT 

TTTGCCTACGATCCATTGAGGCAACAGGTTTCCTTCTCTCAATACACCCT 

CTGC 
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>Sequence 3290 

GGGCAGGTACTAGCTGTTTTTGTGACTTTTAATAATAACACCTACTAGTT 

ACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGTGC 

CTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCATGT 

TGACAACAGCCCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTGAG 

AAAACTAAAGACACTAATAATTTTTAAAAATATATCCACAGTTCTATGAT 

TAGTAAGTAAGGGAGCTAGTGCT 

>Sequence3291 

AGGTACAATTTGCATGCACGGACTTCTACATACAGAATACTTAAACAGTT 

CATTGTATTGAAACACGCTTAAAAATGGCCCTAGCACTTGCTGCAATCCT 

GCTGTGTAGGAGTTAGCCAGGTTGTGTCTGCTCCCTCTAGACTATTCTAT 

ACATCAAGAACTAAAAAAGAAGAGCAATCCCAGCATGTGGCTGGATGCAC 

ATCAAAGCCAAGTCTGTCATGAATTATTTTCCTTCCTGTTCCTTTCATTC 

AGGTCATGAAGCACACATACTGCTACAGGAAAGGGCAAAAGGCAATGTCA 

AGTGCTGTGTAATTGTTGGGTTCTTTAGTGGCAAAGGCCAGCAATGTTGC 

AGCCAAAAGGGCATTTAAGAGTACCTGCCCG 

>Sequence 3292 

CCGGCCAGGTACCTGGATGAAACTACACTAGTGGTGGTGGAGATGGAAAG 

GGACAGATTCAAGACAGATTAGAGAAGCAGAGGCATCAGAGCCTATTGAA 

GAACATGATGAAAGCCATGGTGAAAGAGGAGATATCAAGGACGGTGTCTG 

TATTTCGGGCTTATACAACTGGCTGTGGATAGTGCTACTCACTCCAGAAT 

GCTCAGGGAGTTTAACATATTCTGTTTCGTGCATGAACAAGGAGGCTAGT 

AGTAGGGTAGAATTCTTGAGAAAAGTGGAAATGGATTGAAGTTGCTACCA 

GGGAGTATTGAAGAAAACATGGATTAAGAAAATGTATAAATGTTACTATG 

AAATTTTGAAGATTGGGGATTGGAGACTATGAAATCATAGTTTTATCAGT 

GGGAGAAAGCATAATTTTATTCAATAAAACTTAGCTACTTAGAAAATAGA 

GAATGTAATAGTTGAATCAAGAGTAAGATTTTAAATATTGTCTGTGAATG 

GTAGACCAAAGATAGTGTATTATTAGAAGTTATCCCTGTTAATGAGGGGT 

ATGCCTGGACCCTATGATTTCTTTAAGGATTGTACAATGTTTAAAAGGCC 

AAAGAAAGAATCCAATACCCGATATTCCAAACACTAAAGTTAATTTGGGG 

GATTTAAATCATGGATTTTAATGTGTTGTAGGCCAAACAAAACTGCTACC 

TTTTGGAAAAGGAGAATCCTATAGGGTGGTCCTGGTCTCTCTATAAATAT 

GGATTCCCCCGGCTTAAGGGATTTATATAATCTTAATAAATCCAGTTCG 

>Sequence 3293 

CCAAAGTGTTGGGATTACAGGCATGAGCCACTGCACCCAGCCAAGTTAGC 

TTTCTTCTAACAGCAGCCCATGTGCTGACTGCCAGTGAAGTCTTTCAATC 

TGGGATGCTAGTTTCTTTTATTTAAAAGTGCTATTGTGTTCTAACAATTA 

ATGAACTACTCAAAAAAGAGACTGCTGTATTAGTAAAGGCTACCAATGTC 

CTCCTGCAGATGTTTTTAAGTAACTTCCTGGTGCTCTGTACCTGCCCG 

>Sequence 3294 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAGGACCATAACACCTTGCTGAGAAGTT 

TGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCAGAAGTCCCTGTCC 

TTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAAT 

GCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCTC 

AAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTGA 

GTACCTGCCCG 

>Sequence 3295 

AGGACGCGGGGGCTTAAAACTCTTCAGAGGTTCACCAAATAGAACTTTGG 

GGAATCCTTTTAAAAATCAAACGCATACTTGGTAGGGGAACTGACAATGG 

CAACCAGTTGCTCAGAGTTATTTGCTCAAAGGCCTACCTGCCTCCTAAGC 

CTCACTGTTCTTCATCAACTGTCAGGGGTTAAACTTTCAAGAGCTACTCC 

CAAAAGAGCTGCAGGAAAATTCTGTCTAAACAGCCATGCAAAAGTGTCTG 

GGGATCACTACGGACAGAGGATGATGACAGAGGGCCCATGACATTGGGCC 

TTGTCATGGCTGAATACTGACCTTCCACTGTCATGGCTGAACACTGACCT 
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TCCAGTGCCTACAGCTTTTAAAAAGAGTAAAAACTATGTTCATGGGTACC 

TGCCCG 

>Sequence 3296 

AGGTACAAGCTCCACTGGAATAAAAAAGACTGTGTGGAAGTGAAGGGGCT 

CCTGCCCACAAGTGTGTCACCCCGTGTGTCCCTGCACTGCGGTAAGAGTG 

GTGGAGGAGACGGGTGCTTCCTAGATGTCACTCTGGCATTCACCTCTCTT 

CAGGACTGCAAGGGGCCTACTCTGTCACCTGTGGCTCTTCCTCTCCTCTC 

AGGAACAAACAACAAAAATCAAATGACTCTGCTTTTGGGGATGTCACCAC 

CATCAGGACAAGTGTAACCTTTAAGCTAAATGAAGGCAAGTGTAGTTTGA 

AAAATGCTGAGCTGTTTCCCGAGGGTCTGCGACCAGCACTACCAGAGAAG 

CACAGCTCAGTAAAAGAGAGCTTCCGCTACGTAAACCTTACATGCAGCTC 

TGGCAAGCAAGTCCCAGGAGCCCC 

>Sequence 3297 

AGGTACGCGGGCAAGGCTTCCTCTTTAAAAATCATACATTTAATTCGGGT 

AGGGAACGACTTGGCTTCTTTGTTCCTGTGAAAGAAGTATATAAAAATGC 

CCCCTTAGTAACTATGCAGTCAGCTTACTATCTCAGCAAAGTCATTGTGA 

ACTTCTTCCCTGTCTCAGGTTGGAAATAGGAACCAATTCAAGGTAGATTA 

AAGACTTAGGGCCGGGCGCAGTGGCTCATATCTGTAATCCCAACACTTTG 

GGAGGCCGAGGTGGGTGGATCACGAGGTCAAGAGATCAATACCATCCTGG 

CCAACATGGCCCGTCTCTACTAAAAATACAAAAATTAGCTGTGCATGGTG 

GTGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCAGGAGAACCACTTGAAC 

CCGGGCGGCGGAGGTTGCAGTGAGCTGAGATTGCGCCACTGCACTCCAAT 

CTGGTGACAGAACCAGACTCCGTCTCAAAAAAAGAAAAAAAGACTTAAAT 

GTCAGACCTGAAACTATAAAACTACTAGAAAAAACATAGAGAAAACTCTT 

CAGAACATCGGCTTAAGCAGATAATTTATGGATGAAATCTCAAAAGCACA 

AGCACCAAAAGCAAAAATAGTTGAGTGGGCTATAACTTCTGCACAGCAAA 

AGAATCAACACAGTGAAGAGACAGCCCCCTGGAGTGGGAGAAAATATTTG 

CCAATTACTCACCTGACAGGGAACTAAGGTGCAGAGTATAGAAGGAACTC 

ANACTCCTCAAAAGTTAAAAAATAATGGCCTTAAAAATGGGCAAAGGACA 

GAATAGAGACCTACAATGGGTTAAATGTTATTAAAAATGCTCAATTTCAT 

GATCAGGAAATGA 

>Sequence 3298 

AGGTACGCGGGGGGAGTCCCCAATGTCATGGAGTATATATCTAATGCCAC 

TGAGAAACCTGGCTCACCCTGCACTGAGAGAAGCACTCAAAACCACCATC 

ACCAATAGCGCTACTAAAGACAGTGCTTTGGAGCTTCCAAGCTGATAGAT 

TATCCTTTCTCCCCACCCTCAGATTTCTCCAGTGTCTCTGGCACTTATAG 

TCCATGTTTGCAAGAAATATTTTATTATAGTGCTCTGAAACAAATTTATA 

AAGTTTGCAAGAGAAGTTTTAAAAAAGCAAGCTCAGCAATATTTGGGGGC 

TTTTAAAGCTGATGATGCAGCTGACCTACTGGAGACAAAGGCAGTGGGAG 

GGCCCTTACTGGTATAAATAAATAGGAGTCTCTGGTACCTGCCCG 

>Sequence 3299 

CCGGGCAGGTACGCGGGGGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAG 

GTTATGCAAAACATCAAGAGAAGATGAGAGGTCAGAGATGGGAAGAAACA 

AGAACTTTGACATGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACA 

AAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAA 

AAAAAAAAAAAAAAAAAAAAAAAGGTCCTTGGCCGGTTTTAAACTAAGGG 

AATCCCCCGGCTGGAAGAGAATTAATTCAAGCTTAATGATTCCCGCCAAC 

TTGAAGGGGGGGCCGGTGCCCAAC7TTTGGTTCCTTTAAGGAAGGGTTAA 

TGGCCCCCTGGCGGAAACATGGGCAATAGTTGTTTCTGGGGGAAAATGGT 

ATTCCGTTAAAATTTCACACACAATTACAACCGGGAACCTTAAGAGGTAA 

AGCTTGGGTGGCTTATGAGGGGGCTTACCTTCATTTAATTGCGTGGGCCT 

ACTTGCCCGTTTTCCAGACGGAAAACCTGTCTGCCCATTGGAATAAGTAA 

ATGGCCACCCCCGGGGAAAGCCGTTGGCGTTATGGGGCTTTTCCGTTTCT 

TGTTAATTGATCGTTGCCTTCGGCCTTCGTTTGGGGGAACGGTTTACTTA 



Page 240 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCTYUS01/00798 



CTAAAGGGCGGAACCGGTTTCCCAGAATTCGGGGTAACCCGGAAAAACTT 

TAACAAAGGGCCCAAAGGCCGGACCTTAAAAGGGC 

>Sequence 3300 

AGGTACAGACATTCCCTCATTTTACTCCATTAGAATTCTGGACCTCTTCT 

GTATTTCTTTCTGGGCCCTGCTACCTCCTAATCTGCATCTGGTGCTGGGA 

ACCCAATAAGCCCAGCACAATGCCAGTGTGAGGCATTCTGAGATCCGGGA 

TTGGGTTGTGAGACTCCTGACTGAATTACTAGCCTTCTGAGCAAGGCTAC 

CTCTTTAGACCCTTCTCCAGTATAAGCTGCATAAGCTCTGGCTCATTCCA 

CAAACTCCTGCACCTAATCATGTTCCTGGACCTCAGACTGTACCTGCCCG 

>Sequence 3301 

AGGTACGCGGAAATGTTAGACAAATGTAGCCAAACCAAAAAATACACATG 

TTCT ATGAATCCATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTC 

TTTTGGGAAGGAGTGAGGAAAGGACTGAAGAGTATTGCAGAGGGGGCTCC 

GGGTGTTTGTAATTTCTATTTCCCAGTGCAGGTGTGGTTTGCATGAGCAT 

GTTCACTTTGTGGAAATTCATTGAGCTGTAACTAAATATACAGAATTATT 

TATGAATGAAATGATATATAATTCAGTGGGAACCTGGGAGGATAGGGAGG 

AGGTGGGGGAGCTGAAAAAACATGTGTGGCCGAATGCTTAACAATTGTTA 

TTGTTAGGTTATGGATACCCGGGGGGTGGTTGTACCTGCCCG 

>Sequence 3302 

AGGTACCCTGTTACTGAGGCAATACCTTTCTGGGTAATTTTCTCAATCCT 

CTGGGTATATTGAGGTTGCCTACTGTGGCTGATGAGGAGGCCAGCTATTA 

TTTCTAGCCTTCTCTGCCATTGAGCATTGTCTATCTGCTTCTTTTCAGTA 

GTTATTTGCCCTGTAGTTTCCTCACATGTGTGCACTGATCAATACTTAAG 

CCTGAAACTGTCTGCAGCACTCCAGATCTTTATTTCTCTTTTACTTTGCA 

ACTTGTTCTCTCTGTAGTTCTACTCTCTTCGCTCTCTCTCTCTTCCCTCA 

GCACAACCCTCTCCATCTCTACACTTCCTCTCACCTCTGCCCTGTGAATT 

CTAATTGC ATTT GCTGCCCCAAATCCTCTTTAACTATTCAGACCACTGAG 

CTTCTGGATTTTCCTCTCTGAGCTGCAGCCTGAGAACTTTCTCCAAGCAG 

CAAACTGGAGCAATATAGAGAATACCAATTTTAATTGTTGGTTTGGTTTG 

GTTTTTGGGCTCCAAGGAATTTTTGGCTAGCACTGCCTATTTTTGGTGGT 

CAATATCTGAAAACTGTTTACTTGGAGATTGATATATTAATCCATGGCTT 

CCTTCCATCTGGGCCAAGGGGAAGACTATTCTACATATTAAACGGATGGA 

GTTTAGGCTCTTAATTTTATTTGATATTCCCAATTTTAGACATCTTCAAA 

CTAAGCTGAATTCCCTGAAGACCCGGTACCTTGCGGGCGGCCGTTTAAAC 

TTAGGGAACCCCCGGCGCAGGATTTAAATTAAGCTTTCC 

>Sequence 3303 

CCGGGCAGGTACCCATTAAGTAGTTTTTCGACCCATAAACTCTCCTGTCC 

CAGTAGTTCACAGTATCTGTTGTTCCCATGTTTATGTCTGTGGGTGCTCA 

ATGTTTAGGTCCCACTGATAAGGGAAAACGTGGTATTTGGTTTTCTGTTC 

CTGCATTAATTTGCTTAGGAAGGAGGATTTTCTTAAACATCAGTCTGCCT 

TTTCTCTAAGGCTTTATGATATGAGGCATCCGTATTCATTGAATATGGAG 

CTTAGAAATATAGGTATTGAGGGGCCACCACACCAGGCTGACTTCTTGAT 

CTTGAATTTTATAAGGATTCTAAAGGGCATTGGGTAGTTCCAGGACATCT 

GAGACCTTGAGGGAGGGTGCATTCCTCTGATTTTTGTGCCTCTGCCAGCA 

GTCTGGCTTTTAACAAAGTGGTCAAGGGATGCTGACTTACATGAGGCTTC 

TGGCAAAGTGTTCCATAAGGGAAAAGAAAGGACCAGTGTCCTAACTCCTC 

CAGAAAGACTCATAGGACAGCATTGGCTTCCAGCCTGTCAGAGTGGGGGA 

AATCTTGTTTTTCACATCCCCCAGGGAAAAAGGGAAACCCCCTTTTCTCG 

GAAATAACCAGTGGAGGCTTTTATGATTTTTAATAAGGATTATGGTCCAT 

TTAAAGGTAAAACCTTACACTCCTGTGGCCCCAAGAAGGTGAGTGGTTCT 

GAAGCCAACTTTCTCCCAACCCAAAAAAAAATTTTTTAATAATGGGTCGT 

TTTCTTCCGCCCACAAGATTAAACCCAAAGGTGTTTGCACTTTCTATACC 

ACCGTAAACCG 

>Sequence 3304 

CCGGGCAGGTACTAACTTGGTCAGGGCAGGGTGACACATAAAATTAACCA 
TCACAGGGAAGGGTAGGGCTGGAGAGGCAGACTGTGGCCAGGTTACAATG 



Page 241 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 

CGCTGAGGCTAAGGAGACTGTGTTTATCCTGTAGGCCAGTGGGTCTTACT 

CTGAAGTCTTTTGGGTGGGACATTCATGGACTTCAAGAGACCTGTGAATG 

CCCTAAGATTATAAGTAAAATCTGTGAGTCTGTAACTAAAGCTAAAGCTA 

TTTTTCTGGGGCCCACCATCTAAAGAAGATTCTGAAGCCTTAGGGTAGCC 

GTGGAGAAGACATGAAGGTCCATTTTGCATGGTAGAACCCTGCCTGGCTC 

TTGCTGCAGTGTGGGAGGACAGGTTTGCAATGTGGAGGTGTGGCAGGCAT 

GGATTTGGGAAGATTGGCAGAGGACTCACCATGTCCATACACTCACTGAG 

ATGGCAAATATTTATTAATCATCCAACTGTGTATCAGACACTAAGAATAA 

GCTGGGAGGCCATGGCAAGTGAGGTCACCACAGTCCCTGCCACAGTGGAG 

GTTATGGTATACAAGTAAGGCANGGAAGAGCACTGCAAAGGGGTTGCCCA 

TTGCATCAATCATTTATTTATGCACATGTTGATTCAACCATTATTTCTAT 

GCCAAGCTGTCTTCAGGTGCTGGAAGAAAATGAGCGTACCTTGGGCCGTC 

TAAACTTGTGGTACCCCCGGCTGGAGAAATTCATATCAAGCTATTCAATC 

CGCGACCTTGAGGGGGGCCCGGGACCCACTTTGGTCCCTTTAATGAGG 

>Sequence 3305 

CCGGGCAGGTACCCTATCCAGAGGGTTCTACCCGATGTAGAACCTCTCTT 

TTCTGTTCACCTGATTAGGTGTAGAAGTAGCCAGTCAAATTCATCCTCGC 

TACCA CTGTTA TTTCTGCCCCACCTCTAAGCATTTTCTTCTTTCTCATTC 

ACCACTTTTTTAAACATGTGTAATACATCAGTAACTAATTTATAATATTC 

CACTCCAATCCATCAACCTCAGTAAATTTAATATTCACATCATCAGCCCT 

TCATATCCATACATTACTTCAAATTCTTTATTCTGTTTGACTCCATGGAT 

TTGCATCACCTCTCCACAGCAGCAAGGCCAAGACCCAAACACTGAAAGTC 

TCTGAGGGCTCCATCTTGAGCCTCTTGAGAATCTCTAACTGGAACCACTG 

CCACTGCCATTTCTTTCAATTCCCCACCACGCCTGATTTCTACTGTCTCT 

TGTTCACTTCATCCATACCTGTCACAAGTCCATTTCAAACGCTGCTCCAC 

AAACTAAGTAGATTTGGGAGATGGTAATTAAAAAATACAGATTCCTACAC 

CTTGCCCATGGAGCTTTTGATTCAGTATATAGAGTGTCAAGTTTCAATTT 

GGTATACCCAGGAATTAAATTTAAAAAAGATGCCTGAGCAACATCCCCAG 

AAATCTGATTTACAATACCGCATTTGGCCTGGATAATGATGGTTTAAAAA 

GTTCTCAGTTAATCTACTGTGCATCTAGGTTGAAAACAGTGCTTAAGGTG 

AGATGTTGAATGAGGACTTTAATTGCTACCAAGTAACTTTT 

>Sequence 3306 

AGGTACCATGCTGGAGTTTTGCAAAAGCTTCCCAGGTGATTTTAATGAGT 

GTCAAGAGTTGAGAATCCTGCCCAAGACTTACTAAGGGGTGGCAAAACCA 

GCCCATTTTTAACCCTCACTTTGAAACCCTTCCCACTATTATCAAAAGAT 

TGGGGACGGGAACAAGGGAGGGCATCACTGGGAGAGGTTTGTTCTCTGCC 

TTGTTGGGAATAAGCGAACCGGGATTTCTGTCTCTCTGCACATTGATCTC 

CC TTCCT CGGAACACCCCTCTTCCACTGTGTCTATGGGTGAATTCTCAGG 

CATTTTTCAAGGTGGAACTCAGTGTCACCCTTTCAGAAAGTCCTTCCCTA 

CCTTATAGGCAGAATCGCCTCACCCCTGGTAAAGCGACCAGTCCACTGTG 

AGGCTTGTTATCCCCGTGTATTCCATCTCATGGGGTCTTCACCTTATGTG 

TGCGTCCTCGTTTAGACCACAGCTACCTGAACATAAGCAGGGCCGNGTCC 

TATGTGTCTTTTATTCTTCAAGCCTAGCATAGTCCCTCTATAAAAAGTGC 

TCAATAAATGCTTATTGTGATAGAAAATTCATAATGTGACTAANATATTA 

ATTAATAAATGCTTAAGACTACCAGCTATGAAGAAAGGATTGAGTCTTGT 

TCTGATTAGGAATATACAACAGAACCTTCCAAATGCGTGGCTTTATCCAC 

AATGGACTATCATTCTTCCCAGCCTGTGGGTGGACTGGTTAAATCCTATG 

GGGTTCTGCCGGAGGCTGGTACAGTCAGTTGAAGCCCAGGAAGG 

>Sequence 3307 

CCGGGCAGGTACGCGGGCTTTGACCAAAGAGTGCTCTGACACACTGCATT 

CCCTTTCCCCTAGGGGTAGCCCATGTTGAGGGCAAGACCTCCAGAAATCC 

TGCAGCACCTCCGGGTCTTGACAGTGTCCCCTGTAGTATGCCACAGGTCT 

CAGTGGGTATCTACCTGGGTTGTTATGCAGAGAAATCAAACTCACTGTGG 

AGACTATTAAGTGGCTTGAGATTACTCTGGGCAGGAATGCGCAGCACACA 

GACCAATATAAGTGCTCCACTCTCCTTCAGCATTGGGTATTGACTGTGAG 

GGGTGAGATGATAACTATTTGCGAACATGGCCTTCTCTGATTGCTTCTGC 
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TTCCCAAAGGAACTCTCTCTAAATGGGCCCACTCAGCCATGCAGTTTCCC 

TGGTGCTTTGGGTGGTGCAAGANGGAAGCTTCACTCATCCATTATTGGCT 

AGTCTAGCAAATCTTGGGTGCTATGTTGGAAAGGGTGAGCCAANAGAAAA 

CAACTCCANACCTTACTTCTTTTTCAATGGGGATTACCAAGGTTTCCTCC 

AGGTGGGCATTTAAGCTTCCCAAAACATCTCTGCTTGCCTTTCTTATTTC 

CTGCCGCCCCCCAGAATTCAATCCCCAATGGGGTTCTTCTTGACCAGGTT 

ACTGGAAAACTACTTCCCTCCAAGTAATTCTTACTTCTTGGCCCATGAAT 

CATTATAACCTTGTAACATTTGGGTATTGTAATATCCTGAAGAAGAAACC 

AAGTTGGCTATAGTGTTCTGCAAGGCCATCCCTTTCTGGTGAAGCCTCTA 

GGAGAAAAATGTATCTATGCAGAGGAGGTCCCTTTCGCCCCGTTTTTAGA 

ACTTATAGGAATACCCCCGGGCTCTGCAGGAAGTCGTATATTCAAAGTTA 

TTGGATACCCGNCAAACCTCGAAGGGAGGGGCCCCGGGCACCCCACTTTT 

AGTACCCTTAAAGGGG 

>Sequence 3308 

AAAGGCTGCCGAGGTACGCGGGCTAAATACTGTGCTCTGACATTGATGCC 

TTTATTCCATATTATTAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTC 

TCTTCAGTAAGGGGAATAACTTTGCTGTGTCAGCGCATGCTCAGGAGGGT 

TGCAATCTAGAAACAGTGATTGTTAAAATTGCCTATAAACACACAATATA 

AACAATATGCCACAGACACAGAGGCCCCCAGCATAGTTTCTGGAAGGTGA 

AGTCTCACCTCTGCCAGAGTAGAGTCACAGTGGGAATTGAGGCTTGGCAT 

CTGGGTGCCTCTGAAGCTCTTCCTGTGGCTCCTGTTAGACAATTGACCCC 

GAAACACAGAAGATAGAGATTGCACATTGCGTTCAGTAATTGTTGT 

>Sequence 3309 

AGTGGTCCAAAATGTATTGTCCANGGCCAATNGGTAGTCCATCGCTGCCG 

CGGCCGAGGTACATCAGAACTTTCCAGTTACAGGATGGCGTTGGCAGTTG 

NCTTTGGAATGCTCAGCCTCGCTGGGAATGGGTCCCCTCTTACTTGCTGG 

GTGACCATGAGCATGTTGATCCCACCTCAGAGCCCCGCTTCCTCCTCCTC 

TATAAATAGGACCATGGATAGTAGCTTGGAGAATTCAATAAAATATAGTG 

TGCTGAACACTCAGCACGTGCACTAGGAAGAACCAAAAATGAGCAGGACC 

CTCACTGATATTTAATGTCCCCTAATTTGTCAAGGGACATTATATTGCAT 

AAGATTTGCTTTAAAGAAAGTAAATTCCTTTCAGGCAAGTTGTTTGAGTC 

ACCAATAGGTTTAAATCAAAGGAAGTTTTTGTCCTCACGATTTTGCATTT 

TTTAGTGCCTTTCCACAACAAATGTATAAAAGGAACATTATTTTTAAGTG 

TAACTATTTTGGAAACTTCTTACTTAAAAGCAATTTTCTACTACAAGTCA 

AAGGATTAAAGCAAAAAAAAAAGGTGAATCTGCAGCAGCATATATTGTAT 

ATGTTTTCTAGAAATACTTTTTTAAAGAAGGCAGAGAACCCTAAGCTAAA 

AGCAGAATTTAAATTTCTAGCATTCATTCAGCAGCTGTCTCTATAAGGAG 

ACAGGGTTGAATTGTGTCCAAGTCAAGCATCAGATTCCCAGGAAAGCAGA 

GGAGAAATTAAAAATGTGCAGGAAGCGCAAAAATGCTGTTAAAAGTGATG 

CCTTCTAAATGACAGACTTTTGGGTCAAATACAGACCC 

>Sequence 3310 

CCGGGCATGTTCCTTTGCTGAAGTATCTTATCACACAAAATACACATCAC 

CCTGGCCCTTTATTTTCCATTACCCAGTTTTATTTGTGTCATAACGATAT 

CAAGTATATAAAATTGTCTTATTTGGCTCTTTACATGTTTCTCACCTTTA 

TTGCCAATAATTAAGAGTTATAAAAAGCTCTTTTATTATTCACTGTCAAA 

ATTCTCTTTACTTTTAATTTAAAAATCTTTGCTGTTATAAATGAGTAAAT 

AAGCTAAGAATTGAATTATGTATTTAATCAATTCTATGATCTACATTAGT 

AAATATCTTGATAGTTTGTTATAAAGACCAGTAAGCCAAGAGGTTTGGCT 

AAAGGCTGATGAATGTTTAACTGAAATGTCTTATGCAACTAATGTAGACG 

C TATA CGAAAAAAGGAGGTATAATAATTGGCAAAAGCAAGGGCTTTTGTA 

GTTTTCAAAATATTAAAAATGGGCTGGGCGCAATGGCTCACACCTGTAAT 

CCCAACCCTTTGGGAAGCCCAAGCANGCGGATCACCTGAGGTTGGAGTTC 

GAGACCAGCCTGACCAACTGGGAGAAATCCAGTCTCTACTAAAAATACAA 

AATAGCCAGGCATGGTGGTACATGTCTGTAAATCCAACTACTTGGGAAGC 

TGAGGCAAGAAAATCACTTGAACCCTGNAAGGGTGAGTTGCAATGAGCCC 

GAGATTGCGCCATTGCACTTCAGCCTGGGAAACAAGAAGTGAACCCCTGT 
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CTCANAAAGACAAAGAAAATAAAAAAAAAAT 
>Sequence 33 1 1 

CGTGTTGAACTTGGAAATGCANACTCTGGGCATTGGGATGTTACCGGTCG 

GCGGCCGNGCCGCCATTCAGTGTGGCGACCTCGCGCACGATTTGCAGGTT 

CAGGTCCGCGCTCTTGCCAGTACTCGGGCGCGGCATGTAATAAAAGCGCT 

CGAATATACGTTCCAGCGCATACGCGGGGAGCCCTCACCGCGGTCGCGCA 

CGGCGATTTCCACCTGGCTGCCCTGGCGCTGCGCCGTCAGCTCGATGCAG 

CTACCCGGTGGCGCGAAGC 

>Sequence3312 

CCGGGCAGGTACCCATCAGGAATATCCGGCTCAGAAGCCAGGGCCTCAGA 

GACTGTTCTCTCACTGAGACCTAGTGAGGGAACTCCCTGTGTTATTCTCA 

CTGATGGCCCAGGAACCACCCTTGCAAGTCATGACCACCAGCATCATGTA 

GCACTGGAACTGATCTGGGCAATGACCTCTGTCTAAACTTCTGAATCCCC 

TCCGACAAAGACCCAAGACAGCAGCATGGCCATGCAGCTGTGCTCACATC 

TCACCCCTGCACTGGCCAGGAACACATCTATCTTTCCTTTGGGTAGGGTC 

ACCCAACTGCTCTGCCACTTCCAGCTGTGAAAGGCATCTATGTGACAGAC 

CCCTCTGCAGTTTGAAACTGTGTGACAACTTTAACACCCAACTCAGCATC 

TGCATGGGTTTCTGAGAATTACCTATATCTTTIGTGGTCTCTTTGCTGAT 

TCTCTGTTTCATTAAAAAAAAAAAAAAAGTGACTCGTGATCCCTGAGTTC 

CTATATAGCCAATTTTACTCACTAGCTAAAGAAACACTGTATTTAAAATG 

ACAAACCTAGCAACAATTAGGCAAGCTCTCATCANGACTCCATGCANGGC 

TGTGTGATTGCCTAAAAAAGTCTTTCACAGCGGATCCTGAACCTTGACCC 

ATGGGGCTGCTTGCCACTTGAACTTAAGGGCTTAATGGGGGAAACCGGAA 

GGATCCAACCACTGGAACTGGGGAAAACTCCCCATGTGCGGGAACTCCTC 

ACCCAGAAAAAATTTTTTACCTCTTT 

>Sequence 3313 

TTGATGAGCGCAAAACTGAAGGCCAATGAGCTCATCGCGGAGGCGGCCGA 

GGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCATTGTTTTGCAG 

ATTATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATAAAGCAAC 

AAGGGGGTCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATGAGGGGAA 

ACTTTGCCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCTTGGCATC 

CCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAAAAGGGCA 

TAACTG TGGG AATACTAACCCAGAAATTGGGATCAGAACCCATACCAACC 

ATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGACCAAGCTG 

CCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCCACTAAAA 

TCACCCTGNGTCAACCACTGAAAGTGTTAACTCCACATCAGGTAAGGTCA 

GTCCTGGGAATAAAAGGACATATCTGAACGATGGGAGAAAGGTTAACCAA 

ATAACAGGCTATATTCCTAGATAATCCAGAGGTTACCCTTAAAACCTGTA 

ACACCCTGAATCCAGCTTCATTGCTGCCCACAGGCCCAGTGACTGATCAC 

TCCTGCAGGCAGGTCATCACATACACATATGTCAGCTGACCTCATTTAAA 

AGATCAGCCCCTCCCAAATCAGAGGATAACTGGTTTACAGACAGCAATAG 

CTTTGTGTCCAATGGAGAAATGCCTGCTGGATATGTGGTAGTAAATTACA 

ACATCATCATTGAATNCCAACAACTACCCCAGGCACAATCATCACAAA 

>Sequence33l4 

AGGTACAGTTTAGTCAGGAAGCAGGCATTAAACACACATATACACTCACA 

ATGCTAAAATAAAATAAAGCTGTTAATTTGATCAATGCCAAGAAGAAAAA 

GAATGGGGCTTATAAGAGAATACAACAAGCGGTGCAACTTAAATGAGGGG 

GC AGGG GAGTATCTGAGAAGCCCTCTGTGAGTGAGTG AC irTTTTTTTTT 

TTTTTTTTGAGATGGTGTCACACTTTGTCTCCAGGCTGGAGTGCAGAGGT 

GCGATCCAGCTCACTGCAATATCCCCCTCAAGCAATTCCCCTGCCTCAGC 

CTCCCGAGTAACTGGGACTTCAGGCACATGCCACCACGCCTGGCTAAATT 

TTTTTGTATTTTTAATAGAGACGGGGTTTCACCATGTTGGCCAGGATGGT 

CTCGATCTCTTGACCTCGTGGTCCACCTGCCTCGGCGTCCGAAAGTGCTG 

GGATTACAGGCGTGAGCCAACGCGCCAGGCCGAAGGAGTGACATTTAATC 

TTAAACTTAATTACTTGCCATTAGCCAGGAAAAAAGTTGGGAAGAGTGTG 

GCAAGAAGAGAGACATGCGTTTGGGTCTTGGAAACC 
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>Sequence3315 

CCGGGCAGGTACTAGCTGTTTTTGCGACTTTTAATAATAACACCTACTAG 

TTACTGAGTGTCATCATCACCAATGTCATGATTGCCACGATTTATTGAGT 

GCCTACTACATGCAGGCCCCAGGTCAGTGCTTTACACTCTTAACTGTCAT 

GTTGACAACAGCTCTGAATGACAGGAGCTCTGTTCAGTGTTTTACAAGTG 

AGAAAACTAAAGACACTAATAATtTTTAAAAATATATCCACAGTTTCTAT 

GATTAGTTAAGTAAGGGGAGCTTAGTCCCTCGGGCCGGCTCTAGAAACTT 

AGTGGATTCCCCCCGGGCCTGCAGGGAATTTTCGATATTCAAAGCTTTAT 

CGGATTACCCGTTCGACCTTCGAAGGGGGGGGGCCCCTGGTACCCCCAGT 

CTTTTTTGTTTCCCCTTTTATATTGAGGGGGTTAAA 

>Sequence 3316 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGTCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCGGNC 

>Sequence 3317 

CCGGGCAGGTACACTTCCCCCTCCTCCTCCCCCGACCATGCCTGAATTCA 

GACCTCTAGCCCTTGGATCTGTTATCTGACCCAAGAAGTCTTGTCAATTT 

TAGAAGGCTATCACCTCTTAACAGCCATTTCTGCTGCTTCCTGCACACTT 

TCTAATTTCTCCTCTGCTTTCCCTGGAAATCTGATGCTTGACTTGGACAC 

AATTCAACCCTGTCTCCTTATAGAGACAGCTGCTGAATGAATGCTAGAAA 

TTTAAATTCTGCCTTTAGCTTAGGGTTCTCTGCCTTCTTTAAAAAAGTAT 

TTCT AG AA A AC AT ATAC AAT ATATGCTGCTGC AG ATTC AC C nTTTTTTT 

TGCTTTAATCCTTTGACTTGCAGTAGAAAATTGCTTTTAAGTAAGAAGTT 

TCCAAAATAGTTACACTTAAAAATAATGCTCCTTTTATACATTTGTTGTG 

GAAAGGCACTAAAAAATGCAAAATCGTGAGGACAAAAACTTCCTTTGATT 

TAAACCTATTGGTGACTCAAACAACTTGCCTGAAAGGAATTTACTTTCTT 

TAAAGCAAATCTTATGCAATATAATGTCCCTTGACAAATTANGGGACATT 

AAATATCAGTGAGGGCTCTGCTCATTTTTGGTTCTTTCTAGAGCACGTGC 

TGGGTGTTCAGCACACTTTATTTTTTTGAAATCTTCAAGCTACTATTCAT 

GGTCCTATTTATAGAGGAGGAGGAAGCCGGGGCTTCTGAAGTGGGATCAC 

ATGCTCATGTCCACCCAACAAGTAAGAAGGGACCCATTCTCAACGAGGCT 

TGACATTCCCAGAA 

>Sequence 3318 

CCGGGCAGGTCCGGGCAGGTACTCTTGTTTAACCATCAGAGGTGATCCCA 

TCACCTTCACAGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGG 

CCGCCCATGCCATCCTGCTGCTGGTGATTTGCTTTGTGGTCATGGACTCA 

GTGGACATCATTATTTTATTAACCGTGTGGTAGGT 

>Sequence3319 

CCGGGCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAATG 

CTCTGAAAACCTATCCAAAGGCAATTAAAATCACATATATCATTGAAAAC 

ATCTAAGAACTACGTGTAAGCACTTCGGGATAGTCAGGTAAAGGCGGCCC 

TCTAATTATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTA 

AATCCGGATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTT 

ACCTTGTATTATTGATAAAGGCAACACACTGAAGTAGACAGACAGTAAAG 

AAAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACT 

TAGCCTCTGATTTTCATGTTTCAGAATTTGTATGTTAATGACCTTAGTAG 

ATGTGGCTTTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCT 

TTTTTCCAGGTACTGCTCCCATCTTCTTTAAGTATATTCAACTGGTGAGT 

GAACTCTTTATCCCGCGTACCCTT 

>Sequence3320 

AGGTACCAAGAAGAAAGCCATGGGCACTGTCAGTAAAGAGATCTAGAATG 
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GGAACAAGACAGGGAGAAAGCCAGGTGCAAGACACAGGAAAAGTTCTAGA 

AAGAAAGCTTTTTGCATCTAACATCAGTCTCCCAGATTCAACCCATCTCA 

ATATTGAAGAAATTGTCATCCTATTCCCAAATAAAGTGAAATGAGGTTTT 

TTATGTAAAGTGCTTAGAATGGAGTGTGGCACACAGTAAGGATCACCTTT 

AAGTATTACCTATAGATATACTGATAAATACATGGATATGTCAAGGGAGA 

GGTTGGCCTTTTAACTTGAAGGAGTCAGAAAAAAACTGCCATGCGCATTT 

TGCTTTGACTTTGAAAATCTGGATGCATGGAAGCTCTATAGAAGCACAGC 

AGGAATTTCAAGAGGTATGCTGCCCAATGTGTGGCTGGCAGAGTGCTCAC 

ACCAAAGGCTCCATTGGCATTGAGTGGGGAGAACATACTAGAAGTGGGTT 

TTTCTTGTC ATG G AGTTG A A' IT TT1 TTTI TAAGC AGTTC ATCTTCTTTCT 

AGTGAAAAAATAAACAAAGATAGGGGAAAATGTTTGGAGGATGAATCTTT 

AAAAATAACAACTCATAGCCAAAATAGAGAAATGTTCTTTCTTAATATAA 

CGTCTCTGTTACTTAACAGACTGCACAACCGGAGGGGGAGAAGTCTCATG 

GTGGGAGGGAACCTGTGGTCACCTGCTGGGAGCAAAAGTCAATTTAGAAA 

CGGAAAAGTGGAAATTAACATTCTCCTTTCTTCTGGGCCTTTTCAACG 

>Sequence 332 1 

CCGGGCAGGTACCTCCTCCCTATGCATCTGCTGTGGGAAGTGTGGGTAAC 

TCATAGATGATGCCACAGGGCATGTATTCAGGCACCACAGGCAACAGTGA 

ATGAATGAAGTGAAGTGGTATTTATCCATTTCTGGAAAGGTCCAGGGTTT 

GGCTCTGCAGGGCCAAGAGAACAGCTTTAGCTGTGCCTTAACCCAGTCCT 

GGAGAAGACAGCAGGCCGTAATCACGGGGAGGAAACCCATCTTTTAAGGG 

CTCCTCGCTCAGGTGGTGACAAGGTGAGGTGGTCATCTATGCTGTCTTTA 

TCAGTATCTGTCCTAAATACTGTGCTCTGACATTGATGCTAATATTCCAT 

ATTATCAGGGCTTCTGTGGTGTTTAGGCCTCTAATTTTTCTCTTCAGTAA 

GGGGAATAACTNTGCTGTGTCAGCGCAGTGCCTCAAGAGGGTTGCAATCT 

ATAAACAGTGATNGTTAAAATTGCCTATTAACACACCATATAAACAATAT 

GCCACAGACACAGAGGCCCNCAGCATAGTTTCTGGGAAGGTGAAGTCTCA 

CCTCTGCCAGAGTAGAGTCACAGTGGGAATATGAGGCTTGGCATCTTGGT . 

GCCTTTGAAGCTCTTTCTGGTGCTTCTTGTAGACAATTGACCCCGAAACA 

CAGAAGATTGAGATTGCCCAATGCGTTCAGNAAATGGGGGGTAATTAATG 

TAATTCTGAAAATAAAAGAAAGAACAGGCTGCCCTATTTTAACCACACAA 

TCCCTT 

>Sequence 3322 

CGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGA 

CTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCAC 

TGGAACAATGAGAAGGAGAGAATTCTACTGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGNGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTNTCACTGAGCCTCCTATGAAATACACCAGTGAAA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAACTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAGCTGGATCTGGAAGAAGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAAGGCTTG 

AGGCATTCATTGGAAAACGGAACAAACTTGGGCTATTCCCTGGCCCGGGG 

AAGAATTGGTTTTTGAGAGTCTTTTTGGTACCT 

>Sequence 3323 

CCGGGCAGGTACCCTGAAGGCCGCTTACTTGGAACCGTATCTTCTAAATG 

CTCTGAAAACCTATCCAAAGGCAATTAAAATCACAAATATCATTGAAAAC 

ATCTAAGAACTACGTGTAAGCACTTCGGATAGTCAGGTAAAGGCGGCCCT 

CTAATTATGAAGCATTTTGATAATTAATAGAATTCTAAGCCAAAGCTTAA 

AT CCGG ATACACATCATAATGGTTAAGCCAAATAACACTTAATCATTTTA 

CCTTTTATTATTGATAAAGGCAACACACTGAAGTAGACAGACAGTAAAGA 

AAAAGTCCACATCTTTTTATTGGGTCCAAATAACCTGATTGTAAATACTT 

AGCCTCTGATTTTCATGTTTCAGAATTTGTATGTTAATGACCTTAGTAGA 

TGTGGCTTTGTCCAGCCTCAAAAAGGGTTGCTCTCCAGCCAGGGCCCCTT 
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TTTrcCAATTACTGCTCCCATCTCCTTTAAGTATATTCAACTGGTGAGTG 

AACTCTTTATCCCGCGTACCTT 

>Sequence 3324 

CCGGGCAGGTACTGTGTGGTTTAAAGATAAGCAGCCTGTGCTGTCTTTTA 

TTTTCAGAAATAACATAAATAAACAACAATTACTGAACGCAATGTGCAAT 

CTCTATCTTCTGTGTTTCGGGGTCAATTGTCTAACAGGAGCCACAGGAAG 

AGCTTCAGAGGCACCCAGATGCCAAGCCTCAATTCCCACTGTGACTCTAC 

TCTGGCAGAGGTGAGACTTCACCTTCCAGAAACTATGCTGGGGGCCTCTG 

TGTCTGTGGCATATTGTTTATATTGTGTGTTTATAGGCAATTTTAACAAT 

CACTGTTTCTAGATTGCAACCCTCCTGAGGCACTGCGCTGACACAGCAAA 

GTTATTCCCCTTACTGAAGAGAAAAATTAGAGGCCTAAACACCACAGAAG 

CCCTGATAATATGGAATATTAGCATCAATGTCAGAGCACAGTATTTAGGA 

CAGATACTGATAAAGACAGCATAGATGACCACCTCACCTTGTCACCACCT 

GAGCGAGGAGCCCTTAAAAGATGGGTTTCCTCCCCGTGATTACGGCCTGC 

TGGCTTCTCCAGGACTGGGTTAAAGCACAGTTAAAGCTGTTCTCTTGGCC 

CTGCAAAACCCAACCCTGGACCTTTCCAAGAAAAGGATAAATACCATTTC 

ACTTCATTCATTCACTGCTGGCCTGTGTGCCTGGATACATTCCCCTGCCG 

CAATCATTGGAATTACCCACACTTTCCACAGCAGATGCCTTGGGAGGAGG 

GACCTTCGGCCGTTTTATAACTAGTGGATACCCCGGCCTGGAGGAATTTA 

AATTAACT 

>Sequence 3325 

AGGTACATGTGACCCAAGGACCAGCCCAAACGCAGATGCAGACAGATTCC 

AGACTCTTCAGCAATCCTTCCCTTATCTGGGGCAAAGGCTGTGATGCCTA 

CACAGTCTCTGTCATTTCATCCCTGATGCTCCAGTTTTTAGGAGAAACCA 

CCTCGTCATGTTCAAACTTCCAGAAATGGTGGTCCTGTGGAAAGAATCCT 

AGGCCAGCAGCTAGGAGACCTGCTGTGAGTCCCAGCCCTGCCCATCACAG 

CTATGTCAGGTGGTTCAGACATGTTGGGCTTCAGGTCCCCATCTATAATC 

AAAAAGTTTGTTTCTAGCTTCAACAATCTATGACTATTATTTCCGTTTAC 

TGATAGAGTAACTAATTACTTCATTATAGGTTTTCAAGACCAGTTACCTC 

CTGTTTGGTTCAATTAGCAAAATGCCAACATGATTGTCATTGATTTTGGT 

GGTTG GGCT TCCAGGAGAGAAGCCCAATGGGAAATAGTTCAAGATCTTAA 

GCAGATTTTGTATTTATTATTCCAAGGTAGTATATGCCGGAACAGGGTTT 

GTCATGCATTTCTCAAAGTTCTTGCCTAGGAAAAGCTCACTCCCATCGGT 

CTCTTCCATTCTAGNGATGCCTTAGGACTCTTCGATTAAGAGTCTAGAGC 

TCGAGGAAAAGGAATATCATGGTTAAGACTGGCTATAATGAAAACCTTTT 

TTTTTCCCCCTGAATAGAGAATCTTGGAGGTTCGACCGAAGTGAATTTCA 

AAGATGATTCACCCCATCCTTTTGGATAAAAGCAACAATTTCTTGGATTT 

TTAT 

>Sequence 3326 

CCGGGCAGGTACTTll'll'I4"I"iri'114 11"lATTTTANNTTAACGGGGGGA 
AATGACACAAACTGACAAGTATTTATTTAGCCTCATTCCCATCACTCACC 
ACTGCCACCCAGAAAAGTGTCACCTGAGTATTTATTGCATGCAGCCCCAA 
CACTAAAGAAAGATCAGAAATATTTGTTCCCGTGGTGGAAAATAAAGGGC 
TATTTGCCCACGTCGCCAGGCTTCCTCTGGAAAGCATCTGGGAATCATTC 
•CAGAAATTCAATTTCCAGGTGTGTGTTTCTTTAAGGAAATATTGTGGAGT 
AGAGAAGGAACGCACTGTGCAGGTGCCATTGGCTGGGGGCGTTGCTATGG 
CAGATCAGCCTTATTACTGAATAGCAAAGGAAGGAGTCACCAGGAAAACA 
CAACATGAACCGGCAGAGTGCACACGCCGTGGCCTTGGGAAGCCCCAATC 
ATGTGGCTGACATGGTTCCAGAGTGTGGGATTAGGGAGACCAACTTTTGA 
GCTTGCAGATTCACAGCATGGCCATGCCAGCAGGGAAAAAGTGCTTTACT 
TCCAGAATCAGGGGCAAGCCCCATTTTCCCTTTTGATTTCGGGACTTCCT 
TT TGAAA ACGAATTGGTCTAAGGGAACCTCTTGAAAAAATAGGGGTCCCT 
GCTTTTTGGGAGCCTGAAAAGAAATTTGCTTTCTGGGCATAAAACCTTCA 
AAGGGATCTTGGCCGCTTCAAACCAGGGGACCCCCGGGTGGAGGATTTCA 
TTTCAACTTATTATCCCGCCCCCTTAGGGGGGCCGGGACCCAT 
>Sequence 3327 
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AGGTACGCGGGTATTATGGAGATGCTCTGTTCCATCCAGGGAGGTGCAGG 

TGAAAAGAGGGCAGTTCATCCTCCTCACACTTAGGGCAGGGAGCAGCATG 

CAGGGGCAGATCAGCAGCTTTGCATGTTGACAAATCCACTCTCTGCTGCA 

GATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAATGGGGGA 

ACACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAGAAAA 

AGAAGGAAGGAAGAAAAGAAAAAGAATAAATATTATATATAAAATAAAAA 

AGTACCTGCCCG 

>Sequence 3328 

ATACCCTCCACTCAAGGAGGTAGAACTCAGTCCTCTCCCTTGTGAGTCTT 

CACTAAAATCAGTGACCCACTTCCAAAGAGTGGAGTATGGAAAGGGAAAC 

ATAATAACTTTACAGGGGAGAAAAATGACAATGACGTCTTCACCAAGTGA 

TCAAAATTAACGTCACCAGTGATAAGTCATTCAGATTTGTTCTAGATAAT 

CTTTCTAAAAATTCATAATCCCAATCTAATTATGAGCTAAAACATCCAGC 

ACACTCAAGTTGAAGGACATTCTACAAAATATCCCTGGGGTATTTTAGAG 

TATTCCTCAAAACTGTAAAAAATCATGGAAAATAAGGGAATCCTGAGAAA 

CAATCACAGACCACATGAGACTAAAGAGACATGTGAACCAAGTGCAAATG 

TGCTTATTGGAACAGATCCTGGAACAAAAAAAGGTCAATAATGAAAAAAC 

TGATGAAATCCGAATTGAAATTGGAGTATTTTTAACAATAGTGTTGATTT 

CTTAATTTTGAACAATATAGCAGGGTAATGTAAGATGAATACCTTAAAAA 

AACTTGAACTGGGTGAGGGCTAATAAGGAATTCTTTGACCCCGGCCGGTT 

AAAAACTAGAGGAACCCCCGGCTGGAAGAATTCATTTTAACCTTAATGAT 

CCCGCCAACTTTAGGGGGGGGCCCGAACCCAACTTTTGATCCTTTAGCGA 

GGGTTAATAGCCGCCTAGCGTAAAAATGGCATAACTCGATCCCTGGGTAA 

CATGATTATCCGTCCCAAATTCTCCAAAATTCCGAACGGGGGCATAAAAT 

GTAACT 

>Sequence 3329 

AGGTACACTAAAAATGGCACCTTCTGTCTTCTGACATCACTGGACAGTAT 

AGGGGGGGAAAAAATCAACCTTAAGAAAAAGAAATTTGATATGAAAAAAA 

GAATTCAAAACATCCCAATTTGCAATTACAACTGGTAATATAAGCTGTGT 

CATCTGATACTCTTCAGTGTCCAATTAAAATCACACTCTATCTGGCAATC 

TATAGTCACAACTACCTAAAAATGTCTTAAGGAAGTAGGAATAAAGAAGG 

CATGTAGCTTTAACTGAAGCACTACTTTGTTAAAGAATAAAAGCATTTTT 

TTTTAAATGTCACCTGACACCAAATATCTGGTTGGAAGAGGTGCTGTTTT 

AAATTTTCAGGGGAACCCTCAAGATTTATGCAAGAATTGAAAAAAATAAA 

AGTAAATTTTCTCTTCCTTGTATAGGCTTAGCATTATTGAATATACTATG 

CCTACTCTCAATAAAAATGAAACAACTCAAAATATTTAAAAGATACTTGT 

TTCCTAAGCACTTCAATTCTCAGGTTATACTAAACTNTATGATTTGATAT 

TCCCTCAATAAATCCTAAATTCTCTCAATAAAATCCCCGCGTACCCCACA 

AGCTGCATTCAAACTCAAATCTGTGGGAATGAGTGACTCGACAAAATGTA 

ATTCGGATCAGATCCTCATCCCCTGACTGTGTGAAAAAAGTACCTGCCCG 
>Sequence 3330 

AGGTACGCGGGATATACATTCTCACAGTAAACAGTTTTCAGATATTGAAC 

AACAAAAAGTAGGCAGTGCTAGCCAGAGATTCCTTGGAGCCAAAAAACAA 

AACAAAACAAACAATAAAAATTGGTAATCTCTATATTGCTTCAGTTTGCT 

GCTTGGAGAAAGTTCTCAGGCTGCAGCTCAGAGAGGAAAAATCCAGAGCT 

CAGTGGTCTGAATGAGTTAAAGAGGATTTGGGGCAGCAAATGCAATTAGA 

ATTCACAGGGCAGAGGTGAGAGGAAGTGTAGAGATGGAGAGGGTTGTGCT 

GAAGGAAGAGAGAGAGGGCGAAGAGAGTAGAACTACAGAGAGAACAAGTT 

GC A A AGTAAA AG AG A AAT A A AG ATCTGGAGTGCTGC AG AC AGTTTCAGGC 

TTAAGTATTGATCAGTGCACACATGTGAGGAAACTGCAGGGCAAAAAAAA 

AAA AAAA AAAAAAAAAAGTACTCTGCCGGGTANTCTCTAAANAAATATAA 

ATTCTTTTAATACAACCTACTAACATTACTTCCAAACCTTTCTTATTATT 

TTTTCACTTCTACCCATTTATTATTTTATAAAAGAAATTTATTCTTTCAA 

AATCATAATCGAATTAGAAGATGCGTGGAATACTAAGTTGATAAATATCA 

GAAAATTTATGGCATCAATGGAAATATACTGATTCTACTTATATACACTA 

ATTATTCTGGAATGGTAGACCGCTATTTCATATCTCATAATTCCGTAGAT 
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TATATAAGGGAATTTATTTTACTCTAATTrCAAATTTCTTATTAGCCTTG 

ATAGATCATCTCATTTTCCT 

>Sequence 333 1 

CCGGGCAGGTACGCGGGAGACTAGAGGGAATTGCACCTCCTCACTGCACA 

AGATTAGCTAATGCGGGTGAAGCTATTGGAGTGCTTCTGAAGAAATCAAA 

ATTTTGTTATTATGATTATACTGTTAGATATTTCTTTCTTGAGATTCTAA 

ATGAATTTGTTTAATGCCTTATTGGTCCATTCCTGCATCTCTGCTTCCAG 

AAGCCAAGAACAAGTTCTCTGGATCACATAGGCTCCTCTGCTGCTTCCTC 

AGAAACAGAGATGGTACCT 

>Sequence 3332 

CCGGGCAGGTACTCACAGCCTGCATCACGACTGAATATCATCTCCCTGCA 

CTGCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTT 

TTGATAAACAGTGCATTTTTTCCCTGATAGTCTGTATGGGACAGCCTCCT 

TGTTTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCA 

AGGAATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTT 

GCCTACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGC 

TTTAGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGT 

>Sequence 3333 

CCGGGCAGGTACGCGGGATGAAAACCAATGATTTTGGAAAGCCAAATTGT 

TGAGAAGATAAGGTGGGGATTCCGACTACTAGTATTTTTACAAATCTGAT 

TGTCGTTGCAGGTTTTGTTTTATTTTGTTGTGTTAATGCTGAGAGTGGAG 

AATAGATTGGAATATTTGCCTCTTGTGTTTCTTTTTGCTTTGTAACATTG 

CAAGTGGTCCACATTTTCCTTTATTTAAAATTTAAAGTTGGTGCCTGGGG 

TTTCTGGTGTTAAATAGAAGTGATACTTCTGCATAAAGTATTATGGAGAT 

GCTCTGTTCCATCCAGGGAGGTGCAGGTGAAAAGAGGGCAGTTCATCCTC 

CTCACACT 

>Sequence 3334 

AGGTACTTTGTTCTTTTTTTTT^ 

ATTTCTTCCCCTAGTTTAGGTCACAGCAGTTGAGTCAGGGTATCATGCTA 

TCGCAGGGCACAAATTTCTATCATCATCCATAGATCACTGGATTAGTTGA 

AAAAGTCACTCAAATGCTGACCAGGAGCACATGAACTTCTGTTTATTTCG 

GACTTTCTGATAAATGGTGGCCAGGTACCTGCCCG 

>Sequence 3335 

CCGGGCAGGTACAAGCTCCACTGGAATAAAAAAGACTGTGTGGAAGTGAA 

GGGGCTCCTGCCCACAAGTGTGTCACCCCGTGTGTCCCTGCACTGCGGTA 

AGAGTGGTGGAGGAGACGGGTGCTTCCTCAGATGTCACTCTGGCATTCAC 

CTCTCTTCAGGACTGCAAGGGGCCTACTCTGTCACCTGTGGCTCTTCCTT 

TCCTCTCAGGAACANANNAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 3336 

AGGTACGCGGGGAAGTTTGATTTTTAGAACTCATGTTTATATGGGTACAT 

CCCATTTTTTTTGATATACATTTAAAATAATTTCTTATGTTGATT^ 

AACAGTATTCTAATGTTTGAGCATATATCTTAGACTATAAATTTTAATTG 

TTATAGTTTGTTCCATTTTTGTTGAACGGGAAAAACTGATACATATCTTT 

AAAATTGTATATTTAAATTACCTTACATATGAGGAATTTTTATACTTGAA 

AGTTATTGTTATTAACTTGTTTTCATAATGTGAGATATTCTGTCATAAAG 

CACTTATGTTTTAAGTTGTAATTTAAAATACCTTTCTTTTTAACATGCAC 

ACAGGAAAA 

>Sequence 3337 

CCGGGCAGGTACTCACCTTGTATTAGCTGAGTGACTTTGGTTAAGGACAG 

TTACTTAATTATCCTGGGTCTCAGTTTCTCTCTTTGAAAAACAGATTCAT 

TCACTAAAATAATATTTATGAAGTATTCATTTTGTGATAAGCACTAGTCT 

AGCTACCGGGGATATACATTTACAAAACAGATTTTAAAATATCCTGTCCT 

GGTGGACCTCACATTACGTTCATTACTAACCGGGATAATTTCAGTGCCTC 

TCTCATAGGATTGTTGCAAGAATTAAATTGATGAATACATACGTAACACT 

TATAACAGTGTCACAAAATGAGAGCTCAGTAAAAGCCATCATCACCAT 

>Sequence 3338 
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AGGTACTGGGGGCTCCTAAACCATATATATCTTGCACCATTCTGGGGATA 

TTTGCCAGGCCTGGGGGATCAAAATATACCCCAAATATTAAACCAGTTGA 

AGGGTGATTTGAGCCTACTTTTTGAACACTTTGTATCCCCTGTGTGCCAG 

GAAATTCAGGGTCTTTTTCGTAACTTGATCAGATGTCTCCCAGGTTGGGC 

TACACACAAAAAAGTTATCTACATACTGGAGTGTACCTGCCCG 

>Sequence 3339 

CCGGGCAGGTACATACAGCTTCATATCTGCTAATGGAGAAAATAACTTAA 

ACTTGGCCCTGCCAGGCAACCCATTTTCTTCCAGTTTAAAACTTAGTCTT 

TTTCAGGTTAGCTAGGCCAATTCCAGGTGCTCGTCCTACCTTCTTTCTCC 

CATTTCTACACCACCCTTCTTTTTTGTCTCTCCCTGGGAGATATCTGAGC 

TTAAGGAAAAATTCGTTAAGAGTGGGGATCGGAGAGACCTCTGTTCCACT 

AGTTGCCTTCTGGACATTTTCTGGTCTCCACTGTTGATGTATCCATCCCT 

TCTGGCCTTTGGGTGCACTGAGGCATCTTGCTATTGTCTATGGTTATGCC 

ATAGCTCCT 

>Sequence 3340 

CCGGGCAGGTACAGGTTAGCCAACAGGCCAACAAACAACTATGTCAATTA 

CTCCCTAGGGTAGTCCACTGCAACTGCGAGAGTCCACACACATAATTATT 

AGTGACACAAGCATTTGCTTTGGCCAACTTGATGCAACTTCCCACCTGAA 

ATAGTAAACTATATGGGCAAATAAGCCCCCTTTTTTGCATTTTTATCAAA 

CAGGATTCAGTTAGGGTATTTAATCTAATCAAACAATTCACAAATAGTTA 

ATACATTTTTAAAATGTAGGTAAAGTAAATATTTTTATTTAGATTCAAAT 

AAAAGCATGGATATTTGAATTTTATTTCAACCAATAATTGCAGGTATAGG 

GCT 

>Sequence 334 1 

AGGTACTAAAGAATGTGCATTTATTTGTGGGGAGGAGAGGAGGTCTAAAT 

AGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAAGAAAAA 

TAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGGGGGCTGA 

GGTGGAAGAAAAGGACTCCGGTTTTAGGTAAGATATCAGAGAAGACCTCT 

CTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGACCATGC 

CGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGGAAGTGC 

AAATGCCGAGAGGTGGGAGGACCATGTATGGCATTGTCCAGGGAGGAACC 

GGGCTGCCATTTGTGCTGGTACTAGATCAGACAAGGGAAGGCCAAAGCAT 

AAATCCAAATAGTATCGTGCGTCATCACGCCAAGTGCTAATGGACCATTG 

TCACGATTTCTGCCACCATCTGATCAGAATTGGTTAATTCTTAAACTCCA 

CCCACCATTTCAAGTTTCCAATCACCTGATCTCTGGATTCTCCCACATCC 

GTACCCGGATCTTCCTCTCGTCACAATTTCCTTCACTTCCTTTAATCAAT 

ATTTATGACAGTGTAATTTTGTCAATTTCAACGCTCTTTATATCGCTAAT 

ACCAGAACCTCCTATACTCCATATCGGCTATCTCTCCCATTTACCACCTC 

TAGGGACTTTCGGAATTGCGTAATATTGCCTACTCAGCGTAATGCAAACA 

CTTCGTTAACTCTGACCTTCTGGATCCCCCTATATCTGAGGAACTCCTCA 

AACACGACTCTTCGTAAAATACTCCCCACCT 

>Sequence 3342 

AGGTACCAAGAAGAAAGCCATGGGCACTGTCAGTAAAGAGATCTAGAATG 

GGAACAAGACAGGGAGAAAGCCAGGTGCAAGACACAGGAAAAGTTCTAGA 

AAGAAAGCTTTTTGCATCTAACATCAGTCTCCCCAGATTCAACCCATCTC 

AATATTGAAGAAATTGTCATCCTATTCCCAAATAAAGTGAAATGAGGTTT 

TTTATGTAAAGTGCTTAGAATGGAGTGTGGCACACAGTAAGGATCACCTT 

TAAGTATTACCTATAGATATACTGATAAATACATGGATATGTCAAGGGAG 

AGGTTGGCCTTTTAACTTGAAGGAGTCAGAAAAAAACTGCCATGCGCATT 

TTGCTTTGACTTTGAAAATCTGGATGCATGGAAGCTCTATAGAAGCACAG 

CAGGAATTTCAAGAGGTATGCTGCCCAATGTGTGGCTGGCAGAGTGCTCA 

CACC AAAGGCTCCATTGGCATTGAGTGGNGAGAACATACTAGAAGTGGGT 

TTTTCTTTGTCATGGAGGTGAATTTT I I I I I" I A AGCCGGTC ATCTTCTTT 

CTAGTGAAAAAAATAAACTAGGATTGGGGAAAATGTTTGGAGGATGAATC 

TTTAAAATAACCAACTATAGCCCAATAGAGAAATGTTCCTTTTTAGAATA 

ACCGCTCTGGTTACTTAACAAACTGCACACCGGCAGGGGGAGAAGTTTTA 
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GTGTGGGGGGAGCCTGTTTCACCTCTTTGACCTAAAATCAGTTAAAAACT 

GAAAAGTGGGACTTACAATTTTCTTT 

>Sequence 3343 

CCGGGCAGGTACCAGGTTCAAATAGTCAGCAGCTCATCATAATCAATGAG 

CGAGGACATAAAGTAGGAAAAATGCATCACCATGGTGAGCAAGGAAAGCA 

AGTTATTGGAGGCACATGTTAACACATAAAATATAAAATTAATATGATCA 

CACTGGAAAGGCTTGCCTGAGCCCACAGTTTGAATGCCTACAATAAGATG 

AGATGCACAACAAAAAGCAAGAGAACCTGATCAAGTGGGTGACCTGGCCA 

TGGTGCTCTCATCAGTGGGGACCCAAATGCTTATGTGGACTCACCAGGTA 

TCGAATTAGACATGAATAGGAGTGTTTGTTGTGATGGCAAGAAACTATAT 

AATCAAATGAATACAATGAAACTTTAAAAATAATTGTAAGATCTTTACAC 

CAGCCAATGTCATGTTGCGTACCT 

>Sequence 3344 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 3345 

CCGGGCAGGTACCCACAGAATGTGGCCCCAAATGATTCAATTACAGCTAG 

AAGTTGTTCTCTTCCCAAAGCACGAGTCTTTTGCATTCACAGGATATTTT 

TTCTTTCATAAACATT CCTGCG AGAATGTAAGTG CGGA TGAAGATTGTGT 

TCTGTCTTCTTCTTGTCT ITT n'CTGTTTACTCTG ATTTTATA AAATGC A 

GTGTCATGTCTTAGGACAAATTATCCTCAGTTTGCCAGCAAGTGAGTTTA 

TAAATTATTTTATTCAAATGAGAAAATTTTCCGCTAGAACCAATAGTAAA 

GGATGGTGAGTTTCCAGCTGACCCACAATGACGTATTTAACTCACAGTGA 

AACTTAACTCTGCGGTTTTAATAGTATCCTTATATTTCTAAGAGCAAGGG 

AGCCTATGTTTCTAATAATTGGACATGGATGGAACCGCCCCTAACATTTG 

ACAGTTTTTTACTTCCTGCCAGTGTTAAGGGAGATTCTTTCTTACCTCAC 

TTCAGAGACAGCTTAATGGGGTTGGAATTGGGAGTCGGGGATTGGTCATC 

TCCACTTTGGCTTCCTGACACGCAAATTCAATTCTAATAGCCTAAAATCA 

AATGTTATTATCCGTTTCGCAACTGGAAATGTTGCTAACTATATTCGGCT 

CTATATTATCAGGTATTGTAATGCGGAATTCCTAATTCTGGAACTCAAAA 

TCGGTGCTCTCTTCATGGAATTCGCAACCTCTAATTCTCTTTCTCTAATC 

CGC AT ATTCG ATCTCTCTTTCTCCT 

>Sequence 3346 

ACATCGTTGAGACTGTTATACCCTTGGCGTTACCCACATTAATTCGATCG 

GAAGGCATAAGCGTTTAGCCAGGTGGGCCTATAGAGAGAAGGCCCCTACC 

TTTAGTGCTTTGAAACTATTGCCAA IT ITT AATTGGG AAAGAGCTCTCGC 

CCTGTTATGTTGCATTAATTACTGCCGCGTGCGGTGGTTAGGCCCATTAG 

TAAATGTTCAATTGTCTGTTCCTTGATGACTGTATCTGTTGGATATTTCC 

CTTGGTTGTATTATGGTGGTCAGGTTTTTCATTGCGGGAAAAAGTGGGGG 

CTACATATGAGGGGTGATGAAAGCTTACAGGACTTTAACGGATTAAATAG 

TAGGGTGAGGAAAGTGTTGGGCTAGAAATTTTAAGGGTTTTACTTGGGAG 

TGAT 

>Sequence 3347 

CCGGGCAGGTACCGATTGTTGAATGTTGCAGCCCTATACCTGCAATTATT 

GGTTGAAATAAAATTCAAATATCCATGCTTTTATTTGAATCTAAATAAAA 

ATATTTACTTTACCTACATTTTAAAAATGTATTAACTATTTGTGAATTGT 

TTGATTAGATTAAATACCCTAACTGAATCCTGTTTGATAAAAATGCAAAA 

AAGGGGGCTTATTTGTCCATATAGTTTACTATTTCAGGTGGGAAGTTACA 

TCAAGTTGGCCAAAGCAAATGCTTGTGTCACTAATAATTATGTGTGTGGA 

CT 
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>Sequence 3348 

CCGGGCAGGTACCAGAGACTCCTATTTATTTATACCAGTAAGGGCCCTCC 

CACTGCCTTTGTCTCCAGTAGGTCAGCTGCATCATCAGCTTTAAAAGCCC 

CCAAATATTGCTGAGCTTGTTTTTTTAAAACTTCTCTTGCAAACTTTATA 

AATTTGTTTCAGAGCACTATAATAAAATATTTCTTGCAAACATGGACTAT 

AAGTGCCAGAGACACTGGAGAAATCTGAGGGTGGGGAGAAAGGATAATCT 

ATCAGCTTGGAAGCTCCAAAGCACTGTCTTTAGTAGCGCTATTGGTGATG 

GTGGTTTTGAGCGCTTATATAAATGCACGGTGAGCCAAGTTTCACAGTTA 

CATTAACATTCTACTCCATGACATTGGGGACTTACACCTGTTACCTTA 

>Sequence 3349 

NGAC1 1 I 1 1 111 i I 1 1 II liil'Ni rri-ITrCCTTTGGTNCTTGCCT 

TACTTTCAGAAATACAAACAGAACTTTCTAAAATCAGCAAAGAAGCAATT 

TTTCACCTTCCAACTGCCAACATACTAATACACAATACTTGGCAGAGCTG 

TCCAAAGCAAGTCAGACCACATACAGTATACCTAAATCCTGACACCTCCA 

ACTCTCTTAACAAATAATTTTTTTTCTCCGTGGTAATGGTCTCTTGGAAG 

TTAAAATATAGTGAGAAATGTGTAAACATACCAATATATTAAAATAAGAC 

AAGTGAATCCCTTTAAGAATCATGAAAAATAATTAACACCAACACCAAAA 

GAAAAAAACAGCAGGAGGCCCAGTGAGGTGGTTCCCACCTGTAATCTCAG 

CATTACAGTGTGTAATGAATACAATGATCCAATGAAGCTAAAGTAGGAGG 

ATCACTTGGGGCCAGTAGTTCAAGACCAGCCCGGGCAATGTAACAAGACC 

TCATCTTATCAATTAAGCAGTCAATCAATATGCTAGCAAGGCGGGTGTGA 

TGACCCTGTCTTGGGGGTTTAAGATAATTTGTATAACTGGGCCATGCATT 

ATACACCGTTTATATTTTGCATTGTGTTATGAGGACGGGGCTTCCCTGTT 

TAGTCCTATATTGTCCAGGACGTTGGGAACGTGGTACACATGTTTTTTAC 

TTTCGTATTGGTATGGTTCTAAAAGAATATAAGAAAATTAATCATAATGT 

GTTTTATGATTTATGTCTTCTGTGTTGAAACATTTTTAAG 

>Sequence 3350 

AGGTACTCCCGGGTGAACCCTCTGCAGTCTGCCATTTCTTGGAATCCTCT 

TAACCAATCTTAGAATTATCTCCCAGCATCAGATTTTGCTTATTAAGGAA 

ACCAGGCATTGTGAAATGCTCCTTTCTACACTAATCTGAAAGACATAAAT 

AGTGGCAGAGAATGTTAGACATAGAGCGGGAAATTTCAGAGACTTTTGTT 

GGAAGAATCATCACTCTCCTGCAGGAACTGCAAAAAACACTTGATCTCTG 

TTTACACATGCCTGCAGACACACAGAGAGGCCCTAATCAGCGGCTTGTGG 

ACAGCCTTCTATCATAGCTACCCACTTTTCTCTGTGACCTTCCCTGTTCT 

TCCACTCCATGTCTATCCTGACTCTCATTCACGCATCACGGCTTGGACAC 

TTGTGCTGCCTTTATCATTTGGGAAAACATGGCGCAGCAATGGCCTCAAG 

TTTGTCAGACGTCTCAAATGCTCCACAGTCGTCGTCTCTGAAGCCAGACC. 

CAAATGTAGTTGTCTTGGTGATTACTGGGCATTGTCTAATCCAGGAAAAA 

ACACTCTTTTGTAGAAATATAATAAAGCCATGTGGGTGGTGCTGGATCTG 

CAGTTTTGTCATTTTGAAATTTATTTGGGTTGATGCANAAAATATCACCA 

ATTTTTGCCACTAAAAGTAATGGCCAAAAGTAATAAAAATAAGCCGGCCC 

GGTGGTTCACGCCTGTAATCCTAACCAATTGGGAAGCCAAGTTGGCAAAA 

CATGAGGCTGGAGAACAAGGCCATCTGGCCAACATG 

>Sequence3351 

AGGTACGCGGAAATGTTAGACAAATGTAGCCAAACCAAAAAATACACATG 

TTCTATGAATCCATATATGCAAGGTTCACAATAGGTGATAGTAGCTACTC 

TTTTGGGAAGGAGTGAGGAAAGGACTGAAGAGTTTTGCAGAGGGGGCTTC 

GGGTGTTTGTGATTTTTAATTTCCCAGGGCAGTTTGGGTTTGGTTAGCCC 

GGTCAC Tl 1 1 1 GGG AAAATTTATTGCTGTGGCTTTAAATACCC AAATTTT 

TTTGTGAGGGAAAGGTTTATATATTCAGGGGGAACTCTGGGGGTTGGGGG 

GGGGGATTTATCTCTTTAATAAATGGGGGGCGTAATTTTAAAAAGGATTT 

GATTCTGTTATCATTAGTACTTGGGAGTTATTAAACGTATTCCGCTATTG 

TTAAACTTTAAGTTGGTGTTATTTTATAAAGGGGGGTTTTATTATATAAT 

GGAGGGTTGTTGTGTATATATAAATTCGGTTGGCGGTTTTTGATAATAAT 

GTGTGGTGGGTTTATTTTAATAATGATTGGTAGTGTGTATTTTATAAATA 

GTCGGTGTGTGACATGTAAATAATAACCTCGGTTGTTAATTAAAAAAGAC 
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TGTGGGGTGTACATATTTAAATCAGGGGCGGGGTGTTTTTAATATCTTAT 

ACAGGGTGGTGTTTATTTATATATATAAAAGGCGGGCTGCGTTATATAAT 

ATATATATGCGAGGCGGCGTTTTATTATTTAATTG AAG ACTAGCGGTGTC 

TTTAATAGTAAAATTTGGATCGGAGTTGTTACTTAATATAATGAGGTTTC 

TGCTATGTCGCTATTTTATTCTACAATGCTGTGGGTTGTTCTTTATATAT 

CTGACTCG 

>Sequence317 

AGGl l l i I 1 1 1 1 Tl rAGTTTAGTTTATTTCTAGTTCAAAAATAATCTGTA 

ATTGCTGTAAGAAATGTCAACCACTTACCTAGGATGTTAGACAATTGGGA 

TGAAGTCTACATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAA 

AAGAAAGTCAAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATT 

TCAAGTATGACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGAT 

TAAAACAATCAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTAT 

CTTCAGTTAAAGTGCATCATTGCATGTTATACATTACTAAAATTACACAG 

TGCATAATTGTTACCATGTGACTATTTAATTCAAGGTCAACTGTCTAAAG 

GTCTCAAGTGTCACATTAAGGTTATAATCTAGATGAAATGAACAAGAAAG 

AAAAGATTTCTTCATTAGCCCATTTGTTTATGATTCAATTCCTACTCTTG 

C 

>Sequence318 

TGGGGAGATTGCAGCTCTCTGCTTACGCCGTACGATCTCCGCACGGACCT 

CCACCGAGGTACCGTCTGTCGAACATACATGGCATATAGAATATCTCCTT 

CTTCCACATGCAGCCTGAACTTCTTCACCTTCTCAAATAAGGCCTTAGCC 

TGCTCACCTTCCITTTTATCCAGAGCCCCTGCAGTGGATTTATCAACTAC 

AAACTTCTCAGGAATGGACTTTAAAGACTGAGAGTTGACCAGGCTGCCTT 

CTGGACCAGATTGGATGGTGTTGGACCTGTTCATGTTGTTCTTCCTGTTG 

TCCTTTTCTTCTGAGTCCTCCCCAGACACTTCAGATAAAGCCCGTGTGGT 

CCAAGGAGAGTCAAAACACTTCCCCAGAATGGAGATGAAATGTTCTATTT 

TGGAGCTGGAACCAGGGGAATTTGAACCAAAAGTTACTGCAGAGCATAAA 

GACCAGGGTATTGGATGAAGGCCAAGGTAGGGGGAATACTTGGCTTACAC 

ATGGAGGCTCGCTCATACACATCTGATTAAAAGTGTTNACCTTGCCGGGC 

CGGCCGCCCGGCAGG 

>Sequence 319 

CCGGGCAGGTACTTAAACATCTCTTAGTAATTGAGAAAATTGAAAGAAAA 

GAAAAAAGAGAAAGGGAGAAAGAGAAACAGCGAAAGGGATAATGAAGGCG 

AGAAAGAAGAAGAGAAAGGAAGAGGAAGAAAAGTAAAAAGGAGGAGGGGG 

AAGGAAGAAGGAAGAAAGGTGAAAAGAAAGAATGGTAAACTTTTTAACAA 

CATAATTTATCCTTCTAGAATATGAATGTTGGTCTATTTGATGATGTCCC 

ACAAATTCATTAGTCTCTGCTCATTGTTTA 1 I lTI'l ATTCTTTCTGTTTC 

TCAGAGACAGTATTTTCCATTTTCTTCTCTTCAAGTTCATGGCTTCCTCT 

GTGTGTGCAAATATACTCTTAAATCCCTCTGGTGATTTTTAAATTTTTAT 

CATTGTAGTTTTCCACTCCAGAATTTGTTATCTCTTTGCTGATATTCCTA 

CTTTTTAATATTTTTTCTGATTCCTTTAATTCTTTGGTTATGGTT^ 

>Sequence 320 

TGTNTGGGTGNNGCKNTAAACGACTACTATAGGGCGAAGCTCCACCGCGG 

TGGCGGCCGAGGTACCGCTTATGCCAGGCCGATCCCGACCTGGACTCAGA 

CAAGGATGAAACAGGCGCCTATTTAATCGACAGAGACCCCACCTACTTTG 

GGCCTGTGCTGAACTACCTGAGACACGGCAAGCTGGTGATTAACAAAGAC 

CTCGCGGAGGAAGGAGTGTTGGAGGAAGCAGAATTTTACAATATCACCTC 

ATTAATAAAACTTGTAAAGGACANAATTAGAGAACGAGACAGCAAAACAT 

CGCAGGTGCCTGTGAAAGCATGTGTACTTGCCGGGCCGGCCGTTCTAAAC 

TAGGGGATCCCCGGCCTGGAGGGATTCGATTTAAAGCTTTTTGATACCCG 

GCCCCCCTGAGGGGGGGCCCGGCCCCCACTTTTGGCCCCTTTAAGGGGGG 

GTTAATTGGCCCCTTGGGGAAAACAGGGGAAAAGGGGTTTCGGGGGAAAA 

TTTTTTCCCTTAAAATTCCAAACAAAAAAAAGGCGGGAAAAAAAAGGTAA 

ACCCCGGGGGCCAAA 

>Sequence 32 1 
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AGGTTTTTATTTCTAGTTTAGTTTATTTCTAGTTCAAAAATAATCTGTAA 

TTGCTGTAAGAAATGTCAACCACTTACCTAGGATGTTTGACAATTGGGAT 

GAAGTCTACATATACTAAGTAATGGCAAGACAATTATTTTATTGCTCAAA 

AGAAAGTCAAAAAAATTCCATATTCCCTTTGGGGAAAATTGGCAGGATTT 

CAAGTATGACCTTTAAGAATCAGGAAAAGACTAACTTATGCTTTAGGATT 

AAAACAATCAAATAATTAAATTAGTTCAATTTTCTAACATAGTCTCTATC 

TTCAGTTAAAGTGCATCATTGCATGTTATACATTACTAAAATTACACAGT 

GCATAATTGTTACCATGTGACTATTTAATTCAGGGTCAACTGTCTAAAGG 

TCTCAGGTGTCACATTAAGGGTTATAATCTAGATGAATTGAACAAGAAAG 

AAAAGATTTCTTCATAGCCAAATTGTTTATGATTCAATTCCTACTTTGCT 

AATGATTTCT 

>Sequence 793 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCGTCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 794 

CGAGCGGCCGCCCGGGCAGGTACATCATGCCTCCAGTTCTGGAGCTAACA 

CAGATTTCTCCAATTTCATCTGTTTTGCAGAGCTGGGGAGGTCCATCTGG 

TTTCACAATGCACATCATCCCACCAGGCATTACATGCCCTACATCCTGGA 

CCGTCAGTGCTGAATTTTTATCTTCAGTATTGACCCGTATTACCCCATAG 

CTCAATCCATTCATTGAGAGAATGGCTCTTCCTGGCAAAGGGGCTCCTGG 

AACTCCAGGCCTGCGGATTGCTACAGTCATGGCTTCAGCAGACGTGGCGC 

ACGGTCAGATGGCCTCAGGCTTCAGTCCATGACTTTGGAACAGAN 

>Sequence 795 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 796 

CCGGGCAGGTACAGGGCAATCAGAGGGTGAATGATACGCACACCTGTGTA 

TCTCCCATATTCTGCAAC 

>Sequence 1255 

CGGGCAGGTACTAACCCAACAATAGAATTACCTATCCCTAACTCGTTAGC 

CCAACACAGGCGTGCTTTAAGGAAAGATTAAAAAAAGTAAAAGGAACTCG 

GCAAACACGAACCCCGCCTGTTTACCAAAAACATCACCTCTAGCATAACA 

AGTATTAGAGGCATTGCCTGCCCAGTGACTAAAGTTAAA 

>Sequence 1256 

CCGGGCAGGTACCTGAATTTACCAGTATTTTCTCTTACGGCTTTTGGATT 

TGACTCATAGTTGAAAAGGTCTACCATGTTCAAGGTCATTAAGAAAGTAT 

CCTGTTTTTCTCCTAGATCTTGGGTAGCTTTTGGTGTTGACCTTACATTT 

TTTATTCATTTGAAATTTGGCCTGGTGTAAGACAGGCTTTCCCCTAGAAT 

GCTGCCCAGGTAGCTCAGTATCAAATATTGAACTATCCCTATTTTCATTC 

CACTCTGA TTTATAATG CAATTITTATCCCACATATATTTGGATCTATTT 

CTG A AC rTTTTTTTT Tl'A AC ATAC ATATTTTTAC ACGTTCC AACTCTTAG 

AAATGTTCCATGCTGTTTCTGTTTTTAGGCTCCTTTTANGTACCT 

>Sequence 1257 

CCGGGCAGGTACTCTTGTTTAACCATCAGAGGTGATTCCATCACCTTCAC 

AGCCCCAGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGC 

CATCCTGCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCA 

TTATTTTATTAACCGTGTGGTAGGT 

>Sequence 1258 

AGGTACAAGATGCACTTGGTCACCCGGTTGTAGCTCCAGGCTCCATGAAC 

CAACAGAAGCTTCTCTAAGTAGGAAAACTGTGCGATGGCGTAATCCGAGT 

TGTTGGTGGCCTGCATGCCTTCATTCCCACTGATTCCCACACCCACGTGG 

GCTGTCTGGATCATCCCGACATCGTTGGCGCCGTCTCCGATGGCGAGGGT 

GATGGCCTTCACCCGCTTCTTCACCACATCCACTATCTCAGACTTCTGCA 

GAGGAGACACTCTGCAGCATATGACCGCTTTGCACGAGAGTGCCAAATCC 
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AGGAAACTCCTCCGGACTTCGAAGGAGAGCGCGACCTGCCCGGGCGG 
>Sequence 1259 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTT 
>Sequence 1260 

AGGTAC1 n l I -ITGTTTG1 1 i 1 1 1 1 1 1 l"l CACCTTA AGGGAGGATTTA AT . 

TTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAA 

GACATACTTTTTAGCTGCAAATATTATGGAGAATTGGGGGCACCCACAGT 

ATTTGAATAGAGTAAAGCTTTTCCTTTAATTTCATAATACTATTTTTGGG 

TATCCTGCCCCGGATCGGGTTCGTTTTTAAAAACTTTTTGGGTATCCTCC 

CCGGGGCTTGCAAGGGAAATTTCCGATAATACAAAGCCTTATTCTGATTT 

CCCGTTCAAATCTTTTTAGGGGGGGGGGGTTCCTGGTTTCCCTTAGACTT 

TTTTTATCCCCCnTTTTAATTGGAGGGGTTTAAAATTTGCCCCCGCCTTT 

TGGTCGTTAAAATATATTGGGTTCTAATTAAACTTGGTTTTCTCCTGGGG 

GTGGAAAATATTGTTTTTTTTCAGTTTTCAAAAAATTTTCCTCTAACAAC 

TATTATCTTAATCCCGGTGATGCTTTTTAAAATTT 

>Sequence 1261 

AGGTACATTATATACAAATATATATAGATGCATATGTAGATGTATACATG 

TATGTATATACTGTTGTATAGAGATATGAGTATACATGTATGTGTATATC 

TCTTTATATAGATATAGGTATAGATATAGATATAATCATATAGGTTGTAT 

AGCGTTTCCAAGGCTCTTTCATAACTAGTTCTCAACTGGGAGCAATCTTG 

CCTCCCATGGAACATTTTGGCAATGCCCAAAGATATCTATATTTGTCACA 

ACTGAGGGGGAGGGTTTACTAGTGACAGGTACCT 

>Sequence2125 

CCGGGCAGGTACGCGGGAATGAGAGCCTACAGTTGAAAGCTCACTTGGAT 

GAGGCTCGGACCCTGCTTCATGGCACCAGAGGAACCCACCAGCACCAGGT 

TGAGCTTATTGAGCGAGATGAGGTTAGTCTTCATAAGAAGCTGAGGACTG 

AAGTAATTCAGCTAGAAGATACATTGGCCCAGGTCCGCAAGGAGTATGAA 

ATGCTGAGGATAGAATTTGAGCAGACCCTTGCTGCCAATGAACAAGCAGG 

CCCTATAAACAGGGAGATGCGCCACCTCATCAGTAGCCTCCAGAATCACA 

ATCACCAGCTGAAAGGGGGAGGTCCTGAGATATAAGCGGAAATTGAGAGA 

AGCCCAGTCTGACCTGAACAAGACACGCCTGCGTAGTGGGTAGTGCCC 

>Sequence2126 

CCGGGCAGGTACGCGGGAATGAGAGCCTACAGTTGAAAGCACACTTGGAT 

GAGGCTCGGACCCTGCTTCATGGCACCAGAGGAACCCACCAGCACCAGGT 

TGAGCTTATTGAGCGAGATGAGGTTAGTCTTCATAAGAAGCTGAGGACTG 

AAGTAATTCAGCTAGAAGATACATTGGCCCAGGTCCGCAAGGAGTATGAA 

ATGCTGAGGATAGAATTTGAGCAGACCCTTGCTGCCAATGAACAAGCAGG 

CCCTATAAACAGGGAGATGCGCCACCTCATCAGTAGCCTCCAGAATCACA 

ATCACCAGCTGAAAGGGGAGGTCCTGAGATATAAGCGGAAATTGAGAGAA 

GCCCAGTCTGACCTGAACAAGACACGCCTGCGTAGTGGTAGTGCCCTCCT 

GCAGTCCCAG 

>Sequence2127 

GCCCCGCGTGACGAGCGGACTTGCGTCCGGCGTATCGGCGATTTCGCGGT 

TCTCGTTCAGCAGGGAAAACAGGCGTTCCATGTCGGCCAGGCTTTGCTTG 

ATTTCGCGGTAAATGACGCCCAGGAAATTGAGAGGGATGTACAGCTGGAT 

CATGAAGGCGTTCACCAGCACCAGGTCGCCCAGGGTCATGCTGCCGTTGA 

TCACGCCCACGGTGGCGCGCCACAGGATCAA 

>Sequence 2128 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GG A AC A ATG AG A AGG AG AG A ATTCTACTGGTC AC AG AC AAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 
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AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCC 
>Sequence2I29 

CCGGGC AGGTAC GAGATGCCACGGCACGAAGTCTACGTTCTCCTGATCCG 

AAACATCTTTTTGAAAATATCAATCATTGGCATTCTTTGTTACTATTGGC 

TCAACACCGTGGCCCTGTCTGGTGAAGAGTGTTGGGAAACCCTCATTGGC 

CAGGACATCTACCGGCTCCTTCTGATGGATTTTGTGTTCTCTTTAGTCAA 

TTCCTTCCTGGGGGAGTTTTTGAGGAGAATCATTGGGATGCAACTGATCA 

CAAGTCTTGGCCTTCAGGAGTTTGACATTGCCAGGAACGTTCTAGAACTG 

ATTTATGCACAGACTCTGGTGTGGATTGGCATCTTCTTCTGCCC 

>Sequence2130 

AGGTACAAGGACTGCATCGAGTCCACTGGAGACTATTTTCTTCTCTGTGA 

CGCCGAGGGGCCATGGGGCATCATTCTGGAGTCCCTGGCCATACTTGGCA 

TCGTGGTCACAATTCTGCTACTCTTAGCATTTCTCTTCCTCATGCGAAAG 

ATCCAAGACTGCAGCCAGTGGAATGTCCTCCCCACCCAGCTCCTCTTCCT 

CCTGAGTGTCCTGGGGCTCTTCGGACTCGCTTTTGCCTTCATCATCGAGC 

TCAATCAACAAACTGCCCCCGTACCTGCCCG 

>Sequence213I 

AGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGCCACAGA 

TGT GGAGGAGGCA GGTAGGGGGTCAAAGAGGGGTGGTATCGGTTATTCAG 

GACTTTT 1 1 Til rrCTTAAATATCCTGTGCTTCTTTCAATCATTTGAAGG 

TAAAACCAGCCCCCTGGGAGTGGTAAACCTGATTTTTTGGTTCTTATGAA 

CGGTATTATGTTTCTGGCGTAGGATAGACGTTAACGTTGGTGCTCCTTGC 

AGGCGTAAGACGATCAGGCGAAGCCTTTCTGTTTCCACCAGTCTTGCTGC 

CTTCTCATCTTTTAGACCTAATATAGTTGCACTATACAATGTATTCCCTT 

CTGGAAGTATTCGACTCATCTTCTGCTATCAAATACTATGGAAAATCAAA 

ACTGTAATCTATAGAGCACTGAAACAATATTTAAG 

>Sequence2132 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAACAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence2133 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 
GCTGTGGTCACAGGTCCTATGCAAAGAGCACTCATCCACATCTTGGCAAG 
ACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAG 
>Sequence2134 

CAGGTACGCGGGGACCCGCAATGGAGGTTGTGATCATTTCTGCAAAAACA 

TCGTGGGCAGTTTTGACTGCGGCTGCAAGAAAGGATTTAAATTATTAACA 

GATGAGAAGTCTTGCCAAGATGTGGATGAGTGCTCTTTGGATAGGACCTG 

TGACCACAGCTGCATCAACCACCCTGGCACATTTGCTTGTGCTTGCAACC 

GAGGGTACCT 

>Sequence 2135 

AGGTACGCGGGATGGAAAAATCACACTTCACAAGAGATCCATCCCAGCTT 

AAAG GTGTCCTTGTTCGAGCATCACTGAAAAAAAGCACAATGGGATTTGG 

TTTTACTATTATTGGTGGAGATAGACCTGATGAGTTCCTACAAGTGAAAA 

ATGTGCTGAAAGATGGTCCCGCAGCTCAGGATGGGAAAATTGCACCAGGC 

GATGTTATTGTAGACATCAATGGCAACTGTGTCCTCGGTCACACTCATGC 

AGATGTTGTCCAGATGTTTCAATTGGTACCTGCCCG 

>Sequence 2136 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 
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AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCC 

>Sequence2137 

CCGGGCAGGTACCAAGCAGAGGAGTTCACTCTTCTTCCCTGTTCTGAATG 

CAGCCATTTTCAGGTCAAAGTCAAAGAAACCCTTCAGTTCCTGCACATGG 

GTGAGATCATAGACGGTGTAGACATGAGAGCTGAGGTTGGAATTCTTACC 

CGGAATATTGTGATCCAAGGAGAAGTGGAGGACTCATGCTACGCAGAAAA 

TCAGTGC CAAT TTTTTGATTATGATACCTTTGGGGGACACATTATGATAA 

TGAAAAATTTTACTTCAGTCCATCTTTCTTATGTGGAATTGAAACACATG 

GGTCAGCAGCAGATGGGGCGATACCCTGTTCATTTTCACCTGTGTGGGGA 

CGTGGATTATAAAGGAGGA 

>Sequence2138 

AGGTACAACAGGCTTGTAGTTCTTTGTGAAGGATGCAGGCAAGAGGGATG 

TCCAGTTTAGACGGGCCCTGACAGCAGCAGCCTCTTCCACATCAAGTGAA 

GTGTGATTGTTAACGATCATTGCCTGCACAAAGTCATAGTTGCCTTTGAA 

GTAGTCCACCCAATACTTCACCATGACATAGCGGGGCAGGATTGGGGTGT 

TCACATTTTGCTGATAAGATGGTGTGTTAAAATCTAAAGCTTGAAGAACT 

GGATAAATTAAAGCTTGTAGTTTGAGCTTATTTTTTAGGCTGGCATCTTG 

AGTAAACTGTTGTCCAAGGGCAGCAGCCAGATTTCCACCAGCACTGTCAC 

CAGAAATGCAAATTCTGCCTGGATCAACCATATACTTCTGTAAGACTTCT 

GGCTTCAGGAAATACTTTGTGGCCCGTACCTGCCCGG 

>Sequence 3352 

TCGGTGCCGGCAAGGACAAGATCGACAACACGGAACCGGCCCTGTACTCG 

CAGTACATGGATTGGATCAACCTGATGACCTACGACTTCCACGGCGGCTG 

GGAAACGAGCACCAACTTCAATGCCCAGCTGTTTGCCGACCCTGCGATCC 

GTCGACGGGCATGGCGCGCGAATACGTGGGCGACAAGGCGGTGCAATACA 

TGATTGCCGCCGGCGTGCCGCGCGACAAGCTGCTGCTGGGCATCCCGTTC 

TATGGCCGCGGCTGGACGGGCGTGGCGCCAGGACCGAACGGCGATGGCCT 

GTACCAGGCGGCCACGGGCACGGCGCCGGGCACCTACGAGTCGGGCATCG 

AGGACTATAAAATCCTCGTCGCCAAGACCGGCACGCGCTACTACCATCCC 

GTGACCAAGCAGCTGTACCTGTACACGGGCGCGGGTGGCCAGTGGTGGAG 

CTATGACGACCCGACCGTCATCGGCACCAAGGTGAAGTACGTGAAGGACC 

AGGGCTTGCGCGGCGCGTTCTCGTGGGAGCTTGATGGCGATGCCAACGGC 

GTGCTGGCGACGGAGGTGTGGAAAGTACCGGAATGCGTCNTTAGGGTAGG 

GGCGGCCGGACCGGGCATGCTGTTCGGGCGGTGATGCTTTTAAAAAGGGA 

CCGATAATGGAGCCGTAGCGACATTGGGAGCAAAGCACTTGGAGCAGGAG 

CCTTACCCGGAGTGGCGCAACTGGAATGCGGAAAACTTCATGCTGGGAAG 

AAATTCGTCGGGGCTTGATGCCGGGGTGAAACAGGCCGGATTGCGGGAAC 

CTTGGCCGCCCGAAAATTAACTGGCGTTGATAACCCTATTTGCCCGGGCC 

AGGGCCTTTTTAACATCGGGCAAACCT 

>Sequence 3353 

TCACCTTGATCCTGTGGCGCGCCACCGTGGGCGTGATCAACGGCAGCATG 

ACCCTGGGCGACCTGGTGCTGGTGAACGCCTTCATGATCCAGCTGTACAT 

CCCTCTCAATTTCCTGGGCGTCATTTACCGCGAAATCAAGCAAAGCCTGG 

CCGACATGGAACGCCTGTTTTCCCTGCTGAACGAGAACCGCGAAATCGCC 

GATACGCCGGACGCAAGTCCGCTCGTCACGCGGGGC 

>Sequence 3354 

AGGTACTAGGTTTTGGTTGGGTAGGAGAGACCAAAACCAGGGAAAAGCTT 

AGAAATCCTTTATTGGGGTTTCTGCAGGAAATGCAAGGCAGGTCACAGTT 

AACAGCTTATTATTGGCTAGTTTGAATAATTCCAGTGGGCCCTGGGGCAC 

AGGTATCTAGTTGTCTGGT 

>Sequence 3355 

CCGGGCAGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTT 
GATGCAGCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTT 
GGCAAGACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAG 
TCAAAACTGCCCACGATGTTTTTGCAGAAATGATCACAACCTCCCCCGCG 
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TACCT 

>Sequence 3356 

CCGGGCAGG TACTG TGTTGAAACTGTAGATCAGTTGGGGAATATTGCCAT 

CTTTA CAAT ATTTTCTTCCGATCTATTAACATGAGGAGTCTTTCTATTCA 

TTTAGTTTTAAAATAACTTCTTTCAGTGTTTTTTCACTTTTGAAGTATAA 

AATTTGCACTTGTTAAATTTATTCCTGTGTAATTTATCATTTTTAATTCT 

GTTGTAAAGTTGTTAATGGAAATGCTTTCTTAATTTCATATTTGAATTGT 

TCATTGATAGTGTATAGAAGTAAAACTGATATTTGTATGTGGAACTTGTA 

TTTTACAACCTTGCTGAACTACGTTATTTCCTCTAATAACTTTTTTTGTG 

GATTCTTCAAGATGTTCAATATATAAGACCATGTCATCTGCACATAGAGG 

AAAATTTACTTCTTTCTTTTCAATATGGATGCCTTTTAAATTGGTGCTTG 

TTTAATCGCCCCAGCTTGAGCTTCATTGAATAAAGAGTGAAATTGGCCCG 

GGCGCAGGGGCCTATTTCCGTTATCCCCAGCACTTTGGGGAGGCTTATGC 

CGGTTGGATCACCTTGAGGCACAGAAGTTCAAGAACCAGCTCTGCCAACA 

TGGTGAAAACCCTTGCCTTTGCTAAAAATAAAAAAAAATTGCTTAGGCCT 

ATGGCCAAACACCTGGAATCCCAGCTTCTCCGGAAGCTTAGGCCAGAAAA 

ATACTTGAACCTTGGAAGGGGAGGTTGCAATGAGCCTAAAATGTGCAATT 

GATTCCCNGCTGGGAAAAAAACAGGATTTTT 

>Sequence 3357 

CCGGGCAGGTACAAGCCAATGCCAGCGTCAGAGCTGCTTTTGTGCATGCC 

CTTGGAGATCTATTTCAGAGTATCAGTGTGCTAATTAGTGCACTTATTAT 

CTACTTTAAGCCAGAGTATAAAATAGCCGACCCAATCTGCACATTCATCT 

TTTCCATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACTTCTCC 

ATCTTACT CATG GAAGGTGTGCCAAAGAGCCTGAATTACGGTGGTGTGAA 

AGAGCTTATTTTAGCAGTCGACGGGGTGCTGTCTGTGCACAGCCTGCACA 

TCTGGTCTCTAACAATGAATCAAGTAATTCTCTCAGCTCATGTTGCTACA 

ACAGCCAGCTGGGACAGCCAAGTGGTTCGGAGAGAAATTGCTAAAGCCCT 

TAGCAAAAGCTTTACGATGCACTCACTCACCATT 

>Sequence 3358 

AGGTACCCTCGGTTGCAAGCACAAGCAAATGTGCCAGGGTGGTTGATGCA 

GCTGTGGTCACAGGTCCTATCCAAAGAGCACTCATCCACATCTTGGCAAG 

ACTTCTCATCTGTTAATAATTTAAATCCTTTCTTGCAGCCGCAGTCAAAA 

CTGCCCACGATGTTTTTGCAGAAATGATCACAACCTCCATTGCGGGTCTG 

GCACTCATCAATATCTTTACATGTCTTCCCATCCAACTGGAGAGTGAATC 

CAACAGGACAACTGCAGTGGACACCTGTCGAAGTATCCTTACAGGTGCGG 

TCACAGCCTCCATTGTTGACAGCACACGTTTCCATGAGCAGCCGCCGTTT 

CACCCGTTTATCCCCATCCACCACTGATGTGGTGTTGCTCTCTGTCACCT 

CC AG G AC AGTGGCCTTTTGCTC A AGGCAGCT 

>Sequence 3359 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAAAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 3360 

AGGTACCAGGATTCATTCTCATCAAATATCATGAAGTGGAGAACACGGTG 

AACTATGTTGGGGTTGATGTCTTTGCGGCATACAGAGAGAGGGCCTACCA 

GTCCACTGTGAAGGTCCTTAGCCACAGATACAGTTGAATAGTAAAACCAA 

GGTATGCATTCAAAGGTCAGTGAGGTAGGACCAGTTCTATCAGGTATCTG 

CCAAGTATATATTTGAATCTCTCCTGGCTGAGTTGGAACAACAGTGGAAT 

TATTTGTTTTCACTCCATGAGCATGAATAGAATACGGTCTTGCGGCTTTA 

TTTTTAAAGATAATTTGAATTATTTGACCAGGGTTGAGCAATATTAATGG 

ACCTAGTATATCGAGATGTTTTTCACCTTCATTCCTTTTTGTTTGAT 

>Sequence 3361 

AGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 
CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 
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AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCG 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATNTTTTTATAGC 

AATCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAAGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

ACACANTACACCTTTACTAGTTITrAGTATACAAATTTGAGAAATAGTTT 

GTTATAACTATCTCATCCAAGAAATGCGGAT 

>Sequence 3362 

CCGGGCAGGTACAAAGAAACAGCTTCAATCCTTTTGGGGAATGGCAGGGT 

TTTGCAGAATATGTGTTCCAAATTTGGGGTCATAGCAAAACCCCTTTATA 

AAGCAACAAGGGGGCCAGAAAATGAGTCAATGGAGTGGGCCCTAGAAATG 

AGGGGAAACTTTGTCAAGTTAAAACAGGCTCTTAACAAAGCTCCCACTCT 

TGGCATCCCAAACTTCATTAAGCATTTTTCCTTGTATATAGCAGGAAAAA 

AAGGGCATAACTGTGGGAATACTAACCCAGAAATTGTGATCAGAACCCAT 

ACCAACCATCTACTTTTCAAAGAAATTGAACAGAGTAGCCTCACAGTGAC 

CAAGCTGCCTGCAGGCAATAGCAGCCACTGTTATTTTAGTGGAAGAAGCC 

ACTAAAATCACCCTGGGTCAACCACTGAAAGTGTTAACTCCACATCAGGT 

AAGGTCAGTCCTGGGAATAAAAGGACATATCTGAACGATGGGAGAAAGGT 

TAACCAAATAACAGGCTATATTCCTAGATAATCCAGAAGTTACCCTTAAA 

ACCTGTAACACCCTGAATCCAGCTTCATTGCTGCCCACAGGCCCAGTGAC 

TGATCACTCCTGCAGGCAGGTCATCACATACACATATGTCAGCTGACCTC 

ATTTAAAAGATAGCCCCTTCCAAATTCAGAGGAATACTGGGTTACAGACA 

GCAATAGCTTTGTGTTCATGGAAAAATGCCTGCTGGATATGTGGTATAAA 

TACAACCTCTTCATGAATCCAAAACTACCCCAGGCCCATATTCCAAAAGC 

TAGATAATGCTCTATTTAGCCCC 

>Sequence 3363 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATGATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATGGCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 322 

AGGTACATACTCAGACATGTCTAATACAATTCCAGTGTTTTATAAACTGG 

CAGAATTGATGTGTTTTATAACAATTCAGTATCCAAAAGCCTGAGGAGAC 

TTGGACCATTTTCCTAAGGGATGAAGCGGGAAACGTTTATTAACCAGAGC 

CAGATTGAGACCTTAATAATAAAAAGACATGGGTCCAACCCATAGGTCAC 

TCCAAATGGCATCAACACTAAACCATAAATAAGCGTTAACAAAGTGCAAA 

GTTCTAAATTTTCGCATAGCTACTTCAAGTCCTCTCTTTTTTAAACATTA 

TTCTTATGTGGCTCACCCGTCACTAATGCTCAGTGTGCCTCTTGGGTGGC 

TCAGCAGTGGGAAGTCCACTTTCAGCCTAACTACTCCTAACAATGAAGCT 

GTTCTCCAGAGAGCAAGAATAGCCAGCCACATGCCCCCTTCTCTGCTTTT 

TCATCCCCCTCCATCTGATTCAATGGCGGTGTCCCTGGCTGCAGGCTTCA 

GTATGCTTCAAGCCAAGCGCAGCTCAGCTGCCAGTCTGAGAACAACCAGG 

ACCAGCAAGCCACAGAGGGACACGCTGGTGCAGAATGCCTGGCCAAGAGC 

ATGAGTTTAACTTACCGCTCCATTTTAATTTAGGCAGCTCAACAGCTGAG 

ATGGGATATCTACTGCGTAT 

>Sequence 323 

AGGTACATTGAATCATCATGTAAGGAGTTTTTAAAACATTGTTGCCAGGG 

CCCCTTTCTAGACCAAGTTAGTCAGAATGTTGGACAATGAGGCCCATGCA 

TGGGTATTTTTACAAAGCTCTCTGGGAGATTCTAATGCTTAACCAAATTG 

AGAAGCACTGAATAAGAATATCCTGGGCCGGGCGCACTGGCTCATGCCTG 

TAATCCCAGCATTTTGGAAGGCCGAGGCGGGTGGATCACTTGGGGTCAGG* 
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AGTTCGAGACCAGCCTGGCCAACGTGGTGAAACACCGTCTCTACTGAAAA 

TACAAAAAATTAGGTGTGGTGGTGCGTGCCTGTGTTCCCAGCCACTCGGG 

AGGCTGAGGCAGGAGAATCGCTGGAACCTGGGATGTGGAGGTTGCAGTGA 

GCCAAGATTGCACCACTGTACTCCAGCCCG 

>Sequence 324 

AGGTACATTGAATCATCATGTAAGGAGTTTTTAAAACATTGTTGCCAGGG 

CCCCTT TCTAG ACCAAGTTAGTCAGAATGTTGGACAATGAGGCCCATGCA 

TGGGTATTTTTACAAAGCTCTCTGGGAGATTCTAATGCTTAACCAAATTG 

AGAAGCACTGAATAAGAATATCCTGGGCCGGGCGCACTGGCTCATGCCTG 

TAATCCCAGCATTTTGGAAGGCCGAGGCGGGTGGATCACTTGGGGTCAGG 

AGTTCGAGACCAGCCTGGCCAACGTGGTGAAACACCGTCTCTACTGAAAA 

TACAAAAAATTAGGTGTGGTGGTGCGTGCCTGTGTTCCCAGCCACTCGGG 

AGGCTGAGGCAGGAGAATCGCTGGAACCTGNGATGTGGAGGTTGCAGTGA 

GCCAAGATTGCACCACTGTACTCCAGCCCG 

>Sequence 325 

AGGTACTGTCCTTACAACAGTTTGGACTGAATATTCTTGTTTCCATTCAC 

AAACATTTCTTTCTGAACTAGCAACAGCACTAATCAATAGCTACACTTAA 

GCCATTTAAGACTAAGCTTTAGATGTGTGTCTAATTATCTGGCAAAAATA 

AAAGAACCAAAGAGTTTCATGTTAGCAGCAAATTAACTAGATTTAAGGGT 

CTTGATTTTTTTCATAAGCCTTTGGAAGCCTGCATATTAAACACTGGTGA 

GTTTTAAATTCTCAATGGAAATGGTGATGGCATTTACTGAACCAAGCCAG 

ctcatatacaacgttt rrrrrn LTTTTTTCGTGGTTCTGAGTGCAGTCT 

TTATAAAGCCCAGTGCTGT 

>Sequence 326 

CCGGGCAGGTACCGCCATGATGAGAACATCTTGGAGTCCGAGCCCATTGT 

CTATCGACGGATCATAGTGCCCCACAACGTGAGCAAGGAGTTCTGCACGG 

ACTCTGGCCTGGTTGTCCCAAGTATTTCCTATGAGCTGCATAAAAAGCTG 

TTGTCCGTGGCTGAGAAGCATGGGCTGACCCTTGAGCGGAGACTGGAGAT 

GACAGGTGTGTGTGCCAGTCAGATGGCACTGACCCTCCTTGGAGGACCTA 

ACAGGTTGAATCCCAAAAATGTTCACCAGAGGCCTACAGTGGCTCTACTG 

TGTGGACCTCATGTGAAGGGGGCTCAGGGTATCAGCTGTGGAAGGCACCT 

AGCCAACCATGATGTCCAGGTCATCCTTTTCCTGCCCAATTTTGTCAAGA 

TGTTGGAATCTATCACCAATGAGCTGTCGCTCTTCAGCAAGACCCAAGGC 

CAACAAGTGTCTAGCCTCAAAGATCTGCCCACTAGCCCTGTGGACCTGGT 

CATCAACTGCCTGGATTGCCCTGAGAACGTCTTCCTGCGCGATCAACCCT 

GGGACCT 

>Sequence 327 

AGGTACACATGCATGCATACACACCCATACAAACATCTGTGTGAGGGCAG 
TTCTGGAGATGAGCAGAGAGAGACCGGAATAAACTCAATCTTTTCTTTCC 
CAAGCTCCTAGCCAACACTATCCTTGGGAGAAAGAAATTTGCAGAAACTG 
CTAAGACCAAGTGTGGAGATGTCAAGCTAGTTCACACTCTGAGGCTCAGA 
ATATGTAGGACATGCACAATTGTGCAGTCCTTTGGGATTGGAAGTGAAAC 
AGTCTGTGATCCCCTACCTTCTAGGGAACTAGGACCTAGGAAGAGGTAAA 
GATTATCAGGTATGCAAAGCGCCCCAATTCTTCTGCTGCCATGGGGGATT 
, TTACCCCAACTCCAGGGTTCGAGGCCAATCTGAGAATGGCTTAGGATTGC 
AATGTCAAGGTTTTATATCACCCCCTTGCTTGAGGCTTGGGGATAAAATC 
CCCTTAGGAGTACCTGTTCCCCCCAAATTTTTTTGTGGCACAAATGCGCT 
ACTTTTTCCGCCGGGGTTTTTTCAATCCGGGAATACCCAAGTGGGAAAAC 
GGGTGAGAAAATCN 
>Sequence 328 

AGGT AC ATATTTGTCCTTCTAGTTTGTTACTATCCTTCCCTG A A AG AG CG 

GAGCTGTTTATAGGAAGCACAACATTTGAGTCCCATTCACTGCTGTTTGT 

ATTACATTTTCACAAAGCCTGCTTTGAAAGCTGGCAAACACTGCAAGTTA 

CATGTTACCATATTACACATGGGAGGACCCATACACATTGTTATTTTTAA 

ATTTAACATTGAACAAAAAAAAGGAGGAATCACTTAACTTGGAAACAAAA 

CACCAAAGTTAGTCAGTGGAATGGTCAAGAGCAGGACAAGCCTGCCAGGG 
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CCACTGAACTCCAGTCACAAGTGGTCAAAAGTATGACCGAGAACAACTGG 
ATGCAGGAACATCAGCACAAAATACAGATGGGAATATTCTCGGGAGTGGT 
ACCTGCCCG 
>Sequence 329 

CCGGGCAGGTGTGAAAGTTTAACGTTTGCGATAAACTGCCGGAATTTTGA 

TACATCTGTGATTTAGGTCATTAATTTAGATAAACTAGCTCATTATTTCC 

ATCTTTGGAAAAGGAAAAAAAAAAACTTCTTTAGGCATTTGCCTAAGTTT 

CTT TAAT TAGACTTGTAGGCACTCTTCACTTAAATACCTCAGTTCTTCTT 

TTCTTTT GCATG CATTTTTCCCCTGTTTGGTGCTATGTTTATGTATTATG 

CTTGAAATTTTAATTlI'l'riT'ri^GCACTGTAACTATAATACCTCTTAAT 

TTACCTTTTTAAAAGCTGTGGGTCAGTCTTGCACTCCCATCAACATACCA 

GTAGAGGTTTGCTGCAATTTGCCCCGTTAATTATGCTTGAAGTTTAAGAA 

AGCTGAGCAGAGGTGTCTCATATTTCCCAGCACATGATTCTGAACTTGAT 

GCTTCATGGAATGCTGCATTTATATGTAAGTGACATTTGAATACTGTCCT 

TCCTGCTTTATCTGCATCATCCACCCACAGAGAAATGCCTCTGTGCGAGT 

GCACCGACAGAAAACTGTCAGCTCTGCTTTCTAAGGAACCCTGAGTGAGG 

GGGGTATTAAGCTTCTCCAGTGTTTTTTGTTGTCTCCAATCTTAAACTTA 

AATTGAGATCTAAATTC 

>Sequence 330 

AGGTACAGATGATGCCAGTGTTCCGGGCTGTGATGGGTGGTGAATCAATG 

TCCAGGCGGCACATGTGCTCCAGGGATGTGTCAGCCATGGCTGCGTGCAG 

CTGCTGGGTCTGAATGAAGGCAGTCCCGGCTTCACTATGGGGCTTCGACA 

TGGCTGCTGAGGTCCTCCGGCGCTGACCGACTCGACAATTAGAAAACCTG 

CATCTTTAATACAGTGAGATTTGTATGCATACACTCTGGTGTCTTCATTT 

TGCAGCCCATTATATTGGCTTAAAAGCCAGAAAGGTGCTCATGCATGTAA 

TTTATACTGGAGCAACGAATGCAGTGTATGTGGACGCGTGTGTGTGCACT 

TTGAAAGGCAGTAGTTTTAGAAGAATGAGAAGAAAATTACTTCCTGGGCA 

TTCATTAATAATTCAGGTGATATCCTGTACCTGCCCG 

>Sequence33t 

AGGTACCAGACTCTTATTTCCTGCAGCTCTTGAGAATACTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGGTTGCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCACAATCAAGATTCCCTTTTGTTGCATCTTGAACCTGTTCATGCCA 

CTTTGATAT TCTAA ATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTTTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

CTTTGGCACGCCAAGGCAGGAGGATTGTTTGAGGCCAATAGTTTGAGACC 

AGCCTGGGCAACATAGTGAGACCCTGTTTATACCAAAGCAAAAACATGAA 

TAATGACCTGCCCGGGCGGCCGCTTTAGAACTAGTGAATCCGCCCGGCTG 

CACGAATTCCATTTAAGCTTATCGTTACCGCCAACCTAAGGGGGGGCCCG 

GGTCCCACGTTTT 

>Sequence 332 

AGGTACTAGTGTTTTTTAGATACAGAGACTTGGGGAAATTGCTTTTCCTC 

TTGAACCACAGTTCTACCCCTGGGATGTTTTGAGGGTCTTTGCAAGAATC 

ATTAATACAAAGAATTTTITTTAACATTCCAATGCATTGCTAAAATATTA 

TTGTGGAAATGAATATTTTGTAACTATTACACCAAATAAATATATTTTTA 

CCTGCCCGGGCGGCCGCCCGGGCAGGTACATAATACATGATTGAATACAT 

GATCGTATTTAACATGTTTTTTTTTTCTGCAGTGGACAAATAAACATCCT 

CAAAGTAGCAACTGCAAATCAGTTACCCTTAGAAAAGCAAGACCAAACAC 

TGTAGTTACACTATTAGCAGTGACCAAAAAGGGCTAATATTTTCTAAGAA 

TAGTTTAAATTACAGACATTTGGTATATTTACCTTATGTGAAATACATCA 

CTATTTAATTACATTAATTTTAACATCTGTTGTGTGGAGTTGTATAGTTC 

ATGCAAAAGCCTTGGGGTATGGGTTTTTCAAACCAGCAGAAAGGTCAAAG 

GTACCTCGGCCGTTTAGAACTAGTGGT 

>Sequence 333 

AGGTACTCTTTAAAAAAAAAAAAGTTTTAGCATGTTACATATTCCTAATA 
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AGTGAAATTTTATGTCTGGGCTAAGATTTACTTCACTTCCTCGTGTAAGA 

ATG C CTTG CTT A AACTC A ATATATA A AA ATC AG A ATTTT A A AA ATTAA AC 

A ATTAGA AATGAAGTTATTCACTTrACAAATACTGGATTrATTTTTCTAA 

Al I t 1 1 1 AGTTATCTTTACTTTTTCAC AC ATTTATGTTACCTGGCTTGCC 

ATGTGGGCCTTTGAAGTTCCATATCCCCTGACAGTAAGGGAGATCTGCTC 

TGAGTGTTGCCTAAGACATCTACAAACAAACCTGGTGTTTTATTCCAGTT 

GAAAAAATGATAATTCTGTGAAGCATCTGGTCTTCTTTTTACTAGCAGCT 

CTAGTGTTTGAGCCTATCGTTTGGAACTGTGGAAAATTATTTCTTTAAGT 

AGCTTTTTAAAATGGATCCCTGTCTACAGAGAGACTTAAGCTTGGGTTTT 

TTCTTAGGGGCTTAGCTTTAATATGAAAGTTTTTTTGGATGGAACTAGAG 

AAAGTAAG 

>Sequence 334 

CCGGGCAGGTACTTGGCTTGCCCCGGACCACAGCCTCGTAACGGTAACCC 

CTGCTTTCCAGGGGCCTGGCACCGCCATTTTTAAGGGAAGCTGTGAAGCT 

CCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAGCTAT 

TGTTTCCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACTCAGCAGG 

AAAAGAAAAAGCAGTTCCTGGTTGTTATTTCACCTCGGCCGCCCGGGCAG 

GTACTTGTATCTGGGCCAGCTTGATAGGGAGAGAAATCCTAAGGAATGTA 

GAGATGATGACCCTACCAAATTTGGAACTAGACTCCAATGAGTTTAGTTA 

AAACAAACACTATGGTGAAGAACTTTCTTCATTAGTATCTTGTCACTTGG 

GGGAGTGAGGGGGGACAGAATTTGCTCTTAAAAACCCAAGGGTTGCTTCC 

ATGTGTTATTACGATGGTCTTTGTAGGCCTTCATTTGGGAATGAGTGGTA 

AAAAAAAAAATCTGTACCCT , 

>Sequence 335 » 

CCGGGCAGGTACGGGGGCGCAGGTCCAGGTGGCGGGGGATATGCTGCCCA 

ACTCCACCGAGCGGGCCATCACGATCGCTGGCGTGCCGCAGTCTGTCACC 

GAGTGTGTCAAGCAGATTTGCCTGGTCATGCTGGAGACGCTCTCCCAGTC 

TCCGCAAGGGAGAGTCATGACCATTCCGTACGGCATGATGAGTTCTGAGC 

TGCGGAGGAACCCTCATTTCCTCAAAAGTAATTTATTTTTACAGCTTCTG 

GTTTCACATGAAATTGTTTGCGCTACTGAGACTGTTACTACAAACTTTTT 

AAGACATGAAAAGGCGTAATGAAAACCATCCCGTCCCCATTCCTCCTCCT 

CTCTGAGGGACTGGAGGGAAGCCGTGCTTCTGAGGAACAACTCTAATTAG 

TACCTCGGCCGAGGTACCGGATTCTCTCTTTAACCCTTCCCTTCGTGTTT 

CCCCCAATGGTTAAAATGTTTGGATGGGTTTGTGTTCTGCCTGGAAACAG 

GGGCTAACATAATTTAAGGGAATCCATAACCGGGCTAAAATGAAAATCTT 

ACCCAT 

>Sequence 336 

CCGGGCAGGTACTTGGCTTGCCCCGGACCACAGCCTCGTAACGGTAACCC 

CTGCTTTCCAGGGGCCTGGCACGGGCATTTTTAAGTGAAGCTGTGAAGCT 

CCTTTCTATTACTCATCATGCGATAAATAACTATATCCGGTATTAGCTAT 

TGGTTGCAATAGTTATCCCAGTCTTAAAGGTAGGTTAGGTACTCAGCAGG 

AAAAGAAAAAGCAGTTCCTGGTTGTTATTTCACCTCGGCCGCCCGGGCAG 

GTACTTGTATCTGGGCCAGCTTGATAGGGAGAGAAATCCTAAGGAATGTA 

GAGATGATGACCCTACCAAATTTGGAACTAGACTCCAATGAGTTTAGTTA 

AAACAAACACTATGGTGAAGAACTTTCITCATtAGTATCTTGTCACTTGG 

GGGAGTGAGGAGGGACAGAATTTGCTCTTAAAAACCCAGGGTTTGTTTCA 

TGTGTTATACGATGTTCTTTGTAGGCCTCCATTTGGGATTGAGTGGTTAA 

AAAAAAAAACTGGACCTCGGCCGT 

>Sequence 337 

TCTCTCCTTGTTCCCCACTAAGTATGAGGTTATGGTTGTGTTGTCCCCTC 
CCTCCCCCCCATAATTGATTTGATAAATTTGTTGGTGTGTTTNTTCGGGT 
GTTGCACTACT 
>Sequence 338 

GCGAGGTACTTTGGTCCAGATAACACTGGTGATATCATGACCCTGAAATT 
CTTGACTGGACTTCAGAATTTCATAAGCGGCATGGGTACTGTTCACTTGG 
TCACTGCAGATGGGAGTTTTGATTGCCAAGGAAACCCATGTGAACAAGAA 
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GCTTTAGTTTCTTCTTTGCATTACTGTGAAGTTGTCACTGCTCTGACCAC 
TCTTGGAAACGGAGGCTCTTTTGTTCTAAAGATGTTTACTATGTTTGAAC 
ATTGTTCCATAAACTTGATGTACCTGCCCG 
>Sequence 339 

CCGGGCAGGTACCC CTTCA TCCACCAACCTCCAGAGAATAACCTGGCTGC 

CCTCACTTCTCCAGCTTTTCTCACAAGGCACTTGTTACAGGGCTGCTGAT 

GGGAGAGGGAGGAAGGCCTGGGAGGGGGATCTGGTGGTGGCGCCCAATCT 

ACAGGGTCCGGAATCAGGGTGGAAGTTGTCAGGGACTAGCGGCTGCCATA 

GTACCTCGGCCGCCCGGGCAGGACGTGTAGTGGGCCGGAATGGAGAATCC 

AGTGAACTGGACCTACAAGGCATCCGAATCGACTCAGATATTAGCGGCAC 

CCTCAAGTTTGCGTGTGAGAGCATTGTGGAGGAATACGAGGATGAACTCA 

TTGAATTCTTTTCCCGAGAGGCTGACAATGTTAAAGACAAACTTTGCAGT 

AAGCGAACAGATCTTTGTGACCATGCCCTGCACATATCGCATGATGAGCT 

ATGAACCACTGGAGCAGCCCACACTGGCTTGATGGATCACCCCCAGGAGG 

GGAAAATGGTGGCAATGCCTTTTATATATTATGTTTTTACTGAAAATAAC 

TGAAAAAA 

>Sequence 340 

GGAGCTCCACCGTGGTGGCGGCCGCCCGGGCAGGTACCGACCGCTCCGAG 

ATCTGTATGAGTTGGAGGCAGGCCAGTGTGAAGGTGTGGGAGGAATCCGC 

CCACACGCAGCTTCATACAGCACCCTGAGGACAATGTGGCTTCCCTGATT 

CACACCTACTGAGCCAAGGCCCCCTCTGAAGTTAGGTCAAGAGGGCCCAC 

CCTAGCCGGGCCAACTCATTCCTTTGAGGACCTGATACTCAATGAACTGC 

TTACTACCAAAAAAATGCTAAGGATTCAGCAAAAAGTGCAATTTCCATTT 

GAGAAGTAAGATTCTCCCCAAAACATGACACCACCTTTTCATCCTTTCAG 

AACCTC GGCCGAGGTGGACTAACTGCAACGGAGAGACTCAAGATGATTCC 

CTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGTTAACCCTATAA 

ACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAAGGGT 

CGGGACCAAGGCCCAAATGTCTGGGCCCTTAACAGATTTGGGGCCCAAAA 

AGAATTCTTCAGCACTTGTAAGAACTGGATAAAAAGT 

>Sequence 34 1 

CCGGGCAGGTACTTCACTCAGATACTAAATAGTAGTTTATTCTTTAATAT 

AAGTTACATTCTGCTCCTCAACCAAATGCAATTTTTTGTGTGTGTTTGAA 

AGCTAATTTGAGAAAATTTCATAGGTTACATTTCCTGCAGCCTATCTTTA 

TCCACAGAAAGTGTTTTCTTTTTTTAAATCAAGACTTTTAAAACTGGATT 

TCCTCC CATC ACTGTTTTTTGAAGGTCCTCCAAGTCCGTGTTAAGGTAAA 

TATCTGTTTTCTTCCTGATGTCACAGCCTGAGCATACTCTGTGCATTAGG 

AAGACCTGAGTGCATTTCCCACCATTGTCCTTTCCACATTATGTTGTAGC 

TGGCTGGCTGTCAGGCGACTACAAGACTGAGGGTCTTGTGCCTTATAGAT 

CTTTGTATCCCCCATGGCTGACACATAGTAGGTACCT 

>Sequence 342 

CCGGGCAGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAATAAA 

CATTGACAGTGTTTGGTAGGCACAGGGAAACAGGATAACGTAGAGTCATT 

ACAGAAGAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATCAGAA 

TTAGGTGAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTATTTGA 

TGACTTTGAGACTTTTTTACTCTTGCTATAAAAAGAAGGCTACTTTCTTT 

CCCTAATATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGAGAAA 

AGTAATTCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATAAAAT 

AAAATCAAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAAAACA 

CCGTTAGTTGCCTACCATAATTTGAGCACTTTTTCATGAAAAAAAAAAAA 

AACCATTCAGTTTCCTACAGATTTTGCACAGTTCATTCCATGGAGATACT 

TTTAGGGAAATAGGGAAGAGGGGTTGGN 

>Sequence 343 

ACGCGACGAGAGCACATAGCTAAAGATGATGAGATGCGCTACATCCATTA 
AAAGGCGGAGTGGTTGCAGTGATGAGGGACCCACTGTTTACAGCTTTATT 
ACAGACATGAAATCAGACACCAGGGAGGACCCTGCTACAAAGAAGCACAA 
GATGTGGTGTTGCTTAAAAAGTCCTGTATGTGAGGAACTCTTTCATTTTC 
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TTGGGGATTGGCAGTGCTAGGACTTGGTAAGTTGTTAGGAAACTTCGAAG 

GGCTTTCCGGCATAAGTGCTTCAGTGAGGACAGGACCCTAGGAGCTGTCC 

AGAACTGGACGTGGCCATCTTTTGTCCCTGTGGCAATGACTCCACCATGT 

GG AAAAA ATGTGCCGCAAAGCCCATTGGTCTTAGGAACAAATGCAATGGG 

AGTTTTTAGTTCCAGGGCCCCAAATCCTGAGGAGTTTGTTATTTGCCACC 

GGG GAAGGGTA CCTTGGCCGTTTTAGAAATAGGGGTTCCTCTCGTCTGAG 

GGATTTTTTTTTCAGGTGTTTGCG 

>Sequence 344 

AGGTACCAGACTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATAGCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTTTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATT GCTA TTTTTCTTTCCTGGACCGCAGTGGCTCATGACTATAATCCT 

ACCACTTTTTGCAGCTCTAGGGAGGAGGATTTGTTTGGGCCAAGATTTTA 

GAACCAGCCTGGGCAAGTAATTGGGACCCTTGTTTTTCAAAAATTATTTT 

TCCAAAAATTAGTGGGTGGCG 

>Sequence 345 

AGGTACCCCGGCCTGCAGAAGCCCTCGTGGCACCCGCCCCACTGGGTGCT 

GGGCCCTGTCTGGGGCACGCTCTACTCAGCCATGGGGTACTATATGTTTA 

GCTTGCAATGACATGACTCCAGAGCAAATGGCTACAAATGTGAACTGTTC 

CAGCCCTGAGCGACACACAAGAAGTTATGATTACATGGAAGGAGGGGATA 

TAAGAGTGAGAAGACTCTTCTGTCGAACACAGTGGTACCTGCCCGGGCGG 

TCGACCGGGCAGGTCTCCAGAGCCTTCTCTCTCCTGAGCAAAATGGCAAC 

TCTTAAGGAAAAACTCATTGCACCAGTTGCGGAAGAAGAGGCAACAGTTT 

CAAACAATAAGATCACTGTAGTGGGGTGTTGGAACAAGTTGGTATTGGCC 

TGTGCTATCAACATTTGGGAAAGGTATTTGGCTGAGAAACTGTTTGGGGG 

ATGGTNTG 

> Sequence 346 

AGGTACTCCAACTTCCATTCCTCGCCCTGCCCCCGGAGCCGAGTCCTGTA 

TCAGCCCTTTATCCTCACACGCTTTTCTACAATGGCATTCAATAAAGTGC 

ACGTGTTTCTGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTGCCC 

GGGCGGCCGCCCGGGCAGGTACAAGTATACATAAAAATGGCATAAATGGC 

ATAATTGAACCAATTACTGGATTCAACTATATTAAGACTATTTCCTTAAA 

TCCTACTTCAGACTAAATTATTTTACCTACATTCTTTTCCATATTTTGGA 

ACTTCTGAGTCATTATTTTCCACCTTGCACATTAAAATAATTTAAAATTA 

CATGTATCCCTTCTCAATAAGTTTAATCAGCTAACCCTAAGCTAGAGGTC 

AAAATCTACTTCCTCTAATATCAAAACGAAAATTTAAAAGGTTTCCAAAT 

ATTAATTCAATATTAATTGAATATTCAATGAATTCATTTAATGTTAGATT 

AATTCATTGAATATTAATTCGATGAATGACTAATTAATAGG 

>Sequence 347 

CCGGGCAGGTACCGTTTCCTCAGCGGCGGACTGCTGCAGTAAGAATGTCT 

TTTCCACCTCATTTGAATCGCCCTCCCATGGGAATCCCAGCACTCCCACC 

AGGGATCCCACCCCCGCAGTTTCCAGGATTTCCTCCACCTGTACCTCGGC 

CGCCCGGGCAGGTACATTTAATCAGTAAATCAGTTTCACATCATGTATTG 

TGATGTTTCAATGTGAGACACAAAAACAATGGCTTGAAACTTGTGTATCA 

TATGTGATTTTGAAATGAACACCTTGAATAGCACTAATTTTTATTTGTGG 

GATTTTTCTATAACAAAACAAGTAGCTCTAGGAAAAGAGGTTTTATTTTG 

TAAACGATCATTTGTGACCTCAGACACTCTCTGGCTAATATTTTAATAAG 

CTCACAGCAGATAATTCTGAGATCATGGTGAGGGGGTGTGGCATGTTGAG 

ATTTAAATTGGCATAAAGCTGCATACTTTTTGTCTAGCTGTTTGATTTCA 

TTTTTTAAATAGGATGCCAATTTTGTGACTGTN 

>Sequence 348 

CCGGGCAGGTACAACCAGCTCCTCTTTTGCGTCCACACGGATCTGAGAAA 
GTGCACTGTAGGCATAAGCAGCTATCCTGGAGACCTGCTGCAAATCAGAG 
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AACGGGATGGGCTCACTGGCCAGCACTTGGTGGGGCTGGCTGGTAAGAGA 

CGGCAGCGGTGGCAGCTTCTTCCAATGGGTCAGGCTGCTGCTCAGCACAG 

CCAAGCGGGTGCTGTACTCATGACGGAAGTTGCCGCTCGCCCACTTGTGC 

AGCAGCGTACATCATTTAAATAACATAAATGACTTTTACACAGCTTGACC 

TAGGAAAAAATAAAATCCATCATAGCCACAGCTAAAAAGCATGTTAAGAT 

TCACAATAAGAATTTGTTTCTCTTATTATAAAGAGAAGAGCAATCATATA 

ACCTCCTGGGGGTGGGGGGAGACCTCATAAATATTTTATATTGATTGACA 

AAACAGCATGCTCCCTGGGTACCT 

>Sequence 349 

AGGTACTGATTTAACACTCTGTATTACTGAACTTCTTTGAACTATTTTGA 

ACTTTGAATCTCTTCTCTGAATAACTGCCGAAACTCAAAGATAATAATTA 

GTTGATGAAG GTTAT CAATTAATAAAATAACACAGACCAGTCTTACCAAA 

CTCTAAATACATTTTAAAAAATAGAAACTGGCAATGATAAAAAGAATGTT 

GAGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTGAAGATTCTTCTTTC 

GGTGGAAGACAATGGATTTCGCCTTCACTTTCCTGTCCTTAATATCCACT 

TTGTTGCCACACAACACAATGGGGATGTTTTCACACACTCGTACCCATAG 

CAAGACTTCCCAACACCACTGCACATTCAGTTTTCAGCTCTGTGCTTGAG 

GTTTCTTGGTGAAGCAAGTACCTT 

>Sequence 350 

CCGGGCAGGTACAACTTAAATAGCATCCTAGGGTAAAGAGTAACATATTC 

CCCAAGAAACAGAACTAAAATATTTCCTATTTTATGAGAAGAGTGAGTAA 

GAACAACAGGATACCTCCCTCAACAGCCCACTTATAAAACATTATTTCCA 

TACGAAATCCACAGCCTTTTCGGTAAGACTTTAAGGAATGTATGATAGAA 

ATACAATAGTTATCTTCAATTCAATATTCATTGAAAGACTAATAACCAGT 

GATTCTTTGCTTCACAATATGGTCAATTGCCAAAGGGTTCAATAACTTAT 

CAGGTAAAATAACAGTAAATAGTGGAAATACTATATTTAGTCCT 

>Sequence 351 

AGGTACATGCAGGGAATATTACAATTGCAATCATTATTTTAACACCATCT . 

CCTCCCCCTCTTCCCTTCCCAAAAGATATAAAGACATAAACATCATCTGC 

TGCCAAATAAATCCTGAAATTCGAGGGCGATGCTGGGAAGGTATGAAATT 

AGAGGGAGGCATGTTGCTTTTGCACTTTCAGATCAATGGCTGAATTCCAG 

ACCCGGGGAAGCCTTTCAGATCCGCATGTAATTTGTTTAAACAATTGCTG 

TTCATCTGCCACAGCAGCACTTGTAATGCCGCAGGGAGGAACTTGCAGCA 

TTTCTTGCTCACTTCAAGAAATCAACTATAACAAACCTCTTCCAGAAGAC 

TACGACATCCATATTTCTGCAATAGTTAGATAAAAGTTAAAGAACTGTTC 

CTTTTGTGAATATTCACAGTCCACTGCATATAATCGGTTATGAAAACTGA 

ACCCTATAAAGAGCGAGAGTAGAGGACTNNAATGAGAACAGAGGGATCGA 

AGGGAATCAG 

>Sequence 352 

AGGTACTGCACGCTAAGTGATGCTCTCTTGTAATTGAAAGAGAATGGGTT 

TCCCTTCAAACCATATGCTATTACTAGTCTCTGAGTGCCTTCAAAGCACA 

TACTC TTCCT TTAAAATCCAAGGATCCTTGCCTTCAAAAGACACAAATGC 

AGTAGTTTTCATTTCITACATTCACTTAAAAATGGATTATGATTCCAGCA 

GGCAAATCTGCATATTAAATATAGACAACCCAACCACAGTATCTGAACGT 

TAAAAGAAATCTATCACGACAGACATTTTACCTAGTTATAAATAACGTAA 

CAATAGATCACACTCAGATTTCTTAAACAGCTCACTCAGGAGTTTCCTCT 

TTTAAAAATTAAATAACTTATGGTACAACAGGCAGCAAGCCATGTATTTA 

CCATGGCGAGGGTCACATTTCACCATCTGGTTGGCTGGCTCAAAGCAAGC 

ATTGGTGATCTCTGCTACAGAAAGCTGTTCATGGTAGGCTTTCTCAGCAG 

AGATGACC 

>Sequence 353 

AGGTTTTGCTTTTTTTGAAAAAGGTAAGTTGCTGATTAAGTCTAATTGGA 

ATTGATAATTCCATAGTCTTAGATTAAAATGAGGATATTTTCTCCTAGAT 

TTTCTCATGTTATGCCATGCATTTATATATCTAACCATTAATTTCACACT 

AAGGATGCTTCACCATATAATAAAAGGAGCAAGATGGAAGCACTTTGAAT 

TTTCTTTCATTGAGAATAACTGTTTTATGTAAGAATCTGTATTTATAACA 
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CCAGATAT TAAGA TAGGCTTCCATTTTTTAATGCAAGCCACTTACTTAAT 
CTTGTATTCl l 1 1 iCAGGACTCAAATAACTAGCTTTGAACATAATATTAA 
AACACTACTTATAGAATAGATTTATTAATGTTAATACCTAGTGAATATCC 
ATGTGGCATCCTGGTTATGTTATCGGTTCAGCGTTAATCCTATAGAAAAG 
TGGTTTGGAGGGGATTGTGGGATAGTGCGACAGGTATAGAATTTAATCC 
>Sequence 354 

AGTACTTGTTAGTTGTTGAGAAACATTTTAGGCAGTAAATAAAATAGTAA 

ATATTATGTGTCCTATAATTTGACCTAAGCTGTGTGCCTTTGGAATCAGC 

TCTAAGCCAGGGCCCCCCGGGAGTCATGTTAAGTAACACGTATATAAAGT 

GACATACATCAAGGTTATCTTATATAGTCATAACAGTATTATTGGGTCTT 

TCAAAAACAGCTGGCAGATTGAGCTTTTAATGGCTATATTGATACAGTAG 

ATAGAGCACCTCTAAGGAGTCCTGCCCG 

>Sequence 355 

AGGTACCCA GAGACT ATGATTTATATTGATTGCACTTGCCTGCCATGATT 

TAGATAAGATTTTTTTGCATGGTTTTTATTCTTTCCTAACGGATCCTGTT 

TTA TAAT ACTTCCAAGCCTGTCCATGGATATATCAAATGTCTTCACTTGT 

ATATTTTCATGGCTAGGTATTTCTAATGTTTATTCTTCCCTGTGTACTGC 

AGGGGATGCTCTGCCGGTCCAGGGACAACAGGCTTTCTCTTGCTACTGCT 

CTGATTCTTGTCTCGTTCCGTTTTTTCCTTCTCACCATCTTTCTGTGTGC 

TGTTTTCTTCATTCTGATCATGGTCCCCACTGTCATCATCTTTCAAAGCG 

TCGAACTTGTTGTTCATCCTCTCGCCGCCGCTGTCGCCCCCGCGTACCTG 

CCCGGGCGGCCGCTC 

>Sequence 356 

AGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAATAAACATTGA 

CAGTGTTTGGTAGGCACAGGGAAACAGGATAACGTAGAGTCATTACAGAA 

GAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATCAGAATTAGGT 

GAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTATTTGATGACTT 

TGAGACTTTTTTACTCTTGCTATAAAAAGAAGGCTACTTTCTTTCCCTAA 

TATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGAGAAAAGTAAT 

TCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATAAAATAAAATC 

AAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAAAAC 

>Sequence 357 

AGGTACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTGTAGAATGA 

TCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAA 

TCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence 358 

AGGTACTTCTTTTCCAGAGCAGGTGGCACAAAACGACCCCCCAGGTAATG 

GTAGCGACCGGTAAACTGGGTTGCAGATTTTTTGGGGGCTGTGAGGGAGA 

TGAGCAAGTCTGGCTGGATCCCTCCAGCATTTCCCTTCTCCACGTCCCAT 

CCTGAGGGAATGTCGATGCTGGCAATGGGCACAGTGAGTCCCTTCAGGAC 

ACTCAGGATGCTGTGGAACGGTTCCCGAACATCGCCCTTGAAGCTGAAGC 

CAAAGATGGCATCCACCACCAGCTCATACAGTTCATCAATCGTCATGGGC 

TCTGCGGGCATTTCCCCAAGGAAAGGGATGTCCATTTTCTGACACTGGGT 

CACCAATGCAGTGAAGAGGGGCTTGTTAGGCCTTTTGGGGTAATAGATGG 

TTGGCTCGTAGCCAAAGAGTTTGAGGTGTCGAGCACAGACCAGACCATCT 

CCTCCATTATTCCCCGGGCCACAGATGACCAGGACAGTAGG 

>Sequence 359 

AGGTTTTCATGCATGCAGACTTTTATTTAACCTCATTGAAATTAAAATTA 

GCAATTTAAAATACAAAATATAGCATTTTGGTTTTTAAAAATCACTATCT 

TTGTCCTTTAAGATAAAAACAAATAGGGTTGGTCACCCTTATATGTCAAC 

CCAAAAAGTATCAAAAATACCTTGACTGCATGAAAGAACAGCTTCTTTAG 

GTCTATGCATTTTGACTTGGGCTTCTGCCAGATGATACCATCCACTTGGG 
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CAGACAGGGCTTTCCTTTAACCCTTCTGTTAGGTTCCTAACAGCATCTTC 

ATACTTTTTGCCTTGGAACGCTTTAATGCCTAAGCCAATGAGGGCTGGAC 

CACTTTTTG AATCC ATTTCCACTAATCTACAACAATACTGCTGCCCCTCA 

TCAGTAAGATTTTCTGAATAATTAAATGCAAACAAGCCCTTTTAATGGTT 

ACTGTACCTGGCCGGCGGCC 

>Sequence 360 

CCGGGCAGGTACCAGCGCGTCCCATACGTGGAGCCGCCCGAATACGAGTT 

CTTTTGGGGCTCCCGGGCCAGCCGCGAAATCACCAAGATGCAAATCATGG 

AGTTCCTGGCCAGGGTCTTTAAGAAAGACCCCCAGGCCTGGCCCTCCCGA 

TACAGAGAAGCTCTGGAGGAGGCCAGAGCTCTGCGGGAGGCTAATCCCAC 

TGCCCACTACCCTCGCAGCAGTGTCTCTGAGGACTAGCAAAGTCTGGAGG 

CAGATGAATGGTTTCTGACCCTCACCAGGGCTGTGGAAGGGTGGGGGGGG 

GTCATTATAGTATTCAGGATTTACAGTGCAGTATTCACGGGTAACTTTTA 

AGTTTTCAGTACCT 

>Sequence 361 

CCGGTCAGGTGTGTGTATTCACGCAGTTACTCGCTTCCATTTTTATGACC 

TTTCAACTATAGGTAATAACTCTTAGAGAAATTAATTTAATATTAGAATT 

TCTATTATGAATCATGTGAAAGCATGACATTCGTTCACAATAGCACTATT 

TTAAATAAATTATAAGCTTTAAGGTCACTTATACTACCAATAACTTGTTA 

AATCAGGATTTGGCTTCATACACTGAATTTTCAGTAT 

>Sequence 362 

AGGTACTTCTCCTTCAGGGCATCACCCACCTTGCGGAAGTCTGCCAGCTG 

CAGCCAGCATGTCTTCAGGCTACATGAGCCGGACACCCCATGGCACTTGC 

AGGCCACATCAGCCAGGTTGTACAGAAATTTGTATATATGATGGTTCTTA 

GAACTTGTTTTAATTTTTGTGGTCCTTCTGTTTATTATAATAGGCGTCCA 

CCAATGATTATCCATATGTGTTCTTAATTTTTAACTGCTGGAAGTGTTAA 

AACACACACACACACACACACACATTTTTTTTTTGAGAACTCCAAAGTCC 

TGAAAATTTTGGTGGACAATGATTTTTAAAAAACTAACTTTGTATAACCT 

AATATTTGTATTCTCTCATCTATATTTTTTTATTCACTATAATCATGATA 

CTCTTCTAATAGACTTAAAAGTTAATCATTGACAACGAAAAATAAAATGT 

TAT 

> Sequence 363 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

GATCTGAAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

GTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTGTTAGAA 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGT 

>Sequence364 

CCGGCCAGGTACAATGTTGTTATGGTAGAGAAACACACATGCCTTAAAAT 

TTAAAAAGCAGGGCCCAAAGCTTATTAGTTTAAATTAGGGTATGTTTCAA 

GTTTGTATTAATTTGTAATAGCTCTGTTTAGAAAAAATCAAAGACCATGA 

TTTATGAAACTAATGTGACATAATTTCCAGTGACTTGTTGATGTGAAATC 

AGACACGGCACCTTCAGTTTTGTACCTCGGCCGCCCGGGCAGGTACAAAA 

AGTGATCAGAAGGGCAAGGGCATGCTAACGTCATCGGGGGGCCAGTCTCC 

AAGTCGCAGCCCCGTGCCCCCCGGAGCCGGTGGCTATCTGAACTCTATGC 

ATTCGCTGGTAACAGCGTCCCGTATGAGCCCCAGTCGCCCCCGCCCTTCT 

TCAAGCCCCCCAGGGTACCTTGGCCGCTCTGAACTAGGTGGGATCC 

>Sequence 365 

CCGGGCAGGTGCAGAATCTGGTAGACTGCTCTGGGCCTCAAGGCAATGAA 

GGCTGCAATGGTGGCCTAATGGATTATGCTTTCCAGTATGTTCAGGATAA 

TGGAGGCCTGGACTCTGAGGAATCTTATCCATATGAGGCAACAGAAGAAT 

CCTGTAAGTACCTCGGCCGAGGTACTGGTCTGTGGCCTGGGGGTGGGGAC 

CCCTGTTrTAAGCAGTTTAAGAATTATTCTTTTTCAGAATATCTACCTCT 

ACTGGGATAAGATCACGTTTCTTTACTGTGAGCACACAGTAGGTGCTCAA 
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TAAATGCTTGTTGCAAGAATGAATGAC 
>Sequence 366 

CCGGGCAGGTACACTGTCACCTGGAAGTGGTTCTTCTTCTGGCACACAAA 

GGCGTCGTCGCCCACCGAAAAGTTGAAGCCCTTGTCCGCATCCACGCGGT 

AGGTGAGCATGGGCAGCTCCTTGTAGTTAGCATCGTACCTATAAAGTAAA 

GCTAAAATGATTTTATCTGTGAATTCAGATTTTAAAAAGTCTTCACTCTC 

TGAAGATGATCATTTGCCCTTAAGGACAAAAATGAACTGAAGTTTCACAT 

GAGCTATTTCCATTCCAGAATATCTGGGATTCTACTTTAAGCACTACATA 

AACTGACTTTATCCTCAGACTAGCTGAATGATTTTGTGCTGTTTCAGGAT 

GT TTGC ACTGAAGAAAAACAGAAAGCTTATCTGAAATTTATAAAACTTTT 

TGTTTTGCTACATAGAAAACAGAAGGTATTTGAATAATAAGCAGTGATAT 

GCTTAGTGAGCACAGCTATACTGATTTTGATTAGAATAG 

>Sequence 367 

GTCGAGCCCTAAGCAACTACTATGGGTGATGGGAACTCCCCCGCGGTGGC 

GGCCGAGGTTCATTATTTTCCTTGTCTGCCAGGATTGGTGGCGCAAGAAG 

AGGTAGCCTAATATATTCCATAAGTTTACTTAGATCTTTCCGTCTCTGTT 

CCAAATCATGACGGACCCAAGTAAGAAGTGCATTCAATATTGTCTCCTCA 

TTAGGAATGTTCATGTCATCACTAGCCAAGAGCTTTGCAATTTCGCTGGC 

TGGTAATAATACAAATTCCTGGTTTCTGATTACTTCCATGAAATGCTCCA 

TAGTATAATTGTGAGCCACTTTATGCAAATCTGTACCTGCCCGGGCGGCC 

GAGGTACTGTATTAGAACACTGGGTGTGTCATACCGTTATCTGTGCAGAA 

TATATTTCCTTATTCAGAATTTCTAAAAATTTAAGTTCTGTAAGGGCTAA 

TATATTCTCTTCCTATGGTTTTAGATGTTTGATGTCTTCTTAGTATGGCA 

TAATGTCATGATTTACTCATTTAACTTTGATTTT 

>Sequence 368 

AGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGACTTGTC 

AGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAATAAGGT 

TGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACAAATAAA 

ATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTATAAGAG 

ATCAATTATTGTCAGTCTTTTTTGTATGTTTTTTAAAAACATAGTCCAGA 

GCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATTGCTCAC 

AAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACACAACTGG 

GCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAACAGTTCA 

TGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAGTTGTAG 

ATGAAGTAAAGTTATAAAAGAGATTAAAAATGCG 

>Sequence 369 

AGGTACATTTTTGAAAAGCACAATAACTTGTATTAATTGCACTTAACACA 

ATGAACCTTTAGTTTCCAACCAGTTTTCATTCTCTGCAGACCCGGGCTTT 

CTTTTTATAAAAACTGCTTTCAAAGGGCATAGAGACACCACACATGGTCC 

ACAGCAAATTCAAATAGAGAGGTGCAATAGTTGCAGTGGTAAACACACAA 

AAAAATACATTTTTTTGGACTAAAAATCTGGTCACGGATAAAAGCATGTG 

CCTTTTCATTCTTCTCTGGGATGTTACAACAGCAACACGCTCTAAAACAA 

TTAAGTTACATGCATAATGCCAAAAGAATGTGAGCAATCCTATAACCAGC 

TTT A AGCC ATCTGCTTG ATTTC TTTTTTTTTTn GTA AGG A AC AT ATAT A 

GGAAAAGAGAATTCCCCTTTTGTTCCATTACATATAGAAACCTTTTGAAG 

CTTTCAAATAGCTTGGTTT 

>Sequence 370 

CCGGGCAGGTACTGCGCCATCTGGGACACCTTGTTTCCCAGCTGGGAGGC 
TTCAGCCCGGGCAGCATTGGCCAGCGGCTCAATGAGATGGGAGATCTCTT 
GGACTGCAGTGAGCATCTGAGTGTGCAAGGCCTCTTGAGAGATTCCCTCA 
CGGGGAGCAAGCTGCTGGCTGACTGCAGCGAGTGAAGCCTGTTCTAGGTC 
CCTTGGACAACTGTTTAAAACCTCCAATGCACTTTTTATAATTGTGTTTT 
CCCACACCCTTTAAAAAAAAGAGGGTTlTTfl t i l l TriTCTAAAAAAAT 
TCCCCCCCCCCCCTTTCTTTTTTAAAAAAACCCCCCCCCTCTTTAAAAAA 
ATTATTATTATGTTGGTTTTTTAAAAAATAATT Tirrrr r ri 1 GGGGGTG 
TGGCCCCCCCCCCCCCCCCCTCCCCCAGTAATAAATT 1 1 1 11 1 ITT 1111 
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TTTTATATA AA A A A A A AA A A A A A A A ATTTG rTTTTTT F ITA AAA A A A A 
>Sequence371 

CCGGGCAGGTACTCTGGCGTGTCAACCTGGAATTTAACGGAGGTATTTGT 

AGGCAAAATACCAAGGGATTTATATGAGGATGAGTTGGTGCCCCTTTTTG 

AGAAGGCCGGACCCATTTGGGATCTACGTCTTATGATGGATCCACTGTCC 

GGTCAGAATAGAGGGGAGGCATTAATAACCTTTTTTGGAAAGGAAACTTT 

CCAAGGAACCCCGAAACTTGGTGGACAAATTTTAAAATTTCCCTCTGGAA 

AACCCCTTGGGGGGGGGCCTTTTTTTGGGGAAAAAAACAAAACTTTTTTT 

TGGGGGGCCCCTCCCCCCC A A' n'TTl' V l'CCTCTTTA AACACCCTTTTTTT 

GGGGAGAAT1T1 l TFrrn'CCCCTCCCCGGGGTTGGGGGGGGGGGTTTTT 

TTTTTTTITTTTn CTCCTTCCTTG AT A A A A A AAA A AA A AA AA AGGGGGG 

GGGCCCTTTTCCTCTTCTTTATGAGTGGGGCCCCACTAAATCTGAAAAAT 

GTCCCCCTCT 

>Sequence 372 

AGGTACCTGAGGAACATAGATTCTCTGCTTCTTTCTCAAGGGGAACCCTC 

TCCAGCTTCCCTGGTGTGACCCTTCACATGCCAGATTGGGTAGGATCACT 

TTGAACTGCCTGAAGTTCAGGAAGGTCATCAAGCTCCATGTGTTCATCAC 

AGGAGTTTTATCCAGGTGAAATGGCAAAATTTTATTTACCTGGAAAAACC 

CTTTCCGGGGGGGGGCGTTTTTAAAAATGGGGTGTTCCCCCCGGCCTCGG 

GGGGTATTTGTATTTTATGCTTTTTTTTTTTCCCCCCTC 

GGGGGGGCCTTTCATAAAAAATATTTTTTTTCCTTTTTAAAAAAAAAAAT 

GGGCCCCCCCCCCCTTGGTTGGGTTAAAATTin"lirriUATTATATTTTT 

TTATTTCCCCCCTCTCCTCTTTTGGGGGGTGGTGCCCCCCTTCTCACCCT 

j Yirrm attttcttatatgggg aagtttatctttctcctatttgtgta 

ATTATTAATTTATCATATTG 
>Sequence 373 

AGGTGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCTT 

ACTAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTCT 

TCCGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCT 

GTAAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGCCAAGTCT 

AAAAAATAGTACCAACGGGAATCATAATGAATACATGCAATGAATTTAAA 

ATGTGAAAATGAATTTAAAAAGTAAAAAGGGCTCTGCGGTGTAATTTTTC 

TTAACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTAA 

TTAGCAACGTCAAACAAAATTATTCTAGATGATGAGCCCTACAAATTACT 

ACTACTAGCAACTGTCATTTTTTACTCGGGCATGCTGTG 

>Sequence 374 

CCGGGCCGCGTGAAGAGGAATAATGCCTAGAAGTTCCAGGGTGGGGCTGG 

GGCTGGAGACGACGAGGAGGAGGATTAAGTCCACCTGTCCCTCCTGGGCT 

GCTGGATTGTCTCGTTTTCCTGCCAAATAAACAGGATCAGCGCTTTACAC 

CATGTTGTTACATGTAAACAAACTTCAATTTGAAGTGCAGCTATTATGTG 

GTATCCATGTGTATCGACCATGTGCCATATATCAATTATGGTCACTAGAA 

AGTCTCTTTATG ATAC I "1 " FI T ATTGT ACCT 

>Sequence 375 

AGGACAAATGTGGTGTGTCTTCCAACTTTCATTGAAAATGCCATATCTAT 
ACC ATATTTTATTCG AGTC ACTG ATG ATGTAATG ATATA'lTl T ! 1 C ATTA 
TTATAGTAGAATATTTTTATGGCAAGATA 
>Sequence 376 

CCGGGCAGGTACGAGTTCAGCCTGACCCGTGAGACAAAGAAGCACGTGCT 

CTTTGGCACTGTGGGGGTGCCTGAGCACACATACCGCTCCCGAACCAACT 

TCACCAGCAAATACAACATGAAGGTCCTCTACTTATCCGCCTTCACTAGC 

AAGGACGAGGGCACCTACACGTGTGCACTCCACCACTCTGGCCATTCCCC 

ACCCATCTCCTCCCAGAACGTCACAGTGCTCAGAGACAAACTGGTCAAGT 

GTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGCTC 

CTGCTCTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACT 

GGTGGGGCCCATGGAGGAGACAGGAAGCCTCAAGTTTCAGTGCGGAGATC 

CTACTTCTCTGAGTCAGCTGACCCCCTCCCCCCAATCCCTAAACTTGGGA 
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AGAAGTGGGGACCCCACCCTATA 
>Sequence 377 

AGGCCGATACACTCGTATAGTATAAGGCGAATCGCACACTGCAGCGGCGG 

CCGCCCGGACAGGTTCGCTGTGTGCCTAATACATGCATGTTGAACGGGAT 

GTAGCAATACATTCAGTAGCGAATGGGTGAGTAACACGTACCTAACCTAC 

CTTTAAGACTGGGATAACTATTGGAAACAATAGCTAATACCGGATATAGT 

TATTTATCGCATGATGAGTAATAGAAAGGAGCTTCACAGCTTCACTTAAA 

AATGGGGGTGCGGAACATTAGTTAGTTGGTAGGGTAATGGCCTACCAAGA 

CGATGATGTTTAGCCGGGCCGAGAGGCTGTACCTCGGCCGCCCGGGCAGG 

TACAAAGAGTGATGGCAATGTGACTGGAACAGAAATAGTTTCTACCAGGC 

ACACAAAAGCTCCTGTAAGCCCCGTAGTTCCGTCCTGCAAAGGGCCTCAG 

TGGGAACCAGGTCTGCAGACCCGAGTGGGCAGAAGACGGGTGGAGGCAGG 

TGCCCCAAATGGTCCCGCAGGCGTTACCGTCTGGTTTGGAGACCTTAAGG 

GAAGTG 

>Sequence 378 

CCGGGCAGGTACAAAAGGAGAAAAACTATGTCTAAGGAGGGAAGCACATA 

ATAGAATTCTATTATTACAATAGAATTCTATAAATACAAAATTGGATAAA 

CTTTATCAGAAGCAGGTGTTTGTCACCATTTTATATGTGAAACTCAGGAA 

GTTCTTGATTTTTTAAGAGCTGTATTCCTTAATCTGGTTACAGGCTATAA 

AGGAGATAATCATTTACATGATCATATTCTCAAACAGATGGTCACCAAAT 

GGAATCAAAGGACTGATTTGATGTAGCCGGTAGTATGATAATTTTGTAGT 

TAAATGAAAATACAGATAGATCCAGAAAATAAGTAATTTTCCAGTAGCCA 

GTTAATAAAATACAGACCTAGAATAAGCAATTTAACAAGATTAGGAAAGC 

AACTCTGATCAAAATGTGTTGATAACAAGTACCT 

>Sequence 379 

AGGTCCCCCTl'TlTi^'lUl'UlM'l'l'l'riTl'ri'I'lTCTGGACAGCAGCATCT 

GTTTATTGACAATTCCAGGTCATTCCTAACACGCCGCAGCAGGGCTCTGT 

ACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTCATGAAGCAGACCATTGG. 

GAATTCCTGTGGCACAATCGGACTTATTCACGCAGGGGCCAATAATCAAG 

ACAAACTGGGATTTGAGGATGGATCAGTTCTGAAACAGTTTCTTTTTGAA 

ACAGAGAAAAATGTCCCTTGAAGACAGAACAAAATGGCTTTGAAAAGATG 

GGGCCTTACCGGGCAGCCCATGAAGCCCCGGGCACAAGGAAGGCCAATGG 

CCGGGTAAAAAAACAAGGGGGAAATTCCCATTTTTTATTTGGGTAAAACA 

ACGGGGGTGGGCCCCTCTTTTAAAACCTTGGGGGGAAAAATTTTTTTTTT 

TGAAAAAAAAACCCGCCCCCCAAAAAAAAAACACCCCCTCTGAGGGACGC 

CCCCCTCTAAAAGAAAAAAAA 

>Sequence 380 

CCGGGCGGGACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTGTAG 

AATGATCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATAC 

TTGCTTTCTTAAAAAACANAAAAACTACTGTCAGTATTAATACTGAGCCA 

GACTGGCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTT 

GTATTAAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATT 

TACAATCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTG 

AAGGCCTAATATATGCCAAGTACCT 

>Sequence 381 

AGGCGCTATGCCCCAGGACCCATTGGAGACGACATAGTACAAGGGCGCAT 

CTCACTGAAACAAGATAGTGATATGGGGCACGTATTAACTTAAGATGAAT 

GTAGAAGCAAAAAGATTTACAAGAATTAGCAGTAACAAGATTGATGCTCA 

AGAGACATAATTGTACCTGCCCG 

>Sequence382 

CCGGGCAGGTACTGCCGGCATTGTCTTAGGGGTTAATAAGGTTAACCTAT 

GGTTACAAAACAAAGGGTAACTTGAAGTATTGAGTAACTGCTTCTGTAAT 

ATGGGGGAGAATAAATTTTTAAATTTGGTTTATTTAGAGGAAAAATTTTG 

ACTTAAATTTAACACTGATTTGGCACATAAGCATTGAGAGTGTATTTGGT 

TAATGGTTTAGAAGCAAACCAGCAAAGGAAAAAAGCAAACCCTAGCAAAC 

CTTTCACAAATGTTAAAGAGACACTGCTCCATTTTAGCAGTGCGGGTCAT 
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TTTGAGTTTAATGAATCCCCATCAAATGGTGGTATAGTAGATAGCTATGT 

GTGTTTGTAAGGGTTTGTAGCTTGCAAGACGTGCACTAATAATATTTTAT 

ATGATCTTTCCTGGTTGGCAGGACCCATGGATGAAGGGACCAGATCTTGA 

TCTAGGCCNACCTTGTAGATCCAGATGAAGACTCTGACAACAGTGCAATT 

TAT 

>Sequence 383 

AGGTACAGGATATCACCTGAATTATTAATGAATGCCCAGGAAGTAATTTT 

CTTCTCATTCTTCTAAAACTACTGCCTTTCAAAGTGCACACACACGCGTC 

CACATACACTGCATTCGTTGCTCCAGTATAAATTACATGCATGAGCACCT 

TTCTGGCTTTTAAGCCAATATAATGGGCTGCAAAATGAAGACACCAGAGT 

GTATGCATACAAATCTCACTGTATTAAAGATGCAGGTTTTTAATGTACCT 

GCCCGGGCGGCCGCCCGGGCAGGTACCCCACCTCCCTAGCCCTCTGTGCT 

TCAAGTCTTCCTTTGACCCCCTTCGCTCTCCCACAGCAGGGCTCTCAGCT 

GCCAGCCAACCAAGCAGATGGTGCAACAACCAGACCTAAAGGAAGGACCT 

GGGGAAGAGGAGAAAGGGAGCCTGGCAAGTCTGAGCTTGGGAGGTGGGGT 

CTGGACCTCGGACCAATTACTTCATCTGCTACCCCACGCTTT 

>Sequence384 

AGGTACACATGCATGCATACACACCCATACAAACATCTGTGTGAGGGCAG 

TTCTGGAGATGAGCAGAGAGAGACCGGAATAAACTCAATCTTTTCTTTCC 

CAAGCTCCTAGCCAACACTATCCTTGGGAGAAAGAAATTTGCAGAAACTG 

CTAAGACCAAGTGTGGAGATGTCAAGCTAGTTCACACTCTGAGGCTCAGA 

ATATGTAGGACATGCACAATTGTGCAGTCCTTTGGGATTGGAAGTGAAAC 

AGTCTGTGATCCCCTACCTTCTAGGGAACTAGGACCTAGGAAGAGGTAAA 

GATTATTAGGTATGCAAAGCGCCCCAATTCTTCTGCTGCCATGGGGGATT 

TTACCCCAACTCCAGGGTTCGAGGCCAATCTGAGAATGGCTTAAGATTGC 

AATGTCAAGGTATTATATCAGCCCCTTGTTGAGGTTGGGGTCATAATATC 

CCTTAGGACTTACCTGTTCCCCN 

>Sequence385 

AGGTACCAGACTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

G ATTCTCCTTG AAATG AC ATC ACCTG AC ACCC ATGGC ATGCTGC ATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTCTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

C 

>Sequence386 

CCGGGCAGGTACACTGCGTTCCAGGCTGGTGTATGGGGTTGATCCTTATC 

GGTCACAGTTAGATTAGCTACTATGATGTCTACCCTGTTCTCAGGAACTT 

CACCATAAAACGTCATGGCAGTAAACTCTGGAGGATTGTCATTGACATCT 

GTCACTGTGATGACGGCCGCCCGGGCAGGTACATGGTTGATTTTGTGCTG 

TTGTTTGGACTGTAACATCCATGTTGTCAATACGTATACCTTGTAAGTGG 

ATAACTTTTCTTTTTCCCAGGCCAGAGAATTCAAATTGTTAAAACATTGG - 

CATTTGAAGAGGAGAACAAAATGTAGCATGATGTATTTAAAGTAAGGCCT 

TTAGTAAN 

>Sequence 387 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTAl'VTTTAAATACA 

AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 

TAAGAGATCAATTATTGTCAGTCTTTTTTGTATGTTTTTTAAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACA 

>Sequence 388 

AGGTACCCAGTATTTCTAATTAAATTTCACATGCTAAATTAATGAAAGTA 
ACAAGATTGTAA PI 1111 AAAGTCAGTTGATTAAATGCAATAAATATTGG 
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GTTGCTCAAATATGCCACAAATAACTCGAAATTTTTCATTTACTTTCAAC 

AGCATAAGATTCTTTAATATTTAGGATTGACTGTTCTTTCCAGTTAAGCA 

CTGAAGGATTATGTCTTGTAGCTTCCCCAAGAGAAGGGGAAGGAAAAAAA 

AGCACTATGTTAAGGATAATACAGAACTCTTTTGAACTATTTTGGTAGTA 

CCTGCCCGGGCGGCCGTCCGGGCAGGTCCCAGTGGAGGAAGGCCTTCCGG 

CGGA 

>Sequence 389 

CCGGGCAGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAG 

GTTTGCACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAAT 

AGATGTCTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAA 

GGAGATTGATGCATCAGGTTCAGTTTAACCTGTAATATCTGACTACCCCT 

GAATCCACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTT 

TTTTTCGAAGTTATTAAGCATATTCCTTTTCCACGAACCTCTTCTGTACC 

T 

>Sequence 390 

AGGTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTAACATTTCT 

GGGACTGAATCCAGGCAAGAGAAAGAAGAAAAAGAAGAAGAAAAAGAGGA 

GGAAAAAGGTAGGGAGAAATAAAGGGAGGAGAGAAGCACAGTGAAAAAAA 

AAAAAGTCCCTTTTCGACATCACATTCCTGTGTTTTCCCTCAGCCTGGAA 

AACATATTAATCCCAGTGCTTTTACCCCCGGAAACAAAGAGACTAAGCCA 

GACTTATGGGGGAAAGGGAGATAAGAAGGATCCTGGAACTTTAAAGAGGG 

AAAGAGTGAGATTCAAAAATCGCCAGGACTGGACCTTAAGGGACGTTCTG 

TGTCAG 

>Sequence 39 i 

GTCCA ATTGG TGANTgsfTGCTTCCTTACTAACAGTGAGGGATGACTTTCA 

TCAGTCTTTTATCACCTGAACAGTCTTCCGGCCATAATGATAGTAACTAT 

AAGCTGATGCAGCTGTGGTGAAAGCTGTAAAACACCTTTTATGGAAGAAA 

AGAAATAAAATGTAGTTGTCAAGTCTAAAAAATAGTAGCAACGGGAATCA 

TAATGAATACATGCAATGAATTTAAAATGTAAAAATGAATTTAAAAAGTA 

AA AAGGG CTCTGTGGTGTAATTTTTCTTAACTACAAGAGTCTAAATACAC 

TGCTTTTCTTC 

>Sequence 392 

CCGGGCAGGTACCGCATCAGCAAAAGTGCCTGGCTGAAGGACACTGTTGA 

CCCAAAACTGGTGACCCTCAACCACCGCATTGCTGCCCTCACAGGCCTTG 

ATGTCCGGCCTCCCTATGCAGAGTATCTGCAGGTGGTGAACTATGGCATC 

GGAGGACACTATGAGCCTCACTTTGACCATGCTACGTCACCAAGCAGCCC 

CCTCTACAGAATGAAGTCAGGAAACCGAGTTGCAACATTTATGATCTATC 

TGAGCTCGGTGGAAGCTGGAGGAGCCACAGCCTTCATCTATGCCAACCTC 

AGCGTGCCTGTGGTTAGGAATGCAGCACTGTTTTGGTGGAACCTGCACAG 

GN 

>Sequence 393 

AGGACAAATTCAGTCCCAATACTCAATACGTATTATAGATGACTATGAGT 

GCAAACCrTAGGATGTGATTTTCTGAATAATTGTTCTTTGTAGGATTTGG 

TTACATTATTTAAAATGAAAAAGATCTAGTTTTAGTGTGAGCTCAGTAAT 

GTTAATTGGTTAAGTTCATTGTGAATCTTGAGTTTTAGATAAGTAGTTAT 

TTTTTTCAATATCACTTCTGTTTTTAGTGATATTATATCAAGAAACAACG 

TATTCAAGAGCCATGGCTGACAGTGCCAGATATACTTAGGGATAAACATC 

AAAATGCAATTATAGTTGCTATAACGTTAGATACTCGGAATCAAAATTTN 

>Sequence 394 

AGGTACAGTGATAGGTATCTTTCTTTGGAGriTTrViriUGTGCATATGT 

GTATAGTTTTATGGGTTCTGAGTTGGTGACCAGTAAGTTGCATGTAGTGC 

TGGCACTTACTTAATAACTATTCATGATATTGTTAATAACTTGTTATAGG 

ATTGTATTCCCAATTACAGTCTCTAAGATTGTAATTGATATTATCTGAGA 

GGTAGTGTGACAACTTTCTTTTGTTGTTACATTAAGCCGAAAACATAATA 

CTAATAGACAACTAACAGTTTGCTTATCAGGCACATCAACTAAGGCACCT 

CCCCCCATGCTAAGTTTCTCCTGGATATATGGAAGTTGATTGTTTCCCAG 
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TTTAAAAACT 
>Sequence 395 

AGGTAC ATAA TAAACAAGTTTCAACCAGCAAGAAATTACTAATATTGACT 

GTGGAGTTTTGGCTGTTTTAATAGTTCTAACTCATTATTCCGTAATTCAA 

CACAGCACTACCAACACAGCTGGCAATGACAAGACTGGGAGTATCAAACT 

AGGATTATTAGGCACAATCCAGGTGGCCTCTGCAGCTGTGTCTCTCTTTC 

CTCTTCTGTTCCTATAAGGGCAGGGCCTCCTTCAGGAACAGCCACCAGTG 

AGCTTCCTCCTCCCTTCTGGTCAGTTGGATTTGTCACTGTTCAGCATCTT 

TTCGATGATTTACCTGCCCG 

>Sequence 396 

AGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCTTAC 

TAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAATAGTCTTC 

CGGCCATA ATGA TAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCTGT 

AAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGTCAAGTCTAA 

AAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGAATTTAAAAT 

GTAAAAATGAATTTAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTTCTT 

AACTACAAGAGTCTAAATACACTGCTITTCTTTAAGAGTTCATTTTAAT 

>Sequence 397 

AGGTCAGGAATCTTGTCTGAGCTACTGGAATGAAGTTCACAGGTCTTGAA 

GACCAATATTATTTGTCAATATGTGGGGATAACCTGTAGCTGCATTCATG 

AGGTAGCAAATAGCAGTTTTGGCCTGTGGGGTGAACAGCTAAACAGTGTT 

CTGGCATCAGATAACACGGCACAAAGGGATTGTGTCTAGCTCTTTTGGAG 

AAAATTTATGTCCAGTCTCAGGATCTGTGGACAATAACGGAAAACTTTGA 

ATATTCCTGACAAGTTGCCATATTAGGAGTCAGTTCTTTACTTCTCTGAG 

ATTCCCAGGTCATCCATGATTTTTTTTTTTAATTTGAGACAAAGCCTCAC 

TA 

>Scquence 398 

GATTGCGGAACTACCACNAATTTCGAGTGGACTCCACCGCGNGGCGGCCG 

CCGGGCAGGNATTGNCCAGTATGTTATGCNCNGGGCCGCAAGAAGGGAGC 

CAAGCNGACNCCNGAGTAAGAAGAGANNNGAAACAAAAACCGANCAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAGGCNGGAACCNCGGCCGCCCGGG 

CAGGAACTTGACAGTTTTTTTAGAAGAGAGAGGNNAGGGACTACTCGGNN 

NAAGCAAGAGAGATTTCGGGGGTCTTTTTGTTTTAACTATTGCCAGGAGA 

TTGGGCTAAAGAGAAGACGACGAGAGTAAGGAAATAAAGGGAATTGCCTC 

TGGCTAGAGAGTAGTTAGGTGTTAATACCTGGTAGAGAT 

>Sequence399 

GAAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTACGGACCGCACGGA 

GAAGCTGAGGCCTGAGATGGAGGGGCCCGGCAGCTTCACCATCTTCGCCC 

CTAGCAACGAGGCCTGGGCCTCCTTGCCAGCTGTGAGATGACCTCCGTCT 

GCCCGGGGGACTCTTATGGGGAACTGCCTTACTTCCCCGAGGGGTGGGCA 

TGATGAATGGGAGCCTGCAGTCATTTCCTACTGTTTCAGGAAGCTTTCTC 

CTTAACCCCTTAGAAAAGGCTGTGGAACTTGAGCTAAAATATGTCTTACC 

AGGTTGCGTCTAATGCCCCCCGTTCCCTACTGGGCAGAAAGACTTGGGTG 

CTTCCTGAGGAGGGATCCTTGGCAG 

>Sequence 400 

AGGTACTGCTTAATTCTTTTTTCTCCCTCCCTCTAATCCTTTTTTTGACT 

GTCACATTTGTCCTAATAGCAAGTTAGGACATGTCTGTTGGCTCTCGAGA 

TTCATGGG ACAGC AATGCAGCAAATCTAGCCATAGTATTTGCTCTCTCTA 

GCCCTGCCCTTTTTCCTGTCCAGTGAATATCAAAACAGGTAGAAAACATG 

GCCTGAAGGATTGTCTCTGCCACCACCTCCATATGCATTTTACCAGTAGT 

CCTGTCATACAGGTTGAATTAGTTTTATGTAGAACAAGTCATGAACACTT 

TAGTGTGGAAAAATAGTATTATATAAAGCTTAATATTAAA 

>Sequence 40 1 

AGGTACATTATCAGATACAGTGGTTGACCTCTTTTTTCCTTTACTCCCTT 

TTCATCTGAGAGAGCCTTTTAGAGATCCGGAATCATTTGCTGTCTGCAAT 

TACTATAGGCTTTGGCTCACAATTCTGGGGAAAATGCCAATTGAAGGAAC 

Page 273 
of 685 of Table 3 



WO 01/51628 



PCT7US01/00798 



Table 3 



CCTGCCTATACATTTTATTTTCTTTTTCTTCGAGACAGACAACCTCAAAA 

TAAGGTCCAAATATTGGTTCCTTCAAATGGTGTCAAAAAGAATAGTATTA 

TATGAGGAGGATAGTTATCACAGAATAAGAACTAAAATCCCA T T T n Tn > 

1 1 i I i AGGAAAAA AAG ACCTTCG ATG ATGCAGGTGTCTGTGTATAAGGAA 
CTAT 

>Sequence 402 

AGGTCTCAGCGTGGCTACAAGTAACTGTGGTGTGGAAGCAGAGTAGAGAG 

AAAACTTGTTCCTCATTAGAGAGAGAGCCACACTTCTCACTGCTCACAAT 

GAGAGGCCAAAGATTACCCTTGGACATCCAGATTTTCTATTGTGCCAGAC 

CTGACGAAGAGCCTTTTGTGAAGATCATCACTGTTGAAGAGGCAAAGCGC 

AGGAAGAGCACATGCAGCTACTATGAAGACGAGGACGAAGAGGTGCTGCC 

TGTCCTACGGCCCCACAGCGCGCTCCTGGGGAATATGCACATCGAGCAGC 

TGGCCCGACGCCTTCCTGCAAGGGTGCAAGGGTATCCATGG 

>Sequence 403 

AGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCTTAC 

TAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTCTTC 

CGGCCATA ATGA TAGTAACTATAAGCTGATGCAGCTGTGGTGAAAGCTGT 

AAAACACCTTTTATGGAAGAAAAGAAATAAAATGTAGTTGTCAAGTCTAA 

AAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGAATTTAAAAT 

GTAAAAATGAATTTAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTTCTT 

AACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTA 

>Sequence 404 

AGGTACTCTTGGATGTGTTTTCTCACCAAGATGAGCAAAGAAAGGTTTGC 

ACAGAGGAGTGTGAATGTGTGTTTGTTGCTGGCTGAATGGCAATAGATGT 

CTAAGGTGGATTCAGTGTCTGGCACACTGAGACACCTCCAAGAAGGAGAT 

TGATGCATCAGGTTCAGTTTAACCTGGAATATCTGACTACCCCTGAATCC 

ACCCAGAAAGGGGGCCCAACACCCTTGTCCATTTATGGGTATTTTTTTTC 

GAAGTTATTAAGCATATTCCTTTTCCACGAACCTCTTCTGTACCTGCCCG 

>Sequence 405 

AG GTACCTCCTC ATGNACATGGGGTTTAAATAAACTACAAGTTCTATTAC 

CTTTTTTATTTTCCAGGGAAAAAGAAACTTGGGAAGGCTATTTTACACAA 

TTAATTACACATTGACACCACAGTTCTGTTTGGATAAATTGGATACTGTA 

TCCTGGAGTTTAGACAGGGAAAAGTGATCCCAATGTTTTACTTTCAGGTG 

TAAGATTTAAAACAAGAATTTGGACCAAAATGTTCATCACTGCAGTTACT 

TTCTGCTITCCATTTTTAAGCATGTTATCTTCATGTAGTCCACCTGAACA 

TCAACAGTTCAGCCTCTACAGAGTTTCTGTAATA 

>Sequence 406 

AGGTACGTTCAGATGTAGCCATGACTGGAGAAATTACACTGAGAGGTCTT 

GTTCTTCCAGTGGGTGGAATTAAAGACAAAGTGCTGGCGGCACACAGAGC 

GGGACTGAAGCAAGTCATTATTCCTCGGAGAAATGAAAAAGACCTTGAGG 

GAATCCCAGGCAACGTACCTGCCCGGGCGGCCGAGGTACTACTAATTCTA 

CAATGCCTTTCTCTTTAGTCAGTATTAAAAATCTTTTTTAAAGTATTGGT 

ATGAAAACAAATTTTTGTTGCCCTGATAATGGAATTTTAAAACTACCCAC 

AGTTTAAGAGAAAACATAACTTGGTAAAAAAGGTAGCCAATAAAACCACA 
A 

>Sequence 407 

AGGTACTCAGGGGAAACTGGAAGCCGCTGGCTCTTTCAATTCTGATGATG 

ATGCAGAGAGCTGCCCAATCTGTCTCAACGCATTCAGAGACCAGGCCGTG 

GGGACGCCGGAGAACTGTGCCCATTACTTCTGCCTGGACTGCATTGTCGA 

ATGGTCCAAGAATGCCAATTCCTGTCCAGTTGATCGAACTCTATTTAAGT 

GCATTTGTATTCGAGCTCAATTTGGTGGTAAAATCTTAAGAAAGATCCCA 

GTGGAGAACACCAAAGCGAGCGAGGAGGAGGAGGACCCGACCTTCTGTGA 

GGTGTGCGGCAGGAGCGACCGTGAGGACAGGCTTTTGCTCTGCG 

>Sequence 408 

AGGTACCAGTTCTAAATGGGCCAAGATCCTGGGGACGCCAAAGTTATTGG 
CTGGATGGCTGATGAACTGAGGCCAACTAGAGACTGGTAGCACAACTGGG 
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GACCACTTAGGGATGGAGAGTGAACACATCCTGGGCCTGGATAGGACGGG 

GAGATGGTGAGTGATGGTCAGACGTGGCCCTTGGCTCTCACTGTTGTTAT 

CCCTCTCACGTTCACATAGGGGCACACGCAGGGCCAGCTTCATGGGTGTG 

CAACCTGTGCAGCCACTCAGAAGGGCCCCATGCTGGGTTTAATGCTTGGC 

TGTCACCATCATGAAATTAATAATGGTTGAACAGGGGCCCTGCGTT 

>Sequence 409 

AGGT ACAGAAATAAAAATTAGCAAACAATTATTCTAGGGATATTTTCAGA 

TTTTACTTCATTTCTTGAAATGCGTGTGCCATATGCAATTGCATTTCTTG 

TGCCAAGAAACTAATAGAACTTATTTCACTTTACCTTTTTTTAAAATGTG 

AATTTAGTTATTATAGTTCAATTTTATGCK3CTTACAGATGGCTTTTAT1T 

TGTTTGCAGCTGACACTGCAGTTCCTTTCATGCAAAATACCATAAACTGT 

TTGATGAAAATCATGCCCCTAATGGAAACTCTCTAGTTTTTCCATATAAC 

TATCCTACTGTACCTGCCCGGGCGGCCGCTTCGACCAACATGTGGTGAGC 

ATTCCACGGGCGCATGAAGTCTGGGTGCTGTGCTCGAGTCTCTGAATATT 

TTGATAGGAAGCGACAAGAAAAATCAAACTGCTCTTTGCTGACTACTGGA 

AAGTGAAAAGATGCTCAAGTTTACCATTTCAAGAAACCATAG 

>Sequence 410 

AGGT ACAGAAATAAAAATTAGCAAACAATTA'fTCTAGGGATATTTTCAGA 

TTTTACTTCATTTCTTGAAATGCGTGTGCCATATGCAATTGCATTTCTTG 

TGCCAAGAAACTAATAGAACTTATTTCACTTTACCTTTTTTTAAAATGTG 

AATTTAGTTATTATAGTTCAATTTTATGGCCnTACAGATGGCTTTTATTT 

TGTTTGCAGCTGACACTGCAGTTCCTTTCATGCAAAATACCATAAACTGT 

TTGATGAAAATCATGCCCCTAATGGAAACTCTCTAGTTTTTCCATATAAC 

TATCCTACTGTACCTGCCCGGGCGGCCGCTTCGACCAACATGTGGTGAGC 

ATTCCACGGGCGCATGAAGTCTGGGTGCTGTGCTCGAGTCTCTGAATATT 

TTGATAGGAAGCGACAAGAAAATTCAAACTGCTCTTTGCTGACTACTGGA 

AAGTGAAAAGATGCTCAAGTTTTACCATTCAAAGAAACCATANGCATTTT 

CAAAAACN 

>Sequence4ll 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 

AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 

TAAGAGATCAATTATTGTCAGTCTTTTTTGTATGTTTTTTAAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACAC 

AACTGGGCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAAC 

AGTTCATGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAG 

TTGTAGATGAAGTTAAGTTATAAAAGAAATTAAAAATGCCGTAA 

>Sequence 412 

CCGGGCAGGTTTGGGTCTGAAAGTCGATGAAGGACGCGATTACCTGCGAT 

AAGCTTCGTGGAGTTGGAAATAAACTATGATACGGAGATTTCCGAATGGG 

GTAACCTAACTGAGCAAACCTCAGTTGCATTTTGATGAATCCATAGTCAA 

ATTAGCGAGACACGTTGCGAATTGAAACATCTTAGTAGCAACTCAAAAAA 

AAAAAAAGAAAAAATGAAAAAGCTTGTAACCT 

>Scquence413 

CCGGGCAGGTACTTACACTCCAAGGTAACAGAATAATAATACAATCTTCT 

ATTTATTGCTCCCTATCAATGTTCTAAAAACCTTACATTTATTTAATCCT 

CATAAAAATCCTGTGAGGTAGGTAGTATTATCATCCCTAATTAAAAGATG 

AGGAAATTGAGACACAGAGAGATTAAAATTGCTCAAGGTTACAAAAACAG 

TAGGTGTTAGAGCAAGAATTTAAACCCAAGCAAGTCTGACTCTAGAGCCC 

AGGATTCATCACAATATTCATTTCCTATGAGCAAATCTCAAGGTTTTTGG 

ATATCTATAGTAAACCATTTATACTTCTAGTCAAGTAACACATATGAAAA 

TTCATGTCCACACCATGGTGAAGAAGTTGTTCAAAGAATAAAATGAATGC 

CTTGAAATTTTGGCAGATGATACTACCATGATAATAGGTAAAAACTGGTG 

GCT 
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>Sequence414 

AGGTACTATGAAAAGTTGATTGTAGCACAACTGTTCAATTAGTAAAAGGT 

CTTCGGCAAATTCCCTTTAGAGTATACTTTCTATAAACTACATGTTCCAC 

AAAAAGGTCAATTATATATACAATTGATTTGTTTTACTTAATCTTATTTG 

CTCAGATCTTGCAAATGCAATGAGAATATTAAGCCTGAGGCTAGTTCTCA 

GTGTATAGG TTTAA CAAATTAAGGCTCATTTTCCCAAATCAAAATAGTTT 

TTAGTTTTCCTTTTAAATTATGAATTACATTCATAGTACAAGAAGAAATG 

CTTAAGGAAGAATTTCAAAAGAAATCTGAGCAGTTAAATAAAGAGATTAA 

TCAACTGAAAGAAAAAATTGAAAGCACTAAAAATGAACAGTTAAGGCTCT 

TAAAGATCCTTGACATGGCTAGCAACATAATGATTGTCACTCTACCTGGG 

GCTTCN 

>Sequence415 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

G ATCTGAAATCTGT AGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

Gin I I 1 1 GTTTTTTA AG AAAGCA AGTATATTAA AATATCTCTGTTAG AA 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGTACCTGCCCG 

>Sequence416 

AGGTACATAGAGCTTAAATAATATCAAAATGCAAATATAGATTGGGTGCA 

CTGTTAAGCTGAATTGCAAATTATGGCAACACACACTGGACTGGGGTATA 

CGTTGCTTTGATATCACCATTTGTTTGTTTATGTCATGCAGACCACAATA 

GTCAATCTTTTGTTTTTCTTTTTTGTACCTGCCCG 

>Sequence4l7 

CCGGCCAGGTACTGCCATGGCCAGTAAAAATGAAAGTGGATAGATACGGA 

AATACACACAAAGTGAATTTTGCTAAAACAAATCAATGGCACTTAAGACA 

TTTCT ATTCT AAAAGGCnTATTCTTAAGGCTTTTCTATTCTAAAAATTTG 

CAATGTTTTAATTGAATATTAGATTTTGTAAATGTGGTTTATTTGTCACG 

TGGA TGAAA TATCAGGAAATAACTCACTGCTCAGTGGAAACTCTCATGGC 

TGCTGTTTTTTGTTGTGTTGTTTCAGGATTGGAGGTTTTAAAGCAGGAAA 

CAGCAGTTGTTGAAAACGTCCCCATTTTGGGACTTTATCAGATTCCAGCT 

GAGGGTGGAGGCCGCATTGTACCT 

>Sequence 418 

AGGTACTTTATTATATTGGGTGTCTTGTC Mil Tl GGGCTTTTAGTTAGC 

TAATGAATGAATACATTAGACACTTTTGGGTTTTAGTTGGGATTTTACAT 

AGCTTGCATTTTAATTCTTTGGTTCTTTGCTGTTTCTATTAACCCACAGC 

ATTATTTTAATANATGTTATANTACCC 

>Sequence419 

CCGGGCAGGTTTGTGCTATTCATTATTAAACACTAAAACTTTGGCGGTTC 

TTGCATAACATTGTCAGATTTTTTTAGTGTATTTCTGTGAAGTCATTTTT 

TTTC TTGTCA TTCCTTTTGTAGTAGTTGCTGTTTGGATAAAAGTTGATGT 

GTGATTTTTTATTAAACAAATAGTAAACCCTTCAATTATAGTTAGTTCTT 

GGTGAAGTAAGATGTTTGTAGGACTTTAGAGTTCTTTAATTTCTTGGCAC 

AACGTGACTGTTGAGCTAACACCAAATAGTGTGTTGGCAATACTTTTTCA 

AATGGCTGAAAACACCTAAAAATTGTTCATTCAGAAATATCTGTCACTGC 

TCTGTTGCCAAAACTCAGAATAGAACTTATACGTATGTCTGAGTCCCTGA 

GATCACATGCTAAAGTCGATGAAAAGTAACCCACTGCCACTGTCTTGTGT 

CAAAAATTTTACAGTACCTTGGCCGCTCTA 

>Sequence 420 

AGGTACTTTTGGTTATTTTTCTGTCATCAAACAAAAACAGGTATCAGTGC 

ATTATTAAATGAATATTTAAATTAGACATTACCAGTAATTTCATGTCTAC 

TTTTTAAAATCAGCAATGAAACAATAATTTGAAATTTCTAAATTCATAGG 

GTAGAATCACCTGTAAAAGCrrGTTTGATTTCTTAAAGTTATTAAACTTG 

TACCTGCCCGGGCGGCCGCCCGGGCAGGTACACAACTGGAAAGACTGCTG 

TAATAACACAGCCTTGTTATTTTTAAGTCCTATTTTGATATTAATTTCTG 
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ATTAGTTAGTAAATAACACCTGGATTCTATGGAGGACCTCGGTCTTCATC 

CAAGTGGCCTGAGTATTTCACTGGCAGGTTGTGAATTTTTCTTTTCCTCT 

TGNGGGATCCAAATGATGATGTGCAATTTCATGTTTTAACTTGGGAAATG 

AAAGTGTTCCCATATAGCTTTAAAA 

>Sequence421 

A G GTTTTTTTTTITrnTTTTTTTTGC A A A G ATTTTTTTTATTTCTACTG 

GGGAGGGAGGAGGATAAATAGAACTGTTTTCCAATTTGCTCTCCACTGTA 

TACACACATACCCACACACATACATAAACATACATACACCAAAAATACCC 

CAAACAAAAAACAAAAAAACCAGGAATCAAAAACCAAAACACCCTCAAAC 

TGCACCAATACTTCATATTTTGACCAAAAAAATATCCTGGGAGGAAGTGC 

AAAATGCAAAATCAAATGACCGAAAAATGCTGAACAAACAGCATTATTAA 

TATACAAAATATTTATATTACTGAACTAGTAACAGGTGATGTTCTCCATG 

TCTGTAAAACTTTGGAACCACATAGCTGATTTGTTAAATCTAGTCCATGC 

CAGCTTCCAAAAACCAAACTTTTAGTTAGCTTCATTCTTTGATGCCTCAT 

CAAAATTTTCTACAAGATCTGGAACATCATAATCTTTCG 

>Sequence 422 

CGTGCCGATACACTACTACTGGGCGAATCGGAGCTCCACCTCGGTGGCGG 

CCGCCCGGGCAGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGAT 

GGTTTCCAGTATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTT 

TCAATATGTGATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTG 

AGAGTATCATCAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTC 

TCCATCTGGCCTCAAAACCAAATGCCAAGCTTAATTGGGCCAAAAAAACC 

CCGAAAGGGGGTTTGTTTTTTTCAGCCCCCTTAAAAAATTTTTTGGGAAA 

AAACGGAAATTTGGCCCCCTTCTTTAAAGGGGGGCCCCCCCCCTTTTTTT 

TTC A AA AA A A ITTTT I" I " I GTCCCCCC 1 " rm GTCCCTTTATTGTTGTG GG 

GGCGCCCCCCCCCAAAAAAAAAAATATTATTTCTCCCCCCCGGGGAGGGG 

GGGGGCGCCTTATTTTAAAAAAAAAAAAAAAAAAA1 1 1 rTTTTTTTTTTT 

TTCCCCCCCCCCCCCCAAAAAATAAAATGGAGCGGGGGGTGAA 

>Sequence 423 

CCGGGCAGGTACTGATTTCAGTAAGTCTCATAGGTTAAAAAAAAAGTCAC 

CAAATAGTGTGAAATATATTACTTAACTGTCCGTAAGCAGTATATTAGTA 

TTATCTTGTTCAGGAAAAGGTTGAATAATATATGCCTTGTATAATATTGA 

AAATTGAAAAGTACCTCGGCCGCCCGGGCAGGTACCATCTTGGCGGATGA 

CTTCAGCATTAGATGGTCAGGTGTATTTTTTTATTAATAGGCGCATTCAG 

TTTGGAAAAGGCAGCTTTTCATTAATGTCCCACGTAAAGGAATATGGCCT 

ATACAGTACCT 

>Sequence 424 

AGGTACAGTAACATCCAAGAGCCCATTCTACAGTGGGTGGTTTTGGTCTT 

TTTATAACTTTTTCTCAAAGTCACTGATGTTTGTTCCTGTTAAATGTATA 

TGCATTGTAATGAGAGCCCATCAAATCCTGAGTGTCAGTTTGTTGTACCT 

ATTG TAGATGAAATAGAGATGTACCACAAACCTAGTAAATTCTGAATGCT 

TTTTCACGTAGACTTATCTGGAATGGGAACACACCTCTTCGGATAATAGG 

AAATGCTTAACGTGGGTTACTGAGTCGCGCATTGCTATCATGGCTCATAT 

AAATTTTACTTTGACCTGCCCGGTCCGCCGCTCTAGAACTAGCGGATTCG 

ACCCGCT 

>Sequence 425 

AGGTACTGTGGATCTAAAAACAAACAACAACTCAAAAAAAAAAAAAAAAA 

GAAAGAAAAAAGAAAAAGAAAACCAATGCAGGTGAAGGTGTTACCAGGAA 

GTTAAGCATGCCAAAAGGTGTTCCGTGCGAATGAAAACCTAAAGCCAAGG 

TACTCTCCACTCTTCCAGTCAGAGTGGCACATCTTGAGGTCACGGCAGGT 

GCGGGCGGGGTTCTTGCGGCTGCCCTCTGGGCTCCGAATGTTCTCGATCT 

GCTGGCTCAGGCTCTTGAGGGGTGGTGTCCACCTTGAGGTCACGGTCACG 

AACCACATTGGCATCATCAGCCCGGACCTGCAGCATTGGTAATAAAAACT 

CTGTGATTTTTAATTTCTCTGAAGTGCATTATAGGGAGC ITTTTTT1GAT 

TAAAAATAGGGTTCTACAGGTAGTTTCAAACAGGACATTTGAAATTTAAC 

AGGCGAGCAGTTACTGGGCCACCATTAACACTTAAG 
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>Sequence 426 

CCGGGCAGGTTAAAAATGTAATCTAGTTGGCAAAGGTGTGCGCTAAAACA 

CGGAACCGAACATGCATrGATTTGGATAACTTTTGAGGGTTTTTGTCAAA 

TAGCATGTGAAGAGTTACATTTTTCTTAAAAGATTGGTGGTCCCAATGTC 

AGAGTTCTTGGAACAGATAACTGAATGATAGATTTTTTTTTTAAAGATAA 

AACTTTACAACCTGCACATTTGTTATGCATACTAAATGGTGTGTTAAAAT 

TAGGGTTTCTTTGCCTCTCTACACTACACTAATCTGCCTAAAGGTGGATG 

TTTCATATTTATAATGCTAATTATCATACCTACCTACTTTAAATTTTAGG 

TAGAAAATTATCTGATTTAAATACAAACATATTTTTCTCACATTGAGTAA 

TATGCATAATGTAGGTTCAAATGTATTTCATTACTATAGTCACAATATCC 

AACTAAAAATTACGCTATCTAG 

>Sequence 427 

CCGGGCAGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGAT 
AGACAGATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGT 
ATCCATGATGATATTGCCTAG 
>Sequence 428 

AGGTACACGCATACAGGGCAGATGTCAGAGATTATGATCACAGGGTGCTG 

CTCAGATTTCCCCAAAGAGTGAAAAACCAAGGGACATCAGATTTCTTACC 

CAGCCGACCAAGATATTCCTGGGAATGGCACAGTTGTCATCAACATTACC 

ACAGTGGGGATGGGTTCACCCACTATCCCCCTGGGTGCCCCCACCCCCAA 

GAGGATGGGTGTAGGGCCCCAAAACAGGTTTTTTGTTTTAAAAACAAATC 

CTCGGGACTATTGGCTTCCCCAAGGCAATTTGTTTTGTTCCCTGCCCCGG 

GGGGGGCCGGTTTTAAAAACTGGGGGGCCCCCCCCCGGGGGGGGGAGGGA 

ATTTCGATATAAAAATTTTTATTTTCCCCCCCGCAACCCCTrGGGGGGGG 

GGGCCCCCCCCCCCCCCCATATTTTTTGCCTTCCCTTTAAGGGGGAGGGT 

TTATATTGCGCCCCTGGGGGGAAAATAAGGGGCACATAGTGTTTTTTCCC 

CGGGGGAAAAAAATGTGTTTCCCCCA 

>Sequence 429 

CCGGGCAGGTACTGCGTGTTCAACCGCAACGAGGATGCCTGCCGCTATGG 

CAGTGCCATCGGGGTGCTGGCCTTCCTGGCCTCGGCTTTCTTCTTGGTGG 

TCGACGCGTATTTCCCCCAGATCAGCAACGCCACTGACCGCAAGTACTTC 

CTTTGGCAGACGGCTATTATGTTTTACTTTAGTGCCGTATTGTGGATGCC 

AGAGAACTTGCATTTGCCAGGGAATAATCTCCTGAGATGCTATATTATGA 

AGTAGAATGGGTGTAGTCTAATTCAATAAAGTCATCATTTCTTTGCACTT 

GCTT GACAGTTTGAATTTTTACCATTTTATACCATGTGTCTTCAGTAGAA 

TTTTGCCATATTATATAACCACAGGCAACCCAGGCTAAATGTAGACGAGC 

GTCATTTCTGAGATACATTTCCAAAATTGCTGGAAAATTTGTGCTTTA 

>Sequence430 

AGGTACTCTTCACAGCTGATCCAGAAGTCAATATTCTCCTCACTATATTC 

AG ACTT CAAGAAAGCTTTGAAAGCTGCCAGCCCACATTCATGACTAATCA 

GGTTTTCCAGTGATTCAGCCCATTTCTTGACTTCCTCTTGGCTCACTCTC 

TGGCAAATAACCACTTTGTCCTTCTTGTGGGCGAAAGATTGGTGTCACAG 

GAATCAGATTTTTGCAGCAAGAAAACCAAGCCGTGGTTCCATATTTTTTT 

GCACTTCTTAAAGCAAGAAACCCCGGAAAACCGGGAAGGCCCTTTGCAAT 

TTTTTATTAACC AGGTT GGGAATTCCCCAGGCCGGAAAAAAAATTGGCGG 

GAGGGGGGGCC 1 ! 1 1 1 TTTI 1 11 ATTTAAAAAAACCCCGGGGGGGGGGGG 

AAAAAAATAAAAAAACCGCCCCCCCGGGGGGGGGGGGATTTAAATTTTTT 

TTCCCCCCCCCCCCCGGGGGGGGGGGGGCGCCCCCA1 11 T i l I T i TTTTT 

TTTT 

>Sequence 43 1 

AGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGTGCTTGAGAATGAAATG 

TTTCCCATCATAGTGGATTCTTAAGCACGTTCTCCACGTATGCGGCGTGC 

TAGCTGGATGTCTTTGGGCATAATTGTTACACGTTGGGCGTGGATAGCAC 

ACAGGTTGGTGTCTTCAAGGGGGCCAACCATAGGGGCCTTATTCGCCCTG 

CTAAAAAACCCATATTGGTTCTTCTGGGACCCCCCAATTTTTTTTTAAAG 
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GCCCCGG AC ATTTI H'CCC ACC AACCCCCTGAGGGGGG AGTTTGGAAAAT 

AAAAATTTAGGGGGCTTTTTTAACACCTTTATTTTTTGGGGGGGCCCCAA 

ATTTCTTTCGCGGGGGGGGCCTTTTAAAAAAAGGGGGGCCCCCCGGGCGG 

GGGGGGGATTTAAATATAAATTTTTCCCCCCCCCCCCCCCCCGGGGGGGG 

GGC 

>Sequence 432 

AGGTACATCGATGTTGATCTTCAGTTTATCTCCCCGCGACTTGTCCACGT 

AGAGCTCAGGATGGACCTCCGTGGTGAGGTAATACTGCACCTGCCCGGGC 

GGCCGAGGTACATGCCTAGACCTGGGCTCCGGCCAGCGCCCAACAGCGTG 

GATGTCGATGACTTCATCAATACGAGAATACAGGAGGCAGACAATGACCC 

CACGGCTCCTCCTTATGACTCCATTCAAATCTACGGGTATGAAGGCAGGG 

GCTCAATGGCCGGGTCCCTGAGCTCCCTAGAGTCGGCCACCACAGATTCA 

GACTTGGACTATGAATATCTACAGAACTGGGGACCCTTGGTTTAAGAAAC 

TAGCAGATTTGTATGGGTCCCAAGACACTTTTGATGACGATTCTTAACAA 

TACGATACAAATTCKjCCTAAGAACTGGTTTGGCGGTCTCAAGATTAGAAA 

ATGTGAACAGGGG 

>Sequence 433 

AGGTACATGTATTGCCATTTCTCTGCTATATAGTAATATTTCTTGACACC 

AATGGTAATGTGTTTGTTTCTTTCTCAGCACCAGATGTGTCCATATGTAT 

TTAAACAGTAGGAGCATTGTTTCTAAATTCATCTATGCTATGACATATAT 

AAACCCATTATTATTATGTTTCACTAAAGTTCCAGCACTTTAGAAAAGTT 

TCAGTTCAAAGTCATTTTGGCTCATTCATTTAGATAATACTGACCATTTT 

GCACTACAATTTCAAAAGGAACATGAGAAATTTGGATTTCTTTGAAAGAG 

TCAAATATGTAATTACAGAATTGAAACACTGTGTTAATTACAAAGTGATG 

GTAATAATAAACATTAAAAATTTCCCAAGTAATGATGACTTAAGCGTTCA 

AATCCAGNTATGTGCTTTGGTATTGAAAACAGTCCAACAAAAATTCTTTT 

GGTGTTTTCTGTTN 

>Sequence 434 

CCGGGCAGGTACAGGAGTTTCCCTATTTTGGTGTTCAGCTTGAAAAAGGA 

CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 

TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 

AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 

TAAGAGATCAATTATTGTCAGTCTTITTTGTATGTTTTTTAAAAACATAG 

TCCAGAGCATGGGCAGAATTGACACCTCTCTTTTAAGTGAAATTTGGATT 

GCTCACAAAGCACTAGGAAATGTCATGGGGTTCAAATATATATCCTACAC 

AACTGGGCAATACATTTTTGTTTGATTTTTAGGTCTGTGTATACATTAAC 

AGTTCATGTAATTAATACCTGATCATTTGGGATAATGAAAGTGAAGTTAG 

TTGTAGATGAAGTAAAGTTATAAAAGAGATTAAAATGCCGTAACTTTTTA 

A 

>Sequence 435 

CCGGGCAGG TACCTTA TTGATAGTGGAATTATATATTTTTACTCTATGTT 

TCTCTACATGTTTTTTTCTTTCCGTTGCTGAAAAATATTTGAAAGTTGTG 

GTCTCTGAAGCTCGGTGGCACCTGGAATTTACTGTATTCATTGTCGGGCA 

CTGTCCACTGTGGCCrrrCTTAGCATTTrTACCTGCAGAAAAACTTTGTA 

TGGTACC TCGGCC GAGGTACACAACTGGAAAGACTGCTGTAATAACACAG 

CCTTGTTATTTTTAAGTCCTATTTTGATATTAATTTCTGATTAGTTAGTA 

AATAACACCTGGATTCTATGGAGGACCTTGGTCTTCATCCAAGTGGCCTG 

AGTATTTCACTGGCAGGTTGTGAATTTTTCTTTTCCTCTTGGGGATCCAA 

ATGATGATGTGCAATTTCATGTTTTAACTTGGGAAACTGAAAGTGTTCCC 

ATATAGCTTCAAAAACAAAAACAAATGTGTTATCCGACGGATACTTTTAT 

GGGTACTAACTGTTACCTGCN 

>Sequence 436 

CCGGGCAGGTACAGGAGTTTCGCTATTTTGGTGTTCAGCTTGAAAAAGGA 
CTTGTCAGAATCAACTGTGTCATCAAAATTTAAGTAATGTGCATTGAAAA 
TAAGGTTGATCATGGGAATATGCAGAATTTCCAATGTATTTTTAAATACA 
AATAAAATTGTAATTTAGAATTTTTAATCTTAGGTTTCTTGATTAATTTA 
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taagagatcaattattgtcagtcttttttgtatgttttttaaaaacatag 
tccagagcatggck:agaattgacacctctcttttaagtgaaatttggatt 

GCTCACAAAGC ACTAG GAAATGTCATGGGGTTCAAATATATATCCTACAC 

aactgggcaatcttitttgtttgatttttagggtctgtgtataca 
agtttatgtaattaatacctgatcatttgggattatgaaggtgaagttag 

TTGTAGATTAAGTATAGTTATAAAAGAGATTAAAAATGCGGTATCTTTTT 

AAGATAA 

>Sequence 437 

AGGTACTTAAGCACTGCAGATGCTCCAGTAATATGCCCATAAGTTCCTTT 

CCAATTTCAATTACTGGGAAAATATACATATGGACAATAGATGGATGCCA 

CAATAAAAGGCTGGCAGCCTAACCCTCACATGAATTTTTCCCTACCTCTA 

TTTAGGGTGACAGTGGAGGGCCTCTGGTTTGCTTTGAGAAGGACAAATAC 

ATTTTACAAGGAGTCACTTCTTGGGGTCTTGGCTGTGCACGCCCCAATAA 

GCCTGGTGTCTATGTTCGTGTTTCAAGGTTTGTTACTTGGATTGAGGGAG 

TGATGAGAAATAATTAATTGGACGGGAGACAGAGTGACGCACTGACTCAC 

CTAGAGGCTGGAACGTGGTAGGGGATTTAGCATGCTGGAAATAACCGGCA 

GTAATCAAACGAAGACACTGTCCCCAGCTACCAACTACGCCAAACCTTGG 

ATTTTTTGGGTAATtTTCTG 

>Sequence 438 

CCGGGCAGGTACCAGAAACATTTTCTTTTATTGTTACTTGCTTTTTAAAC 

TTTGTTTAGCCACTTAAAATCTGCTTATGGCACAATTTGCCTCAAAATCC 

ATTCCAAGTTGTATATTTGTTTTCCAATAAAAAAATTACAATTTAAAAAA 

AAAAAAGAAAACTAAAAAAAAAAAAAAAAAAGAAAAATCATAATATAACA 

ATAAAGCACAAAAAAAAAAAAAAAAAATACACAAAAAAAAAGGAAAGAAT 

TCAAGCTATTAAAAAACACAGAAGAAGAATAAATGGTTTTTGCTCTGGCC 

CCCCGGAGGTCTTTCTTATAAAATAAATATTTTTAAAAAAGATTTTAAAC 

AAAAAAAAAAAAATGTTTAAAAAAAAATCC 1 1 1 1T11 AAACACGGGGCGT 

l i t i ri AAGCAACCGCAAAGAAGAiri l i ri-nAAAAAAATAAATTGTTT 

nm n AAAAACTCCGGGGCCCGGrt fTrn-l-rAAAAAGGGGGGGGCAA 

AAAAAAAATGTTTTTCACCCCCAT 

>Sequence 439 

AGGTACCAGACTCTTATTTCCTGCAGCTTTTGAGAATTCTAAAGATACCT 

GAGTCATTTTAAATAAATTTCAGCTTTCTTTACCAAACTACCCTTAACCG 

GATTCTCCTTGAAATGACATCACCTGACACCCATGGCATGCTGCATGCCC 

ACAGCTAGATTACTTTTTAGTGCGCCCACGCACTTCTGCTTTTATTAGGT 

GAGGCAGAATCAAGATTCCCTTTTGTTGGATCTTGAACCTGTTCATGCCA 

CTTTGATATTCTAAATTCATACATAAACCAATGAAATATATGTGTTAGAA 

AAATTGCTATTTCTAGCTGGACGCAGTGGCTCATGACTATAATCCTACCA 

CTTTGGCAGGCCGAGGCAGGAGGATTGTTTGAGGCCAAGAGTTTGAGACC 

AGCCTGGGCAACATAGTGAGACCCTGTTTCTACAAAAAATAATAATACAA 

AAAATTAGTGGCTGGGCACAGTGGCTCACACCTGTAATCCCAGCACTTTG 

AGAGGCTTGAGCCGN 

>Sequence 440 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 

ATAAAAGGCCCAAT GAATG ATTGTAAATGTGTCTTCTCCTATGTATCCAT 

GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 

GATCTGAAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 

Gl 111 n 1 GTTTTTTAAGAA AGCAAGTATATTAA AATATCTCTGTTAG A A 

AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 

TTTAAGGCAAAGAGGTACCTGCCCGGGCGGCCGAGGTCCCCCTTTTTTTG 

TTTTTAATTTTCCCTCTA7 11111 1 11 1 ITl'lTAAAGCTCCCCCGATTTT 

GGGGTTGGACCCCTTTTTTATTTTTTAAAACCACCCCCGCCTTTAAATAA 

ACCTTAAATTTTTTTTAAAAAAG 

>Sequence 44 1 

AGGTACCAGGTTTTATTTTTCACCTTATTCTCTACITrAAACAAATCAT^ 
ACTTTCTGTTTAAGCCTCTGCTATAAATTCTCCTGGCTCTCCTGGGCTTC 
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CA TATT TTGGGGGCTGGGGTGTCAAAAGTGAGATGAAGTTCTTAGCTCCA 

GGTTTTGGGGTAAACCAAGGTAGGAACATTTTGGCATTTATTTCAATTAA 

CAATACTTCCTTGGACGGGTGCGGTGGCTCACGTCTGTAATCCCAGCAAC 

TTTGGGAGGCTGAGACAGGTGGATCACTTGAGGTCGGGAGTTCTAGACCA 

GCCTGGCCAACATAGCAAAACCCTGTCTGTACTAAAAATACAAAAATTAG 

ATGGGTGTTTTGGCACCTGCCTGTAATCTCAGCTACTTAAGAGGCTGAGG 

CACAAGAATCGCTTGAATCCAAGAAGCAAGCGGAGGTTGCAATGAGTTGA 

GATC 

>Sequence 442 

AGGTACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTGTAGAATGA 

TCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTGCT 

TTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTG 

GCATCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATT 

AAAAACTAGGCAATATCATCATGGATACATAGGAGAAGACACATTTACAA 

TCATTCATTGGGCCTTTTATCTGTCTATCCATCCATCATCATTTGAAGGC 

CTAATATATGCCAAGTACCTGCCCG 

>Sequence443 . 

CCGGGCAGGTACTGACAGGAGATTGGCTTTTACACTAAAAAAGACAGAAA 

ATGGACTAAATAGGAACATAATTTCAGAGTTTATGAGTCAGTTTACAATA 

TGCCATATTAGCGATCTCATGATGATTCAGACCACAGTCTGGGTTAAAGA 

TGTCTTGACCTCTGAGGCTAGCATAACATATATGAGAATACAACTTGCCT 

ATTTCCAGAAAATCTGTATATTTTTATAGAATAACTTTATTTACAATTTC 

TATCATCCAATTACTCACTAGGCATTATTTGTAGTACCTCGGCCGCCCGG 

GCAGGTGCTTATGGAAAGGATTAAAGATCTTTAAAAAAATCGAATGCTGT 

CATGTCAAAGTGAGGCATGGAAAAGTATATTAATGTGGCTTCATCGATTT 

GGGGGTTCCAATCTGGGGGGGGGTTTTATTTTATGGGTTAATGGAATAAA 

ATATCTTTTTAAATG 

>Sequence 444 

CCGGGCAGGTACAGCAGAAGTTTGCTGTCTCTAGGATTCATATAGCACCC 

ACAGAGCTCCAAGTAACCAAATTCCCCCAAAGACAGGAGGTGTGGCTGAG 

GAGGAGTGACCATATTGAGTGTAGCTTTGAACGCCTCCGTTACTCTTTAG 

GAGGCGACCGCCCCAGTCAAACTACCCACCACGCACTGTCTCCTTCCCAG 

ATAAGGGGAACGGGTTAGAAAATCAATTTAGCAAGGGTGGTATTTCAAGG 

TTGACTCCACTAGAACTAGCGTCCCAGCTTCAAAGTCTTCCACCTATCCT 

ACACATGCTAAACCAATTTTCAATACGAAGTTATAGTAAAGCTCCACGGG 

GTCTCTTCGTCTTGATGCGGGTAACCAGCGGTTTCACTGGTACCT 

>Sequence 445 

AGGTACTCC1 1 1 1 1TAAAAACACTGTAAAAGTAACCACAAATATGTGAGG 

ACTTACTATTTTAAATGGAATGGAATGAGCTCCATAGATTAGTTTTGAAT 

ATAAAGTATATAAAAGTGCATCAGTGGTTTATATAGGCTTTAAAAACATG 

TTATCTTACAGTCCTTTAAAGCAGCCATAGAGTTTGTATCATTTTTCAAG 

CCAATTTCAGTCAGGGATTTGAATTGTTTGATTATGGATGATAAATGTGT 

CATATCTTAT TAAT ATGTCTCATGTCTCGTTCCTTCTTAATATGATTTAG 

CTGGAATTCATTTTCTTTTCGTTTCATGTTTAATTTCATAAAACGTTTAA 

CAATTGGCATATATACTTGGCATTCCTGTCCACCAAGGATTGTAATCCAA 

GCCTGGGAAAATCTTAAATTTCTTTTTACTTAAATCTGGAAATTTGTCTC 

CATTCTGCCACCTTTTTTTTTTTTTTN 

>Sequence446 

ccgggcaggtacaagctcctaaaagaagattactgctgccaacttaagtc 

atctccgttaacgaaattgcattcttgtggcagagttaaaacaacaagag 

aaattcagtgtttck:tggttctgaatgtcatttttcctccctggtgtggt 

tttacattttcagcttctttcccttttcttctctcccaccctcaaaattc 

tgccttagcatttgtgtgcttaattaaatccactctgtgctttattgttg 

gagaatgtggacaatacaaagatttggggtggggtcatacagtgtataca 

aaacacacacactatgtgtttggacaaattcgccaagcgtgagaatcatc 

agtagtgagtttaaaagtttgaaaatcagacccaacattttgggtgttta 
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AAATATCTTCCGCCTTGAAATGGGTCCTGTTTAAGTGTTAGATGGGAGAG 

CCCTGGGTCAAAACAAAAACCAT 

>Sequence 447 

CCGGGCAGGTACAGAAGAGAGAAATTCAAACAAAATATTGCTGTTCTTCA 

GTTTTGTTTGTGGAATTTGAAATTACTCAAATTTAAAATAAATTACTGGA 

CTGTGGAAATAA CATAG AATTGAAGTTTTAATTAAATACCACTCAAACGA 

AAAGAACAGTAG 1 11 II GTAGTTTTATATTGGATACTGAGGCATTAGGGA 

GGCATGAAAGGAAGAGGAATGAGGATTGAGACATGTGAAGACATTGTGCA 

TTATATCAATGTGCATTCCTGTAGTTCATTAACAAGGTACCT 

>Sequence 448 

CCGGGCAGGTACCAAATGACCAAAATTTTTTATTTGACTAAATTCTATTC 

ATGC ATG AG C ATG AC AGTCTCCCGTTTATTTG ACTTTGGC A ATAA AAA AA 

CAAGCAGCCTTGTACTTCATTGTGAGGTGGCTACAACTCTATAATATGCA 

CAGTGATTTTAAAATAGGCTTTTTGCATGCCTTGCATGAAAGGTGCTACA 

TACAAACCTGTTTTGTGAACTCTTTGGTAACCACCAATTTAAAAATTTGG 

ATGAAAGCATTTCCACATGGACAGATCTGAAGCACATTATTGGAGCTCTG 

AGCCAAAGGTATTACCCTGTATATTGATTCTTCAGTTTCCTTGAGGGGTT 

AGGTGTTGATTTAGAATACAGCCAGATAATTTAAAGCATGTCAGGCCCCG 

GTTAGGAAAATGAAAATGGCTCCGATTCGTTTCCAGTTGGCTTTATTATT 

GTTTGGCAGAAAGTTGTTAGGGG 

>Sequcnce 449 

CCGGGCAGGTACAAAAATAGGAATGGGTTTTTTACCTGTTTAAAGTCACT 

TTGTGTTTATAACAAAATTACTTTTAGCTGAGGAACAAAGGTGACAAAGA 

TTTCTGTTGGTGGCTGAGAGTCAAAGCAGGCCAATCCACACCATTACCTG 

aaata nrn C AGGCTAATTTATA ACTTTATGG ATTTCCTCG ATAC AAGT 

TTATTAGTTTATTCTCCATATACAAGTTTATTCTCCCAGAATAGCAGCAA 

AT AAAA CTTGAATTGGATGTACCTCGGCCGAGGTACTACGTGCCAGCTCT 

AGTTTTCAGCCTTGGGAGGTTNTATTCTGACTTCCTCTGATTTTGGCATG 

TGGAGACACTCCTATAAGGAGAGTTTAAGCCTGGGGGAAGAGAAAAATTT 

TATTCCCAGAGTCAGAGGAGAAGAGACATGTACCTGCCGG 

>Sequence 450 

AGGTAC ACTGC ATATAAAAATGGTCTAAGATGCAATTTTCCTCCATTCCT 

TTTTTGCTTTTAAAATACTGAGACAGCATTTTAATTCAATATTCTAGGTT 

CAAACTGATACATTAAAAAAAAATCATACCAACCTTTAATCATTCTACAT 

CCATTTTTTAAAGTTAGCTAACAAGATGATGTTTCACTAAAATAAAATAT 

CCAATCATCAGATTAAAGTGTAAAGTTTGTGTGAACAGGGAAATTAGATC 

ATTTCTCTAAGTTTTAATTCCTATGTTTCTGAATGTTTCTTGAATTAAAA 

ATTCATTTCATCATCTTACTTTCAAAACACGGCATCTCTCTTTCACCATT 

CCACAGAGAGAGAAAAGACTAGAAAATACTTTAAAAAAAATAAATATTTT 

AAAAGTATAGCTTACAGTGACAATGTAGTATTTTAGACCTGTGCCTTCGT 

GCCTATTTGCATTACATACATGCTTA 

>Sequence 45 1 

CCGGGCAGGTACTACGTGCCAGCTCTAGTTTTCAGCCTTGGGAGGTTTTA 

TTCTGACTTCCTCTGATTTTGGCATGTGGAGACACTCCTATAAGGAGAGT 

TCAAGCCTGTGGGAGTAGAAAAATCTCATTCCCAGAGTCAGAGGAGAAGA 

GACATGTACCCCACCTCTGAAGATGCTGGGGGAGGCAGCTGGGATGGGAG 

CCAGCCCCATGCCTGTCTGTGACCCCACAGTGGGTGAGAGCCCGTCACAG 

TCCTGGGTGTGGCTGCTCTGGAAGAATTAGGAGGCAGCCATAATAAGAGT 

CTTCAGAGAGATGATGGGAGGGGGCCAGTGAGGACAGGAACAGAGAGTAG 

GATGTCCTATAATAAAGGGGCTTTGGGGAGGTGCCTGGGCCAAATGTTCT 

GTTAGACAGGTGTGTGGGCCTAGAGGAGAGAGCAGACCCAGAAATGTCTT 

TTGCAGCCCACGTTCTGA 

>Sequence 452 

CCGGGCAGGTACGGAGATGCTGCCTTGAGACAGCTGAGGTCACCGCGGCG 
CGCACAGGCCCCGAACGCTCAGGAGTGTGGTTGTTAGGAGAGCACACAGG 
TGTTCATACAGTGGCATTTGGGACACAATCGTTGGAACCTGAAGAATCTG 
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A AG VI 1111 1 lACCACCATCl 1 1 I TCTACTCTGTAAGGAAGTAGATCTTT 

ATGGGGAAAAGAGAATTTGGGGTGTTCTGCAAGCCAGTCAAAGTGGCACA 

GCAAA TCAT ATAAATCGAATTAAATGGACAACACCGTTAGATGTGTATGT 

AAAAATTTTCTGTTTCATATTTTTCCTTTCACTTTCGGTTTAAAACATG 

TATATGTACCT 

>Sequence 453 

AGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGATAGACAG 
ATA A A AGGCCCA ATG A ATG ATTG TA A ATGTGTCTTCTCCTATGTATCC AT 
GATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAAATGATA 
G ATCTG AAATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTGACAGTA 
G VI ' IMMTrGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTGTTAG A A 
AAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAAAAGCAA 
TTTAAGGCAAAGAGGTACCTGCCCG 
>Scquence 454 

ACCACTGACTTTGTGACTTAGGCGGCTGTGTTGCCTATGTAGAGAACACG 

CTTCACCCCCACTCCCCGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACA 

AGCTATTATATATTTTCATAATATAGAACTTTAAAGTATAGTAATCAACA 

GTGGCAAAATATTTCTGTCTCTGACATTATTA'lTTGTGAGATCCAACCTG 

TAATTGAGATCAGAGAAAACAGTATGGGAAAACAAATCCATGAGAACAGG 

ATAAAAATATCATGAACAGCAAAATATGTCTGAGTATTTAAAACTGTATA 

GAAAAAATAAATTAGATGAACAATTGTGTAAATATAAATTAAAAAAGATG 

ACATrCTTAATAAATAAAGTrTACTATTTACATTTTTATATATTGCCAAA 

AGATTTAACTTAGATCCATAAAAACACATAAACAGAAAAAAAAATAGGAG 

CAGCAAATTTATGCGCGTGAGGTACCTTGGGCGCTTAGA 

>Sequence 455 

ccGGGCAGGTcrrrrrii'irri-rrrrrrrnrrriGGGCGAATACAGATA 

AATTTATrAGTTAAATACTGATTTTCCAGCCATTTCACCTTAAGACAATG 

TTAACAGGTTTGTGGGTTAGGGAGGGTATACGAGGGGGCCTTTGGAAGAA 

AACAATGTAAATGATGATTAAAACAGAATCTTGGTTCAAAGGTATTCTCT 

GCTATAGCCAGTAGGATTTTGGAGTGAGGGGTCTGGGCGTGTGGGGAGGC 

GTAATAATGCCACAGTCAGCTACAGCTTTGCTGAGAAAGAGGAAAGGAGT 

TTTCTTGAGCTCCAGCATCAGGGGCAGAAACAGCAATGTGCAAAGGAGAA 

CGCGGCAGATCCCGGAGCAGCTCAGAGTCGGAGGCTCCCTCCAGGCCCCC 

TGCCGTGTTTAACAAGCGTCTTCTTTCAGGAATTCTGTGNGNTGGGTTTG 

GTTGCTTCGATTTCGTGTTGCAGAATTCTGGCTTTTTGGCTTCTGGACAA 

AAGACTN 

>Scquence 456 

AGGTACCTTTGATGAAGGAACTGACAGGAAATTAACAGCCTCGTGCAGGC 

AAGGACAAAGAGAAGAAAAGGCCCATTTGGGCCTCATATCTCTCTGGATT 

GGAACCCGCAGGAAGCAGAAGGGGCTGTTTAATCCTGGCTCCAGAGCAAC 

CGTGAAGGCTGGCTTCCTCCCTTGAAGAAGAACAAGGTGAAGGAAAGAAA 

TCACTGTGTTTTCAGCTCAGCGGCCCTGTGACATTCCTTCGTGTTGTCAT 

TTGTTGAGTGACCAATCAGATGGGTGGAGGTGTGTTACAGAAATTGGCAG 

CAAGTATCCAATGGGTGAAGAAGAAGCTAACTGGNGACGTGGGCAGCCCT 

GACGTGATGAGCTCAACCAGCAGAGACATTCCATCCAAGAGAGGTCTGCG 

TGACGCGTCGGGGAGGCCACCCTAAGAAGACCACCCGCCTTGCCGGGCGG 

GCGCTTAAAACAGGGGGATCCCC 

>Sequence 457 

TGGCGTGACCGCGCGCGCGCTACTACTACTATAGGGCGAGCTGCAGCGCG 

GCGGCGGGCGAGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAA 

TAAACATTGACAGTGTTTGGTGGGCACAGGGAAACAGGATAACGTAGAGT 

CATTACAGAAGAAAAAAACTTATTGCTAACATTGCAGTATTCCTTTTATC 

AGAATTAGGTGAGTATTGATTGTAAAAGCTCTATCAACTCTTGCTCTTAT 

TTGATGACTTTGAGACTTnTTACTCTTGCTATAAAAAGAAGGCTACTTT 

CTTTCCCTAATATATTTCTACCAATGCGAATAATTCAGGAAACAATGAGA 

GAAAAGTAATTCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATA 
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AAATAAAATCAAATTAAATCATTGAAAAGGCAGGCTTAGACCCCCTTAAA 
AACACCGTTAGTTGCCTACCATAATTTGAGCACTTTTTTATGAAAAAAAA 
AAAACCATTCAGTTTCCTACAGATTTTGCG 
>Sequence 458 

GCGAGGTACATTTCCATGGGCCCTGTTCCCATTGATGTATACTGCTTCCT 

TACTAACAGTGAGGGATGACTTTCATCAGTCTTTTATCACCTGAACAGTC 

TTCCGGCCATAATGATAGTAACTATAAGCTGATGCAGCTGTGGAGAAAGC 

TGTAAAACACCTTTTATGGAAGAAAAGACATAAAATGTAGTTGTCAAGTC 

TAAAAAATAGTAGCAACGGGAATCATAATGAATACATGCAATGAATTTAA 

AATGTAAAAATGAATTTAAAAAGTAAAAAGGGCTCTGTGGTGTAATTTTT 

CTTAACTACAAGAGTCTAAATACACTGCTTTTCTTTAAGAGTTCATTTTA 

ATTAGTAACGTCAAACAAAATTATTCTAGATAATGAGCCCTACAAATTAC 

TACTACTAGCAACTGTCATTTTTTACTCGGGCATGCTCTAAGTGTCTTAC 

ATTCTCATTTTATTCTTACAACGA 

>Sequence 459 

AGGTACAAGCTCCTAAAAGAAGATTACTGCTGCCAACTTAAGTCATCTCC 

ATTAACGAAATTGCATTCTTGTGGCAGAGTTAAAACAACAAGAGAAATTC 

AGTG TTTGCTGGTTCTGAATGTCATTTTTCCTCCCTGGTGTGGTTTTACA 

TTTTCAGCTTCrrrCCCTTTTCTTCTCTCCCACCCTCAAAATTCTGCCTT 

AGCATTTGTGTGCTTAATTAAATCCACTCTGTGCTTTATTGTTGGAGAAT 

GTGGACAATACAAAGATTTGGGGTGGGGTCATACAGTGTATACAAAACAC 

ACACACTATGTGTTTGGACAAATTCGCCTAGCGTGAGAATCATCAGTAGT 

GAGTTTAAAAGTTTGAAAATCAGACCCAACATTTTGGGGTGTTTAAAATA 

TCTCCCGCCTTGAAATGGCTCCTGTTTAGCTGTTAGATGGGAGAGCACTT 

GGATCAAAACAAAAACGAAATAAAAACAGCTTCTCG 

>Sequence 460 

AGGTACCTTGACGAGAATGAAAAGGTTGTATTAAAGAACTATCAGGACAT 

GGTTGTGGAGGGTTGTGGGTGTCGCTAGTACAGCAAAAAAAAAAAACGTC 

AAGCCAAACACAAACAGCGGAAACGCCTTAAGTCCAGCTGTAAGAGACAC 

CCTTTGTAC AAGCTTT T T T T \ 11111111 rTTTTTTTTTGGAAGTTTTTA 

GTTTATTACCTGCCCG 

>Sequence461 

AGGTACAATGTTATGTCGGGAACACGTGCTGCTAACTCACTGGTGAGTTC 

AATGGCAACGCTTCATTCGGGAGGCTGTTCTGCTTTACGCATCTGAGAAC 

TACATAGGAGAGCAAGTGTCTGCACCTCCTAACTGCAGAAGCTACCGTCT 

TCTCAAAGACGAACKjTCTTTGCAAAGTTCAGTGCTCGGTGTTCTCGGCAC 

AACAATGCAGTGTAGTTCAGAAGGTATTTTGGCAACTCTTAATCTGAACA 

AGAATGGGGGGGGCGCTTTTGAAAAATAAGGCTTTAAGAAGGCTTGTCAT 

T1TAGGGCTAAATTTTAATAGAATGTGAGTCTGAACTCTTACATTTAGAA 

CAAACAAAACCTTAAAATTACTGATTGGTTCAAAAAATGGTnTATGGAA 

AAATTAATCTGTAACAAAAAGTTGGCATTGAGTGCGAAGGCTCCACCGTT 

GTTTTTTTTTTTGTTTTTTT 

>Sequence 462 

AGGTACAAGC1 11 IT! 1 Tl 1 11 111 11 rTTTTTTT CCTGTTGCTACTAAG 

ATGTTTCAATTCGCAACGTGTCTCGCTAATTTGACTATGGATTCATCAAA 

ATGCAACTGAGGTTTGCTCAGTTAGGTTACCCCATTCGGAAATCTCCGTA 

TCATAGTTTATTTCCAACTCCACGAAGCTTATCGCAGGTAATCGCGTCCT 

TCATCGACTTTCAACCTGCCCGGGCGGCCGCCCGGGCAGGTACCAAAAAC 

CAACATGACACACAGGAAAAAATAAAAGTGCAATTTTAATATAGGGAATG 

TGATACATGTATAATTCCTCATAACAAAATGGTCAAAACCTTTAAAAGAT 

CCACAATAGATATCTGAAAATCTTAGCAATGCTGTATATATTTTGAGGAC 

TAAATGATGAATTTATATTCAAATTGTTCAAATATATTTTCAAAACTTTT 

AGAGCACAGATCATTGTTAATTTTG 

>Sequence 463 

CCGGGCAGGTACACGTGTTCAGTGTGTTGCACATCACAGCCCAGGTTGAA 
CTCAGCCAGCAGGATCTTGGCAGCTTCTTCCTGCTTTGCAGGAAGGACAG 
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AGGTTGAGGTAGGAACTTCATAAGCAATTTGGAGAGAGGCTCCTCCCATA 

TCCAGTATCCCTACTGTCCTTCTCCGTCCTGCTGCCAATTCCTGGGTAGC 

CTCAGCATCTGATTCATCCTCGTGGTCGAATCTTCCCAAAACAAAGTTGA 

TTCCAATCCATGCATAAACCCCTTCCTGCTTCCCAGAGATCACTTCTGCT 

TGAGACTGTGAAAAGAGGAAGTCAAACTCCAGTGGTAAATCTC 

>Sequence 464 

AGGTACATTTCTTGTTTAGGAGGGTTTTCCTATCTACCTTTCTACTGAAG 

TAGTTTCTGGAACTTTCCTGGTGGATCAGAGTTACGTAATGCAGTCTGAG 

CCTTCAGACTGCTAGTTAGAATTGTTTTAGGTGTTCAGAAAGGGCAAAAT 

AGGCTGATGTGGCCTGTCAGAGTGATGTGTTCTCAAAAAAGTTCACTTGC 

ACATCTGTGGGCCGCTTTTGTCCTCAGACCCTTAGTGGACAGACTCCACA 

AACCCTCTGATGAGACGATTGATGTGGCCAGGGTCCAGTTAGCATCAGTA 

GAAGGATGTCACTAGGAAAGGCCCAGGTATCTGGTAAGTC 

>Sequence 465 

AGGTACCTCAAACTCAGAGTTTCTrCCCTTCTTTGATnTCTGGAGGACC 

TGCAGCTGGCCTTCCTGAGACAGGCTCCATTCCTGTTCCATTTGCCTTCC 

CGGCAGCCTTCCCTTTAGTCKjGTATAGGTTTTGACGTTCTGAGTTACTTT 

GTATCAAAGAGCTAATTAAAAATGGTCCTTCAAAAACATAAAGAAAAACA 

GCTTGAAAAATGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACCAAAAAC 

CAACATGACACACAGGAAAAAATAAAAGTGCAATTTTAATATAGTGAATG 

TGATACATGTATAATTCCTCATAACAAAATGGTCAAAACCTTTAAAAGAT 

CCACAATAGATATCTGAAAATCTTAGCAATGCTGTATATATTTTGAGGAC 

TAAATGATGAATTTATATTCAATTGGTTCACATATATTTTCAAACTTTCA 

GAGCACAGG 

>Sequence 466 

CCGGGCAGGTACCTCAGCTATCAACATTTCTGAGCTACCATTCAATGTTC 

CTCTGTGTCATGGAGTGAAATTCTTGTTTTGTGGGTATTAGGAGTGTGGG 

AATGTGATAACCTAAACAACCTTTGCTCTGAAATTCCATTTTT<XCTCTT 

TCCCTGAGTTGTATTGACCTACAGAGTTAATTTCCTTTGTATTTTTTTAA 

GAAAATATTAAAAATCAACGGTCTCAAAAACCTCGGCCGCCCGGGCAGGT 

ACTCCAAGATGAGCTTGACGCGGCTGTGCAGCATCTTGATGGCGCTGTGC 

TGTGCTATCAGGTGTTCAGCCACAGTGGAGTC 

>Sequence 467 

CCGGGCAGGTACTTGGCATATATTAGGCCTTCAAATGATGATGGATGGAT 

AGACAGATAAAAGGCCCAATGAATGATTGTAAATGTGTCTTCTCCTATGT 

ATCCATGATGATATTGCCTAGTTTTTAATACAAGCTTAAGAATCAATAAA 

ATGATAGAT CTGAA ATCTGTAGATGCCAGTCTGGCTCAGTATTAATACTG 

ACAGTAGTTTTTTTGTTTTTTAAGAAAGCAAGTATATTAAAATATCTCTG 

TTAGAAAAGATTACAATTTGAAAGGATCATTCTACAATCTTAGAACTAAA 

AAGCAATTTAAGGCAAAGAGGTACCTCGGN 

>Sequence 468 

CCGGGCAGGTACTAGGTTAGAACATTGCTTAATCCTTTTAAAAAAAATGC 

ATTTACGTAAACACGAATACTGAAATTGTTGGATTTTTTAACTATATCTG 

ACATAATTTTATTCATCAATTACATTACACA7TCATTTAGCCCAGATTTC 

AAATAGTGGGGGAAGAAAGAAACTGTATTTCAGAGTAAAATCTCCTAAAG 

GATATATAAACACAGAGTTGCAAATACACATGCTTGCAAAAACATTAGTA 

TGTGAAATCCCTAGCAACAAGTCACTGGATTTTTCTCTGTCAGCACGCGT 

GTCAGCTGCCAAAGAATAGAC 

>Sequence 469 

AGGTACAAATGTGGTGTGTCTTCCAACTTTCATTGAAAATGCCATATCTA 

TACCATATTTTATTCGAGTCACTGATGATGTAATGATATATTTTTTCATT 

ATTATAGTAGAATATTTTTATGGCAAGATATTTGTGGTCTTGATCATACT 

TATTAAAATAATGCCAAACACCAAATATGAATTTTATGATGTACCAAGAA 

AGTCGGGATCGTCGGTAAATACGGGACCCGCTATGGGGCCTCCCTCCGGA 

AAATGGTGAAGAAAATTGAAATCAGCCAGCACGCCAAGTACCTGCCCG 

>Sequence 470 
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AGGTTTGAGCTCCATAGAGACAGCGCCGGGGCAAGTGAGAGCCGGACGGG 

CACTGGGCGACTCTGTGCCTCGCTGAGGAAAAATAACTAAACATGGGCAA 

AGGAGATCCTAAGAAGCCGAGAGGCAAAATGTCATCATATGCATTTTTTG 

TGCAAACTTGTC GGGA GGAGCATAAGAAGAAGCACCCAGATGCTTCAGTC 

AACTTCTCAGAGTTTTCTAAGAAGTGCTCAGAGAGGTGGAAGACCATGTC 

TGCTAAAGAGAAAGGAAAATTTGAAGATATGGCAAAAGCGGACAAGGCCC 

GTTATGAAAGAGAAATGAAAACCTATATCCA 

>Sequence 797 

ACTTCC1 1 1 i It ! 1 1 1 1 1 1 " I Tl TCTTTTTAGCTACCTGGGTATCTGCTTG 

GGACCCTGTCCTCTTCCCACTCCACTGTAGGGTAAGATTAAACTTTTCTA 

GGATTCTTATTAATGAAATTATATAGCATGGATACTTTTATATCTGGCTT 

CTTTTGGTTAGCATAATATTTTTGAGATTTATCCACGTTGCTTGTATCAT 

TAGTTTGTTC ATTTT GCATTGGTAAGCAGCATTTCATTGGGTGAACATAA 

TAAAACTTTATTTTTCTGTTGATGGACATTTAAATTTGTTCCGATTTGGA 

TAACTGTAAATAAAAACTGCTATGAACACATATGGTCAAGTCTTTATGTG 

CH3CAGATAAATGCTATTTTTAAATTTAAGAACACTAAACAACAGAAGTGA 

ATTGATTAGCAAGTCACCCATATTTAAGTTGGAATCATCTGAAAAGATTA 

TATATCTTGGTTA AG ACTTAA AAACTA ATA A A ATTCTTATA AAATATATT 

CCTGCATTTGAAAATCCTTTGAAGATACTCATAGTTCTATTCACACAATT 

TCCGGTGAAGTCACACCATN 

>Sequence 798 

GGTACTTTATATACATAATATCTTACTCTCTAATCCACATAATGGAGTTG 

TGCCAGACTCCAAACTGAACATAATATTTATATATACATATATATTTATA 

TATATACACACATACATAAACTATAAACCTGAATATCTTAGCATACAAAA 

CTTATCTAACAACTAATAATTTATGATTCCTTTGAGAGGGAGGGGTTAGA 

AGAAACTCTTCTTAGTCTTTGAAATAGTACTGACAGTAAGCAATAAACAA 

CATTATTAATTTCTGGGTTCTCATTTATTCAAGTGAAAGACAAATAAAAT 

AAAATTCACTTCTGAGCCACTAGAAATTTTGAAATCATAAAGGATTATTG 

GGAAATGAGTAGTCTTTAAGAACAATTTAGTGTTATCTAAGTAAAGTGGA 

TTTTGGTAAGATACAGAGAAAAATCTATGCATAAATAAATTCTTGCTTCA 

TTGAGCAACTATAATCGCTAAATGGGTCTTTCTAAGTATCTCAGGAATGT 

TTTTAAAATATTAATAGTGAATAAATTAGATCGAGGATAGGACCAATCTT 

TTCCAAAGCAACCAAATATAATAN 

>Sequence 799 

AGGTACTCAAAAGGCATTTCCGCTTACAATTTGTAGAAACACAAAATGCG 

TTTTCCATACAGCAGTGCCTATATAGTGACTGATTTTTAACTTTCAATGT 

CCATCTTTCAAAGGAAGTAACACCAAGGTACTGGGTAGATATACGCAGGT 

GATCACAAATCTTTTATGTCTATTCTTGATCCCTTTTTTCTTTACTTCCC 

AAATTTGCCACATCTTTCTTCTACAGCTAATAGGATGGGCTGCAATTAAT 

TGGTAATGGTAAAGAGATTATGCTTACAAAAGAGGTGAATGTATCATATA 

AGGAGCATAGGTTGGAATTTTAAGAAACGTAACCAAACATATTGGAATTA 

AAA 

>Sequence 800 

CCGGGCAGGTACTACCCAAGGTCCTCTGTGACTCGCCGCCCACTACCCAA 
GTGAATGAGTCTCCCCTAGAGCTTTGCTACTCAGAGGGGTCTGAGGACAA 
CAGCATGGGCCAACACGTGCACTCGAGCTGCCTGGAGATCTTGTTCAAAG 
GCAGATTCTGAATGAGTAGGTCTGGGTTGGAGCCTGAGAGTCTGTACCT 
>Sequence 80 1 

CCGGGCAGGTAC 1 1111 rTTTTTTITTTTTTTTTTTGGAAATAAAATT^ 

AATGGAACACAGCCATGCCTGTTCATTTACATATTGCATAACCCCTACCC 

CTAGAATTGAGCAGTTGCAACAGAGGCCATATGGCCTGACAAAGCCTAAA 

GTGTTTACCTATTGGGTTCTTTACACAAAATGTTTGCCCACCCCGGATTA 

TATCATGGACTCGACTTGTTTTGGTTTCATATTCATAGTCTGAATATATT 

TTGGT AGCC TTAACAGTTCTACAGGGAGAGAATATACAAGTCAGGCTATT 

CTAGGTTTTCTGTAGTTTCACAGATTTGTCATTATAATCAGATG 

>Sequence 802 
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AGGTACCAGGACCTCTAACTCGCCCTGACACAGAGCAATTAGACTCCCAT 

AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 

CACCCAGGATACATTGCTCAACTGCAGTTGCCTTGCAGTTTGATCCCAAG 

CATGGTTGAGTTACCATAAAAAAATTATGTACCTGCCCG 

>Sequence 803 

CCGGGCAGGTACCTGCTAAGTGCTGGACAGCCTTTCTCACATTTCCTCCC 
AGCAATCCTAGAGGCAGGCCTGGTTGCCTTTGTGAAGCTCAGAGTGGTTA 
AGTAACTTGCTCAAAATCACAGAGCTACTAAGTGGTACCT 
>Sequence 804 

CCGGGCAG GTCTTC CCAGGGATAGTTTTCCATTTGATTAAAGTTTTGTTC 

TTATGTTACTTTTTACTGTTGTTTTTGCAGTTTACCTAATGCTAATAGGG 

TCTCAGGAACTGTATTTGATGTTAAAGTGTGGTTTTTCCAGAAGATGACA 

GATAATTGGTGGTCTCCCCTTTTCCTCAGCAACATAGTTGTACAGCATAC 

TGACTCAATTCTTAAGTCTGATTTGTGCANATTTTTATCGTACTTGAGAG 

TTACAAAGCAAGTGAGAACTTGAGGGATCAAGATCCTGGAGAGAAGGAAA 

CCTTAAAAGGGTAAACCCAACATTTGGCTCTACTTTTCCCCTTGAGGTAT 

C 

>Sequence 805 

CCGGGCAGGTACAAACCCCAAGTGATTATAGAAAAATCAATGTGGCAGCT 

ACACTAGAGATGTCCAACCCCAAGGCTATGGGCCGTTGCTCCCTCTTTCC 

CCCCAATCCCAATCCCGCGTACGCGGGGCCTCTTTTCCGTGGCGCCTCGG 

AGGCGTTCAGCTGCTTCAAGATGAAGCTGAACATCTCCTTCCCAGCCACT 

GGCTGCCAGAAACTCATTGAAGTGGACGATGAACGCAAACTTCGTACCT 

>Sequence 806 

AGGTACCCCTAAGTGGGAACCTACCAGGACATTCAAAGCAAGAGCAGTAA 

GTTCTGAATGTTCTGGGACAACCTGGGTGATATGCATGGATATGGGCTGT 

GGAGGCTGAGCATTTTAATGATAACTTAGGGAAACGAGGCATGGCCATGG 

TGTAAAACTCTCAAATCCCAAGCCCTAATCCAACCTTAAAATCCGAGTCT 

TCTAAAGGGCTGTTTTAACCATGAAAGGACCATAAGAAAGGCAATTCACA 

GAAAATGAAGCCATGTGGCCAAGAAATATAAGAAAAACAGTAAAAGCCCT 

TAATCTCAATAGCAATAGAGTGGATGCAAATGAATATAATGAGTTGTC 

>Sequence 807 

AGGTACTTTTTTnTlTn TTn 1 1 1 I I 1"1"1"1GGCCTCTCCAGTCTTTGA 

TTGTCCCGCAACAGTATTACAAACAAAAGGCATTAGGCAAAGCATGCTGA 

ATTGATTGGAGTCCCTTGGTCAAAGGTATTATTGATTGACGGCAATCAGA 

TCCACTCCCTCAG AA AGG ATTTG AGTAG GCCTCTTCTG TCCATCTGCAG A 

AGGTTCCCCAAAAGGGGCAGAGGGCGGGGCCCTGGTGGGAGGGTGCCATG 

GGAGTTAGGGTGACGCTGAACCAGGAGTAGCAAGAGGCCTGTGAGGAGTG 

CAAGGAAGAGGAGGACGCTGAGCTCCATGGTTCN 

>Sequence 808 

AGGTACTGAATTCTACACCTGGAA A AACAAAACCCAGGTGTCTCCTC A GC 
TTCAAAAACTCTCAGGGAATGAATCCCTGTGTCCTACACCCAAGTATGTG 
GAATTTAAGAACCTGCTGTGGACCTACCTATTTTCTTAGAAATATGCAGC 
TGAATATAACCATTTTTGGATATTTGAGATCATTATGTACCTGCCCG 
>Sequence 809 

AGGTACCAAATAATGGAGCTAGAATTCCTATCAAAATAATGGAGCTAGAA 

TTTCCATCAACATATAAAGTCCATATGTGAGCCTCATATAAGGCAAACTG 

TAAAATCAGTCAAGGTTCTAAGTCTTTCCTCCAAGATCTGGAAAGAGTGA 

TTG AGC ATTCGTTATTTTA A ATTACGG ACTAT TTTTT1 CC ATAC AAGG A A 

GTTAACATCTAGAGCGATCATTCTCAAACTTTATTGTATACCAGAATCAT 

TTGGAGGATTTATTAAAACACAAAGTGCTGGGCCTTACTCCTGAGTTTCT 

AATTCTGTACACTCTGCCCCCATCCCGGGATGAGCT 

>Sequence810 

CCGGGCAGGTACAGGTATGGGGACCACAGGAACAGTTAAATTCATGGCAT 

GGCTGGTCTACCACACAGTCGGGGGAA 

>Sequence 8 1 1 
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CCGGGCAGGTACTTAAGAACTCTCCAGGTAAGGAGCATGGCTCTAATGGG 

AAATCCTTCAGGTCGGGGTGAAAGAGGAAAAAAAAATGGTTACCAAGGAT 

GAACTGTAGCTCACTTAGGAACTGAGCTTTCAGACTCCCATAAGAGCTAA 

ATGATAAAAGAATTTTTTTTTTTAAGAAAAAAGGAAAAGAAAGAAAAGAA 

GAGGAAGAAACCAGGAATTCAATAATGTCCTCAGAAAACAAAGCAGTGAT 

TCCTTCCTCATTACTTTTGAGCAATGAGACCCTACGCTCCCGCGTACCT 

>Sequence8I2 

AGGTACTTTATTCTCTTATCCAGGACTGGATCAAATGATTTATGGCATTG 

TGCTGTTTTAATGTTCTCATCCACAGGGTCGATTCCAATAACTGAAGCCC 

CAAGCCGCCCTAGAGGTTCAGTTAACAGCCCACCACCACAGCCAACGTCA 

AGAATCTTCATCCCCAACAAAGGTTTTTCCTGGCTGGTGATTAGGAATTG 

TTTTCAGAAGATTGTCCCTAATTAATGGCACCCTCAGGTTATTCATGGAA 

TGAAGAGGTGCATATACTCCTTGTTCATTCCACCATTTGTGAGCCCGGGC 

CAAAAAGGTTTTACCTCACCGCTGGCAACAGTGGTTTGGGAAAGACCTGA 

>Sequence 813 

GGTCCCGANACACNCCCANGTTTCGAAGTGNGACNCACCGCGGNGGCGGC 

CGCCCGGGCAGGNACGTTGGCCAGNTANANTACNCNNGCAGCACCAAACG 

GCAGAANCNNCAGACCGCAGGTTTTTNGANGGNGAGAGNGAACNCCGNCC 

CAGACCCACGGCCACNGAACCNGGCNGGGANACCAGNGGCCCNGGNGGAN 

GCACCANAGANGATTAGCCTGTTTTTTTGGCCAGGTTTCTGCTTGCACCT 

>Sequence 814 

GTGTTAGATCCCTATTGTAGGGCGCATNGGAGCTCCACTCGGTGGCGGCC 

GCCCGGCAGGTACTCATCAGATGGAATGTTTTACCCCGCCGAGGTTTTAG 

TCATGATGTGCTGAGCTCTCTGCGTCTGACGTGACTGACTGGTAGCTGGG 

CGTTGGCGTGACCCTTCTTTCCCTTAGGATCACATATGGAGAATTCCACC 

TA 

>Sequence 815 

AGGTACATATCACAGGATTAAAACTCCAGTTAAGCAACTGAGCTAATCAT 

TGAAGTAAATTAAAAATACCAAGCTTCTTTAACCTATCAATGCTGTTTTA 

GAAGCATCATCCGAACAAATAGAGATTTAGTTATAAATTGGCTGGGCTAC 

ATTCTGTGATGAGAATTTTGCTTAGTACCACTAGAGGAAGAGAGACTAGA 

GGCCCAAGAAGAAGGTGAAAGTAGAGCTATGTGCCCAAGAAAAACTTGTA 

GAGATGGAATAAGAACTGAAACAATAGTAGAAACACTTGCCCTGAAGAAA 

AAGGATGGAAAAATGAAATAGATTGATTTTTAGCTGGTAGGGAAGAAAGT 

TAACATAGTCTTAGTCGGTTGGGTTTTCTCAAGGAACTGAGAAGCAGGAT 

TAGTTTTAGAAATTTGAAGAAGGTAGTGAGAGGTGAAGCCAGCTGGGTCG 

AGGGAGGACTTGGAGAACTTTTCTGGCGTACCTGCAGGCCTCCTACACCT 

ACCCTTTTTNTGGGCTTNTATTTTCACCGCGATGATGTGGCTCTGGAAGG 

CGGGAAGCACTTTTTTCGCGAACTGGCCCAAGAGGAAGCGCGAGGGCTAC 

CAACGTTTTCTGAAGATGCCAAAACAGCGGTGGGGGGCCGTTTTTAAAAA 

CCTATGGTGGGAATTCCCCCCCCGGGGGGGGCCCCCTTTTTT 

>Sequence816 

TGCGGAATTGGGCCGCCCTTTCGGTNTCCTCGGNACAACTGACCTCGCTG 

GGCCCCGGCCCGTTCGGGTGGCGGCGAAGCGGGAACAACCCAACCCAAAA 

GGCCGGAAAAACCGGGAATACACAAGAAACAAGGGGAAAACCCCCAGGAA 

AGAAACAGGGAGACAAAAAGCCCCGCCAAAAGGCCGAGAACCCGCAAAAA 

GGGCGCGGGGGCCGGGGGGTTTCAAAAGGCCCCGGCCCCCGACGGGCAAA 

AAAAAATGGCGCCCAAAGAAAAGAGGGGGCAACCCGACGGGGCCAAAAGA 

AACCAGGCGGTTCCCCGGGAAACCCCCCGGGGCCCCN 

>Sequence 817 

TACCAGTGGCCCCCCGCGTACATGTGTGAAAACAATATTGTATACTACCA 
TAGTGAGCCATGATTTTCTAAAAAAAAAAAATAAATGTTTTGGGGGTCAA 
AAAATAAAAAAAAAAAAATTAGTACCTGCCCG 
>Sequence 818 

AGGTACAGGAGGCCTAGGACTTGTAACTGGCATCTGAAGTGTGGGGAGTC 
CTGTGGGATTGAGCCCTTAACCAACCCTAAATACTTGTGCTAACTCCAGG 
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TAGTTAGTATCAAAATTGAATTACATTGTTGAACATCCATTTGGTGTCTG 

GAGAATCACAGAATTGGTTGCTGGTGTTGAAAGCACCTGAGAATTGGTGT 

TAGAATTGAAGTGAGGAAAGCGAACCAAAAAAAAAAAAAAAAAAAGTTCC 

TGCCCG 

>Sequence819 

CCGGGCAGGTACTTTGTAAAGAGGTGCAAGAAAACCAAAAACATAGGCAT 

CCAAGGTAGAAGGCGTATCTCCAAAGAAAACTGAGATGTTCCCAATCTGT 

TTGATAGAAGATTTAGGCACTCCTTGGCATCTCTGTATATCTGTGCrTCC 

ACTTCTCGGAGGTGGTAGAGGGGAGGCTGTCCTCTGGTCAGGAGAATCCT 

ATTCAGTGCTCCCTTAGACATTCTTCCAGGCAGGATCAAACTCAAAGGAA 

GAGGAATTTGTGAAGCAAACCATGGCTTTGTCACAGTAAAGTAATTGTCA 

CTCTCAACCCAGAATGTGTGAAGCACTGCAAGGAGAAGCTTCTCTTCTAG 

GAGAGCAATATAAGCCCATGTATCTGCCCCTTGGTTTGCTGAGAGTTCAT 

TATCAGCATTATATTTCCTGGTTTCTTAAAAGGTTAGTATTTTTGCTGGC 

TGAGAAA 

>Sequence 820 

CCGGGCAGGTACATTTAAGCGGAAGCATACGGGAATATGAGTGCAAAAGT 

GTGGCTGAGCCGCGTATGCCCTTGATTGGTTTTGGGAAGCCTGAGGGAGG 

CAGCCTTCCTGGCTATGAGCCATCGCCTGCCCAATCAGGCTAAGGGTGGT 

GACTGGGGTGGTGAAGGGGCAGCTCTGCTGAGCATGGTCTGCCTTATGGC 

CTGAATTGTCCTCAAGGGGTGTGGACTGCAGATGGTGTTCACATGAACCG 

GAGACATCACTCTTTAGGATTCTACTGGCAGCCCCTGAATTGGCTCAACG 

TTTGTGGAGGTGGTATTTCCCTGAAGTACCTT 

>Sequence 821 

AGGTACTGTGGGATTTGTCTTTTATGAGTTACCAGTTCAGAGACTAGTTC 

ATCTTTGGTTGTATAGGATGTTAGGATCTCAGTTGGCATTCACAGTTAAA 

TCATGCACCTTCAGGAACTGGGAGCATTTTGATCCAGAGTCACAATCATT 

CCTTTCTTATCTTCATCCCTATGGTATGTGTGTTCTGAAGTTTAACTGAC 

AGATGGCAGCTGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCT 

TCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTC 

CGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGAT 

GCAAAACCAG 

>Sequence 822 

ATGTCACTGACTTACGCCCTTCCCACAGCTACAGATAAGGGCTCGCAAAG 

TTGGCCTCAGAGACACATCATGAACCAAGGTGGACCAGCAGGTGCCGAGC 

CTGTGTATCTGCTTGGAGGAGACGTTCCAATGTGCTGCCTTGTCAGAGAT 

GGGAGTTGCAAGAAACAGAAACCCACCACAATTTCTCAGGCAAAAAGGGA 

GTTAATTATAAGGACATAAGAGCACAAAGTTCCAGTGCAAGAGATACATC 

CAGGCTGCACAAGCTCCGGGAGTGGGGCCTGGCAAGCCAAAAGAAACCAA 

AGTTTGTCTTGCCTTCTGTTCCTCTTTCTGAAGCCACATAGCCTTTTATT 

GACGGTGTATTCTTGCATCGCTTTTGTTTT(nTrrTATGTCTCTGAGGCC 

AGCTTTTCCTGTTCACTCATCCCTTGATTAAATATGGACATTCTAACTTC 

ACATCACTTGCTAATTCACGGACCAACAGAGACTGGTTAGCATGTTGCTA 

TCCCACCTCCAAATTGCATCAAGGAATTTGATTTTGCTGCTTGGGTCATG 

GTCCAGTAGTCTGGGCCAGGGGACTGGGACCATCTAGCACATAGCCAAAG 

GGGCTGACCTAATGGGGCAAGTCTGACACAAATGGGGTAATTTCTTGGGA 

CAACATTCCAAAGGGCACTATGATAGTTGCCTGTTTAAAAAAAGGGTTCC 

TGAAAAAATTGCATTTTGGTTCCCCATGAGTTACGGAGTCTTCCTTTCTA 

AATCCAAGGGAGGTGCATTGTAAAACAGGCCTAAAAAAAGTCAGGTTTAA 

CCCTTCCCTTTTTGAGGGTTAATGGTCCTTTGGAG 

>Sequence 823 

CCGGGCAGGTACCACAAGAACTATGAGCTGGTTATCCACTTCATGTGGAA 
TCATAAGCGTCCCAAAGTGACAATACATATAGATTGCCAGGCAGTGAAAC 
AGTTAAGATGCCACCA 
>Scquence 824 

CACATCCCTGTACTGAGGTTGAGGGTCNGCTTGAGGGAGTTGCACAGGGT 
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GCCGCCGGGNAC^TTTNGGGTTTTTTTGNCCCAGTGTGGAGCTTGGTTT 

CCGGATTTAACAACACAGCAGGCGCCAGGAGTGAACTTTCAGCAGAAGCG 

CTTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCGCAGCA 

ATCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC 

>Sequence 825 

CCGGGCAGGTACAAAGAGAAGCAGCTGAAGTTTCAGAACATGCTGTTATG 

CTTGCTAAGGATAGCAGAGAAGAGTTGACTCCAGATGCTAACATCAGAGA 

AGTTGGCCTTGAGGGGGCATTGTTGATCTTACTAGACAAGGAGACAGATG 

AGAGATTATGCCATGATATCAAAGAGACTTTAAATTATATGCTTACATCT 

ATGGCAGTGGAAAAACTCTCCCTGTGGTTAAAGCTTTGTAAAGACGTACC 

T 

>Sequence 826 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 827 

CCGGGCAGGTACAATAGCATGGGAACCATTAACCAGCAGGCCATGGACCA 

ACTGCAGTATCCTTTGTGACCCAGAACAGCACCAAGGTCAGAGGGCACCT 

GTATTCATAAACCAGCTGCCTGACTGTGAATCCTGATGAATCAAGCTCAA 

AAGGAGAAAACATAAAATACATAAAGTACCT 

>Sequence 828 

AGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGGCC 

TTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACT 

AAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAA 

TAATTAAATAGTGAATTGAGCATCANCTAGAATAAAATAAAATGAGTAGG 

CATT CCTA AGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATA 

TTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCTACT 

AACTGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTAAAA 

TAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTATCCCTTATC 

TCAAACACATACAAAACAGACAGACAATAACAAAAAGACATCATCTTTAT 

CTGTACCTT 

>Sequence 829 

AGGTAC11 1 1 I 1 rTTTTTTT 1 1 1 11 TJ'IGGTTGAAAGATTCTAAAGTGTG 

TTTTGATCATGTTTTCAAAACTTTAAAAATCAAGTTACTTACTGAATCCA 

ACCATTCCATCTGGA ACTTT GTATTCTTCTGTCATTACAGATCTGCTAAA 

ATACAGAAAGCACCATTTTCCTTCAATGAAAGATACTTTGTTTACAAATA 

AAAGATAATCTATTAATAAAAATGGAAGTCTAATGTCTCCCAATGGCTTA 

AACTAAGGTTCTAGGCTCAGACTCATGTCAAAAAATATGATCTTATTACT 

TGAGTAGTTAAATTAAGAAATTTAAGATGACACATCGAGTGAAGAAGGGA 

TGATGAATGGAACAGTCTGAAGGCATTAACTGTAAAGAAGTTGAAGTGGA 

GTTTAGAGAATGTCATCTTAACAGTTACTCTAATTCACCCCTGTTCTTCT 

AAAATGTGGTTAATTCCACCTATCTCTCCAAATCACAAATTTTTCTCACT 

CAAAAGAAAAATCATCACTTT 

>Sequence 830 

AGGGAC1 1111111111 1 I I Tl TlTTTTTnTI TITGTTTCTGGGGTTCT 
GAGTCCAGTCCCCTTTGCATAAACGCCCGGCGTGGCTCTCTCAGCGTCCC 
CGCACCTTCATGCGCAGCAGATTCTTGGACAACTTTGTCTTTCTCT 
>Sequence 83 1 

CGAGCGGCCGCCCGGGCAGGTACGGGAAGGCGAAGAAAAGAATAGAGAAG 

ATAGGGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAAT 

TTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAA 

AAAGCTAAGGGCAAAATGTACTGTTTGAGGTTTCAGGAGTTCACTGGGGG 

CCTTGGAATGTATCTCCCGAAGATAAGGGGGAACTACTGTAAGCAAAATC 

GAAAGCTATACAACAATCAGAAATGGGAAGAGAGCAAATCCAAGTATAAG 

TGAAGACATTCCTCTGAATTCCCAGCATTCATCGAGCATCAAAAACGACC 

AATCTTTTAGTCCTTTTCTTGTACCT 

>Sequence 832 



Page 290 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AGGTACTGGGACATTCCAAATGGCTGCAAACTAATCAGGAATCGATCGGA 

TTGTAAGGACATTGATTGGACGACATATACCTGTGTGCTAGGATTTCAAG 

TATTTGGTGTCTGGCCAGAAGGATCTGATGGGACAGATATCAATGCACTG 

GTGCGATCCCACAATAGAAAGGTGATAGCTGTTGCCGATGACTTTTGTAA 

AGTCCATCTGTTTCAGTATCCCTGCTCCAAAGCAAAGGCTCCCAGTCACA 

AGTACCTGCCCGGGCGGCCGCTCGA 

>Sequencc 833 

aggtac 1 1 1 miti mm 1 1 rrm 1 1 1 1 1 rn icctagccttcgaggc 

CCACCTTCTTTTTGAAGTCTTCCCTGGCCACCC 
>Sequence 834 

AGGTACGCGGGACAAAATAAGAAGGCTTCCTGAAAGCACTGCTGCTTGGC 

ATACTTCTTGTAGTAACCCTGTCACCGTCTGCTTTTTGAAGCTAAACTAG 

ATCCAAGAAATTGACATAAATAATGAGCAAGAAAATGATTATAAGAGGAT 

ATTGCCTCATTTTCCACATATATTCCTTATTCTGAAGACTACTTTGAGGT 

CAACATTCCAACAGACCTACGAGCAAAACATTCTGGGGAAATAAGTGAGA 

GAAAGGAAATTGAAGAACTATCAGAAGCTTCAAGAAACACCATACCACTA 

GCAGTGGTGCTTCCCACTGAAATTCCATGTGAGAATCCTGGTGAAATATT 

CATAANTTTGAGAGATGAAGTAATTGGTGATACTGTAGAGGTTGAATTTA 

CATCAAGTAATAAGCGCATTAGAACACGGCCAGCCCGTTGGAATAAGAAA 

GTCTGGTGCATGAAAGCTTTAGAGTTTCCTGCTGGTTCAGTCCATGTCAA 

TGTCTACTGTGATGGAATCGGTAAAGCTACAACCAAAATTAAGTACCTGC 

CCG 

>Sequence 835 

NNAAGTCTGACGTTGAATTGCAACTTCCGGCGAATTGGAGTTTGCCCGCG 

GTGGCGGCCGAGGTACAGGTGAATGCCATTCTAGTCATCTCCCATGAAGA 

TTAATTATTTCCTTTTCACAAATCCATTCCTTCTGATCCAGAAGAAAGAA 

AGCAGTG AGTG ATTT ATTTTCTCC ATTGTAAG A 1" ITT 1GTTATTC ATA AT 

TGAATGAATGTGCTGAATTTTTATGGTGTTATTGGCTAGTTTTGAAAAAA 

AAAAGGAAGAAATAAAGCATATTATTTTGAAGTTCTAATGACTCACGTTT 

TTCAAAATTAATTTTTCAGTTAAGGCAATTACAAACTTATCATTAGTTAT 

TAACTTTGATGCCAGGTATACTATCCCATGCCACACAAAGGCAGCTCATT 

TTGATATAGACTGGGGCAAAGAAGATGATTCCAATTTGTTAATTGGCATC 

TATGAATATGGATATGGAAGCTGGGAAATGATTAAAATGGATCCTGACCT 

CAGTCTAACACACAAGGGATTTATCTATTTCTGAGTCTGGTAACCATTCA 

TGTTGGATTTAATTTATTCTAATTCTTGCTTTTAAATTATTGTGGAAATA 

ATGGGAATTTGGGAAACCAAGGACTTACTGGTTGGGTGACCTTGGGGCCG 

TTAAAAGAACCTTTTCGTGAAAGGACCAATTTAAATGGATTCCTGAGATT 

TGCGTTCCGGGAAAATATTTGTTTATTAAGGCC1TAGGGGGTTTATTTTC 

AAATAACCAGGGGAAAAAGATTTTTCTCTCCTTTGCTTTAAAAAATTTTG 

TGCCATAAAAAGCGACCGCCNNNNGTTTTTTCTTGGCTTCGCCTTTACAA 

CACTCCCGCAAC 

>Sequence 836 

CCGGGCAGGTACTCAAGGCCCTAATCTCAATACCATCACATTGGTGGTTA 

GGGCTGTAACATTGGGATATGGGGCAAGACACAAACATTCAATCCAAAGC 

AAGCATGTCCACACTGTTGGGACTCCAATCCCACTTTTGCATTGAGTCAT 

TATTTAACCACTGTACCT 

>Sequence 837 

AGGTCAATTTTAATTTACAACTGTTGGAAATAAAAATCACTTAA 1 1 T I T 1 

TCCAGTGCTTCTCCCTCATCTGGTTATTCAAGAAAACAAAACAGTCTCTG 

AGATATTTAGCTTTTCAAACTGTAAATAATGCTCTAGTGTTATTTATTTT 

TAATCCCACTTGTATTATTTTACCTCTAGAGCATCTTGTATTAGGACATG 

TTATATTTATGCCAGTGGGAAATAAGTTATGGCCAAGTTTTGCAAAAACA 

GGAAGCAGTGAGATACTTGTTTTTTTCTCCTCACTAAATATCAGTAATTG 

TCAGGAATGGTATTACCTATTTTCATTTCCTCTTTTCAGCTTTAAGCTNT 

GTTGATTGGGACACTAAAACTGATGTATACCTGAGGAAAAAATAGAATGT 

GCTCATGGTTAGGGAAAATTATATTATTTTTAATTTTTTAATTTGTTTTT 
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TAACCAAGTAGGAATTTGGGTGTATGGATAAGAGGCCAATCTGCTTCTGT 

AGGCTATAGAAGAAAACCAGTTGTATTTTATGGTCATAATTTGTCCCCCT 

ATTATTTCTGAAGATTAAATTTAAGTAAAGTAGCCCATAGTATTTTAATT 

GAAAAATACTAAAGCCACATAACTGAGTAAGATGTCGTATGATACTTTCA 

AACAAATCCCTAATGCTTGCTAAGCATATGGATGGTTTAATTCCTTGCTG 

GTATAAACCGATATTTAATACGCCCGAATTACTGATGGTAAAATGAAAGT 

GGGAACCTGTGAAATTTTTATCCATGTTTAAATATTATTAAATTTAAAAC 

ATTTAAGACCTTGTTGCCCTGGGGGGAGCCTTGCTTTTCCCTAAT 

>Sequence 838 

CCGGGCAGGTACTGGGGGTAGCTGAGAACTATCACGTTCGTTTCTTCCTC 
GTCCTCCCCTTTTTCTGCCTTCTCCTTGAGAACGTCTnTGAAGTTGGGTC 
CACTGTTTAGGGTTGACTGCCTGTACCTCGG 
>Sequence 839 

ATTGACATTGTTAACCATCANNCCCCCGCGGTGTTTGGTNAANNACTATA 

CGNGACGCGGANNNCCCNNCNNGGCNNGNANTGTANACCNCGCACCACAC 

ACACCCACCCCTTTTCCCNCGNCGANNTTTTATAAGCGCCCGCACCGGAN 

ACCACAGACAGGGGGGGACCTATTTAGAAGAAGGGANNAAGGGGCGCCGC 

TAGACAGAAACACGGACAAAGCNGAACCCGGAAAAGGANAG 

>Sequencc 840 

TACAGGGCCCTGGTGGATGCACCAAGATGAGGAGCCTGGGAGCCTGGCCA 

GGTTTCTGTCGAGCGGCCGCCCGGGCAGGTACCTGACTGTGATTTCAAAC 

CCCAGGTGGTTACTGGAGCCCATACCTAGGAAAGGAGGCAAGGATGTATT 

CCAGGTAGACATCCCAGAGCACCTGATCCCTTTGGGGCATGAAGTGTGAC 

AAGTGTGGGCTCCTGAAAGGAATGTTCCAGAGAAACCAGCTAAATCATGA 

CACCTTCAATTTGCCATCATGACGCAGACCTGTATACATTAGGTTAAATC 

TGAATTTCCACTGCTTTGGAGAGTCCCACCCACTAAGCACTGTGCATGTA 

AACAGGTTC 

>Sequence 841 

AGGTCAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGGCCT 

TCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACTA 

AGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAAT 

AATAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATGAGTAGGCAT 

TCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATATTG 

ATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCTACTAAC 

TGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTAAAATAA 

AATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTATCCCTTATCTCA 

GACACATACAAAACAGACAGACAATAACAAAAAGACATCATCTTTATCTG 

TACCTGCCCG 

>Sequence 842 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 843 

CGGCCGCCCGGGCAGGTCAGCAGCTTTGCATGTTGACAAATCCACTCTCT 

GCTGCAGATGCCTAGGGGAAGTTGCAGACTTAAATTTTCTTTTGTAAAAT 

GGGGGAACACAAACAGATCTTATGTCACACTGGTTACTCCAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCT 

>Sequence 844 

CCGGGCAGGTACGCGGGGGTGGAGAGGACCATGTGAAGAGAGAAGCTGAG 

ACTGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATC 

TGAAGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGAT 

TCTCACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTGTTT 

TCTGACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCTTAA 

AGACACACAGCTTGTGGTACCT 

>Sequence 845 

TCTACGAAGTCCCATGGCTTTTCCAGTTCTCTCTTGCCTTGAGGCTCAAG 
AACAGTTTGTTTTAACTGAGAGTCTGGGAGGAACTACAGTTTTCCCCAGA 
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GTAGTCTTGGCGGACTACTGGAAGTCACAGCCAAAGAAACTCTGTGATTA 

CTGCAAGTGCTGGATAGCAGACAATAGGCCTAGTGTTGAATTTCATGAAA 

GAGGAAAGAATCATAAGGAAAATGTGGCAAAAAGGATCAGTGAGATTAAA 

CAGAAAAGCCTGGATAAGGCAAAGGAAGAAGAAAAGGCATTAAAGGGGTT 

TGGTTGCATTGGAGGGCAGTTTGCCTTGAAAGCATTCCCAGGGGGTTTGG 

AAAAAATTTGGCTT TAAAA TTCAAAAATTTTTGGGGCCCCAGCTTTTACC 

CCCTGGAACCCAGCTTTTTCCCCCCCTTCCTGGATTTTAAATTCCCGGGG 

GGGGGAAATGAATGAATGGTAAAAATTAAAAATATTTTTTCTTTAAGGGG 

GTTTTTTGGGTAAAAGGGCTCCTT 

>Sequencc 846 

AGGTACATTTCCTAAGTATCACATGACTTAACAGGTGCAAGCTGGCAGGC 

ATCGGACTTGGTATCCGTAAGACCTGTTGCCCCTTTGCCTTCTGCCATGA 

TTGTAAGTTTCCCGAGGCCTCCACAGAAGCTGAACAGATGCCAGTATCAT 

GCTTCCTGTATAGCCTGTCGCCTTTGGGCAGCTGGACACCTCACCCACGC 

TTCAGGCTGGAGCCTTCCTCATCTTTATTAGGTGTCTTAGAGGCAAGTGC 

CGGAGGTAACATCCTCCTCTGCATTTCCTACACTGACAAGGAGAATGCTG 

TGGCTCTACGCAGNCATCCTTTTACAACTTTTGCCAGGGAGCAAAGTCTG 

CCACATCAATCGATGAGTACCTGCCCG 

>Sequence 847 

CCGGGCAGGTACTGCTGTGTAGCAAACAGCCCTAAACCAAGTGACTTAAA 

ACAACCATTTTCTTTGTTACAGTTTTGCTTTCCTGGGTTGGGCTCAGTTG 

GGCGGGTTTTGCTGGTGATCACTCTAATGGCTGCTTTTCTCTCCAAGTAG 

CCTTTCCAGCAGAGTTGCTGGCCTTACCTGGTAGCTGATGGCTTAGGGCT 

CACAAGAGTACCT 

>Sequence 848 

AGGTACGCGGGGTCGGCAACTTTGGGAACCACCAGTAGGATGTGGTTAAG 

ATTCAGTTCTTGCTGAGCTAAGGAAGCATTTCTCACTTCTTTTTAATTGT 

CTGGCTCACTTCTAGTCCCTAACTAAATGCTCACTCAAGAGTTTTAGCTT 

GAATGTCAAATGTCAAAAAATTAATTGGGTGATCTTTCTCCATTTCTAGG 

ATAAGAAGAAAGAGAAGAAATGAAGTGACCATCCAGCCTTTCCCAATTAG 

ACTTCCTCTCCTTCCACCCCTCATTTCCTTTTTGCACACATTACAGGTGG 

TGTGTTCTGTGATAATGAAAAGCATCAGAAAAGCTTTTGTACCTGCCCG 

>Sequence 849 

AGGTACCGTGTTTTAAGCTTAGTTCAGTCTCAAGTGTTTGCAGCCACATC 

TGAAGACCAATAAAGCAACTGCTGGTTTATCCTTTGGGAGCTGACAGAAT 

TTCTTCTCCCAAATACATACACAGTAAAATCATAAGCCTGGAATGAAGAA 

AAAAAAATCTTACGGGCAATGCAATGGCTGCAAAACTATAAGGATTAGAA 

ATGTGAACCCACATTTTAATCCAAATTAGGGCAATTTAGAGGTGGTAGCG 

TAAAGAATAGCTTGCTGTAATATACGCCATGCTGATACAGAATTGGCTTT 

TGGCCTTGTCAAAATTAAATTGTGCCTTTCTGTATTGATGGTGGGCATGT 

T 

>Sequence 850 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAAC 

>Sequence 85 1 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCCCGCGTACCT 
>Sequence 852 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCGCGTACCTGCCCG 
>Sequence 853 

CCGGGCAGGTACCAAATGGCTCACAAAGCCCAAAATATTTACTATTTGCC 
TCTTTACAGATAGTTTGCTGACACCTGACATATAGGAATGGGGGACATTG 
CTTCTCACCACCCCCAGCTCTCTCACTGGATGGTCCATGTATACAAAGTA 
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GAGCCCTTATTAAATGCAAAGATGTTGGTCTAAACCCTGCTTGATAGGAT 

GATTGAGTAAATTCAAGAAAGTGGTAATGAGGGCTGGNNNTGCGGTGGCT 

CACTCCTATAA TCTCA TTACCTTGGAGGCCAAGGTGGGCAGAATCGCCTG 

AAGATCAGGAGTTTTGAGAACCAGCCCTGGGCCAACATGGTGGAAGCTCA 

GGTAG 

>Sequence 854 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATG 

AGTAGGCAT TCCTA AGATGTGAAATGATCACCTAAGATATACATGCTCCA 

ACCATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCC 

TCTACTAACTGTCCTCTGCTGTCCCATCTAGAGGTTATGGTTCTA 

>Sequence 855 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 856 

AGAGAAAGACAAAGGTGTCCAAGAATCTGCTGCGCATGAAGTTTATGCAA 

AGGGGACTGGACTCAGAAACCATGAAACAAGCTAGAGAGAGAGAAGTAAA 

AGT AATAATGCATTTAGGTGGAAGTAGTCATCTTGGGGTGTCTCTTCGGG 

GCGCGGCCATTTTnTn TCCCCCTGl 1 1 TTTTTTAAAAAGGGGGGGGGG 

AAAAAATTAAATATTCCCCCC TTI TTTTI AAAAAAAGGGGGG I ' l l TITH 

TCGGGGGGGGCGGGGTTTTAAAAAAAlTnTlTnGTTCCCCCTGTCCCC 

CTTGTTTTTGTTTCCC 1"! 1IT1 1 CTTA TTGGTAG GGGG7 1 nil 1T1T1T 

ATTCCCCCCTTTTTTTTTGGGGGGGGGGCCCCCCTAAAAAATAATTTTTT 

G G GG GGGTTTA AT A A A A AA A A A A A A A A A A T rTTT TTT TTTTTTTT 1T GCC 

CCCCCCGGGGGGGGGGGTGAATAAAAAAATTTrrn^l'l'ITTAAAAAAAAA 

ATTTTTTTTTTGTTCTCCCTCCCCTCAAAAAAAGTCAATAAAGTGGGGGG 

TGGGGGGGTGCCCCCCCCCCAAAATTTTTTGGGTTTTTGTTGAAAAAAAA 

AAATTTTTTTTTTTTTGCCC 

>Sequencc 857 

AGGTACACCCTGCCCCCATCCCGGGATGAGCTGACCAAGAACCAGGTCAG 

CCTGACCTGCCTGGTCAAAGGCTTCTATCCCAGCGACATCGTCCGTGGTA 

GTGGGGAGTAGTCATATGGGGGCAGGCGCGGTAGTAATCATACTTATCAT 

AGGAACTGCCCCCCAAAAAAAGCCCCCCCAAAAAAAAAACCCCCCTTGCC 

CCCCTT 1 rTTTTTTn I ATAAGGCCCCGCCCCCCCCAAAAAATTTTfiTl' 

GGGG GGGGCCCCCCC CTTTTTTGGGGGGGGGGGGGGGAAAAAAAAAAAAC 

CCCCCTTTTTTTTTTTCCCCCCCCCCCCGGGGGGGGTAAAAAAAACCCCC 

CCG GGGGGG GGGGGGGGGGTCCCCCCC TTT f 1 1 I 1 1 T1 CCCCCCCCCCCC 

CCCCTT 1 1 1 rTTTTTT 1 TGTCCCCCC T V I TT T1 ' 1 " 1X 3GGTTTT T T 1WAG A A 

TAACAATACACCCCCCCTTTTTTTTTT'mTCCCCCCC I lT ' l IT T T T T T T 

TTAAAAAAAAACACCCCCCCCCTAAAAAAAAAAGGGGGGGTGTTTCCCCC 

CCCCTCTAAAAAAAAATTTACITGGGGGGGGGGGGTnrTTTTCCCCCCCTT 

111 111 HIT 

>Sequence 858 

CCGGGCAGGTACGCGGGGGACGCGCGTCTGTGGAGAAGCGGCTTGGTCGG 

GGGTGGTCTCGTGGGGTCCTGCCTGTTTAGTCGCTTTCAGGGGTTCTATG 

AGTCCTCCTTTCATCGACTCGTTGCACGCATGGGTAAAGTTGTTTTATCT 

CCCTAAAAAATlTniTlTlTlTlTlGGGGGGGGGGCCCCCTAATAAAAG 

GGGG ATTTCCCCCTTCCCCCCTTTTTTTGGGGGGGGTG 1111111 TTA A A 

AAAATAAAATTAAAAAATTTITTTTGGGGGGTTTTAAAATTGCATACTGT 

CCACTGGAAAATril"lllMl AAAAAATTTTTTTGGGGGGGGGCCCCCCCC 

CACAAAAAAATAAAAGGGGGGGGGTG I I I TTI 1 I T1 CTCCCATCAAA AAA 

GGTGGGTTCCCCCCCCCTTACATTTTCTTATT1 TTTI ' A AT AA A A ATTTGT 

GATATrrGTTTAAAATGTTAATAATTTTTTTTAATAGTTTTATAATTATA 

TTATAAATCGTGTTAAAATTTTTGTAATATTGTTCTATATAGGTTAATAA 
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ATGTTTATAG AGTGTAA AAATATATGCTATA ATT T T T T TTAAT 
>Sequence 859 

AGGTACCAATAAGCATATTGCTTTGGCAATGCATCTCCAGAGCAGGTGAC 

CCTGGCCGTCTGTCCTGGGGACACTGACACCGAGGNGTGGACTGTGTTCA 

GTGTCATTAGGTAGGGTCCTTCACGAGACTCTTGTTGTCACGTAGTAGTT 

GTAAGTGTATTGGGGTTTGGGGTTTAAGGGGTTTTTTGGGGGTTTAAAAA 

AAAAGGGGGGGGGTAAAAAAAAAAAAAAAAGGGGG 1 1 1 M i l rTTTTTTA 

TAAAAAGGG GGGGGGTGAAA AAAAATTTTTTTTGGGGGGGGGGGGGGTTT 

AAAAAAAAATTTTTTTTTTTTCCCCCCCCCCCCCTAAAAAAAAGGGGGGG 

GGGGGGGGTTGCCCCCCCTTGCCCCCCCCAAAAAAAATTTTTTTTGGGGG 

GGGGGGGGGGGCCCTTTTTTTTGCGCGGGGTTTTTAAAAAAGGGGGGGGG 

GGGAAAAAAAAAACCCCCCCCCCTAAAAAAATAAAGTCCCCCCCCCGGGG 

TGCCCCCCCCTCCCCCCCTCCTTAAAAAAAAAAGGGGGGTTTTTTTTTTA 

TAAAAAAAGAAG GGGGGG GGGGGGGTTTTTTTAAAATAATATATTTTTAA 

CCCCCCCCCCCCCCT T I 111 l"J"l'l GTGGGGGGGGG AG AAAAAAACCCCCA 

CAATACCCCTCCCTTTTGTTTGT 

>Sequence 860 

TCGCACTCATTTACCCGGAGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACC TGCTC TTGTGCCACGGGTGAAGCTGTGCTGTTAGGAAAAAGGGGGG 

GGGGTTTTAAAAAAAAAAAGGGGGGGGAAAAAAAAAAAGGGTTTGGGGGG 

TAAAAACKjGGGTTGCCCCTGCCCCCCGGGGGTTTTTTTTCCCCCGGGGGG 

GGGGGGTTAAAAAGGGGGGTTTTTTTTTCCCCCCCCCCCAAAAAAGGGGG 

GGGCCCCCTAAAAAACCCCCCGGGTTGGGGGGTTGTTTTTTAAAAAAGGG 

TTGGGG GGGGGTTTCCCC CCCGGGGGGA 1 1 TTTl T1T1 GGGGTTAATGGG 

GTA AAA 1 1 niT TTTTT 1TCCCCCCCCCTTTTTTAATTTTTTGGGGGGGG 

GGGTTT 1 1 l l'l'l AAAAAAAAAGGGGGGGGGGG 1 1 ill 1 A 1 11 1 1 1 1 1 1 I G 

GGGGGGGTG 

>Sequence 861 

CCGGGCAGGTACGCGGGGGAACTGCTCAGTTAGGACCCAGACGGAACCAT 
GGAAGCCCCAGCGCAGCTTCTCTTCCTCTCCGGCTACTGCTGGTCTTCTC 
GAGAATATCCCACCGTGGTAGGAAAATTAGNTGGAGTGGAACCGCAAGGT 
TCTTCGCAGGGGCCCCTGATCCCCCCCCAAAAAAGGGCCCCCGGGGGCCC 

ccGTCcecccATTrrrii rGGGGGAGrrrrnri'rnccccc H i mm 
GGGGGGGGTT T T i ri GGGGGGGG i i ri ' i ' i rri ATccccccc i ii l ' rr rrr 

TTACCCTGACCCCCCCAAAAAAACAGTTrrrGTTGTTTGGGGTTTAGGGG 

TTTTTTTCCAAAAATTACAAATCTTTTAAGGGGGGGGGGGTGTAAAAAAA 

GGGGGGTGTGTCCCCCCCTTCCCCCCCAAAAAAAAATCCCCTTGTTTCCC 

ccTCTCCccccccTATTn i i rn'rriTGTCccAcc i l i i i r n i rr rrr 

ACCCCCTGAATTCCCCCCCTTTTTTTTTTTTGGGGGGCKjGGTGGTCCTCC 
C CCCCCCTTA AAATAAAAATTATTTTATTGGGGGGGGTTGTTGGGGGTTA 
A l l riTri rrATTCTCCCTTTTAACGCCCCCCCCACAAAAAGAAAAGAGA 
G 

>Sequence 862 

AGGTACGCGGGCATCCAGCAGAGAATGGAAAGTCAAATTTCCTGAATTGC 
TATGTGTCTGGGTTTCATCCATCCGACATTGAAGTCTGACCTTATCTGAA 
GTAAATGTGAGTAGCAGGAAGTTGTATAACAAGGTGGGGAGGCCATATTC 
AGTA ACTTTCGTTTTTTTGGGCCCCCCCC 1 1 1 1 1 1 1 ITnTlT AAAATTT 
TTTTGG CCCCC CCAAAAAAAGGGGGGGTGCCCCCTTTAAAAAAACAAAAA 
AAGGGGTTTTGGGGGGTTTAAAAAAAAACCCCCCCC C1 1 Til 1 1 ' I GGGGG 

GGGGGGGGGGArrTTTirrrrin-rricccccccT rrrirrrrrrr r ^ ^^^ 

TTTT TTAGGGCC CCCCCTTTI'rn'riGAAAAAATATTTTTTT^ 

CCCC1 1 1 I 1 P 1TAAAAAACCCCCTTI I T! 1T T1 i rrri AGGGGGGGGCCC 

l 1 1 1 l H 1 1 f AAAAAAAAAAAACACCCCTCTTTTTTTCCCCCCTTATTTT 

TTTTTTGTGGGGGGGGGGGTTCACCCACCATAGTGGGTCCCCCCCGCGGC 

CCCCCCCCCCTGGGAAAAAAAGGGGGGGTTTTTTTTTTGTAAAAAATATG 
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GCCCCCCCCCCCGCCGGGATTAATGGGGGGGGGGGGTGTTTATTTTTCTC 

TTTGTACCCCCCCCCCCGGGGGGGGGG 

>Sequence 863 

CCGGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 
CAACAGAGGCAGTTCCAGATTTCAACTGTCTCATCAGTATGGTGCGGGAT 
AGGATGTAA TGTACAGTA GTGGGTGGCAGTCTCCACCAGGTTTTCGGTTT 
TTGTAATT CC 1 1 1 1 1 ' l'l T 1 GC CCCTGTTCCCCCC A AAATAGGGG GTGTTT 
GCCCCCCAriTlTHTl i nTlTlTGGGGGGGAGGGGG T I TT! 11 11 1 11 
TATTCCCCCTTTTTCCCCCCATC 

GGGGGG GGGGGTG GATTCCCCCCCCGTCCCCCCCCCAAAAGGTGTAAAAT 
TG AAAAAT T1TTTAATAAGGGGGGGT T 1 1 1 1 rn riTl GGGGGGGGCTTT 
n l n n l rAAAAAATCCCCCCCCCCTCCCCCCCCCr riU M l " riM ' r ATTTT 
CCCTCGGGGGG AAAGGGGG 1 11111111 1 CCCCTCTTGAGTACCCCCCCC 
G CGGGGGGGGTTGGG TCCTCCCCCA 1 1 1111 1 1 1 11111 ATTACCCCCCC 
Cn ii i i 1 1TT1 1 i riTAT AAAAAAAAGGGGTGGGTGGTGGGTGAAAAAA 
TATTTGTAAAAACTTTTCCCCCCCCCCrc 
TAAAAGAGNGGGCGGGGC I 1 1 1 TIATTTGTGTGGGGGGG 
> Sequence 864 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 
TGGTGCATCCACCAGGGCCACTGGTATCCCAGTCCAGGTTTCAGTTGGTC 
AGTTGGGGT TCTTG GGGACCAGTAGGTTTGCACTTCTTGCACCCATTCAA 
GGCATAGCTCTT TTGGTGG TGTCCCCCCCTAAAAAAAAAGGGGTTTT^ 
1 1 11 I I ICCCCCCTI l'l riTl'GGGGGTTAAAAAAAAAAAAAGGGGGGGGA 
AAAAAAAATTT1 U 1 1 1 1 1 nTGCCCCCCn 1111 Tl GGGGGGAATTCCC 
CCCAAAA AAAAAGGG CCCGGTATATTATTTT rrrr r riTriT AAAAAAAA 

cc ccccccr n ri iuuaaaaaaaaccccccccctttttttgggggggggt 

TTAi 1 1 im CCTCCCCTC AA A AAGG AGGGGGGGGGCCCCCCCTCCTTA A 
AAAAAGGGGGTGTGGGATTGTTTTATTTCAAATAATA l 1 1 11 rri CTTTT 
TTTAAATTAAGTAAAATATAATTATTTTTGTTTTTGTTATAAGAAAAGAA 
ATA AATTTG CCCCCCCCCCTCTTTTT 1 l'rrrrri' 1 'TTGGGGGGGGTATAT 
GTTA1 11 T tTn'ATCTCCTCTTA ATGGCCCCCTCT 
>Sequence 865 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 
ATCCAGCAGGGCCACTGGTATCCCAGCCAGGGTTCAAGTGGTCAGTGTGG 
TTCTTGGGTACCAGGAGGTTGCAACTGCTTGCACCAATGGCAGGCGAGGC 
GCGTGGGCAAAAGGGGGGGGTTT1 rrr r r r GCCCCCCCl I T! I' l 'l T GNGG 
GGGTTAAAAAAAAAAAAAGGGGGGGGGGAAAAAAATTT l ir n rrrrnT 
GCCCC CCT'l Ti rrrnGGGGGGGGCCCCCCCTAAAAAAAGGGGGGGGNTT 
TTTTTGGTTI 11 nTTTTTTI AAAAAAAACCCCCCCC T 1 1 1 M 1 1T AAAA 
AAAAACCCCCCC11 1 11 1 l'lTGGGGGGG l l ' l I ' l l I rnTr CCCCCCCAAA 
AAAAGGGGGGGTGTTCCCCCCCCAAAAAAAAGGGGGGGTTTTTTTTTTTT 
AAAAAAAAATTT T f 1 UT1T1 AAAAAAGGGTAAAAAAGGG 1 TT1 TTT T TT 
GGAAAAAAAAGGGAAAAAAGTGTGCCCCCCCCCCCTTTTTTTTTTTTTGG 
GGGGGGTATGTGGG 1 rTTTTTTT 1'CTCCCCTTTTATACCCCCCCCTTTTC 
CCCCCTTGGTITrCCCTTTTGTTTT 
>Sequence 866 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTGATGTATGGTGC 

ATGCACCAGGGCCACTGGTATGCCAGCCAGGGTTCATGTGGCCAGTGTGG 

TACCTGGGTATCAGTAGTTTTTCACGTTCTGCACTCAATTACAGTGCAGT 

CTCTrGTCCATATGGGGATAATTTTTTTTTTCCCCCCCC 1 1 1111 M GGG 

GGGGTGGAAAAAATTTAAATGGGGGGGGGTGAAAAAAAAATTTTTTTGTT 

TTTTTTTTCCCCCCTTTTTTTTGGGGGGGGTTCCCCCTCTAAAAAAAGGG 

GGGAATATTTTTGTATATITTTTGTCCCTTTAAAAAAAATCCCCCCCTTT 

1 1 1 1 i i I iTAAAAATATATCCCCCCTTI rrnTGTGGGGGAAAATTTTTT 

TTA ACTCCCCC CAAAAAAGAGGGGGGGGTTCCCCCCCCAAAAAAAAAGAG 

ATCT1 11111 1 TTI AAAAAAAAAATA T 1 1 l lT l TnT CCAAAAAATATAA 
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AATAA ATTGTTTTTGT TTGTTTGTATAAAATCCTCTAAAATTTTTTTCCC 

cccc cc rrrnrn 1 iattatggtgtttttgtggtgtgtttttattcccc 

CCAATTTTTCAACCAATAATATATCCTTCTTTATATACTAAAATAAT 
>Sequence 867 

ccgggcaggtacacttttggtcaggggaccaagctggagatcaaacgaac 

tgtggctgcaccatctgtcttcatctgtcccgctcatcgtgatgtagtca 

gcttgtaagattctgggaacctgtcccctcttgnttagtatgtgtccctt 

GNCNNTG TTAAAAAG AAAAAAAI I 1 1 1 1 1 T1TAAAAAAGTAAAAAAAGGC 

ccccccccTi n i 'ri'rrri-iTiTi'GTGGccccccci'i'riTi ttttaaaaa 

AATT TTTTTT TTTTTCCCCGGGGGCCCCCCTTTCCCCCGGAAAAAAAGGG 

GGGGTTTTTAAAAAAAAGTGGGTGTTTTAAAAAGGGGGGGTGGGGGGGGT 

TTTCCCCCTTGTCCCCCCCAAAAAAAAGGGAAAAAATTTTAAAAAGGGGG 

GGCCCC CTTTTTTGTTAAAAAAAAAACCCCCCCTTATCCCCCATTTTTTT 

TTTTTTCCTCCTCGGGGAAAAGGGGGGGGGAGTATTTTTTCTCTCTTGTT 

TCCCCCCCCCGGGGGGGGGTTTGTCCCCCCCCC 1H rT TTTTTTTTTTTT 

TCCCCCCCCTTl in l i rn ri Tl-l AAAAAAGAAGGGGGGGGGGGGGGGG 

GAAAAAAAGATTTTAAAATGTGGGCCCCCCCCCCCCGTTTTTTTTTTTTT 

AAAAAAAGAGAGGGGGGGGGG1TTG 

>Sequence 868 

GGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTT 

GGTCCCCTGGCCAAAAGTGTACCTTGGCGCGCTCTAGAAACTATGTGTGA 

TGCCCTCCGGGGCGTGCATGGGAATTTTCTGATATTGCATAGGCCTTTAA 

TTCGTAATAACTCCGTTTTTTTTTATCCCGGGGGGTGTTTAAAAAAAAAA 

ACCCCCTGGGCCCCCCC 11"! ' 1 ' l"i " 1 " 1 " 1ATCC CCCG GGGTGTTA AAA AA AA A 

AATA ATGGGG GGTTTGGGGTGATTGGGGGTTATGGGGTTTTGGGGGTTTT 

GGG GTTTTTT CCCACCTTTTGCCCCCCTTTTTCCCCCGGGGGGGGGGGGG 

GGGI II 1 rTTTTI ATA A AAAATATCCCCCCCGTTCCCCCTTAGTCCCCTA 

AAAAAAAAGGGGGGGGTGCCCCCCCCCrrrrrrrrGrrrn'GGAAATTTA 

TG GAATTT AGGGGGGGCKjGGGGAGTTTTTTATATTATTTAATATAAAACC 

TCCTTTTTCTCCCCCATATACACTCCAAAATTTTTTTATTGTTTTTGTTC 

GCGGGTTrGTTTTGAAAAAAAAAAAGAGGGGGTTGTTTTTTTTTTTTGGG 

GGGGGGTGTTTAAAAAAAAAAAAATAGGATATTTGGGGGGGGGTTATATT 

TGTTTTTTT 

>Sequence 869 

TGGTACGCGGGATGGCACATGCAGCGCAAGTAGGTCTACAAGACGCTACT 

TCCCCTATCATAGAAGAGCTTATCACGCTTTCATGGATCAGCGCCCCTGC 

ATGAATGCATGTTGTGCCTGTATGCGTGCGTTGCCCTTAGGTTCTCTTGT 

TAGTGTGCGCCTTCCCCCCI 11111 rTTTTTTTTGG TTTTTTTT GTTTTT 

TTGNGCCCCCCCCTCCCCCCCTTTTTTTTTAAAAAAAAAAAAAAGGCCCC 

CCCCAAAAA AAAGCCCCCCCCG 1 1 V\ TI Til TICCCTCCCGAAAAAAAAA 

CCCCCCCCCAAAAAAAAAATAAAAAAAGGCCCCCCCCCCTAAAAAAGGTG 

AAAAGTTGGAAAAAAAATTGAATAAAAAGCCCCCCCCCCTTTTTTGTTTG 

T A A A A A A A AG AA AA A A A A AATCCCCCCCCCCCTTG m T TTI u IT A A AAA A 

AG AAA AAA AAA A AG 11 1 1 11 T1GTGTAAAAAAAAGAGCCCCCCCCCCGTT 

TTTTTTTTTTTAAAAAAAGAGNGGAAAAAAAGGGGGCCCCCCCCCCCCGA 

AAAAAAAAGATG'llT'lTUT'rGTTGTTCCCCCCCCCCTTTTTTT lT " rt ' , lT " r 

TTCCCCCCCACCAAAAAAAAAAAGAGGGTGGAGTGTTGTGTAAAAAAAAA 

AAACCCCCCCCCGGGGGGGGGGGTGTGTGCCTCCCCCCCCTCTTTTTTT 

>Sequence 870 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTGCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTCGCTGAATTAACTGTCTATTTTTGCCCG 

NCCCCCGCCCCCAAAAAGGGGTGTGAAAAAAAGGGGGAAAAAAGGGGTGG 

GGGGTGCCCCCCCCCCCCCAAAAAAAAAAAAAAAGGGGGGGT 1 1111 111 

AAATTTCCCCCCCCCCCCTnTTTTTGGGGGGGCCCCAAACCCCCCCCCC 

CCGGGGGGGGGGGGAAAAAAAAACCCCCCCCCCCCCTTTTTTTGTGGGGG 
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GCAGCCCAACCCCCCCCCCCCTCGGTTTTTTTGGGGGGTTTAATTITri^r 
CCCCCCCCCTGGTGGGGGGGGGGGGGGGAAAACCCCCCCCCCCCCCCCCG 
GGGGGGGGGTCCCCCCC Cn 1 1 1 Till n CCCCCCCCC l H I 11 M l 1 1 1 
AAAAAAAGGGGGGGGCTCCAT 
>Sequence 871 

ACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGCTGCACC 

ATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTG 

CCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGGAGAGGGGGGGGG 

GCCCCTCCCCCCCAATTTAAATTAAAAGGGGGGGTTTTTTAAAATCCCCC 

CTCCCCCCT TTTTT TCCCCGGGGGGGGGGGGCCCCCACCCCCCCCGGGGG 

GGCCCCCTTTTTTTTCCCCCTTTTTTTAAAAAAGGGGGGAAAAAAAAAAA 

AACCCCCC TTTTn Tl'AAAAAGGGGTTTTTTTGGGGGGGGGGGGGGGAAA 

AATT TTT T VI riU'CCCCCCCCCCCCTTTTTTTAATATACCCTTGTCCCCC 

CAAAAAAAGGGGGGATTTCGTTT 1 ri CCCCCCCCCrril 1 1 1 TIGGGGGG 

GGTCCCCCCCCCCAAAAAAAAGGGGGGGGGGGGGGGTTTT 

>Sequence 872 

CCGGGCAGGTACCTGGATCTTCCAAGCACAGCCACTTGTGTGAACATCCC 

TGACCTGCTTCCTGGCCGAAAATACATTGTAAATGTGCTATACAGATTAT 

TC TGCAGGG ATGAGGGGTAGGCATGAAGTTTTTGGATTCCCTTGTTCTTA 

AATTTTTTTACCAAAGGAAAATTGGAAAATATGCCCCCCCTTAAAAAAAA 

TAAA AAAACCCCCCCCCCAAAAAAAAAGGGTGGTGTTTTCCTCCGGGGGG 

TTTTGCC CCCCCAAACCCCCCCT1 11 lrrri'lGGGGGGGGGGAAAAAAAT 

1 1 1 in 1 GGGGGGGGGGGTGGCCCCCCCTATCCCCCCTTCACCCACGGAG 

GCAAAATATmUU'lU'GTTTTTAAATATATCCCCTCCiri TTTTTTGGTG 

GGGGTGGTTAAAAAAAAAAATCCCCCGGTGGTCCTCCCTTACTACCCGGG 

GGTGGGGGTGAAAATAAAAAAAACACCCCCCCCTC r rTTrfTI'lGGGGGG 

GGGTGTTTllUU"riUU"ll"lMAGGGGGTGTATTGTGGGGGAAGTTTTATAA 

AAAAAATATAACACCCCCCACTATTGAGTTCCCCCCCTATATAAAATTTT 

TATTTATATAGTGGGTGGGGGGGNGAGGGTTCTTCTTTCTATAATTCTCT 

TTGGGGGAGGGGGGGGTGTTAAATATAAATATAAI1 TTTTI TTTTTTGGG 

GGGGGGAGTAAGAAAT 

>Sequence 873 

CCGGGCTGGTACGCGGGGGCTGCTCAGTTAGGACCCAGAGGGAACCATGG 

AAACCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACG 

CACCGGAGTAAGTATGTTGTTGTACTGCAGTTTCTTTCAGGTCCTAAAAA 

AACCCCCAATCCCTGGTCCCCCTITTTTTGGGGGATATTTTTTTCCCCCT 

TTTT I I 1 1 I m 11 Tl - n GGGGGGGGCl Tm -ITn C CCCI rn TTTTTC 

CCTCCCCCCCCCAAAAAATGAACAAGGGGCCCGGGGGGGGGGGGGTGTTT 

AAAAAAAAAAATATAAAATGGGGGGGGGTATAAAAAGAGGGGTGTCCCCC 

CCTCCTCCCCACAAAATAAATCCCCGGTGTCCCATATGCCCCCTTTTTTT 

TTTrrTTCCCCCTCCTTTTTTTTTTTTTCTAC 

TTrGGGGGGGGGGTTGTTTTTCTTTTATAAAAAATATATGAAGGGGGAGG 
GGGGGTTTAATAAAAAAAAAATACCCTTTTGTGCCCCCCCACAAAAAAAA 
AGGTGGGTGGGTTGTGGTTTT 
>Sequence 874 

AGGTACCAGTCAGGTTGTTCATTTGAGCCAACAACAGATTTCTTGGTTAT 

TGTGCTATTGCCACACCTGGGTTGGTGGTTTTATAGCCATTTCCATCATC 

A GTTTC CTGTCTCTGCTGGGGGTTATCTTAGTGCCTCTCACGAATCGGGT 

G i l II iCAAATTTCTCCTGAGTTTCCTTGTGGCACTGGCCGTTGGGACTT 

TGAGTGG 

>Sequence 875 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCCG 

>Sequcnce 876 

CCGGGCAGGTACATCAAATCGACTTGCCGAGTTGTGCAGCGTAACAAGGA 
AAAAGGGAAAATCAGCTCCCTCGTGAAAGATGCTTCTGTTCCTCTGATTG 
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ATGTTACAAACCTCCCTACTCCTCGAAAATTCCTTGATACCTCTCACTAT 

TCTACTGCTGGAAGCTCAAGTGTGAGGGAGATAAATCTGCAGGACATCAA 

GGAAGATTTAGAATTGGATCCAGAGGAAAACAGCACCCTGTTTATGGGTA 

TCCTCATTAAGGGCTTGGCGAAACTGAAGAAGATCCCAGAAACAGTTAAG 

GCAATCATAGAGCGCTTGGAGCAAGGAGTTGAAGCAAATTGTGAAGNAGG 

TGCTACAACCCAGGTGGCAGTACAGTGGCTATCACC 

>Sequence 877 

AGGTACTCCGCTTCTTGGATGTGTTTGTCTCTCTTGGCTGCACTGGCCTG 
CTCTGCTGGAGACACATGGGCTTCAGAAGTTGGCCCAGTTCTGAGTAAAA 
GTTCTCCAAGACTGATAACAACCTGNGAGAAAGTTCCAGTTGGTACCTGC 
CCG 

>Sequence 878 

AGGTACTTCTTTGCAGTATACAAGGACTAACAGTTAATATTGACCCAATC 

TTATATACGTGGCTCATCTATCAGCCTCAGAAACGAACAAGTAGACATAT 

GCAACAGCAGCCTGTGGTAGCTGTTGCTCTTGTTATGCCAGTTTGTAGAA 

GGAAAGAGGATGAGGTGTCTATTGGAAGTGCCCCCTTGGCAAAGCAACAA 

TCATATCAGGCCTCTGAATATGCCAGCAGCCCTGTAAAAACAAAAACGGT 

AACAGGTTGAAGAAGTTCTCCTGGATAATATCCTGAAGACTATTTTCCAA 

CTITGGTTCCATTTTCCAGGGTCACTTTTCAGAATCCCGCCCATTTGTCA 

AGTTCCTGTTAAAGCCCCTGTTGGATTTTATCTGAAAAGCTTGAAAAAAT 

TCA 

>Sequence 879 

AGGTACGCGGGGGCCAAAGGCTGGAAGAAAATTGAGCCAAGAGCTGGAAG 

CCAGAAGTTCCCCATGCCTGCCCTACACATCCAGGCTCTGAGTTTTTACT 

TTTTCTACTATATTGCCATGCAAGTAACTTTAACTTTGCTTCTCTGTTCT 

CTGTCACTGAGAAATACCATGTCTCCATGGCAATAGGAATGCATTTACCT 

TCACCAAACCTGCTCAAATCCTTGCTGAACAGGACGTAGCAGGAGTTGAC 

TTTCCAATGGTTGGAGGTTCAGAGTACCTNGCCCGGGCGGNCCG 

>Sequence 880 

AGGTACTTAGTGAAATATTCTTGGTAATATCATTCAGGTGGACTTTGGCA 

TCATAATCAAATAATTTGATTTCTACTAACTGTTGAAGAACTTTGTTAGC 

CACTTTGCTTATTCATTACATTTTGGTGATCTTAAGCGCACATTAATTAC 

CCTGTCTGTTTAGCATGTCTTGCTGTTCATCTTGGAATTATTTGTTGTTT 

AGGGACACTTATCTAGTTTCCAGCAGTCTGCTTTTAACCGGGTGGTG 

>Sequence881 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGCTTCTGCTGGTACCTGCCCG 

>Sequence 882 

AGGTACCTGACAACAAGAGCATTTTAGAGTAATTAATTTAATAAAGTAAA 

TTAGTATTGCTGCAAATAGTTAAATTATATTTATTTGAATTGATGGTCAA 

GAGATTTTCCATTTTTTTTACAGACTGTTCAGTGTTTGTCAAGCTTTCTG 

GCATAAATATGTACCT 

>Sequence 883 

AGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGGCC 

TTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAACT 

AAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATATAA 

TAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATGAGTAGG 

CATT CCTA AGATGTGAAATGATCACCTAAGATATACATGCTCCAACCATA 

TTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCTACT 

AACTGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTAAAA 

TAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCCCTCTATCCCTTATC 

TCAGACACATACAAA 

>Sequence 884 

CCGGGCAGGTACTCTGGAGTCAAAACGAATCAGTTTTATATAATCAATTA 
TTTTAGACTATCCGAAGCATAATGCTTAAGTTTAAAAGAGGAGACAAAAA 
TAGGAGGACAAGATACTTGAGAGGCTGTGGCACTAGGACTGCTTGAGAGC 
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CCAGGAGTTGGAGGCCAGCCTGGACAACATAGCAAGACCTCATCTCTGGT 

CAGACATGATGACGGTGGCTTCACCCGGGGGTCTCCGCACAGCAGCGGCC 

TCGGGTAAGCAGAACCTCGCTCCGGGGTTTACAAATCCTTCTCCCTTCCC 

CACAGCACAACACCGCGGCTCCCCGCGTACCT 

>Sequence 885 

CGAGCGGCCGCCCGGGCAGGTACATAATGCAGGATCTGATGTCCTCCTCT 

GGTAAGCAGCATGCACCGCATAAACAGGTCCTTCATGGCCTTGAAGATGC 

ACTGCTTTTAAAAGCTGATTATCCTCTATTTCCCAGTGAATCACTTGATT 

ATCAGATCCTTCCAAAAACTAATTCAGTAGAAGGGGAGCCATCCTGTTTA 

CAAATCCACTGTATGCAATTGACTCGGGCGGTGTGACCATTCAAGTTGGT 

AACAACAACCCTTTTCAGGGGGTCATAGAGCACCACGGAGCAGGACGTGC 

CAAAGGCCAGAAAGTCCTCCCCCGCGTACCT 

>Sequence 886 

AGGTACGCGGGGGACATTTCTTTTCCAACACAAGTGAGGTGAACAGCCAG 

CCAATCCTGAGTATTTGAAAAAATGTATCTGCAGCAGGTTATGATCAGGG 

AGCTGTATTTTCAAGTAGTAACAGCACTGCGAAGAGCAAGCAATGAAAGG 

CCAGCATTCTAATTGGAAAGAAAGAAGAGGAAATTTCCCTCTGCAAGGGG 

GCTAATTTGCCAACTGGTGATATTGTTCAGTTCAAGGGAATGAAGAATTC 

AGAATAATTTTGGTAAATGGATTCCAATATGGGGAATAAGAATAAGCTGA 

ACAGTTGACCTGCTTTGAAGAAACATACTGTCCATTTGTCTAAAATAATC 

TATAACAACCAAACCAATCAAAATGAATTCAACATTATTTTCCCAG 

>Sequence 887 

GCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATATTGG 

CCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGTAGAA 

CTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAAATAT 

TATTAAATTAATTGGTGAATTGAGCATCACTAGAATAAAATAAAATGAGT 

AGGCAT TCCTA AGATGTGAAATGATCACCTAAGATATACATGCTCCAACC 

ATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCCTCT 

ACTAACTGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTTTTA 

AAATAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTCTCTAT 

>Sequence 888 

GCCCATCGGCCCTAAGAACTCCTATAGGGCGTANTGGAGCACATCGCGGT 

GGCGGCCGCCCGGGCrrGTACTTCCTTCTTTTTTATGACTAAATTTTACT 

CTATTGTATGGACATGACACATTTTGTTTAAATTGTATAGGTATGCCATA 

CTTTAAGTTTGTTCCATAAATCACTTCATTAACATTTGGGTTGCTTCCAC 

I l l l 1 GGNTAATTAATTAATTAATTTATTTATTTATTTTG AGATGGAGTC 

TCGAAAAAAAAAAAAAAAGAATGTGTATCTACCCGCAGTTGTCAGGCGCA 

G TATCCA TATAT GTCAT TTAGGTCAAGTTTGTTG mTTCAACTCTTCTG 

TAi 1 1 1 i ACTG ACTTTTTTGGTCTAGTTGTTTAATCATTCACTG AGACAG 

GTGTGTTAAATCTCTCATTGGGGTGATGATTTATCTAGTTCCCATTTTAA 

TTC 

>Sequence 889 

TAGTTGAAGGGTTTAAATTTGCGCCGCTTTGGGCGGTAATTCATTGGGTC 

ATTAGCTTGGTTTTCCCTGTGGTGAAAAATTGTTTATTCCGCTTCAACAA 

ATTTCCAACACAAACCATTACCGAGCCTCGGGGAAGCATTAATAGGTGGT 

AAAAGGCCCTGGGGGGTTGCCCTAAATTGAGGTGAAGCC 

>Sequence 890 

CGGGCAGGTCGCTCGTGATCTAGATAGTGAGCGGACGCGTGGGTCGACTC 

AAGACTTTTAAAGATTTATCAAAATTTGGTGAGCCGAATCTCAGAAAATT 

GGTGAATTCGGTTAGTTCCCAATAGGCCGCAGTAGTAATAAGTGGAGTGT 

TCGGGATATAGAAAAATTTTCACGAATGGAATTAAAATTTCTAGGCGAAT 

TCAGTGAGTTCCCAATGGGACATGATTGTATGAGTGAGCTTTTCAATATA 

TAGCAACATTTTAGGTTCAGAAACTAAGTATCATGGTGAATTCAGTAGGT 

TCCCAATAGGAATCGCATGTAATAAG 

>Sequence 1262 

AGGTACTTTGATCTTGGACTTCCAGCCTGCAGAACTGCAGTGTTGGTCTG 
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CAAGCTTCAAGAGCCAGTGCCCTGACTGCCAAGTGATTTGCCGAAGGGAA 
TTATGGGGAATTCGCAGGTATTCCTGATCTGCTATGTATTCCAGAAAGGC 
CATGGGCAAAAGGAAGTACCTGCCCG 
>Sequence 1263 

AGGTACCGATTTAGCGTGGTCCCAGGCATGTCGGATGTGGGAGCATTCGA 

TCCGCGGCGCTGCCTTCCGTCGAGCATTCCGGTTCAGACGCTTTCGGTTG 

ACACTGTAACCAAACTTCTGCCTCCGGGTTTTGCCCTTGGCCTTGGGCAT 

TCGCGCTGACCACCGCAACCAGTCAGCTCAAACACGGCTGCTCTCTGGTC 

TCTTCAGAACCTCTGTGTTCCCCGCAGTACCCTGTCCCGGTGCGGTCCGC 

TTCTTAGAACTAGTTGGGAATCCCCCCGGGTCTTGCATGGAAATTTCGAT 

TATTCAAAGCTTTATTCGATTACCGGTTCGACCCTTCTGAGTGGGGGTGG 

CCCTCGTGTAACCCCAAACTTTTTTGGTATCCCCTTTTAAGTTGAAGGAG 

TTTTAAATTGGACGCCGGCTTGGGGCGGTTAAATTCATGGGGTTCATTAG 

ACTTGT 

>Sequence 1264 

AGGTACCTATGATTCGATAATTGACAATGGTTATCCGGGTTGTCATACAC 

TTGTGCTAGGAGAATrGGTTCTTGTTACTCATATTAACAGTATTTCATCT 

ATGGATCTATAGATTAGCCCAATTTGTAATATAGGAATTTATTGAGGTTT 

GTGGAATTAGTGTGTGTGTAAGTATGTATGTTGAGCTTGAACGCTTTCTT 

TATTGATGGCTGCTTTTAAGCCTACAATGGTTAAGTGATTGTAGTTGTTT 

ATTCACTATTTAAGGTTTTTTTCCCGGACGCGTGGGTCGACACCTGCTCG 

GGCGGCCGCCACCGCTGTGGAGCTTT 

>Sequence 1265 

AGGTACAACTAAAAACTCTGGACATTACATTAAAGCAAACATAACAAAAC 

ATTGAAGGGTGGGGAAGAAAAAGCAAGGTGGCTAGAAATGACATGGTGGT 

AAGTTCCCTGGGTTTC 

>Sequence 1266 

AGGTTCTTCAGCAAGCCAGCTTCTCGGATGGCGGCTGGGCCATATTCCAC 

TCCTTTC 1 i l I i CTGTGAATCATACAAATCCCACAGACATAAGAGAAGGT 

GAGAAAAGGAGCAGAAACACTTTACACACAAATCTCTGATGCTACACGGA 

GTTCCTAACAGATTCCTCTGCAAATCTTTCACAGCATCAAAACTTCTTCG 

GTAGAAGGCTCGTCGGTTCATTAAATATTAATGAATGGAGGAAGGAAGAT 

TTTGTTCTTGAAAGCAAATCAACCTTCTGGGTCCCTCACTGAGAGCCAGA 

CCAGAGGAGTCTGTCTCCGATCGGGAAAGGGCTN 

>Sequence 1267 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1268 

ACGGGCAGGTACACATATTACAAGAGCCTGCTACTGGGAACTAACTGAAT 

TCACAAAGAAACAGTGATTCAGTTCGTTAAAACTTTGCTCTATCTTGAAT 

AACAAGCTTATTACATGCGAAACCTATTGGGGACCAACTGAATTCACCGT 

AATACTTAGATTCCGTTCTTTAAATGTTGCTATATATTTAAATGCACACT 

CATATAAGCATGTCCCATTGGGAACTCTCTGAAATCGTCTAGAAATTTTG 

ACTCCATTCGTGAAAATTTTTCTACATCCGGAACAGTCCACTTATTACTT 

CTGTGGCCTATTGGGAACTAACAGAA 

>Sequence 1269 

GGGGCAGGTACATGCGAATCCTATTGGGAACCTACTGAATTCACCATGAT 

ACTTAGATTCCGTTCCACAAAATGTTGCTCTTTATTGAAAAGCAAACTCA 

TACAAGCATGTCCC ATTGG GAACTCACTGAATTCGCCTAGAAATTTTGAT 

TCCATTCGTGAAAATTTTTGTATATCCCGAACAGTCCACTTATTACTACT 

GCGGCCTACTGGGAACTAACCGAATTCACCATGTTACTCAGATTCGGCTC 

ACCAAGTTTGATAAATCTTGAAAAGTACCTT 

>Sequence 1270 

CCGGGCAGGTACGCGGGGACCCGGCGCTCCATTAAATAGCCGTAGACGGA 

ACTTCGCCTTTCTCTCGGCCTTAGCGCCATTTTTTTGGAAACCTCTGCGC 

CATGAGAGCCAAGTGGAGGAAGAAGCGAATGTGCAGGCTGAATCGCAAAA 
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GAAGAAAGATGAGGCATAGGTCCAAGTAAACCGCTAGCTTGTTGCACCGT 

GGAGGCCACAGGAGCAGAAACATGGAATGCCAGACGCTGGGGATGCTGGT 

ACCT 

>Sequence 1271 

CCGGGCAGGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAAC 

TGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGGTTG 

AAATCTGGAAACTGCACTCTGTTGTGTGCCCTGGCTGAATTAACTATCTA 

ATCCCAAGAAGAGGGCCAAAAGTAACCTTCGTGCCGCTTCTTAGAACTTA 

AGTGGGATACTCCCCCGGTGCTGGCAAGGAAATATCGAATAATCCAAGGC 

CTTATACTG AATACTCAGTTCG A ACTCTTCCTAGGGGGG G GG G ACTACGG 

GATAACACCAAGCCTTATTTGATTACTCCCTTTTTAAAAGAAAGGGGATT 

AAAATTTGCTGACTGCCTTTGGAGCCGTTAAATCCAATTGGGACCAATAA 

GCCATGGTA TTTC CCCTGGATGGTGAAAAAATTTGGTTTAATTCTCCGGC 

TCCAACAAATTTTCTCAACACCAAACAATTAACCGAAGCCCGCGUGAAAG 

CCAAAT 

>Sequence 1272 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGAATTGAGCATCACTAGAATAAAATAAAATG 

AGTAGGCATTCCTAAGATGTGAAATGATCACCTAAGATATACATGCTCCA 

ACCATATTGATTTTAGAACAAAACACAGCAGCCCATAACAGTTTGTGGCC 

TCCACTAACTGTCCTCTGCTGTCCCATCTAGAGGTTATGTTTCTCTATTT 

TTAAAATAAAATGTAGTTAAATTAGCCTGACGGATGTTTCCTC 

>Sequence 1273 

CCGGGCAGGTACCTACTTACCAGCCCTTGAACCATTTCTATATGATGCTC 

CTCCCAATATTCTGAAACATGTGGTTGGACAGTTCAGTAAGGTAAGAAAT 

GCCAGCCTCTAAGGGGAGGAAGAAAATTAAAATGATTTGTTGTTATTTTT 

TTTTCTGTTGGGTCAGTAGCTTTTTCTGTAACACGGGGTCATGGTTTTAC 

TGCTTAACTCTCACCAATCTGTATGGACAGAGAAGTTACCTTAATAAAAT 

TCACATGTAATTAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 1274 

AGGTACGCGGGGCTTTTCACAAGATGGCGCCGAAAGCCAAAAAAGGAAAC 

TCCTGCCCCTCCTAAAGCTGAACCCAAACCAAAGGCTTTAAAGGCCAAGA 

AGGCAGTGTTGAAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACG 

TCACCCACCTTCC 

>Sequcnce 1275 

GCCCCGGTTACTCCAGCCTTTTTGTTTCCCTTTTAAGTGGAGGGTTTAAT 

TTGCCGCCGCTTTGGGCGATAATCAATGGGTCATTAGCCTGTTTTTCCTG 

GTGTTGAAAATTTGATTATCCCGGCTTCACAAATTTCCACCACAACCAAT 

ACGGAGGCCTGGGGAAGCT 

>Sequence 1276 

AGGTACGCGGGGGGGCGGGGGGATAGCTGTCCAAGGTCTCCCCCAGCACT 

GAGGAGCTCGCCTGCTGCCCTCTTGCGCGCGGGAAGCAGCACCAAGTTCA 

CGGCCAACGCCTTGGCACTAGGGTCCAGAATGGCTACAACAGTCCCTGAT 

GGTTGCCGCAATGGCCTGAAATCCAAGTACCTGCCCGGGCGGCCGAGGTA 

CCAACAGAAACCTGGCCAGGCTCCCAGACTCCTCATCTATGATGCATCCG 

ACAGGGCCACTGGCA 

>Sequence 1277 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1278 

AGGTACAAGTGTCTTGATTATAGTAGCTTCATAGCGAGTCTTAAAGTCAG 
GTAG CAGGTA GCATAATTTCTCATTTGTTCTTTTTCAAGATTGTGGTAGA 
TATTATTTTTATTATTATTTTTTTTGAGACGAATTCTCACTCTTGTCCCC 
CAGGCTGGAGTGCAGTGGTGTGATCACAGCTCACTGCCTCCGCCACCTCC 
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TGGGCTCCCCGCGTACCTGCCCG 
>Sequence 1279 

aggtaci i ri rri-rrACirri'i rri i rn rrrriTAAGAAACTGGGTCTC 

TCTGTCACCCAGGCTGGAGTGCAGTGGCAACGATCATAGCTAACTGCAGC 

TTTGACCTCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCTGAGTAGC 

TAGGACTACAGGTGTATGCCACCATGCCTGGCTAATACAAAAAAATTCTT 

TTAAGAGATGGGATCCCTCCCTTTTAAAATCAGAACTTGTTCACATGGTG 

GTTGCTTGTGGCAAAACGGAGTTCAAATTTTGCTCTCCTATTGCTATAAT 

TCTGCTAGCAATCTGTTGAGGTGAAACTTGGGATCTGACTCTTCAGCAAG 

CAGCAAATGACCTAGTAACTCAGGGACAACTATTTTTGAACTTTAAGTGC 

CACTTTAATGCAGTTAGTTT 

>Sequence 1280 

AGGTACCACCTATGTGGAGGAGACTGCAAGGAAGCTGTTATTCAAAGTAG 

AACAGTCAGCCTTGTGCTTGAGTCCTGCTTTATGCTTGCGTGTTTCATAA 

CAAAACACAAAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATCCAAG 

TAGCTGACTACTGTACCTGCCCG 

>Sequence 1281 

AGGTACGCGGGGGTGGAAAGGACCATGTGAAAAAAAAAACCTAAAACTGA 

AAAGGATTAATGTATTAATATTGACAGAAGCCAAGGAACACCATCTGAAG 

TTCTGATGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGATTCTCA 

CCTAGAGCATCCAGAAGAGAGGTTGGTCCTGCAGACACCTTGTTTTCTGA 

CC 

>Sequence 1282 

CCGGGCAGGTACGCGGGGAAGGAACCAGAGGCCACTTGTATATATAGGTC 

TCTTCAGCATTTATTGGTGGCAGAAGAGGAAGATTTCTGAAGAGTGCAGC 

TGCCTGAACCGAGCCCTGCCGAACAGCTGATAATTGCACTGCAACCCTTG 

GATGAGAAACCAATAAGAATTTCCTTGGGAGAGCAAGCCCTACGGCAACC 

TAAAAATGCCATTTTCCACCTTGGAAACTTGATTGGAAGGGGGAAAAACT 

TCCT TGGGATGATTTTTGAAGAACAAAGGTATTTTACCCGGGACTTGAAG 

TTTTCAGGAATTCGTTGAAATTCAAAAGTCCACAAATGTTGCAAACCTTA 

ATTGGCCCTTATTCTAAAAGCCACCTTCATAAGGGCCAAAAAACGAGGGC 

CAACCCCTGGGAAATGCTTTACCTTTAAAAGCTGGAAGAAGTTTTAATTC 

CAGCCAAGAAGCATTGCTTGACCAAGGGCAAAAAATTCTACAAGTTCTG 

>Sequence 1283 

AGGTACT 111111111 1 1 1 11 J 1 1 1 1 1 1 1 1 rriGGGGNNAAGTGGGCATA 

ATTTACTAGCCAATTTAGGAAGTTCCCCTCACATCAGTAACATACAGTAC 

ATCACCCAGTATGTCAGAGGACACAATGGCATAAGTTTGCCTTTGCAAGG 

GTTTGAGGGGATGGCCAATTTCCCGACCTGACTCAGGAAAGTTCTGTAGN 

CTGATATACCATCrTCAAGTTTGGNGGGTCTTTCTCTCTATATATATATT 

NGAGTTCAGCAGTCATGCTGGAGTCCAGAGTAGGTGATTCTTTCTGCTTT 

AGCTTGACTCCTCCTTAAGATTGCAACTCTCTCAGTTTTACATTTTTTTG 

TCAGACGTAAGCTGACATTCCACAAGGAGAGGAGGAAATTCTGTGGTTCA 

CATCCAGTGGTGCTTGGAACCTGATTGGTTGTCATTCTTCCAGCTAGTTT 

GTCACGAGTGGATATCTGTCCTGGATTCCCAAGGATCAAGGCTGCCCCAT 

TAGCCAGGAAGTAGGGAGATAGAGGAGGTCACTTGAGAAAGAGCTGCTTC 

TTTGCCGCCTCCAGGTTGNGTCTGTTTCCTCTCATATCTGAAGACAGATG 

TGCTGGCAGAAGCAAAATCCTTTGTCCGGCCACGTGCAAATGCATGGGAC 

ATAAATATGAACAGAGATTCTTGTCCCACTCTAGAAAATGGAGAGTTCAT 

CTTGTTTCAAGGGGACATAAGGCTTGAGTGTTTTTTGACTTCCTTCCCGC 

GTACCTGCCCGGGCGGGCGGTTTA 

>Sequence 1284 

CCGGGCAGGTACAACTTCCTCCTAGCGTTTCTGGTTAACTATGTGAACAC 

ACAGGCAGACAGATCAAGCCGCTATGTGAGGGACAAATAAACATACTGAA 

GACCTAAAAATGTGAAGTCAGCTGAGCCTCAATTCAATCCAAACCTTTGG 

GGGCTTATGCACCATTAGTCTGTATCATGGCCTCCAGTCATTTGTCCCTC 

TAGAACAGGAACTCTGAAAGGCCTGACAAAGAAGAATGGACAATCACAGA 
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TGCTGGTTTTGCCTTCTCATTCCCTGCAAGTCTACTGGATGCAGGAAGAG 

GGTGGGGGGTTCAAGCTGCCTGCTTAGGAGCTTAAACATGACAAGGATTT 

TCTAATGAAAAGCTAACCCAGAGATTCCTCTTTTTCCTATGATACCACAG 

CATCCATCATTCAAAAACCGAAAAAGGACC 

>Sequence 1285 

AGGTACAAGGACCACCAGCATCAGCATCACCTGAGAACTTTTTAAAAATG 

CAGAATCCCAAGTCAGCTGAATCACAGTGTGAATTGTTAACTAGGTTTCC 

CGCTGATTTTCTATGAAAATTTCTGGTCTATACGGAGTGTATATGACAAA 

TATATACATGTGTGGCCATGCAGACATGCTTATTCTCACCTATGGCAAAT 

AGAACACAGCTCTCCATGGTCAGGTGCTTCCATCCCTAATGGCTTCCCAC 

CAGTGAGAAAGACATTAAGAGTCAGAATACTTTTGCTGTAATTCTCTGGT 

AAATTTTGGTACCTGCCCG 

>Sequence 1286 

AGGTACAGAAGAAACTTGATTCTATAATTGATTTGACAAAAGAAGGCCTA 

TCCAACTGCAATACAGAAAGTCCAGTATCCCCCCTGGAGTCACATTCGAA 

AGCTGCTTCAAACTCAAAGGAAACAACCCCATTGGCACAAAATGCAGTCC 

AGGTTCTCTGAGTCTCTTTGAGCANNCCTGCCACCTCTCCCAGAACTCAC 

TCAGCACCACTACNNCTGAATTAGTAGACANNAAACCCGAGAACCACACT 

TCTCTCCCTCAGAAGCCTCTGAGTCGAGCCGGCCCCGCCCGGGCCAGGTA 

CCTTTTGGCCTCTCTTGGGAATAGAAGTTATTCAGCAGGGGCACACANNA 

CAGAGGCAGTTCCAGAATTTCAACTGGCTCATCAGAAATGGCGGGAAGAT 

GNAAGACNAGATGNNGTGCAGCCACANAGTTCGTTTGGATCTTCCCAGCT 

TGGTCCCCCTTGGCCAAAAAAGTGTAACCTTCGGCCCGCTCTAGGAA 

>Sequence 1287 

TATACTACTATAGGCGAATGGAGCTCACCGGGTGGCGGCCGAGTACTGAG 

GACACTGTGCTTGGTCTCATTGATCCTGTTAACTTGACTGACTGCTCGAT 

GGTCCAGCCACATNGGTAGACGTTTCTGATGGGGAAAACTCCCCTTCCTT 

GAGTTGACTAGGTAATAGGGGTGAAACTGCTTATCCAAAACAACCAGAGA 

ACACGGGCATCAAACCCAAGTCCTCGAATTTGGTTTAAATCAATCCCTTG 

TACCTG CCCG TGNNTNTTANATCTANAATGATGTAAAGTTTTGAATAAAT 

TGACTATTTTACTTCATGCAAAGAAGGGACACATATGAGATTCATCATCA 

CATGAGACAGCAAATACTAAAAGTGTAATTTGATTATAAGAGTTTAGATA 

AATATATGAAATGCATGAGCCACAGAGGGAATGTTTATGGGGCACGTTTG 

TAAGCCTGGGATGTGAAGCAAAAGCAGGGAACCTCATTAGTACCTTATAT 

AATATACCTTATTTCTCTATCTCTATCACAATATCCAACAAGACTTTCAC 

AAAATTCATGCGGTGCAAATCCTCAAAGGTTACCTTTAATCATCTCATGG 

GGAGTGCGCTTTATAAATTTGGCAAATCATTACTGGTCACTTATCTTAAC 

TTTGAAAAGTGTTGTGACTTGTTAGTAAATTGAAAGAAATAAGGCACTCT 

TGATAGCCACTTTATGGTTACTTCTGTAAATTAAGAATTACCAAGAGCTT 

TTAGAAAAAATAAATAAATATGGTTTTTGGCTGGACCACTCTTAGGCGAT 

TTTAGCACACAGGGGCCTTATTATTTATCTAATGTGTACAAACTTTCGTA 

ATATAGAATTATATTTCCAATGAAATGGTTTCGTCAAAATTCACCAATTA 

AATCAGTTCTATAGTTTAAATCGGAGGTTTATATAACTTACCATCTATGG 

CT 

>Sequence 1288 

AGGTACCTTCAAAGAGCCAGTTGGGTTGGCTGTGTTCTTTCTATTCGTGG 

AAAACAGCTGTGGGTGCCGGGTGTTGAAGTCAGGCTTTTGTTCCATGCTA 

AGGTAGGAAGGTTTGTTCTTGAGACCTATCACTCTTCTGTGGAGGAGGAG 

TTCACAGATGGTGAGCCGCTTTATCACCATCTCGGAGGCTTTTGAAATAT 

GTTGATAATGACCTGGGAAAGAGGGCCGAGTGGGATGAGGGTGGGAGTAG 

GAAAGAAACATTCGGCCCACACAGTGTTCATATCTTCTCTTGTTTTTGTA 

TCTGTGGCAACTGCAGATTAAATGAATTAGGTTATTCTTTTCCATTGCCT 

TCTACCAAATAGAAGTACCTGCCCG 

>Sequence 1289 

AGGTACTTTTTTTTTTTTTTTTTTTTTTTTTTTTTAAGGAACTGG 
AAAAACTGCCCTGGCCTATCATAAGGGAAAAGATGGGAGTCTTTTGCTGT 
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CCATCTTGAATGTAATTCACATTGTCCATGAGTGCTGATCTAACCCCATA 
TGCCTCTGCCCGACTGCCTTTATGAAATATGGTAATTTAATGCTTAAACA 
ACTGTTTCATTTGTGTACCTGCCCG 
>Sequence 1290 

CCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACCTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

TATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGA 

AAAACATAAGAAGAGAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 1291 

ATATACATTTGCATCGTACGTATTGAACGTGTGTACTAANTANCANNCAT 

CTAACTCTCTATCATACTTCGCTAGTGCGAACAACGATTTTACTGTGGCG 

TGAGTTTGAGAAAAAATATTAATTTATATATTTTTTNTTAATAGGGGCGC 

GCCTACTCAATTACGTCTAGTCGGATCTCCACCGCGATCGCGGCCGCAGT 

ACAGGGGCCAGTTATTATACTGCTGACAGTAGCAAACTGCACA 

>Sequence 1292 

AGGTACTGTTGAATGTAACATTAGAAATTGGGCGGTTAATTAACATTCCC 

TAAGTCATATGCTTTAATTTGATAATGATTGCAATCCAAGCTCTGTGGTT 

CCGAAAATGAGATTTGTAAATTCAGTTTGCATTCCCCCATCTTTAGGAGT 

ACCTGCCCGGGCGGCCGCCCGGGCAGGTACAGAAAGAAATATGTCATCTA 

CATCGAGCGGGTGCAGCGCGAGAAGGCCAACGGCACAACTGTCCACGTGG 

GCATTCACCCAAGCAAGGTGGTTATCACCAGGCTAAAACTGGACAAGGAT 

CGGAAAAAAATTCTTGAACGCAAAGCCAAGTCTCGACAAGTTGGAAAAGA 

GA 

>Sequence 1293 

CCGGGCAGGTACTCATCAGATGGAATGTTTTACCCTGCCGAGGTTTTAGT 

CATGATGTGCTGAGCTCTCTGCGTCTGACGTGACTGACTGGTAGCTGGGC 

GTCGGCGTGACCCTTCTTTCCCTCTAGGATCACATCATGGAGATATTTTC 

CACCTATGGGAAAATTAAAATGATTGACATGCCCGTGGAAAGGATGCATC 

CCCATCTGTCCAAAGGCTATGCGTACCT 

>Sequence 1294 

CCGGGCAGGTACAAACTTTTACTTTGGTTTTGTTATCTGACTATTGGGTC 
TTrGACACTTAATGGGCACTTCTTTTTTTTTT^ 

TGTAACTTCTAAAGCTATGGTTCTCAAGTGTGATATCAGGATTCCTGGAA 

TTTCCTGAGAGC 

>Sequence 1295 

AGGTACTGTGGGATTTGTCTTTTATGAGTTACCAGTTCAGAGACTAGTTC 

ATCTTTGGTTGTATAGGATGTTAGGATCTCAGTTGGCATTCACAGTTAAA 

TCATGCACCTTCAGGAACTGGGAGCATTTTGATCCAGAGTCACAATCATT 

CCTTTCTTATCTTCATCCCTATGGTATGTGTGTTCTGAAGTTTAACTGAC 

AGATGGCAGCTGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCT 

TCTATTTCGACCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTCTTC 

CGCGAATTGGCCGAGGAGAAGCGCGAGGGCTACGAGCGTCTCCTGAAGAT 

GCAAAACCAG 

>Sequence 1296 

AGGTACGAAGTTTGCGTTCATCGTCCACTTCAATGAGTTTCTGGCAGCCA 

GTGGCTGGGAAGGAGATGTTCAGCTTCATCTTGAAGCAGCTGAACGCCTC 

CGAGGCGCCACGGAAAAGAGGCCCCGCGTACGCGGGATTGGGATTGGGGG 

GAAAGAGGGAGCAACGGCCCATAGCCTTGGGGTTGGACATCTCTAGTGTA 

GCTGCCACATTGATTTTTCTATAATCACTTGGGGTTTGTACCTGCCCG 

>Scquence 1297 

CCGGGCAGGTACGCGGGGGAAATCTGCAAGCCAGCTTCACCCCTCCCATC 
GAGTTCTGGTCAGGAGGCTTCTGGTTGAGTTCAAATTGCTATAAAGTTCA 
GCTG G AGCCTTCCTTCTCCCTGTGGCCTTTTCCCAGTACTT V 1 1 T I TTCT 
TTTTTTTTTTTTTTCCAATACTTGTCTTAGCTTGm 
TGAAACTCTTGACAATATTTTCATTTTCTATCTTGTrTCTATCTTCCAAT 
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TTTCTTCTAAGTTTGTACCT 
>Sequence 1298 

AGGTACTTTTT1 1111 11 ITT 1 i 1 1 rTTTT 1 GG A ATGGGTTATG AGG A AT 

TGTGGTCAAAAAACGAGAACTTCTTTTTGGTGTTAACAGGGCTATGTCTG 

CTTTGCTCTAGTGATTCCTAACCTACTGTGCGAAGGAGGCATAGCAAGGC 

AAGACTGTTTAAGTATAACCATAAAGGGACTCACGCACTCTCAGGTGAAG 

TGCAAAAATACTGATCACGGTGCTCAAACATTCTGGAGGAGTAAGCATTC 

AAAT TCAGAAA TGTAAGACGATTTCTCAAAGAAAAGAGGAAAAACCTATC 

ATTAAl 1 1 I M AAAATATACCTTCC AGAGC AGGTTTCTCAACAATTTTAC 

ATAGAAGACGAGTATTTITGTCTCCTTAAGATTTGGACTTAAGGTCAAAG 

TTGTTGAAGGTTGATCGGCTATTGTAAGCTTCAGGTGAAACCTANAGAGG 

AGAAGGGAAGAAGATAAATCTACTATCCTAGATTCTTTTTAAGAAGCAGC 

ACGTTCCACTCCTGACTCTCCCGAAGATGGTCTCAGGTCTTCAGGTGACC 

CTATGCAAGGACCCTACTGTGCACTCTGCTGAGTGTTCTGGCTCTCTGGT 

ATCAAGTCACTGGGCCTACTCTACTTTTGGTGTCATTCTGGCCCTGTGAA 

GAAACTATGAGGAGAATCTGGTCGATGCATTTTGTAGTAACACCGCAAAG 

GACATGAGAAACTTAACCAGAGAGCTATTAGAGTGGCGATCAATGACGCT 

GCTTGTTTACCCAATCTGGCTTGTGTGCTTAAAGATTGAGAATACTAAAG 

CTGACCTAGCCTTTCCTAAAGGAACAGACCCTTTnTAAGGTTCTG 

>Sequence 1299 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCAGCCACAGTTCGTTTGATCTCCAGCTTGGTCCCCTGACCAAA 

AGTGTACCTGCCCG 

>Scquence 1300 

AGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCCAACCTTGCCATTGCAAT 

AAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATG 

ACATCACTTGGGTACCTGCCCG 

>Sequence 1 30 1 

CCGGGCAGGTACAGATCTCTGCAGTTACAGGAACATCGTCTGCTTCATGG 

TAAATGCAATTTCCTGTTCAGAAACCACACTAACATTACTTCTTTCAGTA 

TTTCTGCCTCAAAGTTGGTTTAAGATTATCATCATTATAAGAAAAATTTG 

TCTAGTGGCTGGTCCAGGGAAAAGGGGTCTGTGGTTTCTTTTGGCAATGA 

GGCTCTGGAAATGGGCTGTATTTTGGAGGGAGGGGGTAAGGGCAAGTTTA 

TAATCCACCTACTTGCGTTTTTAATGACTGCCACAATGCACCATGTCCCT 

ACAGGTTTGCCACATGGCTTCGAAAAAACATGGCAACCCTTGGATGATTT 

TTA GGAA AACATCATTTGGTGGAAAGAATTGTCCCTAACTTTTCCCTTTG 

TACTTTTATATCGAAATGAAAAATACCATTTTCTTGAAAAAACAAATTCA 

CTGGTGTTATACGAGGAGTGTTATAATG 1 1 1 TTTTTTI AAAGCCCTATAA 

AACACTTGTAATTTTTCTTTC 

>Sequence 1302 

GANAATGAGTCGAGCCGCTTAGCAACTC 
>Sequence 1303 

AGGTACACTTTTGGCCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

GAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCC 

AAAGTACCTGGCCCG 

>Sequence 1304 

CCGGGCAGGTACAGGCCAAGGTCCTCTGTGACTCGCCGCCCACTACCCAA 
GTGAATGAGTCTCCCCTAGAGCTTTGCTACTCAGAGGGGTCTGAGGACAA 
CAGCATGGGCCAACACGTGCACTCGAGCTGCCTGGAGATCTTGTTCAAAG 
GCAGATTCTGAATGAGTAGGTCTGGGTTGGAGCCTGAGAGTCTGTACCT 
>Sequence 1305 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATTTTTTGTGC 
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ATCCACCAGGGCCACTGGTA 
>Sequencc 1306 

CCGGGCAGGTACl l 1 Mill rTTTTTTTTTTTTTTTTTTGCTATAAAATT 

GGTATTTGTATCTTCCTCCCATTCTGCGCTCCCCCAACCCTGCAGGAAGG 

TGGATTCTTCAAGGGAACTGGAGGAGACTCTTCTGTTACCACCAAGCCAG 

GAAGTTTCATGGCTTGGGAAGCCCCGCGTACCT 

>Sequence 1307 

AGGTACGCGGGAACACATTTCT1TGGGATTTTGCCCTTCCTGGGGTATAG 

GGGATCAGAAATATTGATCCATGTGCACGCAGATAAAATGGCTTCTGCTA 

AACAGACTAAAATCTTTCTCTCTAGTCTTTCTCACTTGTACCTGCCCGGG 

CGGCCGCTCGACCGTCTTTCCCTTTCGCCCTCCACCTCCTTCCTGAGACC 

AGCTGTGTTTCAGCTCCCCCTTCCCTGGGCCCACACTGAATCTCTGTTAC 

CCTTACAAACCCCTGCTGCCTCTAAGAGTAAGGACCCCTATCCCATCCCA 

AACTCAAACCTAAGCACATGCAGCCTCATCCCATTTCTCCAAAACATGTG 

AAAGCAAAAGAAAATAAAAAACTAACTCAGCAATCTTGTTCTTCCTACAG 

TGGTCTTTGGCTACT 

>Sequence 1308 

CCGGGCAGGTACGCAGGGGGCCTCTGTAAGGCACATGGAGGTGATGATGT 

TTCTTAGAGAGAAGATCACTGAAGAAACTTCTGCTTTAATGACTTTACGA 

AGCTGGCAATATTACAATCCCTTGACCTCAGTGAAAGCAGTTCATCTTCA 

GCGTTTTCCAGCCCCTATAAGCCACCCCCAAGGTGTTGGTTATTGCCTCC 

CTCGAATTGCCTTCCGTTACCTTCGGGCCGCTTCTAAGAAACCTAAGTGG 

AATACCCCCCCGGGCCTGCAAGGAAATTTTCGATATTTCAAGGCTTTAAT 

TCGAATACCCTGTTCGTACTCTTCTGAGTGGTGGGGGCCCCCGGGTACCC 

CCAGCCTTTTTGGTTTCCCTTTTTAGTTGAAGGGGTTTTACATTTGCCGC 

CGCTTTTGGTCGTTAAATCCATTGGTTCAATAAGCTTGTTTATCCTTGTG 

GTGGAAAATTTGTTTATTCCCGCTTCCACAATTTTCCACCACCAACCATA 

ACGAAGCCCGGG 

>Sequence 1309 

ATTACACCACAGATAGTTACTCTTATTCATTTCACTATATTTCTATTATT 

ATATTTGTATTCTACCTCATTATTGTATGGAATATATATTTTTATAATAT 

TACTACTTACTATTTAAATTTGTATTTATATTCTTATCGTTCGGTTGTTC 

GTATCGA 

>Sequence 1310 

TGGTGTGACGCCGTATACACTACTATAGGGCAATTGAGCTCCCCGCGGTG 

GCGGCCGCCCGGGCAGGTACGAGTTGCTACGCTGCT 

>Sequence 1311 

CCGGGCAGGTACAAACTTATGAAGAAGGTCTCTTTTATGCTCAAAAAAGG 

AGACAAGGTCTCAGGAAAGGAGTGGGTAAAACACTTATCTCCAGAAAGCC 

AGCAAGAGGGAAGAAGGAAGAAAACCCCATCCTGCATGGTATGATGCTGA 

GATTCCTCACATATCTTCAAAGCATCCTAAGAAAAATTGAAGGACCCATG 

TTTTCAGATCAAGATGCTCCAGCTAGTAACCTGAACAATGGAGAAAAAGG 

AACTCACAGCAGAACATCTACCTGGAAAATGCAACCACTTTGGGAAAAGG 

GGAAATACTAAAAGTTTCAGAGAACAGAAGTGTGTCACATACAAAAGACC 

AACAATGAGAATGGCTTTTAACTTTTCAATATCAGCTCTAGATGTTAAAG 

ACAATAAA 

>Sequence 1312 

AGGTACGCGGGGACACTTCCGGGCGCGGCGCCGGCTTGCTGCCACTGCAG 
AGCCCCGCCATGGAAGACACGCCGTTGGTGATATCGAAGCAGAAGACGGA 
GGTGGTGTGCGGGGTCCCCACCCAGGTGGTGTGTACCTGCCCG 
>Sequence 1313 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1314 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 
CCAGGTTTCTGCTGGTACCTGCCCG 
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>Sequence 1315 

AGGTACGCGGGGGATGTGGAGAGGACCATGTGAAGAGAGAAGCTGAGACT 

GAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACCATCTGA 

AGTTCTGACGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAAGATTCT 

CACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTGTTTTCT 

GACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCTTAAAGA 

CACACAGCTTGTGGTACCTGCCCG 

>Sequence 1316 

CCGGGCAGGTACGCGGGGGATGTGGAGAGGACCATGTGAAGAGAGAAGCT 

GAGACTGAAAAGGATTTATGTATTAATATTGACAGAAGCCAAGGAACACC 

ATCTGAAGTTCTGATGGCAACATCAGAAGCTAAGAGAAAGGCATGGAAAA 

GATTCTCACCTAGAGCATCCAGAGGAGAGGTTGGTCCTGCAGACACCTTG 

TTTTCTGACCTCTGACCTCCGCAACTGTGAGGGAAGAAATTTCTGTTGCT 

TAAAGACACACAGCTTGTGGTACCT 

>Sequence 1317 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTAGTACCTGCCCG 

>Scquence 1318 

AGGTACGCGGGATTGATGATGGGAGGCAGTGAGTCTTGATGATAAGGGTG 

AGAAACTGAAATCCCAAACACTGTTTTGTTGCTTGTTTTATTATGACCTC 

AGATTAAATTGGGAAATATTGGCCCTTTTGAATAATTGTCCCAAATATTA 

CATTCAAATAAAAGTGCAATGGAGAAAAAAAAAAAAAAAAAAAAGGTACC 

TGCCCGGGCGGCCGCTCGATGCT7X3GTGCTGAAGTATAATTAATATTTGA 

GTGTTTGCTATGTGCCATAAACTTTTCTAAATGCCCTTTACATACATTAG 

TTATCAAAACAACCCTCTCCTGGGTAGGGGCATTATCCCCATTCTTCAGA 

TGAGGAAACTGAGGCACAAAGAATGTTTCCAAGTTTGTACCTCGGCCGCT 

CTAGAA 

>Sequence 1319 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1320 

AGGTACirn rTTTTTTTTTTrn rTTTTTTTTTTTGTTTCTTGGTTTCT 
GAGTCCAGTCCCCTTTGCATAAACGCCCGGCGTGGCTCTCTCAGCGTCCC 
CGCACCTTCATGCGCAGCAGATTCTTGGACAACTTTGTCTTTCTCT 
>Sequence 1321 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGGCCACTGGTA 

>Sequence 1322 

AGGTACAGATAATGAGGGTTGTAAAATGAAAGAGAGAGGAGAGGTGAGAC 

GAAATGAAGACAGCTAATTTTTCATTCGACAAAATCAGGGTTCAGAGACA 

TTTGTAGCTACACTGCCCAATGCAGCTACTATTAGCCACATGTGGCTACT 

TAAATTTAAATTAATTAAAATTAAGTACCTGCCCG 

>Sequence 1323 

AGGTACCAGTCAGGTTGTTCATTTGAGCCAACAACAGATTTCTTGGTTAT 

TGTGCTATTGCCACAGTAGGTCCTATTTGCATTGAATTTGTGTGTrTTTA 

GCTTCTCTCCTTTTACGTG1TGCTTTATGCTACTCTCCAAAAGTCTTTCT 

TGTAGAGTTTATTAGTTGTATAATTTTTCTTTGCTCTGTTTTGTTTTGTT 

TGACAGCCTGGGTTGGTGGTTTTATAGCCATTTCCATCATCAGTNTTCCT 

GTCTCTGCTGGGGGTTATCTTAGTGCCTCTCATGAATCGGGTGTTTTTCA 

AATTTCTCCTGAGTTTCCTTGTGGCACTGGCCGTTGGGACTTTGAGTGGT 

GATGC1 11 1 1 1 ACACCTTCTTCCACATTCTCATGCAAGTCACC ACC ATAG 

TCATA 

>Sequence 1324 

AGGTACAGATAAAGATGATGTCTTT7TGTTGTTGTCTGTCTGTTTTGTAT 

GTGTCTGAGATAAGGGATAGAGAGGAAACATCCGTCAGGCTAATTTAACT 

ACATTTTATTTTAAAAATAGAGAAACATAACCTCTAGATGGGACAGCAGA 
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GGACAGTTAGTAGAGGCCACAAACTGTTATGGGCTGCTGTGTTTTGTTCT 

AAAATCAATATGGTTGGAGCATGTATATCTTAGGTGATCATTACACATCT 

TAGGAATGCCTA CTCAT TTTATTTTATTCTAGTGATGCTCAATTCACTAT 

TTAATTTATTATATTTTCTCTTCTGTGGCACTTATACAAAATATCTCTTC 

ACCTACTTAGTTCTACAGGGTTTTAACTTTGGAGCAACATGAATAAAATC 

ATCGAGAAGGCCAA 

>Sequcnce 1325 

CCGGGCAGGTACCTTCTTGGCAGAGCCAAAGTCACCCGTTCTGCTTTTGA 

GGGAAGGAATTATGAGAAATTCCAACTTCTGCCTTCAAGCAGGAACTTTC 

CCAGCCATTTCCTTGAAAGGTTGTTTACAAGGTCACAGGCAGCCACAAAC 

ATGATAAAAATTCATTCCTGTACCT 

>Sequence 1326 

CCGGGCAGGTACTCCAAAGATTCAGGTTTACTCACGTCATCCAGCAGAGA 

ATGGAAAGTCAAATTTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCC 

GACATTGAAGTTGACTTACTGAAGAATGGAGAGAGAATTGAAAAAGTGGA 

GCATTCAGACTTGTCTTTCGGCAAGGACTGGTCTTTCTATCTCTTGTACC 

T 

>Sequence 1327 

AGGTACTGAAAATCGTCAAGGGTGAAAGGTCGATCGCTGCCAGCTTGCTT 

CCACTGATTCTGGATTTTTTTACGGTATGATGTGTAACATCTATCCAAGG 

CTCCGCAAGTAGCACTGGATGGAAAGCTTCCCATCCACTATTGGGTACCT 

TGCCCGGGT CGGC CCGCTTCTAGAAACCTAGTTGGAATCCCCCCTGGCCT 

GACAGGTAATTTTCGAATAATCAAAGCTTTATTCGTATATCCGTTCATAA 

C CTAC GAGTGGTGTGGGTCCCCGTGTTACCCCACGCTTTTTTGTTTTCAC 

CTTTTATGTTGAGGTGTAATAAATATGTCGTCAGCATATGTGCGTTAAAA 

TCAATTGGGTTCAATTAGTCCTTGTTTTCCACTGTTGATGTAAAATTTTG 

TTTATTCACCGCTTCTAACAAATTTCTCATCTACAAAACAATAACCGAAG 

TCCCGTGAGTAGGCCATTAAAAAGTTGTTTAAAAGCCACTTTGGGAGTTG 

CCCCTTAAATTGTAGGTTGAAGCCCTATAACTTCCAG 

>Sequence 1328 

GAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAAT 

TATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGA 

TCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAA 

ATGCTACCAAACTGGAACGAGTATTTTGCAAAACCATTCCTTGCTTCGCT 

GGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGC 

TGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAAT 

CTAACTCAGCGGAATTGTATCCGTACCTA 

>Sequence 1329 

CCGGGCAGGTACGCGGGGGAGCAGAAGCAGAAAAGGGTTGTTGTTACCAA 

CTTGAATGGTCACACCGCCCGAGTCAATTGCATACAGTGGATTTGTAAAC 

AGGATGGCTCCCCTTCTACTGAATTAGTTTCTGGAGGATCTGATAATCAA 

GTGATTCATTGGGAAATAGAGGATAATCAGCTTTTAAAAGCAGTGCATCT 

TCAAGGCCATGAAGGACCTGTTTATGCGGTGCATGCTGTTTACCAGAGGA 

GGACATCAGATCCTGCATTATGTACCT 

>Sequence 1330 

AGGTACAGATACATGGACACAATCATGGCAGCCAGCTCGAGGCCCCCAAT 

TCCAGCTGCCACACCACCCACGGTGACTGCATTAGTTCGGATGTCATACA 

AAAGCTGATTGAAGCAACCCTCTACTTTTTGGTCGTGAGCCTTTTTGCTG 

GTGCAATGTTTCATTTTGGCTGTTGTTGGTGACCGTTTGTCATTGCAAAC 

ATGAATTGGTGGGAAAAGTGCAACTGTTTCCTCTTTTTGAAGTTATGGTG 

TTGAGTTCTCTCAAAAAATCCCGTAATTAGATTTGTGTGTAAGTCTCACG 

AGTCAACTTTTGAGACCCCCTTTTTCAATGGATTGTGTTGTTTTCCAACA 

ACATTTGTAGGTTGAAAAGATTCTTTTCCTTGGGGGAAACTCCATAAATT 

CCTTTTTCTATGGAATGGGCCATGGTCCACCTTACCCAATTTCAAACGTT 

TT AG TGG AA AGTTG GCTTTTA A ATCCC ATTTTGTG GTGTTGCC A ACC ACC 

CTAATGGGTCCGAACCCCACCATGTCAAGTCC 
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>Sequence 1331 

AGGTACGTGGGCCTGTCTGCAAACCAGTGTGCCGTGCCAGCCAAGGACAG 

GGTGGACTGCGGCTACCCCCATGTCACCCCCAAGGAGTGCAACAACCGGG 

GCTGCTGCTTTGACTCCAGGATCCCTGGAGTGCCTTGGTGTTTCAAGCCC 

CTGCAGGAAGCAAAATGCACCTTTCTGAGGCACCCTCCAGCTGCCCCCGG 

CCTGT 

>Sequence 1332 

CCGGGCAGGTACCAGTGAGGCATTTCCTGATTTTTACTCATAATATTTAC 

AAAGATTAAAAGAGATAAAATTCCAAATGTGAAGGCTTAAATTGTTCAAA 

TCCTTACTCAAAGAAATAGTGGGAAAGGTGGGTAAGTCAGAGTCTGCTGC 

CGATGAAGGAAAAAAATCAAGTTAATCTCTTCTGAAATTATCATGATTTG 

TTTGGTTTAGATTCCCAAAAAAAAAAAAAAAAAAAAAAAAGTCCCT 

>Sequence 1333 

AGGTACTAAAGCATTCATGGAGGCTCTTCAGGCTGGTGCAGACATCTCCA 

TGATTGGGCAGTTTGGTGTTGGCTTTTATTCTGCCTACTTGGTGGCAGAG 

AAAGTGGTTGTGATCACAAAGCACAACGATGATGAACAGTATGCTTGGGA 

GTCTTCTGCTGGAGGTTTCCTTCACTGTGCGGT.GCTGACCATGGTGAGCC 

CATTTGGCAGGGGTACCCTGCCCGGAGCGGTCCGCATGCTCT 

>Sequence 1334 

CCGGGCAGGTACCAGGGTCCTGGTGGGATGGTGAACCGTGACGAGTACGC 

CATCAGGGTAAAGAACTCGTCCAGACTGTCAACTGTGATCCTGGACTCGC 

TGTAGGTGAGTAGCGAGTTCTTAGATCCTAAGAGACTGATGCATACATGG 

GGAAAAACAAATATAAAACCTGGCAGTTGTACCT 

>Sequencc 1335 

CCCCGGGCAGGTACATTTCCTTGTAGACTCTGATAATTTCCTGCAGCTCC 

TGGTTGGTTCTGGAGCAGATGATCTCAATGAGAGAGTCCTCGTCGGTTCC 

CAGCCCC1TCATGGAAGCTTTTAGCTCAAAAGCGTCATACTGAGCAGGTG 

TCTTCAATAGGCCCAAAATCAACCGTCCTTCCAGGTGGCCAGATAAGGAC 

TGACTTCAATGGCTGATGCAAGTTTCCTTTTTGGTCCCTTCTTCTGGTAA 

GGCCGAAGGCAAATTATCCCTGTCTTCTGTGCCATATGCTGCGGGTTGGT 

TCCAAAAAATGTTGAACAATGGTGGACCCTCAATCCACCACCTTTTGGTA 

CTTGGATGGCCTGTTTCCAAATGTTACAAAGCCATTCCCGCTTCAGACAA 

TCAACGTTTAGTATAAGGCTTTTGACCAGACCCCATATGCAACTTGGGGG 

GTTGTAGAAGTGAATCACCCCTCCAAAGCT 

>Sequcnce 1336 

CCGGCCAGGTACAGCTGAAGCCTCGTAACCCAGACTACAGAAGCAATAAA 
CCCATTATTCTCAGAGCTCTCTGTGACTACAAACAAGATCAGAAAATCGT 
GCATAAGGGGGATGAGTGTATCCTGAAGGACAACAACGAGCGCAGCAAGT 
GGTACCT 

>Sequence 1337 

CAATTCTCGGCACACACTTTACTGAAACTACTCTCTGTCTATATCTCGTA 

TCATCTTATCCTGTGTCTATTTAAAGTACACTACATACACCATCTATAAT 

ATACGGTTATATCACTCATCTCTTTCATAAATAAGTCTTTCTATTACCTA 

CTCAAACACCATGTCGGGGACTCTATAGA 

>Sequence 1338 

AGGTACAGCTGGAGCAGAGTTGCACTTCACTGTGTAGAATGGCTTTATCT 

GAGCCACTACATTCTGCCATTGACTGTGTTACTTCACAATCTTTCCAAGA 

TCTCCCACAAAAAATGCATTTTTCCCTGTCAGGGTATGTTCATAAACATA 

GTTATCAATAACATTTCCAAGGTTTGTTCCTTCATCCAACAGGCCAACGG 

AGTAGTTTGCATCATCAATAAATCCTTTCATCTCAGCCGTATTCCACAAA 

GCCGAAAGTATTAACCAGGAAAGACAAGAGACGGGCCACCAAGCCTATGT 

CTGGGTCCTTAGAATATGCAACAAAATGGACAAGTTGGGAGATGGAACCC 

CCCTATCATCAGCTTCGTTCCCAAGGTGGCTCAACGTTGAAATCGAACTG 

CTCTCTATCCAGCACTTTTCCTAAGCCCT 

>Sequence 1339 

AGGTACTATGGGAACAGGTTCAAAATGAATATAAGGGAGTTATTTATATA 
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TTAGGTAAAGCACAAAAATGATAATTACTGACTGCACACTCACAGTTAAA 

GTCATTTGGGCAGAAAATGTCGACCCGTTGGAACAGACCATAAACCTGCT 

GTAAAGAGCCAAGGGAGGTAACCAAAGCGTATTCAGATAGCTGTGAAGCT 

GGGGAGACACCTGAAAAATCTAGCAATAGCGTGAAAATCACTTAAGTAAA 

AAATAAACTTTCAGAGGCTGAAGCTATTTGAATTTACCAAGATTTAGAGA 

TGAATGCCAAAGAGGATTAGTAAAATTCTTCCATGCAAAATACAACAGTA 

ATGGCTCCATCACGACATTGTAAACCCAAGCCCGAGAGTCACTATGTAAG 

TGAGAGTTGAGTGCAATTTGTAATAAGAATAAAAACAT 

>Sequence 1340 

AGCGGCCGCCCGGGCAGGTACCATCACCCCTTCATGCTGGCCCTAAGCTT 

TCTCCAGCAGTCCCACTTCCTGATATTCGTTCTCTTCAGCAGCCTAAAAT 

ACAGCTTTCTTCTGTCCCCAAAGTAAGCCGCTGTGCTCATTGCCCTAATG 

AACCCTCCACTTCGCCAATGCGTTTTGGTGGTGGTGGTGGCGGTAGCGGA 

GGTACCT 

>Sequence 1341 

AGGTACCAACATGTCCCGTGGTTCCAGCGCCGGTTTTGACCGCCACATTA 

CCATTTTTTCACCCGAGGGTCGGCTCTACCAAGTAGAATATGCTTTTAAG 

GCTATTAACCAGGGTGGCCTTACATCAGTAGCTGTCAGAGGGAAAGACTG 

TGCAGTAATTGTCACACAGAAGAAAGTACCTGCCCG 

>Sequence 1342 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGTGTGGCTGTGTT 
CTCGTCCCTGGCTGACAACGAAGGGGAGCTAGTCACTTTTCCTGCCACGA 
CGACTCGCGTCCGCCTCTCGCCTGGAGTACCT 
>Sequence 1343 

TCACATATTCTGTATAAATATAATTTTGTTATTCTATTTAGAGTATTATA 

TAAATATTAATTTTATTATAGGAATATTTGTAATTAATTTTCAGTTATAT 

ATTATAAATATAAAGTTGGGGTCGCTATACGATCACTTAGGGGGAAATGG 

GGCTCCCCCCCGGGGGGGGGGCCGGGGTCCCATATCACCCAGAGCAACAT 

ACATGAATAAGCCAGCATTAAGTGCAAATATCCACATAGAAACATTTTCA 

GCATAATGACCAATGAAAATTCCTGTTGCCATTCCAAGATACGCCAGCAT 

GGCTGACAATGCATTATAAAGGACAGCCTGCTTAACGGTCATGCCAGCCT 

TTAGTAGAACAGCAAAAGTCACCTAATTCATGAAGCAACTCATGACAGAA 

ACACCAGCAACCGAAGGTACCCTCGGCCGCTTTAAAAACTAGGTGGGATC 

CCCCCGGGGCCTGCAAGGAAATTCCAATATTAAAGCCTTATTCGATACCG 

GTCGAACCCTTTAGGGGGGGGGCCCGGGTACCCCAACl 1 1 1 1GTTTCCCT 

TTTTAATGAAGGGTTTAAATTTGCCGCGGCCTTGGGCGTAAATCAATGGG 

GCATAAGCCTTGGTTTCCTGTGGTGAAAAATTGGTTTATTCCC 

>Sequence 1344 

CGTATTTC ATGTCTAACTATTAAAATGTC ATTAA 1 " 1" IT 1TATTTT ACTTT 
ATACTTATTTATTTGTTTATATGTTTT^ 
TTAAATATACTTATTATTAAATTTTTATGGATGCCGT 
>Sequence 1345 

AGGTACGCGGGGGCCATTACTGCAGGAAAAGGTCCCGGAGAGCTGAGCAG 

TCAAGATGTGTGACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCC 

TTCCAGCTGTTTGACCGAACAGGTGATGGCAAGATCCTGTACGTGCCAAG 

CATCCTCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGCCGGCCGTT 

GCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGTTG 

TGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGCCA 

CCTGCTCTTGTCCACGGTGAGCTTGCTTTTGAGGAAGAAGGAGCCGTCGG 

AGTCCATCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCATTG 

CTTTCCCACTCCAAGGCGAG 

>Sequence 1346 

CCGGGCAGGTACCATCACCCCTTCATGCTGGCTCTAAGCTTTTTCCAGCA 
GTCCCACTTCCTGATATTCGTTCTCTTCAGCAGCCTAAAATACAGCTTTC 
TTCTGTCCCCAAAGTAAGCTGCTGTGCTCATTGCCCTAATGAACCCTCCA 
CTTCGCCAATGCGTTTTGGTGGTGGTGGTGGCGGTAGCGGAGGTACCT 



Page 311 
of 685 of Table 3 



WO 01/51628 PCT/US01/00798 



Table 3 



>Sequence 1347 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCAGCTGCCATCTGTCAGTTAAACTTCAGAACACACATACCATAGGGAT 

GAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCAGTTC 

CTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACACCCT 

ATACAACCAAAGATGAACTAGTCTCTTAACTGGTAACTCATAAAAGACCA 

ATCCCACAGTACCTTGGGCGG 

>Sequence 1348 

CCGGGCAGGTACAGATCTCTGCAGTTACAGGAACATCGTCTGCTTCATGG 

TAAATGCAATTTCCTGTTCAGAAACCACACTAACATTACTTCTTTCAGTA 

TTTCTGCCTCAAAGTTGGTTTAAGATTATCATCATTATAAGAAAAATTTG 

TCTAGTGCTGGTCAAGGAAATGGGTCTGTGTTTCTTTGGCATGAGCTTTG 

GAATGGCTGTATTTGGAGGAGGGGTAAGGCAAGTCAGATCCACTACTGCG 

TATCATGACGCAGATGCACATGCACACAGATGCACATGCTCGAAAACAGG 

CACCTGGAGATTTTAGAAAATCATTGGGGAAGATTGCCTAACTTTCCTTC 

TACTTCAGTGAATGAATTACATTTCTGAAAACAATCACGGGTTAAG 

>Sequence 1349 

CCGGGCAGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGT 

AAATCTACACAACTTTCACAGCCAGGTCAGCAACTGGTTCAAGAACCGCC 

GGCAGCGCGACAGGAACCCCTCCGAGACCCAGTCCAAAAGGTGAGCGCCA 

ACTTTTCTCCTCCCCCGCGTACCT 

>Sequence 1350 

GCTTTTTGTTTCCCTTTTAGATra 

GTAAATCAATGGTTCATTAAGCTGGATTTCCTGGTGTGAAAAATTGTTTA 

TTCCGGCTCACCAAATTCCACACAAACATT 

>Sequence 1351 

CCGGGCAGGTACATCTACATACACATCAGTGCCGTGCCTTCCATTCCCAG 

GGAGGGCAGGGTCACTAGACAACATCATTAAAATGACCCTTTATCAGAGA 

ACGTTTTTCTGTTTAAGGAAATAAACTAGAGGTACAATTTTGAAAGTTTC 

TACCTG 

>Sequence 1352 

ATCTTGGCAGTTTTACCACCTGTTCAGTCAGTTATTAATTAACCTGGGCC 

ACCTCGATACACTCGGGCCGGCTTCCTAGTAACCTTAGTTGGTATTACCA 

CCCCGGGACTTGTCACGGAAATATCCGATTATTCACAGGCTTTTATTCGT 

ATTAC CCGTTCT GAACCTTCGTAAGGGGGGGGGTCCCTCGGTTAACCCCC 

CAGACTTTITriGGTTACCCCCTTTTTAAGTGGAGGGAGTTTTACATTTT 

GGC CGCGG GCATTTGGGCCGGTTAAAATCAAATGAGGTTCTATTAGACCT 

TGTATTTTCACTTGGTGGTGGAAAAAATTTTGGTTTATTTCCCGGCCTTT 

CAAAAAAATTTTCCCTACCACCAATAT 

>Sequence 1353 

CCGGCCAGGTACCACGGGCCTGGGCACTGCATCTTCCCAGAGAAGCAGAC 
TCCACAGGGGCCTCATGACCATCTTTCTCTGGAGAGGCAGGCAAACTCCC 
TCGACAGCCAAAATCCAGAACCTCCCCCCGCGTACCT 
>Sequence 1354 

GGCGGCCGAGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGA 
ACCATGGAAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCC 
AGATACCACTGGAGAAATAGTGATGACG 
>Sequence 1355 

AG GTACG CGGGAGCAAGTGCCATGCTACAGCCCCTGCTTGACAACCAGGT 

TGGTTTTAAGAACATGCAGAATGTGGAGCATGTTCCGCTGTCCTTGGACA 

GAGCCATGCGGCTGGTGAAAGATGTCTTCATTTCTGCGGCTGAGAGAGAT 

GTGTCCTGCCCG 

>Sequence 1356 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 
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CCAGGTTTCTGCTGGTACCT 
>Sequence J 357 

AGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGGAGAAGG 

ATGGGTGATCCCTAAATTACCTTCCGAAGAGCCATGCATGCGTCCTCTGG 

CTGCTCCAGGTGTAAAAAATGCCAGGGAGGGGACAATCATGAGTCCTAGG 

CAGGAAAGGTCCTCTGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGG 

CATGAGGGGCCAGGGTCCTGGAGGACACTGGGCCGGGACAGATCAGACTC 

CAGGCAAGGAGGGAGATGGCGCCAGACTGTGATCATAAGCTTCACGATCC 

CCGCGTACCTGCCCG 

>Sequence 1358 

CGCCTTACTTCATCGTAACTGCGTTCTAACTATGAACTAATCTTCTATTC 
TAATCTATTCCACTTATGACACACAATTATATTTATAGTTTACATAAAAT 
TATTTTTATAATATTATTTATATATCATATATAATTlTrNTC^ 
GTNAGTGCGCTAAATAACCTCACTAAAGGGAATAAGCTTGCGGCCGCTTA 

ATTAAAGATcr rn rn -iTTT mm u aacctttaatctctttggact 

TTATCCTTGGGCTTTTCTGAAAGCACTTTCTGTCCAGCCCTTGCTGTCAC 

CCAGCCAAACCTAGCTCCTCACAGCCCCCAGCAGCTTTTCCTGCTCTGCT 

CAGCCCACCGCCCTCCACCCTCCATACATTTGGTCTTACCACCTTCCAAT 

ACCCCTGGTCCCCCACCCTCCATTACCTGTTCCTTCACCTTCCACAACTG 

GTTCCCCAACCCCTCTTACAl'l'I'i'l GCCTCCCCCTCTTAC lTl'l'l 1'GCTT 

CCCCTGGTGCTTTTTCCCATTTTGGCCACCCTCAAAATGGAACCCCCAAT 

TGGGAATTTATTAGTTGGGTTTGGAAAAGGTTTTTCTTAGTTCTTGCGTT 

TCTTAAAATAATGACCTTTTTTTAAAAATTTTTTTTTGGTTAGGGAAAGT 

GGAGCGCTCCTTAATGTTGGGCCCCCAAGGCCCCAGTTCCTTTAAAAACT 

TTCCTTGGGCCTCTCAAGGGCCAAATTCCCTTTCCTTTTCCCCAAG 

> Sequence 1359 

ACTCTCAGACTCTACTTTCTATTCTAGTAATTATTCAAACTCATCCACAG 

TTTCGTAATCTACTAATTTGTATCAATAATTAACTTGTTAACTATGAGAC 

TCTAAGTAATATACCGTCGAGGTTAATGTATATTATATATCATATTCTCT 

TATTCTTTAGTTTAATGCGCTAAATTAACCTCACTAAAGGGAATAAGCTT 

GCGGCCGCTTCATTAATAAATAGACAAACTTCTTATATCTCTGCCTTCTG 

ACCAT CAAA CTGAATAATTTTAATTCAACAGGTCTTATTTTCATTTCCTT 

TGAAATTTTCCTAATTGCCTTCCTTTCCAAGTTTACCATAGGTGCCTTGA 

TTCCTTTCTGGAATAACGCAAAAAAAGAAAAAGAATGGGAAAAAAATAAA 

GTTAAGGGTAAGGGAATTATAAAAGAAGGTTCCCTTCCTGAATTCTAAAG 

TAATTCGGAAGCCAAAAAACTGGTGGGTGTTAAGCTTTTCAGGGAAGGGG 

GTAGAGGGAATTGGCCACCCXATTCTTCTTCCCCTCAAATGCCCCAGGGA 

CCCTTCCCCCCTCTCTTTGAGGAACTCTTACCTCCACCCAATGTCTCTCC 

CTCCCGAACAGGAGGGCCCCAGCAACTTTCAATAACCTGGTTTGGAAGGG 

GGTGAATGCCCCAGCACCCAACAAAAAGCTTGCAAGGGGGAGGAAAGTAG 

GGTTTGGGGCAAACGGTGGGGGTTCTTGGCTTTTAACCCAA 

>Sequence 1360 

CTTACTCACTATACAAGATTTGTCATTCTGAATATTCATAAATTTAGAAT 

TACTATCAATTCATGAGATTGTATACTAAATGTATACATTGATTATTTCT 

ACTAATGATTATACGTATTCTATCAATATATTAATAGTTATAATTTTTCT 

A7NTTTTATTNAGTGAGTACTTTAACCCTCACTAAAGGGAATAAGCTTGC 

GGCCGCTTAATTAAAGATCTTTTTTTTTTTTTTTT^ 

ACAGCGTCATACTAAAGTTTATTTTTCTTTACACAATTATAGAATTCAGG 

C AG AC A AGG AG AC ATATATGG AGTTTTCC A m T I A ATATTTTGGTTA A A 

CAAAATACATTTTTTTTGTAAAACAACCGCAAGCACAAGGGTCCCAACAA 

CAAAAAGGGAAATAAAAAAGCCAAGAAAAAAACAAAAAAAGCCCTAGGGG 

TTTGGCCCCCGTTTATTTGGGGCCATCATGGGTTCAAGGGCCCTTGTTTC 

ACCTTTCCCCTTAAAAGGGAAGGTGGGTGCGCTTTTTTTTGTCACCTTTT 

GGGGCTATTCAAGCCATTTGGGGGTCCCT(nTGTTTTTCCCTAAAGGCAA 

CTCAAGGAAATTGTGGGAATTTTTGGAACCCAGGAGTAAAAACCTCAGGC 

CCCCTGGAAAAAATGGTTTTTAAAAGGCCGTTCl'l l'i I TTGCAATTATAT 
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TCCCCATTTTG GGCCT TCCAATGGGAACCTTTCCAAAAGGTGCCAATTGG 

GGGGGACCTTCTTTTTTCAAAAGTTGCC 

>Sequence 1361 

ATCCGAATATAATTATATTAACAGTTTCACTATGTTTATCGTATACATTT 

CTACTACTGTAATTATATTCTCTTAAATTATTCTATAATTGTAATTGTTT 

TAACATATTCATAATAAATTTATTTTAATTAGTATTATTTTGGTGGAGTT 

CTACTTAATCTCCTAAAGGGAATAAGCTTGCGGCCGCTTAATTAAAGATC 

TTTT 1 11 1" n " TT TTTTl ' i " IT IGC AGGTTGG ACG AGTTTGT ATT A AG GC AT 

TCTGACTCCTTCACTCTCCCCAGCTCCCTCCATGTCAATCCCTTGGCAGA 

AACACTGTAGACTTATAAATGGATGACAGATGCAGGCTTTGAGAGGGACC 

CAAAAGGAAACCACTTCTCCACTTGGGGGTGTTGGGGTCAGTCCATCCTT 

GGGAGGGGGCTTGGACATTTAGAGGGGGCAAATGCTCAAGGGGCTTTACA 

GGCCACAGCCC ACATT ATGGCCCAATCTTCTTCCTTGTGCCAGGCCTTCA 

ATTTATGGGCAATTTTCCTGCCAGACTTTTCCCTAGGGAGCCCTTCCACA 

AGAAATCCCAGGGTCGTTGGCCTGGGAAAAGCTTTCACCCGAACAGGCTT 

TTTTT1TCCACACCCTTTAGCCCCAGGGTGCCCCTGTTTATTACCGGCCA 

CCTTGGGATGGAACACCATAAAGGGGAAGGCCTTGAACAACCTATT 

>Sequence 1362 

TTCTTGCCTCGGGCGTTTGGGGTTGGCGAGCGGGTTTTGCTTCCTTCCAA 

GGCGGTATATCGTTGTTTACCCAAATTCAGGGGATACCCCGAAAAAAAAT 

TGTTCCAAAAGGGCCCCAAAGGGCCCGGAACCCTAATAAGGCCCGCCTGT 

TGTGGGATTTTCATAAGAGGCCGCCCCCCTTAGAGAGCTTATAAAAATTT 

GCGCCTACACAGAAGGGGGGAAAACCCCCGCGGTTTTAGAAACCCCCT 

>Sequence 1363 

AGGTACATTTCCTTTCTGTGGTTTTCTTTTGCTTCnTAGAAATTCTGTTA 

GTGGTTAGTAAAGAATTTGAAAGTACGCGGGGCTTTCTTTCCGCGCCGAT 

AGCGCTCACGCAAGCATGGTTATCGTGCCTAAAACCCGCCGGACTTTCTG 

TAAGAAGTGTGGCAAGCACCAACCCCATAAAGTGACACAGTACCTGCCCG 

>Sequence2139 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 

CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 

ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 

TGAGAAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGTT 

TCTCACAGCTTTACACCAAAGGGCATCACTATCCCTCAAAGAGAGAAACC 

TGGACACATGTACCTGCCCG 

>Sequence2140 

AGGTACGCGGGTCTTTTAACCAGTAATTTAATCTTCACATCACTTTTACT 

TAGACCTTGATGAATGCTCCCAGTCCCCGAAACCATGCAACTACATCTGC 

AAGAACACTGAGGGGAGTTATCAGTGTTCATGTCCGAGGGGGTATGTCCT 

GCAAGAGGATGGAAAGACATGCAAAGGTGAGTGAAGAGTCTCTGACAATC 

GTGACCCTAGTCTGTATCT1TTCTTTCAAATTTAAATATTAGATTATCAG 

GAATTATGCCATGTGCATCACCTTCATTAAAAGGTCCCATCCTAGTGGCC 

ATGTTATTGCTCATAGAAAAACTCTACCAATATGCTCATTGCAGGAAGCA 

GAGAGGATTAAAACCCAAGTTAAAACAGTTTGCTTCTTATAGAA 

>Sequence2141 

AGGTACGCGGGTCTTTrAACCAGTAATTTAATCTrCACATCACTTTTACT 

TAGACCTTGATGAATGCTCCCAGTCCCCGAAACCATGCAACTACATCTGC 

AAGAACACTGAGGGGAGTTATCAGTGTTCATGTCCGAGGGGGTATGTCCT 

GCAAGAGGATGGAAAGACATGCAAAGGTGAGTGAAGAGTCTCTGACAATC 

GTGACCCTAGTCTGTATCTTTTCTTTCAAATTTAAATATTAGATTATCAG 

GAATTATGCCATGTGCATCACCTTCATTAAAAGGTCCCATCCTAGTGGCC 

ATGTTATTGCTCATAGAAAAACTCTACCAATATGCTCATTGCAGGAAGCA 

GAGAGGATTAAAACCCAAGTTAAAACAGTTTGCTTCTTATAGAAAACTGC 

ATAAATTTTAAAAAATAAAATT 

>Sequence 2142 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGACGGCTCCTA 



Page 314 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGACAGCCACAGAAAAAAATGGGGTAAAGGGGTAGGAAGAAAAAAGGAAG 

GGAAAGAGAGCCAGGGAATTGGGGAAGGAGAGGTAGGGGAAGGGGAAGGG 

GAAGGGAG GCCTGTTAGTTCTTTCTTTATTAATTTATAGGGTATTGTGTT 

1 I 1 11 i 1 lAGGTATTTTTTATAATTCTTAGTTTA r ri' 1 ' 1 T1 T 1 ACTTTTG 

ATTTGTTTCTTGTTGATTTGTGTTATATTATATACTTTATTAGTTATTTT 

A TAAT TTCTTAAGGATAGTTATTTAAATTTTATTGTACCTTTTTTGTTCT 

ATTTTATAATTTATGTATTTATGTAATTTTATTATATATTATTTTATTTA 

TATTAATATTrGTTGTTTGGTCTTTAATAATTATTAGTGTGTTTGATTTA 

ATCATTTTTCTTGTAGTATTTTCTTATGAAAG 

>Sequence2143 

AGGTACTAGACGGGGCTGTAATCTAGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGTATTTCAGAGGCAGCTAAAAAGTAAAAAAAAAAA 

AAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAG 

GCATCCATACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAA 

AAAGTGCATGACTCACTGGAGGACTTTCCCAAGAACAGCTCGTTTAACC 

>Sequence2144 

ACATCTACTCGAATATATGATACATACAACTATATATAATGTATAAACGT 

TACAATATATATTTTAGATATTAATATAGATAAAATTAGTATGATACAAT 

CTATTCACACTATCCCTCACCAAACGTCCCGATACGACTCAATTACGACA 

ATACGGCGAATTGTTGCTCCACCGCGGCGGCGGCCGCCCGGGCAGGTACT 

TTTCTTGAACTCAGCATTGCTGCCCTGAACCCTCCCCCAGCTGCCTTCCC 

TACTTTGGGAGCCTCTATTTCTAGAACAGGAAAACGCTAGGCTAAATATA 

TGTCCTAATGGTCTCTTCCATCGGTGTGAAGGAAAGAAAATGGGCCCAAT 

GTTGTTGCAAGGATTAGGAAGGTCCTGCCTTGCCACCCAGTGGGTTTAGA 

AATCCATCTTTACGGCCTCCAGAGAAGCTGGTGATCAGGTTCCCAGACAT 

TAGCAATCCTGTTTCCTGAGGAGCTTGTGGGGGCATCTCTCTGGGGATGA 

TCTGGGTTCCTAGACAAAGAGCCACAACTGATGGGGGTCACTGGGAAAGC 

AGGGGGCCATGGCTGACTTTTTGTCCTGGGAAGTCAGGCAGGTACCTCGG 

CCG 

>Sequence2145 

CCTAATTCTTAATATCTAAATTAACTGATCTTAATTATCTGATTAGTGTC 

ATACTATTATAATGTAATATATATTATTATATTCTACTTATTTTATTTAT 

ATTATTAATTATTrCATATAAATTATCTGATATTTTAGATATGCGCCGAC 

CATTAATCTACTCACTATAGTGTCGATTGTAGCTCTATCTTTGTGGCGGC 

CGTCCGGGCAGGTACGCGGGATACTGGGTTGACCCTAACCAAGGATGCAA 

ATTGGATGCTATCAAGGTATTCTGTAATATGGAAACTGGGGAAACATGCA 

TAAGTGCCAATCCTTTGAATGTTCCACGGAAACACTGGTGGACAGATTCT 

AATGCTGAAAAGAAACACGTTTGGTTTGGAGAGTCCATGGATGGTGGTTT 

TCAGTTTAANCTACGGCAATTCCTGAACTTTTCTGAAGATTGTTCTTGAT 

GTTGCAAACTTGGCATTTCTTTACGACTATCTCTTCCATCTCGAGCTTTC 

CCAATAACATTTACATTATCATCTGCAAAAAAATATGCATTGGCATTACA 

TGGGATCAAGGCTCAGGTGGAAAAATGTTAAAGAAGGCCCCTTGAAGCCT 

TGAATGGGGTTCAAATTGTAAGGGTGAAATTTCAAAGGCTTGAAGGGAAA 

ATAGCTAAAATTTCACCCT 

>Sequence2146 

AGGTACGCGGGAAGCACATATTTGGTAGCCTTTGCATACAAGAATGTGAA 

ATTTGTTCTCAAGCACAAAGTAGCACAGAAGAGGGAGGATGCTGTTTCCA 

AAGAAGTGACTCGAAAACTTTCTGAAGCTGATAATAGAAAGATGTTTTCG 

GAAGGAGAAAGATGAAAGAATCTTGTGGAAGAAGAATGAAGTTGCTGATT 

ATGAAGCTACAACATTTTCCATCTTCTATAACAACACTTTGTTCCTGGTC 

GTGGCCATTGTTGCTTCCTTCTTCATATTGAAGAACTTCAACCCCACAGT 

GAACTACATATTGTCCATAAGTGCTTCATCAGGACTCATCGCCCTCCTGT 

CTACTGGCTCCAAATAGACCATGTTCAGCTTCACCCCCTGGCTTTGTGTC 

TATGGGTGGCCTGTGGTATATGG 
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>Sequence2147 

AGGTACAGAGGCGCTGTCTTGGCTCACTGCAACCTCTCCCTACCAGCTTC 

AAGTGGCCCTCTCATCTCAGCCTCCCAAGTAGTTGGGATTACAGACACGT 

GCCATTATGACCGGCTAATTTTTGTATTTTTTGTAGAGACGGTGTTTTTA 

TTATGTTG ACCCAGG GCTGGTACTGAGTCCACACTTATGCCCCGGTCCTT 

TGATAGACdTlTl ICTATTCAAAGCITCTTGGGGGTTTTGCCTTTTm 

TCTTTATAAAAT AAAAA AAACTTTTrCCAGGTTTGGAGGGGATTTCCCAA 

AAAAAGTTGAAATTTTCGAAATAGGTTAATTATTTTTAAAAAATTTTAAT 

ATTCTTATAATGTAGTGTAATATTAATAAAATGGGCTTGTTTTGGGAAAG 

GAATATCTCGT TATTA TGGCAAAATTATCTTTCCTTGCCTAATAATTTGG 

AA TGGGTTG ACTTTTGAAAATTTTATTACCCAATAATAAATAATAACCCC 

TTCTTTTTTGGAACTTAAAAAAGGGGACCTTTGGTTTTTTG 

>Sequence 2148 

CGGCAGGTACCACACACACACAGGCACACACAGGCACACGCAGGCACACA 

CGCAGACACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGA 

TTTTCTTAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGT 

TAAAACACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCG 

TGGAATTTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCA 

ACATTCACCTTCTTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAA 

CATTACAGTTTCAGGATACAAAAGTAGAAACATCTGAGATTA 

> Sequence 2149 

CGTGGTCGCGGCCGAGGTACTT 1 1 1 1 1 1 1 1 I TrTTTTTTTTG AACCAAAA 

TCATAGATTTAGAGTTGGAAGTGACCTTTGTGATCATTATTTCAATCCTT 

TCAGAGAATTCTCTCTGCAGGAATATCTATGTAGGACTTGGATTTGACCC 

AAGCAC ATACAA TGTCTCAGAGGGCTCTCTGCTCCTGGCCAAGAGCATCA 

GGTCTTGTTTTTAATATAATCAGTGTTGTAAATTATGGCACAGAGAACAG 

GCTCATTCAGCTGTGGAATGAACTGAGTTAAATGGACTTGTAAACATCCC 

TAAATGAAAGAATTAAAAAGTCAAATGAGGAATTATATAGCCGTCCCTTG 

GT 

>Sequence2150 

ccGGOCAGGTACTTTnii-rriTTrrrrrrrri-rrrcACAACACCACTGT 

AAGTCTTTGCCATTCCCTTGTTCTTAAAAACATTGGCTGTTTCTTTTAAT 

GCATGGAAATTCTAAATCATACAGATTGGGAATTTAAAATAGTAAATAGG 

GGAAATAATT1 1 1 1 1 ill H ri"nTGAGACAGTCTTGCTCTGTCACCCAG 

GCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGTAACCTCTGCCTCCTGG 

GTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGC 

GTGTGCCACCAGGCCTGGCTAATTTTTGTATTTTTAGCAGAGACAGAGTT 

TCACCATGN 

>Sequence 2151 

AGGTACi 1 1 1 nirrnn 1 1 itititititititagaaattgcctcaga 

CAGGGATTGATGTCAGGAGGCTTCAAGGAGAGAAATATACATGAATGGGA 
GACCCCAGGTTGCAGGCAACAAGAGTCACAGGTATGGGAGAAACCAGGAA 
GTCTGTGCCATGTTAACTTTGCTCATCTCATCGTGCTTTGTACCTGCCCG 
GA 

>Sequence2152 

CCGG GCAG GTACGCGGGCGGTCCCAGATTTGGTGGGACTCTCCTCTGGTA 

TCAGTTTTCAACGCCACTTCTTGTTTGGAGTCATTCCCAGTGCAGTCATG 

GACTCTATGAACAAATACGGTTATTTAAATGTATTTGTCCAGTATGAGAA 

TCAGAATGAACTAGTAGAGGCTTTACAGATCAGTTGGTCTGACCCATTTT 

ACAGATGAGGAAACAGGCCTGAGAAGATGGAGGGAGTTACCCACAATCTG 

AAGGGGCTCTACCATGACTAGACCCAGGTCACCTGCCTCCCAGGCCTGGC 

TCTTTCCACTCCGAGGTGCTGGCTCACCACAGACTTATTCTTTAATGGAA 

TTTTGGAAAGGCCTCACTCCAGTGACTCTTTGGATCTT 

>Sequence 2153 

CCGGGCAGGTACGCGGGGGTTACTAAGGCAGCAGAGTAGAAAGATGAAGT 
GCAAGGACCTGGAAATCAGACACACCTGGGTTCCTGGTAAGCTTCACTGC 
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TTCCTGGTCTCTGATATCAGCTCTGCCCAAATTTCAGCTGTCACAGAATG 

AGTGATCCTCATAGTATAATGGAAATGCATCATCTCAGTTTCCCCATGGC 

CTGAATATCCATACAAAATGAGAGCCGGTAGAGAAAAACAGAGGACGTGA 

GGAGTTTTTAAAAATTGAGGAAAAGTGGAAGGAAAAGTAAGGATGAAGGT 

GAAGATGAAGGAATATGTCAGAGATGCTAGCACTGGCATCCCCCACCACA 

CAGTACCTCGGCCGCT 

>Sequence2154 

CCGGGCAGGTACTTAGAAAAATGGTTATTTCTAAGCCTCAGTGAAACGTG 

TCCAATGAAAGAAAAGCCTGAATTACCAACATGGGTTAGCATCACTCACA 

CGCAGGCAGAGATAACAGCAAGTGTCATTTAAGACTTTTCTAAAACTTCA 

TGCCTTAAGGAGTAAAGAfCCAGTTCATATAGGGTTAGCAACTGCCTTCA 

GCGAAGAGGAAAACAGTAAATAATTAACAAAAAGATCAAGTCAGGAGATA 

AGGCTAAGAGAGACAGACTGAAAGGTTAGAGGAGGATAGTGAGGCTTGGA 

GACTTGAAAAACAGAGGAGCGTGAAGATTAAGTGGAGACAAACGGCACAC 

AGGAAACAGAAAT 

>Sequence2I55 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGAGTCAAGGAAGCTTTTCnTTTGAGCTATTTACAGCTTTTAGCAAT 

TGAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTTTCTCT 

CTAACTGATTTCTCCAGAATTTGGAACTAGTTGTAGCTGAGACCAATGAT 

GCTGACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTC 

TGCCTATATTGTACCT 

>Sequence2156 

CCGGGCAGGACGACCAGTGTGAATGAATGGAGCAACCAAGAGGTTAGGCA 

GTAGGAGATGAGGCCAGAGAAGAAAGAGGGTGTGGTAGCCCCCTAATGCT 

GGCACTTACTTCCACTGGATCTAAAATCCAGCACGGAATTATGCTGACCA 

CATCAGCCTAACTAATATTGATCTAAGTAACATTTATGTTCTAGCACCTA 

AATCAGGAGCCTGCAAAGGATAGCCCACTGCCAAAATCTGGCCCACTCTC 

CAGTTTTTGTAACTAAAATGTTATCAGAACTCAGCCAAGTCCATTCATTT 

ACAAACTGTCTACGGTGGCAGAGACAATACGGCTCACAAAGTCTAAAATA 

TTTACTCTCTGG 

>Sequence2I57 

CCGGGCAGGTACCTGTTTAAAAAATTCTAGAGAGAAAACTATAGAGAGTG 

TAGTGTGTGATTCAGACATACTAACCATCCTCACATGGACTCACTCTCTA 

AAAACTCCAGACATAGCCAGAAAGAGGCAGAACAGCCACAGCAGGAGAGA 

TCACTGATGCTCACTGAGGCAGAGGACTTTGTCATAACCTGTAGAAAACA 

TTTTCCCAATGTCTCTTTACCACATTGGGATTATAAATCTTTCTACATGT 

CTTCTTCTTCTTTGTACCTGGGGCATATTATAGCAAGCTTGGAATAACAA 

AAATAATGGCGAACAATTAATTCTTAAAAATTTAAATTTTGCACCCATGC 

CTGTGGTCAGGACAAAATAAACAGTTCCATTAATGAATTCCA 

>Sequence2158 

CAGCTACTGTCTCTCCTCGGAGCAGGATTCCATCTTTTCCATGGCTGGGG 

CCCTTGACACATGTCACTGTGCACTGCTCTTTTCGCTGGGATTTCCAAAA 

GACCTTGGCTCAGGTGTCACTTTTGCAGAAAAGCATTTACTGACTGTTGA 

CTTGGCCAAATCCCTGTGCTGTGTTTCCTAGCACGGTGAGTTGCATTTTC 

ACATGAACTCATGCCTACCTTCTCTTGTTTTATAAGCTTCATGAGGCAGG 

TACCT 

>Sequence2159 

AGGTACATTTTACAAAATTAAAGTCACTTTGTAGGTATATAAAAAGTTTT 
AAAAGTTGGTTTATTAATGAGAGTAGTGTACTACATTTCTTTTCAAGCAG 
TAGTnTTAAATATTAACCAGTTTACITIT^ 

CAGCCTGGACAACATGGTGAAACCTCGTATCTACAAAAAATAGAAAAATT 
AGCTGGGCGTTGGTGGCTCACGCCGGTAGCGTGTTTCTTTTGGTGGTGAT 
ACAAATGTTCTAAACTGACTGTGGCACTGGTTATACAACTCTGTGACTAT 
ACTAAAAATCACTGAATTGTACCTGCCCG 
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>Sequence2160 

AGTGAG GGGTTAAAT ATGCGCCGCTTGNGACGTAAATCATTGGTTCATTG 
AGCTTGGTTTTCCTTTGTGATGAhfNAATTGTTATTTCCGCCTTTCACAAT 
TTCCAACACCAACATTATCGATGGGCCGGGAGCCATTAAAGGTGTTAAAG 
>Sequence2l61 

AGGTACGCGGGGGAAAATGTCAGAGATGGGAAGAAACAAGAACTTTGACA 

TGCTTGGTGTTCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGT 

CAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAG 

AAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATG 

GTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGA 

GGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGC 

CGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTG 

GCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTT 

TG 

>Sequence2162 

aggtact i Trmrrrn i 1 1 in nri itgaaccaaaatcatagattta 

GAGTTGGAAGTGACCTTTGTGATCATTATTTCAATCCTTTCAGAGAATTC 

TCTCTGCAGGAATATCTATGTAGGACTTGGATTTGACCCAAGCACATACA 

ATGTCTCAGAGGGCTCTCTGCTCCTGGCCAAGAGCATCAGGTCTTGTTTT 

TAATATAATGAGTGTTGTAAATTATGGCACAGAGAACAGGCTCATTCAGC 

TGTGGAATGAACTGAGTTAAATGGACTTGTAAACATCCCTAAATGAAAGA 

ATTAAAAAGTCAAATGAGGAATTATATATGCCGTCCCTTGGTATCCTCAA 

GGGATTGGTTCTAGGACCCCTGGGGATACCAAAATCCTAGGATGCT 

>Sequence2163 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTACCTGCTGGGCCGG 

TTTTAAAACCCTGGGAACCAATCTATGTTTAACACCATTTTACTAAACCA 

TTTTGGGCTTGGGGGGGATAACACCGGCCATGGGTTTTTTTTCAAAACCC 

AAATTTCCGGGGGGTTGGGAAAAT 

> Sequence 2164 

AGGTACTGTGAGTATTGCTTATATGTCCTTATGGGGATGGGTGCCACAAA 

TAGAAAATATGACCAGATCAGGGACTTGAATGCACTTTTGCTCATGGTGA 

ATATAGATGAA CAGA GAGGAAAATGTATTTAAAAGAAATACGAGAAAAGA 

AAATGTGAAAGTTTTACAAGTTAGAGGGATGGAGGGTAATGTTAATGTTG 

AAG GAAAGG AAGGGCCAAATGGGTTTTTTGGGCTTTCAAAAGCCCCATTT 

AAATTTTTrnTGGAAATTTTGGAAAGGTTTTTAAAGTTTTTACTTTTTA 

AAACCTTTrTri"l"ril"riACACACCACAAAGAGGGGGGGTTTTTTTAAAA 

AAAAAAAAAAAAAAAAGGGGGGGGGGCCAACAAAATTTTTTGGGGGGGGG 

GGGGGGGGGG 1 11111111 nTTAAAAAAAAATTTTTTTTTTCACCCCCC 

CCCCCCCCCTCTCCCACATGTTTTGGGGTGTTTTTTTTG 

>Sequence2I65 

GGTTAA ACGAG CTGTTCTTGGGGAAGTCCTCCAGTGAGTCATGCACTTTT 

TTGCACTTTTTGGATTTGCTAGACATTTTTCGGTTTCTGGTCTGGATGCC 

TTCCTTCTTC ATAGTCAGGGGTCTGTTAATCTAAACAAAGATCAATTTTT 

T l I t I 1 1 1 1 rrriACTTTTTTGCTGCCTCTGAAATGCACAGGCTCTCGCA 

CACCAAGAAGGGTTCCACTGACCGCCCCGGATCAGGGATCTGTTTCCATT 

TCAGCTGGCCCCTTCCTCCCTCCCACCTTCTCCTGTCTCCTTCCCAGGGA 

CTGAAGAACTAAAATACATACAGTTACCAGATTACAGCCCCGTCTAGTAC 

CT 

>Sequence2l66 

AGGTACGCGGGAAGGAGATGTTGCCACCTAGGTTACTTGTAGGACCCTAT 
ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 
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GCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATC 

AAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTG 

CCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGG 

AAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAG 

AAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGTGCACCTTC 

TTCCTGCCATGTGAGGAGCCAAG 

>Sequence 2167 

CCGGGCAGGTACTT T 1 1 I 111 11 1111 I TlTnTlTnT GGGCAGCTAAA 

ATCTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAAT 

TAGAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAAC 

TATTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTC 

AGTATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAA 

TAATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCT 

ATAAAAAAATTACCATAGACCATTGACTAAACCACAAACATATACTTTTC 

ACAGTTCTGGGAAGTTGGAAAGCCA 

>Sequence2l68 

CCGGGCAGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAA 

CGTCGGTTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCAC 

ACCTGCAATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACT 

CCATTTGCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCT 

TCAGGCCACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGT 

TGGCTGTTGGTTGACAGAGGAGCTGCATCCTTCTGGAGGAAACTGAACTC 

AGCTGATGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGGAC 

ATCTGCAGTCAATGA 

>Sequence2169 

AGGTACTGCAGCCATTGTTGCTCCCTTTGCCCTTCAGGGTGTCTTTCCCC 

AGCATCTGTCCCTGCAGCACCCCCACCCCCTCACTCTAATTCTGAGCACT 

CAAATTGCCCATCAGTCCAAGCCTTCTCCTAATCACAGCCCTCCTACCTC 

TGAGCCCCTTCATGGAGCCCTGTTCATGGTGCTTGGCATTTTATGACAAC 

TAAACCAAAAAGCAGTGAGGTTTGAAAAAAAAGAGTCAAAAGTCAATCCT 

GGCAGGGGAGGATTTGCTCTTTGTCTTAAAAAACCAAGAGTACCTGCCCG 

>Sequence2170 

CCGGGCAGGTACGCGGGAAAAAAAGTGGAGTGGGGGAATCGGTGGTTCTT 

TCCTCACATTGGGATGATGGCCATAGGGTTTTAACCATGTTCCCTCCTTT 

TCTTCACCCTCCCCTTTTTTCTTCTATTAATCAAAGAAAAACCTTCAAAG 

GTTATGGGGATGGGTCGGGATCTCACAAGGCTTAGAAACCTCGGTTCACC 

TCCCAAACCTTTTTCATGGAAAAAAAGCTGCTTTCTTAATTAAATCATAC 

CAAAACTTCTCAACCATTGATTGTGAAGAAGGTTTTCACAAAAATCTTTT 

TCAAAAAATAAAAAAGGTAAATGAACTTTAAGAAAAACTTGCNN>^ 

ANAAAANANAANAAAAACCAAAAAGGTTACCCCTTGGGCCCCGCCTTCTA 

GGAAACCCTCTGTGGGGACGCCCTCTTGGGAACCTTCGATGGGAATTCTC 

CCCCTGGTCCCATGCCTTTGAAACTGATGACCCGTTCGAACCCCTTATTG 

GGGG 

>Sequence2171 

CCGGGCAGGTACGCGGCCGCTCTGCACAGAAGTAAAAGCCATCTTTTCGG 

CGGGGCGCAGGGCGGCCATCGCGCCCCTCTATGGCATTGCTGGGTTCTAC 

CAACGTGACAAGGTGATCAAGTTAAGAAAGCTGGACGTCCTCTCCAACGA 

CCTGGTTATGAACATGTTAAAAGTCATCCTTTGCCACGTGTGTTCTCGTG 

TCAAAAGAAGAATAACACGCCATCATAGTGGAACCGGAGAAAAGGGGTAA 

ATATGTGGGTCTGTTTTGGATCCCCTTGATGGGATCTTTCCAACATCCGA 

TTGCCTTGTGTTCCGTTTGGGAACCAATTTTTGGGCATTTTATAAGAAAG . 

AAAAATCAAACTTGATGAAGCCTTTCTGGAGAAAGAATGCCTTCCCGCAA 

ACCAGGGCCGGGAAACCCTGGGTGGCCAGGCCGGGCTACGC 

>Sequence2172 

CCGGGCAGGTACTTGTTGCTTTGGTGTAGTGAAATGAATGCCTTGATGAA 
ATTGCATTGCACCATTTTTGAAAGAGAGAATACTCAAACGTGTCACTTCT 
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g rn c n gc aagca actgtgaatcctgaggctgtgccacactttcttggt 

TGGTGATTATTTTTCTGGTGTTACTACTrTCCTGTTTTGAAAGATTGTGT 

GCAATGGTAGTAGTTGAAACAAGGGCTGTATGCTCACACTCACTCTTGGT 

CATTCAACAATGCCCTCAGTAAACTTCTAATCTAATTTTCCCATTGGGTA 

CTCTACAAGCCATTTCTTCCATTCTTTTTGGGACTTGTAAGTCCAGTAAA 

AGAACTCGCCTTACTTGATAGGTCTCATAAAGGCCAACTTTTTTCTTGAA 

AAGGGCCTTCTGTCTTTTGGACCCTTGGAAGGTAATTTTTTATCTTATTT 

CCTTCAAGGTCTTAAGGTACAACTTGTTTGTATTGGGAT 

>Sequence 2173 

AGGTACT1 1 HI rTTTTTTTI 1 1 11 lTnTiTGAGTGTGAGAGTTTTTTA 

TTCAATTTGTGAAGGACAGTTTTAGAACAAATTGTTATTAAACTTTCTTA 

GAACCACTGGTTTTGTTCATTTTGACATTTTTATC^ 

TTTATTTACAAAAATTTAAAAAAAGTTAAAATTTTTCATTTACAAATATT 

TTTGCAAGAAGTTATTTAACCACTTATTTTTGCCCTATTACAAAAAAGGC 

TTAA 1 i l l I CTAACAA AA AATTCAAAAAAAACTTTA AATGCCAAGTTTTT 

TATTTAAAGAAGGAGGTTCCACAATATTTTCTTCTTCAAGTTTTAAACCT 

GCGAATTAATTACAATTAAGTGGGTTATTATTATTCTTTTAAAAGGCAAG 

GAAATAACTCCTCAATAAAAAATACAAAATAACCAGAGGGGGATAAAAAA 

GGAAAAATTTCCATTTGTTCAAACCAAGGGTCAAGTTTAAAAATAATTTT 

TTGGACACTTGGAACAATTTTTTT 

>Sequence 2174 

AGGTACGCGGGGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAA 

TGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAA 

TTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGC 

CATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCCT 

ACTAGAAGCTAGCCTTACTGGCATCCTAATCTGGGCTTTCCAAACTTCCA 

G 

>Sequence 2 1 75 

AGGTACG TGGCGT AGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTITTACACGTGAAACACAATCCCGCTCTTGAATTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATTTGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGC1 H i l AGAGCCTCCCGAG AAGCCATCTGCCTTCGAGCCTGCCATTG A 

AATGCAAAAGTCTGT 

>Sequence2176 

AGGTACG TGGCG TAGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCCCGCTCTTGAATTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTTCTTCAGTGTATTCTTGTCG 

TGTGTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATT 

CATTCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTC 

ATT TGTGG CTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTT 

TGCTTTT1AGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTG 

>Sequence2177 

AGGT AC'l 11 " 1TTT1 TI" 1 1 1T1 TTTTTTTTTTTTTACTTGTT A A AGTTCTT 

TTTACTGGGGCTGTTATAAAATTTAAAATTATATGTGTGACTTGCATTTC 

An 1 1 I ATTGGCCAGGG ATGCTCCAAAAGGTTGATGCCTGAAACTAGAGA 

TCCATTACCTTTCCTCCTCTCTAGGGCTTCAAATTAGGTTTTAATTTAAG 

AACACCTTTGCTATATATAATCAATACAAAAAACTTTACCCACTTATTGT 

ACTTTGCCCTGTTGACACTGACCTCCCATTCTCCACCAGAAGAAATAATC 

AAACCCATCACCAACAAATCACCCATCCATTATTCCCCGCGTACCTGCCC 

G 
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>Scquence2178 

CCGGGCAGGTACCGCATTCCTACTTCATTGCCCCTGATGTAACTGGACTC 

CCAACAATACCCGAGAGTAGAAATCTTACAGAATATTTTGTTGCCGTGGA 

TGTGAACAACATGCTGCAGCTGTATGCCAGTATGCTGCATGAAAGGCGCA 

TCGTGATTATCTCGAGCAAATTAAGCACTTTAACTGCCTGTATCCATGGA 

TCAGCTGCTCTTCTATACCCAATGTATTGGCAACACATATACATCCCAGT 

GCTTCCTCCACACCTGCTGGACTACTGCTGTGCCCCAATGCCATACCTGA 

TTGGAATACACTCCAGCCTCATAGAGAGAGTGAAAAACAAATCATTGGAA 

GATGTTGTTATGTTAAATGTTGATACAAACACATTAGAATCACCATTTAG 

TGACTTGAACAACCTACCAAGTGATGTGGTCTCGGCCTTGAAAAATAAAC 

TGAAGAAGCAGTCTACAGCTACGGGTGATGGAGTAGCTAGGGCCTTTCTT 

AGAGCACAGGCTGCTTTGTTTGGATCCTACAGAGATGCACTGAGATACAA 

ACCTGGTGAGCCCATCACTTTCTGTGAGGAGAGTTTTGTAAAGCACCGCT 

CAAGCGTGATGAAACAGTTCCTGGAAACTGCCATTAACCTNCAGCTTTTT 

TAGCAGTTTATCGATGGTCGACTGGCAAAACTAAATGCAGGAAGGGGTTT 

CTCTGATGTAATTGAAGAAGAGATCACTTCAGGTGGCTTTTGTGGAGGGA 

ACCCGATGTCATATTAACCATGGGTGCATACAGTCCAAAANAAGAGGTGC 

ACTGTTCAACACAGCAATTGACAAT 

>Sequence2179 

ACGTACGGTGATCATTACTCCCCAGCGCAGCTCAATCCACTTCCAGACTG 

TTCTAATTGTTGGAATAATTCTCCTTATGTAATTCAATGTCCCATCTATT 

AATTTATGAGATATTTATTTAAAACTGACCGTATTCCAGGAACTGGGCTA 

AAC GAAG AAGAGTAGTGAATTAATACAGAAATCACCCTGGATTTGGCAGA 

ATATTTTCCCTGGTAGTGTAGGTCACCCCTATTGTGGTGATAATCCCCCA 

CATCATACAGCATAAGAAACAACACACAGACAAAAACCAAGTCATTCTTC 

TAGGATGTTTTCATCCAAGGATTTGAAAAGATTTAGGTGATCTTGCATTC 

TTCATCCTATGCAATCTGGGCTATGCTACTACTTTACAGATTGAAAATAT 

ATTTAAAAATCACTGAACTTTCAATAGfCACCAATGATCACTGTTCTAGT 

TGCAGTTACAATTAGGTGTTCAAGGAAACACTTATAACTTAAATTTAATG 

TCTAAATCTTACACCTTTAATTGGAAAAATAATGTAATAAGTGAGCAATT 

AGATTATCTAGTATTAGAAAATAACTGAGGATTGGCTGGGCATGGGGGCT 

TATGTTTGTTATCCCAGCACTCTGGGAGGCAGAGGCAAAAGGATTGCTTG 

AGGTCAAGAGTTCGAAAACAACCTGGGCAAAACAGGCAGACTTCTTCTTT 

ACAAAAAGAAGGATAAATAAAAAAGGTTCCTGCCCGGCGGGCCGTT 

>Sequence2180 

CCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCTTAGGTCAAA 

TCATTTCACAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGA 

CAGAGAGCTTTGTCCTAGTTTTTGTCTTCATAGGTCAAAACTGGCAATAT 

TCTCTTGTCTGCAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGA 

ACATGTAAGAATCAGATACAATTTCTGCTTCATCAGTTTCACATGTTCAT 

GTTGTCACTGAAAAAATGCATCTACTGTTTATAGCTCCCAAGGAGACCCC 

AAATCCTTTTTTTTTCnTTTGAGATGGAGTCTTGCTCTTGTTGCCCAGGC 

TGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGT 

TCAAGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTGGGATTTACAGGTG 

CCCGCTACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGACAGGCTTT 

CACCATGTTGGCCAGGCTGATCTCAAACTCCTGACCTCAGGTGATCCACC 

C ACCTCGGCCTCCG AA AGTGCTGGG ATTACAGG AGTG AGCC ACCGCGCCT 

GGCCCCGTATTCATTTTTTATACTGG A A AACA TTTTTTTTG TAATTNTTC 

TTTGCAAAGAATGAACCTTAAAATGAATACTTCAAAGAAAAGAATTATTA 

TGCAAAATAAAAGGACACGGTACCTTTGGCGT 

>Sequence2I8i 

CCGGGCAGGTACTAACTTATCCCCAGAGGAAACAGGGTTTATGAGCACTG 

ACAGATGTCTTCCCTGGGCAAAAAAAAAAAAAATAGTATATGTATACACA 

CACACATACACATTl'ATATTTATATTTCTTAAAGCTTTTAATCCCTTTCA 

TTCCCTGATATCTCAGAGATTTCAAATCATTGAACACTGAAGTATATTTT 

TCAGGCCAGATGAAAAATTGTATTAAAACCCTATTCCTGGTCAGGCGCAG 
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TGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCCGAAGTAAGCAGATC 

ACCTGAGGTCGGGAGTTCAAGACAAACCTGGCCAACATGGTGAAACCCTG 

TCTCTACTAAAACTACAAAAAAATTAGCCTGATGTGGTGTTGTGTGCCTG 

TAGTGCCAGCTACTTACGAGGCTGAGGTAGGAGAATTGCTTGAACCTGGG 

AGGCGGAGGTTGCAGTGAGCCAAAATTACGCCACTGCACTCCAGCCTGGG 

CAACAGAACGAGACAGTCTCAAAAACAACAACACCAACAGAAACCCTATT 

CCTTGCCTTTGTAGGAGTCAAAAAAAATGAACTTCTTTTTACTTTTTTTA 

TTATTATACTTTAAGTTCTGGGGTACCT 

>Sequence2182 

AGGTACGCGGGGCTTGCCTGGAGTCTGATCTGTCCCGGCCCAGTGTCCTC 

CAGGACCCTGGCCCCTCATGCCTCCGTGCTTGCGCGTGTGCCATTTCCTC 

TCTCCAGAGGACCTTTCCTGCCTAGACTCATGATTGTCCCCTCCCTGGCA 

TTTTTTACACCTGGAGCAGCCAGAGGACGCATGCATGGCTCTTCGGAAGC 

CTTCTCCTGCCACGGCATGCACCCACACATGCGAGCCTCCCGGGTACCTG 

CCCG 

>Sequence 2 1 83 

AGGTACTGATCTAACCAAGATATTTTGTTTTTCTCATCCACCAGTCACTT 

TCTCAGTCCTTTCrGTATCCCTTGCAATTTGAACAAAGCTTGGTGAATAG 

TGTGCACACAAAAAGCACACTAGGTGAAAGACAGGTACATAAAAAGGGTA 

AAGTC ATGA TATTTTAACAAACCTATCAAGCTCTAAATATAAGCCTCCTT 

GGTAGTTTTCTCTTTAACCCTCTCTCCACTGTTGGATGAAATTTGCTGCA 

TTCAATTCCAGTTCCCACCCCAACTTCCTTCTTAACACAAGGTCAGGGTT 

AAGCCTTCGGTGCTTTAATCCAGAGGAAAATTACTTATTTTAAAAAGCAG 

TGAAAAACACCGCATTCCTTTGGCACAGGATGAAGACCAGCTCAGCTCTT 

CAGTTGTTGATCATTGTCTATTGTTCTCCAAACAGTAAACCAGTATTTCA 

CACTGAGATTGTCGGCTGCGGGTATATTCCAATTCCCCGTCTCCTCATGA 

ATATGAAGTGAAGGGCTCTGACCCTGGAAGTGGTAGGTAATTGCTTGGCG 

ATAGGTGATTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTTCG 

TGATAGGCGATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAATTGGTG 

GGTTCTTCGTCTCACTGACTTCAAGAATGAAGCCGCGGACACTCGCAGTG 

AGTGTTGAGTTCTTAAAAGCGGCATGGTTAAAAGTTGTTCCTTCTGATGT 

TCGATGTGTTCACAGATTCTTCCTTCTGGTGGGGTCGTGGTCTTGCTGGT 

TAAGAGTGAACTGGGGAT 

>Sequence 2 1 84 

CCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGAGTCTATATGTCAGAATACACATTTCCACCTTGCCCAACAGTAGA 

AAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACCGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAAGGCTCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

ACACATAACACCTTCACTAGTTNTTAGTATACAAATATTGAGAAAATAAG 

TTGG TATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGTTTCTAAT 

TTTTATATATTATTGACAAAATGAAGAAACTTAACACCAATCTAAATTTT 

AACTGGCCAAAAAAAAAAATTTATAAAAAAAAANNNNNGGGTCCCTGGCC 

GGTTTAAACCTAAGGGACCCCCGGGCTGGCAGAATTCATTTTAACTTATT 

GATACCCCCAACTTAAGGGG 

>Sequence2185 

TTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGTGAGGGTC 
CTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAGGAA 
GAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCATTAATTACCTT 
CTGAAGGCTCCACCTCCAAACACCATCACATTGCTGACATTTTCCTGCAG 
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GATGTTTATAAATAGTTCCTGGCAAAGGAGGTTGCCGTATAGGGTCCTAC 

AAGTAACCTAGGTGGCAGCATCCCCTCCCAGCGTCAGGTCTAAGCACACA 

AGTTCTTCCTTCCATCTACAAACCCCCGCGTACCT 

>Sequence2l86 

AGGACGCGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACT 

TGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACAT 

CCTGCGGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCATAAGGTT 

ATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAGAATACACA 

TTTCCCACCTTGCCCAGCAGTAGAAAAACATAAGAAGAGAAAAACATTAA 

AAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGA 

GCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGC 

GCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACC 

TGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGG 

CTTTCCAACTTCCAAAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAAT 

GGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATT 

TACTACATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGT 

TCAAATAAGAGATAGGATACTGAAACACATTACAACTTCACTAGTTTTTA 

GTATACAAATATTGAGAAATAGTTGTTATTAACTATCTAATCCAAAAAGG 

CCGATCATG TTGTT CTAATTTTTATATTAAATGCCAAATGAAGAACCTAA 

CCCCTTCTAATTTTGCTGCCAAAAAAGGAATAAATATAATGTCCTTGCCG 

GCGGCGTATAGAATAG 

>Sequence2187 

AGGTACATTATCAAGTGTGAGATGTTTGGGATATACGCAAGCTGTGCCTG 

GAAATCATGACAGTGCCTCTATGCTGTTGATGTACCAGCCATGCCGTTTC 

CTGCCCTATATCCTTTCTTAAGGGTAAGTAATCTTAGTGCCTGGTGAAGC 

TAATTTTGTCTCACGAGCCCAACTGTTAACCTGAATCCAATACCTATGCT 

GCTGGTGAGACAGAGTGGGTATGAAAAAACATATAACCTGAAAAATCTAC 

TTATATATGCTAAACTAATAAACCTGAGGGATATGCAGGGGGAAAAAATC 

AAATTTTAAGGAAATCTAACACAGAAAATAAATTCACAATGAAATAAAAA 

CATAAAATTGTGCAAGCAAAATAAAAATACTACACTTAAACATAAAATAT 

ACTTGTTAAAATATGGTAACTCTTTACCCCACAATTAAAAAAGCTTTAAT 

CACCAGTCTGATTTCTATTTATTTTGCACTGAGATTCTNTCCTATGAGAA 

ATACATCACAATTGATTTACTTTAAAAGCAAGCCCATTTAGTGTTTGAAA 

TTAAAAAAAAAAAAAAAAAAAGCAAGTACCTGCCCCGGCG 

> Sequence 2188 

AGGTACGCGGGGTTCATGCTCTCTCTCTCCATGCACAAGAAAGAGCACAC 

AGTGAGAAGGAAAGAGGCCCTCACCAGAACCTGACCATGCTGGCACCGTG 

ATTGCAGACTTCCAGCCTCCAGGATTGTGAGAAGAATAAATATCTGTGGT 

TTAAGTCACCAAGTCTGTGGTGTGTTTTATGGCAGCACAAGGTAACCCAG 

ATGATGCCTTTCACCACTGGGTGGTCCAGCC'nTCATGGAAGCTGTCAGC 

TTCTCAGCCTTGCAAAAAATGCTTGCTGGTCACTCTCTTTGGTCCTTTCA 

GATGCCTTTCTTAGTGGTGCCTCTACCAGGCCCTTGACTTCATCCTTTTC 

TGTCAGAGGAAGGGTGAGTAAAGTACCTGCCCG 

>Sequence2189 

CCGGGCAGGNACTTTN 1 nTTTTTl rTT TrnTTT T T TTTTTTAACTGCT 

GTTCACTGCTACCCATTTAGTCAACTTGGACCACCCTCTAGAGGGGCTTC 

AACTGTTATTTTCAATACATTGTCACAGGGACAGAGGAGTGGTGTATAGG 

GAACCTTTGTGACTAAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTA 

CAAGCATTAAGTTGTTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGA 

GTGGAAAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTCTTTCTG 

TACCT 

>Sequence 2190 

CCGGCAGGTACGCCTACTCAACCCGGCTGTTCACCATTGGTGGCATCAGC 
ATCCCATACACATGGAACCACACCGTTTTCTATGATCAGGCACAGGGAAG 
AATGCCTTTCTTGGTTGAAACACTTCATGCATCCTCTGGAATCTGACTAT 
AACCAGATAGAAGAGACACTGGGTTTTAAAATTCATGCTTCAATATCCAA 
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AGGAGATCGCAGTAATCAGTGCCCCTCCGGGTTTACCTTAGACTCAGTTG 

GACC I I IHGTGCTGATGAGGATGAATGTGCAGCAGGGAATCCCTGCTCC 

CATAGCTGCCACAATGCCATGGGGACTTACTACTGCTCCTGCCCTAAAGG 

CCTCACCATAGCTGCAGATGGAAGAACTTGTCAAGATATTGATGAGTGTG 

CTTTGGGTAGGCATACCTGCCACGCTGGTCAGGACTGTGACAATACGATT 

GGATCTTATCGCTGTGTGGTCCGTTGTGGAAGTGGCTTTCGAAGAACCTC 

TGATGGGCTGAGTTGTCAAGATATTAATGAATGTCAAGAATCCAGCCCCT 

GTCAACAGCGGTGTTTCAATGCCATAAGAAAGTTTCCATTGTGGATGTGA 

ACCTGGGTATCAGCTCAAAGCAGAAAATGCATGGATGTGAACCAGTGTAG 

ACCAAATGTATGCAGACCAGATCAGCACTTGTAGAACACCCGGGTGGCTA 

TAATGCATTGATCTTTGTCCAATGGAAGGCCCAGGCGGAAAATGGACCTG 

TATTGTATTGATGAAGGTAAAGAGGGACCCTTAGTGCAATATAACCAATT 

TGGGAATTCAAAAGCCACT 

>Sequence2191 

CCGGGC A GGTACACACAAAGACAAACCTGAACTTAATTTCAAGG A AAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAA 

>Sequence2I92 

CCGGGCAGGTACTTTTTTTTTTTTTTTTTTTT^ 

AATCATTTCCAACACCAGGACAAATATGCAAAGTAAAGTGGGTATTGTTA 

TTTCTTTGTCCCTAGTTCACATGATTTACATTGATTAAAATGTTAATTTT 

TACATATGTGAATAAAACGTAAAGGAGCAAACTGGAGATTGCGCCATGTG 

CTAACAATCATTGCGGGTGGGTAAACTGACAACATGTAACTGCATATTAA 

GACAAATGTAGAATTTAAACAAAGTATTCCATCrnTTTCAGATGTATAC 

TTTTAAACCTCAGGAACTGTTTTCAGTAGATGTCATGCCTTTTAACTTGA 

AAAAAGATAAGCGCAAATAAGCTCCCAATTGTCTCCCCAATATGTAAACC 

ACATTTGGGGCTGCTGTCTCTGCTACTCCTT 

>Sequence 2193 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCAA 

GGAAGCTTTTCI T H GAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTA 

TACTCCTGTGAACAAAATTTGGAACATATTTGGTGCTCTCTAACTGATTT 

CTCCAGAATTTGGAACTAGTTGTAGCTGAGACCAATGATGCTGACCTCCC 

TCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTG 

TACCTGCCCG 

> Sequence 2194 

AGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAGCACTGC 

TCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATCCTGACC 

ACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTTATCCCC 

TTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACCAGAGGG 

CAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTATTAATTG 

AGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCCTTCCATCTT 

CACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATGACATTCCCAAAGG 

CACATCTGGGCAAGCAGGAACTTGGGCAAGTATTTTAACATCTCTAAACC 

TCAGTGAATTCATTTTCTTAAAAAGAAAAAAATN 

>Sequence 2195 

TCCACCGCGGTGGCGGCCGCTTTCTCTTACTGATAGTAGGATATTTCTGC 
TTTAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGC 
ATGTTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCAC 
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GTTGGC ATGA TAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGT 

AATCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGC 

GTG AATGTTCGG TAGGCTTTGTCAAGCTTGCATACAATAAATTATATATG 

TCCCTTTTCTTTTAGGGTCTCCTGTTGAAGATGGTCTTCTGAAGGCTAAC 

TGCGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACAT 

GCAAACTTTCAAAGCAGAGCCTCCCGAAAAGCCATCTGCCTTCGAGCCTG 

>Sequence2196 

CCGGGCAGGTACACAACTCACTCCTTTTAAAGAAAAAAATTGAAATGTAA 

GGCTGTGTAAGATTTGTTTTTAAACTGTACTCACATTGGAGCCACTAGGA 

ATCCTGAGAAAGAGGAGTGGACATACTCAGAGGAGTATAGGCCATTTGAC 

TCGGCATTGGGAAGCTGGAGCCACACCTGGTCATTTTCTGTGAGGATCGA 

TGATGGCACTCCCTGAAGCCTGATCCAGGTAGCCTTTGGTGTATTCATCA 

TAGGTGTACCT 

>Sequence2197 

CCGGG CTGG TACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAAT 

GCAGCTTTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACAACTAGTTCC 

AAATTCTGGAGAAATCAGTTAGAGAGAAACAAATATGTTCCAAATTTTGT 

TCACAGGAGTATACTTTACTCAATTGCTAAAAGCTGTAAATAGCTCAAAA 

GAAAAGCTTCCTTGACTCATTTTCCTGCAGGATGTTTATAAATAGTTCCT 

GGCAAAGGAGGTTGCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCA 

TCTCCTTCCAGCGTCAGGTCTCCCCGCGTACCT 

>Sequence2198 

CCGGG CAGG TACAATATAGGCAGACAGTTTGCCTTCAGAAATTCAGAAAT 

GCAGCTTTTGAGGGAGGTCAGCATCATTGGTCTCAGCTACAACTAGTTCC 

AAATTCTGGAGAAATCAGTTAGAGAGAAACAAATATGTTCCAAATTTTGT 

TCACAGGAGTATACTTTACTCAATTGCTAAAAGCTGTAAATAGCTCAAAA 

GAAAAGCTTCCTTGACTCATTTTCCTGCAGGATGTTTATAAATAGTTCCT 

GGCAAAGGAGGTTGCCGTATAGGGTCCTACAAGTAACCTAGGTGGCAGCA 

TCTCCTCCCAGCGTCAGGTCTCCCCGCGTACCT 

>Sequence2199 

AGGTACAGAGGTGATAGATCCCTTCTTGGTAGTGGTAATTCTTTCCTGCA 
TAGTACGCGGGGGCTGTAGTGGCTTCGTCTTCGGTTTTTCTCTTCCTTCG 
CTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 
>Sequence 2200 

AGGTACAGAGGTGATAGATCCCTTCTTGGTAGTGGTAATTCTTTCCTGCA 
TAGTACGCGGGGGCTGTAGTGGCTTCGTCTTCGGTTTTTCTCTTCCTTCG 
CTAACGCCTCCCGGCTCTCGTCAGCCTCCCGC 
>Sequence 2201 

CCGGGC AGGTAC 1 T 1 T 1 1111111 1 ITnTnTlCGATTTCAAAACCCGC 

TTATTTCACGCGAGGACTCCTCTGCGAAGACAGGAAGGATGGGGTCCCAC 

ACCTGAGCCAGGCGCGGTCTCCACTGGGTGCTCCGCAGCCCGGAGTGGCT 

CCGGACGACAGCCCGCTTAGGGGAACCTTTCGCCAGGCTCGGTGGACCTT 

CTCCGCTG 

>Sequence 2202 

CCGGCCAGGTGCGATGTCTAGTGATGAGTTTGCTAATACAATGCCAGTCA 

GGCCACCTACGGTGAAAAGAAAGATGAATCCTAGGGCTCAGAGCACTGCA 

GCAGATCATTTCACCCGCGTACAGCTTAGGGGATCCTTTCTAATGACAGG 

AAGGCACTGCTTTCCTCAACACTGTGATCTGACCTGTGACAAGTCTGTAC 

CT 

>Sequence 2203 

TCGCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 
CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGTC 
GGGAGTTCCACCACGGGAAGGCGTGGGTCTTGTAAATTGGTTCTCCGGCT 
TGCCCCACCCCGCGTAACCATCGGGCCGCGTCTAAGAACTTAGTTGCGAT 
TCCCCCCGGAGCTGCAAGGTAAATTCCGATATTCAAAGCCTTATGCGATT 
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ACCCGTCG TACTC TTCGAGGGGGGTGGCCCCCGGTAACCCCAAGCTTTTT 
TGTTTCCCCTTTTAGATGAAGGGTTTAAATTTGCGGCCGCCTTGGGCGGT 
ACATTCATTGGGTCCATAAGGCTGTTTTTCCCTGTTGTGGAAAATTTGTT 
TAATTCCGCCTTCCACAAATTTCCAACACCATACAATTACCGAAGCTCGG 
>Scqucncc 2204 

AGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCT 

GACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACG 

GCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCA 

ATGAAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAA 

GAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCC 

CAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAA 

GTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAA 

GGTAATTAATGGCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTT 

CCTGCCATGTG AG G AGCC 

>Sequence 2205 

CCGGGCAGGACGCGGGGTTTGTAGATGGAAGGAAGAACTTGTGTGCTTAG 

ACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTA 

TACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAA 

TGAGTCTATATGTCAAAATACACATTTCCCACCTTGCCCAACAGTAGAAA 

AACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGT 

CACCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAAAAGGTAATTAATGC 

CCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGA 

GGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAA 

GCTAGCCGTA 

>Sequence 2206 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 

GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTGAAATTTGCAA 

>Sequence 2207 

AGGTACTTTTATAAATAGCCAGAGATTGAGTCGAGGCTCTGAAGAAAGTC 

CACCATGTGAAATTCTTTCCGGTGACATTXTCCAGTTTGGAGTAGACGTG 

AC AGAGA ATACACGGAAAGTTACCCATGGGTGTATTGTTTCCACAATAAA 

ACTTTTTCTACXAGATGGTATGGAAGCCCGGCTCCGCTCAGATGTCATCC 

ATGCACCATTACCAAGTCCTGTTGACAAAGTTGCTGCTAACACTCCAAGT 

ATGTACCTGCCCGGGGCGGNNGNCCGGGCAGGNCCTACCCTCTACCTTAT 

TTTTATAACTTTATATTCTCCATGGTAGAGAATTATGGGCTTGACGTGCA 

TTTTTATGTATTCCATAAACATACCATTTCAAGGGTTTTG'l fT'lTl'l' 1'1'A 

ATGGGTAAAAACAGTTTCACAATCTTTTTCTTATTGGAATTTGTAAAATA 

AT 

>Sequence 2208 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GGATTACCCTAATGGGTAAATTTGGGCAAAGCAACATTGAGTGTGCTTGT 

TTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGT 

TTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGT 

CAAGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAG 

AAGAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAACCATGTCTTCC 

CATTAGTTGGCATGAGT 

>Sequence 2209 
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GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAG 

>Sequence 2210 

CCGGGCAGGTACGCGGGGAGAGGTCTTTTGAACTCCTTCGGCCACCGTCG 

CCGCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGCGCGCGGCTACAGCA 

CGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGTGTTGAGCATACGTA 

TCAAGGACAGTAACTACCATGGCTCCCGAAGTTTTGCCAAAACCTCGGAT 

GCGTGGCCTTCTGGCCAGGCGTCTGTGAAATCATATGGCTGTAGCATTCG 

TGCTATCCCTGGGGGTTTGCAGCTTTGGATAATTGTTCGTGTGGTCTGAT 

CAAAGAAAGAAGGCATACGCCATATTTTCTACAGGAAACTACTGATGTTC 

ATGAAAAGATTTTTGATTGCTATTGAAGAACTGCAGGGGGGTTTTTTCTC 

CATCAGTGAAGCAAATCTTTGGGAAATATAAAGAAATTTTCTGGGGCCGT 

TTTGAAATTA 

>Sequence 221 1 

CCG GGCA GGTACAAAACAAGCAAAGTCTCCCATAACTGAAACAGAGGATT 

CTGTTTTAGAAAAAGGCCCAGCTGAGCTTATGAGCAGAGAAGGAAAAGAA 

GAAAATAGAGAGCTTTGTGCATCTTCTACGATGCCTGCAATTTCAGAGCT 

TGCATCATTGCTTATGGAGGAATCTCAGAATGAAGAAATTAAACCTTTCT 

CTCCGAAGATCATCAGCCTAGAGTCGAAAGAACCACCTGCCTCTGTAGCT 

GAAGGAGGCAACCCAGAAGAATTTCAGCCATTTACTTTTTCTTTAAAAGG 

ATTATCAGAGGAGGTTAGCCATTCCAGCCGACTTTAAAAAGGGAGGAAAT 

CAAGAAATAGGCCCATTACCACCAACTGGAAATTTGAAGGCACAAGTCAT 

GGGAGATATTTTAGATAAGCTAAGTGA 

>Sequcnce22I2 

AGGTACGCGGGGACAGCGATGTGAGCTGAGGTGCAGGCACCAGACCTAGG 

AATTCCTAGAAAAATAGTCAGGAAGCATTTAGACACATCAAATGTTAAAC 

GAGTCCTGATTATGATGATAATGATGATGATTTTGGTGGTTGCAATAGCA 

AAGCCTTAAGTATGAAGGAGACGTGCCAGCTGGAAATACAGGTAGACAAT 

GAACAACTGAATTTAGAGGACGAAGACATTGAAAGCATTGATGCCACCAA 

ATTGAGCCGTTTCATTGAGATCAACAGCCTCCACATGGTGACAGAGTACC 

TGCCCG 

>Sequence 22 1 3 

AGGTACGCGGGGGCTTGCCCCCTAATGCCTCCGTGCTTGCGCGTGTGCCA . 

TTTCCTCTCTCCAGAGGACCTTTCCTGCCTAGGACTCATCATTGTCCCCT 

CCCTGGCATTTTTTACACCTGGAGCAGTCAGAGGACGCATGCATGGCTCT 

TCGGAAGCCTTCTCCTGCCACGGCATGCACCCACACATGCGAGCCTCCCG 

GGTACCTGCCCG 

>Sequence 2214 

AGGTACAGGCATGAGCCACTGCGCCTGGCCCCATGTTTGGTTATTATTAG 

TGCTTAGGAAGAGGCACTTGCTTACATAGTAGGAGTTGAGAAGCTTGGTT 

TGTTCTTTCCTACCCCTAGATCTATTCTCACCTCCTGACCATGCTCTTTC 

TGCCACATCTATTATCATTACAAGTTGCCTTATCTGAAATTAGTGAATCA 

GAAAATAAAGCAGGGGATACTTTGTGTAGTTTCAACGTTAGGGAAAGTTC 

AGAATACTGTCTGTCTAAACTATCTCTCTAGAAGGCCTGATGGGCCACAA 

CCTGGGCCAGAAGCATTCAGTTCAGATATGAGAATGGTGGGTGTAGGGGC 

AATGGCCAATGGGCCATGGCCGGAAGGAAATTGTTACAGAGTAGTGGGAA 

GCCTGCAAAGACTGGCTTCTGTCCGTTTTGCCTTG 

>Sequence 2215 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 
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7TCTGGAGAGACCATTCAAGGCTTCTGOCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCT 

>Sequence 2216 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACTTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATTAGGCAGAATTGCAGGACATTCTTCAAA 

ATAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGA 

TACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTA 

ACTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTG 

ATGGGAAGACTGATGAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAG 

AAGAATAATAACAATAATGGTTTAGCTGCTGGCTCCTTAATAAAATTCCC 

CTAGTTACTGTAATGTCTGAAAATGAACCCCC 

>Sequence2217 

AGGTACI ri"ri"J"l"l"l ri'rriTTn'l'nTGAGCCTCATTTGAACTATTCAT 

TCTTGTCTTCCAGAACTCACTTCAAATGGGTTTTCCATCTATCATGAGTC 

TAGTGTTCTCACCTTTGTCITACAATTAATTCTTCTGCAGATCCCCTCAC 

ACTGATCTCCTCCCCTGAGCTTrGGACAATTATATTCTCTCATCTCTTTC 

ACATAAATCGCACTTGGAAGACAAACTCCTCAGGTTAAGCTGCCATCTGG 

TGTGTGTATTTTTCATCAAGAACTAGCAACACCCACATCAATAGCATCCA 

CCTTTACCATCACCTATATAAGCAACTTACTTTGGGAACCTATTTCCTTA 

TTTCAGCATTCTCATTTGAATCAATCTAGCCTAGGTTAGGGACACTGGAA 

CCAAACTTGGCTGTCCCTGGACTGGCCTGGGT 

>Sequence 2218 

AGGTACnil41"I4'l"l"lTI4Tll'1414M"mTITrrCGCCAATTCAAAGT 

AAACCAAATCATCACATCAAGAAAATACATTGGGCAACTCTCATGTCCCC 

TTCTGACAAAGAAGGCACATAGCCAGGTGTATGTTCCCTGGAAGCTTAAA 

ATCTAGTTGGGGACAATCAGGCAAGAGCACAAACGGCCTCTTGCTTGGGC 

TGTGGCAAAAAGCTGGATTTTATCCTAATTGCGACAGGATGACATCAGGA 

GAGCAACATGATCTCATAGAGATTCTTTTAAATATATGAATTTTTAACTT 

TAGAGACAGGGTCTCACTGGGTCACCCAGGCTGGAAAGCAGTGGTAAGAT 

CATAGTTCACTGCAGCTTTGACCTTTTAGGCTGAAGCGATCCTCCT 

>Sequence 2219 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACN 

>Sequence 2220 

GGAAGTNGTCCCGTTCTACTCATTACTGACATCGGTTGAAGTGTAGCTCC 

ACCGCGGCGGCCGTGGTCGCTGCCGAGGTACGCGGTGGCAGTGGGAAGTT 

CGCAGCTGCTGGGGAGGAGCCAAAGCCTCGGCGCTCACCTAAGCCGGAGG 

GAGATACACCCAACTGGGAGATGAGGAAACAGCAACCCAGAGAGGAGAAC 

TAACCCACACAGGATCATTTCGCGAAGGAGCAAGGCTGAAGAACCAGACC 

TGGACTTTCTTAGGACAAACTTACTGCAGCTTGAAGGAGCCAACCATGGA 

TTTGAGGCGTGTGAAGGAATATTTCTCCTGGCTCTACTATCAATACCAAA 

TCATTAGCTGCTGTGCTGTTTTAGAGCCCTGGGAGCGATCTATGTTTAAC 

ACCATCTTACTAACCATTATTGCTATGGTGGTATACACTGCCTATGTCTT 
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TATTCCAATCCACATTCGCCTGGCT 
>Scquence 222! 

CCGGCAGGTACTTATTTTTATATTAAGTCAGACTTCAGGAT7TATTTTAG 

CCnTCCTTTTTGAGAAGCTTTCTAAGCCCTCAGCATTAAGCAGCATTTTT 

CCTCATCGCACACGGATCTGAGCAGGTGACCGCGGCTGGGATAGGTGCTG 

TTGTGTTGTGTGCAGGTGGGCTGGCCAGCCGTTGGGTGTGTGTTTTTCGT 

AGAGTAAGAAGCACTCCAGGCTGAGATGAGAGCTGTTGAAATGAGTAACA 

TTTCCGTCTCCTGTGATACGCGCTGCTGTTGCTTCTTTCAAATGATCAGA 

TTTACATTC TTTTA ATGGGTCCTTTAAAAATGTAATCGAGTGAGAACGAC 

TACTAAAGATTTTCTTTTGGCCTGGTTACACACGAGGGGATTGGAAATTA 

CTAATTCATGAAAATGAAAATGTGGGCTTCITTTAAGGAAAAATTCCCTT 

TGAACATTGACAGAAGTGGGCGTAG GGA A GGGG AAGATTTTGCCTGGATT 

CTCCACTTAACTCTTGTCACCACTGGAGCATGCTGACTCCCTAGACACAA 

GTGATGGAAGTTATTTTGTTTCCACTCTATACACTGTCTCATGGGGACAT 

TGATGGGATGGGGGGAGGGGTGTTCCATTGTGACAACGAAAAATAGGTGG 

GGATTTTGATGTTGGGAAAATCCAGTGCGTTATCTTGCCAGGGGAAAGGC 

TAAGGGCCGGCATGCTCTGTCGTTGCGAAAGGGTTTAAAAGTTTTGTGTT 

CCAGGAATTCTGTCTATACCAAGAACTATACCAATTTTTTAGGACGGTGA 

GAATCCTATTATTAAATAGATTGAGAATGTTCTATATGGAGTAAGATGTA 

GTTTTTTTGAAGATATTTAACG 

>Sequence 2222 

AGGTACAGCAACAGAATGAGAAGCTACAAACAAGAAATGGGAAAACTCGA 

AACAGATTTTAAAAGGTCACGGATCGCCTACAGTGACGAAGTACGGAATG 

AGCTCCTGGGGGATGATGGGAATTCCTCAGAGAACCAGAGGGCACATCTG 

CTCGATAACACAGAGAGGCTGGAAAGGTCATCTCGGAGACTAGAGGCTGG 

ATACCAAATAGCAGTGGAAACCGGTAAGAATTCTGAGAGTGAGCAAATTG 

TCTTGCTTATGCACAGCAGTCTTCACAACACATGACATTTCAGGGAAACT 

TCAAAGGAGTAGCAGAGACAGCAGCCCGAGATGTGGTTTACATATTGGGG 

AGACAATTGGGAGCTTATTl'GCGCTTATCTTTTTTCAAGTTAAAAGGCAT 

GACATCTACTGAAAACAGTTCCTGAGGTT 

>Sequence 2223 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTAACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGTACCTGCCCG 

>Sequence 2224 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTAACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGTACCTGCCCG 

>Sequence 2225 

ACK3TACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 
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TACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGAC 

>Sequence 2226 

AGGTACCCAGCCCCTCCCCTTCTGAGATCTTTCCTGTCACACACTCTTTC 

CCCAGCTCTGCACATTCTGACACTCACCACACCAGCACAGCAGAATCTCA 

AAAAAAAGCCACAGCAGAGGGCTCCGCTGGTAGAGTTGAAAATTTTGGCA 

AGAGGAAGCCACTCCTCCAGGCCTGGGTCTCACCCTCGGAGACACATCCA 

GTCTCAGCTCAGCCAGGCGCTGGAACTGGGTCAGCCAAGCACAGACTTCA 

TCCTGTGAAGCCAATGAATGCCACGGCCACCAAGGTTGCTAACTGCAGCT 

TGGGAACTGCCACCATCATCAGTGAGAACTTGAACAATGAGGTCATGATG 

AAGAAATACAGCCCCTCGGACCCTGCATTTGCATATGCGCAGCTGACCCA 

CGATGAGCTGATTCAGCTGGTCCTCAAACAG 

>Sequence 2227 

CCGGGCTGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

TCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TTCCGAAAGGAACCAGGGCTTAAAAACCAGACCTGGACTTTTTTAGGACA 

AACTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGG 

A ATAT TTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCT 

GTTTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCAT 

TATTGCTATGGTGGTATACACTGCCTATGTCTTTATTT 

>Sequence 2228 

AGGCCGGTAAATTACGGTTTATTCCACAAGAATTCAAGGGGAATTAATCG 

CTAGGAAAAGAACAATGTTGGAGCAAAAAGGGCCAGGCAAAAAGGGCCAG 

GGAAAACCGTAAAAAAAAGGCACCGCGTTTGGCCTGGGCGTTTTTTTTCC 

ATTAAGGCTTCCGGCCCCCCCCTGGACCGAGGCAATTAACAAAAAAAATT 

CGGACCGCTTCAAAGTTCAAAAAGGTGGGGCGAAAAAACCCCGAACAGGG 

GACCTAATTTAAAGGAATACCAAGGG 

>Sequence 2229 

AGGTACCAAAGTGATCCTCCATCTTAAAGAAGATCAGACAGAGTACGCGG 

GGTGTTTTTAAAAAAGAATTTAATTAGGAAATTTTGATACTCTTCATTAC 

TAGGATTTATCCATTGAAATTATTTATTGCTATTACTTTTAACAGAGTCT 

CTGTGAGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTGCGCATC 

AAAAAGAAATAGATAAAATAAATGGAAAATTAGAAGGGTCTCCTGTTAAA 

GATGGTCCTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATTCCAACTAA 

AGCCTTAGAATTGATGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGA 

AGCCATCTGCCTTCGAGCCTGCCATTGAAATGCAAAAGTCTGTTCCA 

>Sequence 2230 

AGGTACGCGGGGTCCCGGCCCAGTGTCCTCCAGGACCCTGGCCCCTCATG 

CCTCCGAGCTTGCGCGTGTGTCATTTCCTCTCTCCAGAGGACCTTTCCTG 

CCTAGGACTCATGATTGTCCCCTCCCTGGCATTTTTTACACCTGGAGCAG 

CCAGAGGACGCATGCATGGCTCTTCGGAAGCCTTCTCCTGCCACGGCATG 

CACCCACACATGCGAGCCTCCCGGGTACCTGCCCG 

>Sequence 223 1 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAAATCCGACTTTCATCATACTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCC 

TGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACT 

GAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGA 

GAAATTCCTTGAAAT 

>Sequence 2232 

AGGTACCTGTGTCAGGAGTCCCCAAGCCCACTCCCAAAATAGAAAATTCA 
CTAAAAGGAGTCAAAGGA1TCAGCATACAGTAATATTAACAACTAAGATT 
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TATTCCAGCAGGATACAAAGCAAAATAAGAAAGGAAAAGTCGCATGGGGC 

AAAATCAAGTGAAAGGCTTTCAAGAGTCCTCTCCCAATGGAGTTACACAG 

GATGTGCTTAATACCTCCAGCAACCAGTTGTGACAATACATGCAAAGAGT 

GCAAAGTCTTGTCCACGACGGATGTTC 111 1 i I 1 11 1 1 11 I i GAGAAAGC 

CTTGCTCTGTCACCCAGGCTGGAGTGTGGCACGATCTGGGTGAAGAGCAA 

GACTCCGTCTCAAAAAAACAAAAGAAAAGAAAAGTCCAGTCCTTGTCTTC 

AAAATTACTTCAGT 

>Sequence 2233 

GGAAATGACCCATTCGAAGACTGCGAATNGGATCTCCGCCGAGGTCGCGG 

CCGCCCGGGCAGGTACATTATGACCCAACATTTACCTCAAAAGCTATGAA 

TGACCTTTGCGGGGAACTGTCCCCAAGACAACCTTAAAGAGACAGCACAA 

CATTTGCAGCTGTTTCTCTTTCAGCCCAAGGTCGCAAAGGATATAAGAAG 

CCAATGCAGCTTGGAAGAAAAGGATTCCTGTAAATCACTCACTATGATTT 

CCCACAGCAGGCAAGTGGATCCCCTAAAGAAAGAAGGCTTATAGAGTTCC 

CTCAAAAGAGCTCAGAACTTCAACAATGATTCTATTCACATAGGCATTTC 

TGTCTTCCAAATTTTAGCTTTAAGAGTCTGAGGAAGTACCTCGAGCGGCC 

GCCCGGGCAGGTACTGGAAAACCTCCATCTTGGCTCCCAGAGCTCTAGGA 

ACTCTTCATCACAACTAGATTT 

>Sequence 2234 

AGGTACTGACCTCTTAGGGATCTAAGGAAAAGATTCTGGACCAGAATGGG 

CCTA GGCrrGAAGTGGATCTCTrCCAAAAGAATAGTGAATAGTTTTTATC 

TTTTCTAAAAGAT GGAT TGAATGGAATTCTTCCATTTGTAGTAGTTCTTG 

TAAGTTTAATTAATTTTGTAACATCTTTTGAGAATTTACCACATGCCACT 

CCTTGAGCTGGGTGCTTACTATGTGTTTATTATTTTAACCCTCACAACAA 

CCTCAACACCCTCATGAAGTAGGTCCTATTAGGATCCCTGTTTTGAAGAT 

GAACTGAGGCTCATGTTTAGCCCAAGTTCACTGAGCTAGTAACTGGCAAA 

GTTAGAATCTGAAATGAAATCTGCCTGATGTCAGAATGATGTTGTTCATT 

CATAGGCTGATATTCTTA 

>Sequence 2235 

AGGT ACTTTTTTTTTTTTTTTTTTTTTTTG AG AC AG G ATCTTACTTTGTT 

GCCCAGGCTGGAGTGCAGTGTCACGATCACAGCTTGCTGCAGTCTCAAGC 

TTCCAGACTCAAGCGATCCTCCCACTTCAGCCTCCAGTGAGTTGTCTTCT 

CATTTTTCTGTTCCTTTAACCCTCTCCCCTCTCCACTAGCTGGTTTCCCT 

CACAGGACCAACACGCATGTGCAGTATTTGCTTCCACCTCTTAGAGATTT 

CTCAACTACAAGGACTTAGGCAAGGTTTCCCTTTTGACTGGAAGGCTTGT 

AGAAACGTGACAACCCGCCTTCCCTAACACTCATGTCACAGCGGTAGCGG 

ACCGTATTCTGGGACAAATGGAACTCACGACATTCCCCCCGCGTACCTGC 

CCGGGCGGCC 

>Sequence 2236 

AGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCCAGGCGA 

ATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATAAT 

GGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAG 

CACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCC 

TTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTAAGTTTG 

TCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATG 

ATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCC 

AGTTGGGTGTATCTCCCTGCGGCTTANGTGAGCGCTGAGGCTTTGGCTCC 

TCCCCAGCTGCTGCGAGCTT 

>Sequence 2237 

AGGTACGCGGGGAGTCTTGACACCCTAGATCCCAAGATCTCCAAGGATTT 

GGTG GCATACCCACTCCAGCACACAGAAGCATGGAGTTCATGGACTCTCC 

TTTTCCTGACAGCTTCTGGCAGGAGCCCTGGTCTGTGCCTATGATCCAGA 

AGCCCGCCTTTGGCCCCAAGATCGGGGAAACCCTTGCCATGAAGCATCAG 

CAGCTTCAAAAAGGAAAATGCAGGGTGAAAGAACCCAGGTTAGCCCAGAA 

CAGGGCACCCAAAAGCCAAAGGAAAGCCAAAAAATCCACCCCTTTTGGAA 

AAAAAGGCCCTATAACCGGAGCAAAAAAAAAACCTGTGGGGGGGGAACTT 
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CGGAAAAACTTATGAAAAAGAATTGCAATTCGAAAAGATTCTAAAAAAGC 
CGTGGGGTTAAAGGAAGCCCGTCCCATTGAACTTTTAAAAGACCGTTTCC 
TTTGACCTTCAATAACCCTTGCCCCGGGG 
>Sequence 2238 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACCGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGAC1TTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGC 

CTGGCTTGGGAA 

>Sequence 2239 

TACCTCGGCCTCCCAAAGTGCCGGGACTACAGGCATGAGCCACTGCGCGC 

AGCCCCACTTGCCCAATTCTTGACCATCATTTATTGAGCTAAATCCAAAA 

AGGAAACTCTACCACTGACTCTTTTCTTTCTCATGGCCTCCAAAATGAAT 

CCTAGGTTTTTCCAGCAGGGTAAATTCAAAAGGACTCAGGTTGGAAATTG 

ACTTCTTGGTTAAAAAAAAAAAAGTATAAACAGAAGGTCCTTTTTAGAAA 

TGAGG TTTATTTTCAAGGCfACTCAGTCCTAAAAGCCTGCATATTTACTT 

TTTTTCCTTCCTCCAGCCCGCGTACCT 

>Sequence 2240 

GCAGATGGATCATACTTAGGGCTAATTGGAACTGCATCTCCACGGCCGTG 

GCGGCCGCCCGGGCAGGTACGCGGGGGTTTGTAGATGGAAGGAAGAACTT 

GTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTG 

TAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCC 

TGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCA 

ACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGT 

TAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 

TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCC 

TACCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGGAAGAGGACC 

CTC ACTAG A AG CTAGCCATACTGG CATCCTCATCTTGGCTTTCCAACTTC 

CAG 

>Sequence 224 1 

NTGGAACCCTATTATTAGTATAAGGCGAATTGTACCTCCGCAGGCGGCCG 

GCCCGGGCAGGTACGCGGGAGATCAGACTCTAACAGCCAGTCATTGTAGT 

CTCCTTTAAATGAGATGTCTGATGATGATGACGATGATGATAGCAGTGAC 

TAAGGACACATTTGGGAGTATTTAATCAGGTGTGGCTATCCGAGAAATCA 

ACTTTGGGGGAAATGTAAGATTCTGAGCTCTCTGTTTTGTTCTAGCCATG 

AATTTGCCTGAGAAACTTGTAACCTATGTGCCTCAATATATTCCATAGAA 

AGTAGGTCCCCCTGCCTTCTCCCACTCCTCACACTCTTCTACAGGGATAG 

GCTTTTGCAAATATATCAGATAAATTTTTTGTTTCTTGTTTATTTTTAG 

TTATTTTCTTGGAAGGTTGGGAAAAGATGTTTGTTTTAACAGATCATGTA 

CCT 

>Sequence 2242 

CCGGGCAGGTAC T T TTT1 1 1 1 1 1 1 1 1 1 rTTT TT TTTTTTCTTAAGTATCA 

ATGAGTTAATTTTAAAGGTAATAAACTGTAACTTGTTTTCTTCAAAACTG 

CTTTTAAATGTTGCTAATTTCTATTCCTGCACACTAACTGAACAAGGATG 

CTGGCAATGATAACTGTAAGACAGAGAAATGACATGATTCTGAGCTGCAT 

TTTAAAAAGATTACTTTGGCAGCCAGGCATTATACTGATTAGATGACAGA 

AAGACCAGAGAAGCACAAAAGATAACGGATGGGTCTTCGGCTTAATACCG 

GGGTGACAAAATAATCTGTACAACAAACCCCCGTGACACAAGTTTACTTA 

TGTAATGAACCTTCACACGCACCCCGGAACCTAAAATAAAAGTTAAAAAA 

AAAAAAGAAGAAGATGGAAAGACCAGAGGAGGGAGGCA 

>Sequence 2243 

CCCCTCGACGCTAATCTGAAATACGGCGAATTGGTGCTCCGCCGAAGTCG 
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CGGCCG CCCGG GCAGGTACTATGATTAGTTAAATATAAGACTCCGTAATT 

TTTACAATTTTAACAATAATTTTATTTCTTCAAGCrTGTTAGTTTGGGAT 

TGTATTAAAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATG 

GAAAATGGATTATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATAC 

CATCAGTGTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCT 

TAGACTAGGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAA 

TAATACATTAGTAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTG 

ATACTTGTGTTGTTACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAA 

CGTTCAGGGGCAGGGGATGAGAAGAAAACAAGAATTTTATGTT 

>Sequence 2244 

CCGGGCAGGTACTTTTTTTTTTTTTTTTTTGAGGCAGGAGGATCACTTGA 

ACTTGGTAGGCCAAGGCTGTAGGGACCTGAGATTATACCACTGCACTCCA 

GCCTGAGCAACAGAGGGAGACTCTGTCTCAAAAAAAGAAAAGAAAACAAA 

ACAAAACAGAAAACCTAGAAGTAAAATCACACTTAATAAAGACTAAATAC 

ATTTCTCTCAAAATCAGGAAAAATATATGGTTGTTACTTCTTTATTCAAC 

TTTGTATTTGTGGTCATGGCCAATGCAATATGACATGAAAGGAAATAATA 

TATATATAAGAAAGTAGTAAACAATATTTATTTATAGACTACATGAGCAT 

GTACCT 

>Sequence 2245 

AGGTACGCGGGGATATTTGTGAAGTATCTCCTGGACCCCACTTGAATATG 

ATCGTTGGAGCCAATGGAACAGGGAAGTCGAGCATTGTGTGTGCCATTTG 

CCTTGGTTTAGCTGGAAAACCTGCTTTCATGGGACGAGCAGATAAGGTTG 

GGTTTTTTGTGAAGAGAGGATGTTCTAGAGGCATGGTTGAAATTGAATTG 

TTCAGGGCTT CTGG AAATCTTGTAATCACCCGTGAGATTGATGTGGCAAA 

AAATCAGTCCTTTTGGTTCATCAACAAAAAATCTACAACCCAGAAAATAG 

TGGAAGAGAAAGTTGCAGCCTTAAATATTCAAGTGGGGAATCTTTGCCAG 

TTTCTCCCTCAGGACAAAGTTGGAGAATTTGCTAAACTCAGCAAAATTGA 

ACTCCTCGAAGCCACTGAAAAGTCAATTGGTCCCCCAGAAATG 

>Sequence 2246 

CCGGGCAGGTACGCGGGGGAACAAAACCCACACTATCTCTGAGGTGTGCT 

TGTAGGTT 1TI GTTTGTAACATTTGCCTTACTGC ACTCCTGCCTTGCGAC 

AGAGCAAGACTCCATCAAAAAAAAAAATGTAATTTAAAAGATTAAAAATT 

AAGATAGATTTTTACAAATGTATATATCTACCATTATAGTATCATACAGA 

ATGGTTTTACTGCCGTGAAGTTTCTCTGTGCTCTGTGTATCCATCTCTTC 

CTTCCCCTTGGTCCATGGCAACCACTGATCTTTCTACTGATCCCATAGTT 

TCACCGTTTCCAGAACGTCATATAATTGGAATCGAACAGTATATAGACTT 

TT CGGAT TGGCTTCTTCTTTTAGCAATATGCATTTAAGTTTCCTCCATGT 

ATTTTTTTGTGGCTTGATAGTTCATCTCCTGTTAGCAGTGAAT 

>Sequence 2247 

AGGTACTTCCGAAGATGGGCTTGCATCTGGTTTCGGACGGACTGTTAATG 

ACAATTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAAAAGAAA 

AAGGTTACAAATTTAACAATTTATAGTCCTTTTAATAGATGTATTTTTTT 

ATTCATAATACTACTGAGGGGAATTGTAAGATGTATATATGTAAGGCTAT 

TCTA AATTAAACTTATTTAAAAGTTC ACATTTTTTA A i 1 1 r TT TT TT AAA 

CCCTTTTAGTAAAATGCTGGGCTTTAAATTACAAAAAATGTTTTACAGAA 

AAAAGTTAAAAAAAATTTCTTAAATAAGTATTGGGAAAAATCTCTTTGTT 

A AGCC AAGCCATTGGATTGTCATGAAAAAAATCTTCAGAGAATGGAATTT 

ATTTTCCACCCTAATTGAATTATTTTTTTTAAAAACATAGGGAACCTTCC 

CTAACCCCAAAAATCACAGAACTTTTGAATTAATAATTTTGCGGTTATTT 

ACCTTTTAATTGTAACCCTGCC 

>Scquencc 2248 

TAACCCTGGGTCTTCACCTGCATTTTCCTTTTGAGCTGCTGATGCTTCAT 

GGCAAGGGTTCCCCGATCCTGGGGCAGAGGCGGCCTCTGGATCATAGGCA 

CAGACCAGGGCTCCTGCCAGAGCTGTCAGGAAGAGGAGAGTCATGAACCT 

CATGCTTCTGTGTGCTGGAGTGGGTATGCCACCAAATCCTTGGAGATCTT 

GGGATCTAGGGTGTCCCGCGTACGCGGGGACCTCATTCATTTCTACCGGT 
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CTCTAGTAGTGCAGCTTCGGCTGOTGTCATCGGTGTCCTTCCTCCGCTGC 
CGCC CCCGC AAGGCTTCGCCGTCATCGAGGCCATTTCCAGCGACTTGTCG 
CACGCTTTTCTATATACTTCGTTCCCCGCCAACCGCAACCATTGACGCCA 
TGTCGGGTTATTCGAGTGACCGAGACCGCGGCCGCTCTAGAACT 
>Sequence 2249 

GCCCCATCGACGCCCATCTGTAATACGGCGAATTGAATCTTCGCCAAGGT 

CG CGGCCGC CCGGGCAGGTACTTATTGTGTCCACTGTAAAGGTAAATGAT 

TGTTTTTTTATATTGCATCAAACTTGGAACATCAAGGCATCCAAAACACT 

AAGAATTCTATCATCACAAAAATAATTCGTCTTTCTAGGTTATGAAGAGA 

TAATTATTTGTCTGGTAAGCATTTTTATAAACCCACTCATTTTATATTTA 

GAAAAATCCTAAATGTGTGGTGACTGGTTTGTAGTGAACTTTCATATACT 

ATAAACTAGTTGTGAGATAACATTCTGGTAGCTCAGTTAATAAAACAATT 

TCAGAATTAAAGAAATTTTCTATGCAAGGTTTACTTCTCAGATGAACAGT 

AGGACTTTGTAGTTTTATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTA 

AACTGTAGGAGAATTTAATAAATCAGCAAGGGTATTTTAGCTAATAGAAT 

AAAG 

>Sequence 2250 

AGGTACGCGGGGACCTCAGAGCTGAGCTGGG6ATGAGTAGATGCTCAGTA 

AGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCTAACACCGCCCA 

ACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCACGGGCATGAAGG 

CCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGTGCCGCAGGGCC 

TGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCATCACTGGTCAC 

CAAATTGTCGGCCTCCTGTACCTGCCCG 

>Sequence 2251 

CCGGGCAGGTACTTTTTTTTTTTTTI 1 1 rTTTTTTTTGCCTTCTGGGGAA 

GTGCTGGGAACGCAACTTAAGGTGTTTGTAGACACTGCCCCTCTTAGAGC 

CTGAAATGCCACAATTTAAGCTCTAAGCCTTTTTGTTCTCTGAGTGTCCT 

CTAGAAAAGATAACATCTTCAACCCTTTTGGTTTTCAGGGATTCTCTGCC 

AGTAGCCCTGGGGGTGAAAGGAGGTCAGCAAAGGGACTTGCCGGATGTCC 

GAGTAGGAAGAAGATTGCTATAAGGAGTCCAATCCAAACCTCACTCATTT 

CACAATTTTACCGGAGGCTCCTTTTGCTCTCCCCAGGGCCCTAGAACATT 

ATCAAACCTTGGTGAAGAAAGCTGACACCTTTGATTGTCTGCTGGGTAAC 

TTGATGAAAGAGGGCAGT 

>Sequence 2252 

CCGCCCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCATGGAA 

AACTTAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTC 

AAGTTTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAG 

GGAAGATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTT 

GTTTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGA 

GTTTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCAT 

CCCGCGTACCT 

>Sequence 2253 

CCGGGCAGGTACTTGGAGGCTATGCAGATATATTCTTTTCTCTTTAAAGT 

TTTGCCCACCAGTTTTAGAATTCATCAGTAAATCTTGTCTACAGTAATTA 

TTACTATTTGCTATTCTAATGGGAATTTGTATATCTCCATCCCTTCTAAT 

ATAT TTAA CAACTGAATTCTATAAACAAGATTTGTTTCTTCTCCACATTA 

TTTATTTTATCAATACAGACACATACTTTGGGGGTTATAATCCAATACTA 

TTGT TATTTATTATGTTGTTCATATTGTTCTAGCTTTGGCTACTGGGATC 

TTTTATAAGTGTCTTCTGTGTCCTTCTGACATGCCCCATTTTTTTCTTTT 

TAAGCACATCTTTACTTTCTGAGACTACAAGATTGTCCAGGTTCTCATCT 

TGTGTTTTCCCTTCCCTAGCCTTGGAATGAGCTGATTTTCCAATGATCTC 

TAGTTCCTTTATTAGAAAATGGTGGCCAACATGGTGAAACCCCATCTACT 

AAAAATACCAAAAAAATTAACCAGGCGTGGTGGCAGGCGCCCGTAATCCC 

ACCTACTCTGGGAGCTGTTGCAAAATTGCTTGAACCCCNTAGGCGGAGGT 

TGCAATGAACCAAGATCGCGCCACTGCACTCCAGCCTGGCGACAGAACAA 

GACTCCATCTTAAAGAAAAAACTCATTAAAGGGTCCCTGGGCCCTCTAAA 
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ACTAATGGATCCCCCGGCTGCAAGAT 
>Sequence 2254 

AGGTACATTTCTTCTAATTGATCATATCTGCTTATTTTCCTCTGGATTAA 

GGATCAAGGAGATAGTATATTAGATGATTTGATAAATTTCCAATGCTTTG 

CAAAGTAGTTGAACAACTTTTTCTTTGTGATGCTAGGTGGCACTACTAGT 

CAAGACTTGGTATTTCATAGCTGGCTTTCTTATTCTGAAGGTTGTAAAAA 

GACATATGAAGTAATATTTAACATTGAAAACATGATAATCAATTTGATTA 

TCTATGAATTGTCCTAAACGTTCAGAGTAAAGTTTCCTTTAAAGTTAAAA 

TCTTTCAAGTGAAGGAAATTATAAAGTCACATGTAAACACCAAAATAAGA 

GGAATAGAGC AATAGGA TATTTTTGGCTTTATAATTCAATTTAAAAATTA 

AGGTGCATTTATTTTTTTGGCAGCTCKjCCATAAAGCTTCAATGTCCAGTA 

AGCAGTTGCTATCTATGATTCATGAGATCATGGGGTTCCAACACCACTGC 

TGATATTACTGTCAGCAATATTAAAACCGCTTAACTCTTGGAGACCAAAT 

TAACTAGTTTATATTTTGCTTCCCAGTTCCTGCACCTTCTGGCTGCATAC 

TCCTTGTCTCATAAGGCGTTTGAGTATGCCACTCACCTGAACAAAAGAGC 

CACACTCCTGTAACATATTCTGCAAGGGGGTCAGGGAAACTCTCCATTTA 

ACATTTGTTGATTTCCAGTGGGGGTG . 

>Sequence 2255 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 
ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 
TGAGAAGCATTATTAGCATTATGCCTTTACCAATCCCAAACCATGGGGGT 
>Sequence 2256 

AGGTACACACTTGTGTGCATTTCTGTTGGGTATATAACAAGTATGAAATT 

G CTGGG TCTTAAAATATTTATATATTAACTTCATTAAATGCTGCCTAAGA 

ATTTI " 1CA AGCGGTTGTGCTATTTTACCTTCACC AGTTCTAGTTGTTCC A 

TATCCnTGCTGTCACTTGGCATTAATCrGAATTTTTTATTTTGAC 

TGGTCTGTG TGTCA TAGTATCCCATTGTCATTTTAAGTTGCATGCCTTTG 

ATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATCCTGTAAC 

TGATTTGTAGGAGTTTTTTATATATTCTGGATATAAGTTTTTTTATTGGA 

CATAAATATTGCAGATATCCTTCTCCCACTrTAACTTTTCCTTTTCTTTT 

TCTTAATCATGACTTTmAATACAAAGTTCTTAATTTTAA 

>Sequence 2257 

CCGGGCAGGTACGCGGGGGGAGCGGCCAACATGGCGGAACGCAGGAGACA 

CAAGAAGCGGATCCAGGAAGTTGGTGAACCACCTAAAGAAGAGAAGGCTG 

TGGCCAAGTATCTTCGATTCAACTGTCCAACAAAGTCCACCAATATGATG 

GGTCACCGGGTTGATTATTTTATTGCTTCAAAAGCAGTGGACTGTCTTTT 

GGATTCAAAGTGGGCAAAGGCCAAGAAAGGAGAGGAAGCTTTATTTACAA 

CCAGGGAGTCTGTGGTTGACTACTGCAACAGGCTTTTAAAGAAGCAGTTT 

TTTCACCGAGCCCTAAAAGTAATGAAAATGAAATATGGTAAAGACAAAAA 

AAAAAAAAAAAAAAAAAAGTTACCTT 

>Sequence 2258 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGGCATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGGGACAGATCAGACTCCCCCGCGTACCT 

>Sequence 2259 

CCGGGCAGGTACATCTTTAGAGAGTAGAGATACATCTGCATATAAAAAAA 

AAATCTGCCGTAAGTGATAGAGTTGAAAATAATGTCCTACATACCAGAAT 

GTTCTTCTGAATTAGGCATCATGTAGGTATTCAGCATTCTTTCCATTTCC 

AAATTGCTCCCACTCCCTGTTTTTTCATCATCCCC I 1 T T T 1 CCTCATTAG 

CTCATTTGGAAATAAAGATTTTTATTTTATTTCATTn"i"rrri'CTGCAGA 

GAAGCACATATGTATGAGATTTAGGCAATGATTTCTCAAGGAAAAAATGT 

TTTAAAAGTACAGCATGGCTGGTGGTTTCAAAAAACGTAGTCATTCTTCT 

CACTGCAACAATGTAAGATAAGCAGGGTAGATCTGTTATTTCCAAATTAA 
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AGGTGATTAAGATATATGGAGAGAGAACATGGCATGTGAGGTTTATAGGG 

CTAGAAACTGCAGAACCATTGTAGAACT 

>Sequence 2260 

TTAAACATCTTTTTCTTCTTAGTCCCAGGTTGTTCTCATTCGTGGCTGGA 

TCACACCAGCAAGAAGGATTTTAAAGGACAACTCCTTGGGGCCGTCCAAC 

ACTGAAACCGCCTGACCGCTGCTGTCTTTGTGCTTGCAGAAAATCACGTG 

GCCCCGGAGAGGGTCAGCGAGGGGGCCTCCACTGTCTGAGTCCGCTCCTG 

GCAACGCCTGCTCTCTGCACTCAGAGGCCCGGTCCCGGCAGCTGCCACGT 

TGCTCAGAAGTTCTGGCAGGGGGAGCCTGAAACCCCTGTCTGCTGGCGAC 

ACTCCCGGAGCAGCAGGAAATCTCTACATTTTATTTTTTTTCTTAACAGA 

CAAAAGTATTTGACTCCAGAATGATTTCCAGGAATTACAGTATGAGAACT 

TAGTCTTTGAGATT1TTATTTTCTTCTTAAAAAAATAAAAATGAAATCAA 

AGCNGANNANAAAATANAAATAAAAAAANGGTGCCTCGGC 

>Sequence 2261 

AGGTACGCTTTGACGACACTCTCAGACATGCTGTGCAACTTAACGTCACT 

GCCACCCGGCAGCTCTTGCTTATGGCTAGTCAGATGCCAAAGCTGGAAGC 

CTTTATACATATCTCTACTGCCTATCCAAATTGTAACCTGAAGCACATCG 

ATGAAGTTATCTATCCCTGCCCTGGGGGACCCAAAAAAAATCATGGATTC 

CCTTGAGTGGTTAGACGATGCTATTATTGACGAGATTACACCCAAGCTGA 

TCAGAGATTGGCCCAATATTTATACCTACACCAAGGCCTTGGGAGAAATG 

GTGGTGCAGCAAGAGAGCAGGAACCTGAACATTGCCATCATAAGGCCCTC 

CATTGTGGGAGCAACTTGGCAGGAGCCTTTCCCAGGTTGGGTTGATAATA 

TAAATGGACCTAATGGAATCATTATTGCGACTGGGAAAGGGTTTCTTCGG 

GCCATAAAAGCTACTCCAATGG 

>Sequence 2262 

AGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATAC 

GGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGA 

GTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAAC 

ATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAG 

CAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCT 

TGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGA 

GCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCT 

AGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGA 

AGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCA 

GTCGCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTAT 

ATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAA 

CACATAACACCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTT 

GGTATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGTNTCTAATTT 

TTATATATAATTGACAAAATGGAGAAACTTAACACCATCCTAGATTTTAG 

CTGCCCCNGGANAAAAAANATTAGATAATATAAAATAGGTTCCTGCCC 

>Sequence 2263 

AGGTACCTTAGATTTCTATGGGACATCGTTTAAAAACTATTGTTTACGCG 

AGAGCCTTGCrAATTTCCTAAAAATTGTGGATACATTTTTTCTCCCATGT 

ATAATTTTCTCACCTTCTATTTAAAAAGAAAAAAAAAAGTCAGTGTAGTA 

TTTACATATTTTACCCTATAAGGAGCTAACATAACTTTTGATTTAGTGTT 

ATTCATAAAATTAGGTTAGCAGTTTATTAACCTTTTGTATTTGCTCTGGC 

AATGTTTAATATCTCATAAGCTATACACACCTCGAAGCCATCAATGACAA 

CCTTTTCTTGCTGAATAGAACAGTGATTGATGTCATGAAGACAATTTTAT 

CTCCTTTTGCCTTCCATAATTTGTACCTGCCCG 

>Sequence 2264 

CCGGGCAGGTACTTNNTTn"lUl"l"l M I"l"ITT'I"l"rrrri-rTGGGAATCTAAA 

CCAAACAAAACATGATAATTTCAGAAGAGATTAACTTGATTTTTTTCCTT 

CATCGGCAGCAGACTCTGACTTACCCACCTTTCCCACTATTTCTTTGAGT 

AAGGATTTGAATAATTTAAGCCTTCACATTTGGAATTTTATCTCTTTTAA 

TCTTTGTAAATATTATGAGTAAAAATCAGGAAATGCCTCACTGGTACCCT 

TGGTTTCTCAGACAACTCACTGATTTATGGTCTTGAGACCATAAACTCAT 
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TTTCCTTATATGAATGACATTTCCACATCCACAACAATGCCACCAAATAT 

ATGTATCTAGTTCTTACTAACTGCAAATCCTCAAAGTGAACTGCGTGCAT 

TTTA ATGTT GCGTAAGTTGCTGATTTATGATTTCCCTAATGTACATAGTT 

CACATTTTTGGANGAATTCCTCAAAGGAAGAGGAAAAGGAAATCTAATCT 

AAAATACTATTTTGGAGGGGATAGCANATTGAAAATGAAAATTTGAAAGT 

TTCAATACCAGTGGGGGAAGCATTTGCTAGAAGTTTAGAAGGACAGCATA 

TGGTACCTACAGGGGGACCGGCAGGGGCCTTCAGAATCGGTATTCTGAAG 

TCCTCTTGAAGAGCAGTAGAAGTTGGTTTAATTAAGTGCCAACACCTTGG 

TTCTTAATTTGAAAACTTGGGGCCAGAAACAGAACCCCGAAACAAATTTT 

CCCATTGTAACCTTGAATTCTGGCCTCTGGAGTCGAAGAAACTCTTTTGA 

GAATGCTATTATTTGGTAACCKJTAAAACCTTTAAATTCATAGCTTG 

>Sequence 2265 

AGGTACAGGAGGGAACCAGGCGCTACAGACTGTGTAATGAGTGTCTTGCA 

GAATTTCKjCATAGACAGCCTCCCCATTGACTTGGAAGCTGAACAACATCT 

TATGTCCCCATCAGATGGAGATAAGGATTCCAGATGGCACTTGAGTGAAG 

ATGGGAATAGATCCTATGTGGAGATTGTAGAAGATGGGTCTGCTGATCTG 

GTCATCCAACAGGTTGATGATAGTGAAGAAAAAAAAAAAAAAAAAAAAAG 

GTACCTGCCCG 

>Sequence 2266 

CCGGGCAGGTACGCGGGATTGACATTGCAAGAAGCAAATGTTACCTCTAA 

TAGCGTGGTCCAAAATAATGTCTATTTACATTCTCAGAGCACTTTGTCAA 

GGTTATTCAGTTGAAGGCTGTAACACTCTCAGGAGTTAATCAAGAGCAAT 

GGCATCTATGTTTATTAGTGAAGGGAAGACTTACTTGCACCTACTGCATA 

TCTGAGTTTACTGAGCTCAAACTGGAATTTAGGAAGCCAAAAAAAAAAAA 

AAAGAAAAAGAAAGACAGTGTAGACAGAGGCAAGAAAGTAGAGTGATTGC 

ATTTGGGCATCTGAATGACCCATCTTGGAATCACAGCTCAGTCACTGGCT 

GTATGCCTTGAGAATGTTTCTTCTCTGTTCTGAGCCGCTGGTTCCTTATT 

TATGAGATAAATGAGGAACTGTGCTGCACGCAGTTGGTTGGAGCCTGAAA 

TGAAATAATGGATGTTGTCCTAGTTAGAAGATGAGTAATTTTAGGGCCGG 

ATGTGTTGGCTCACGCCTGTAATCCCAGCAGTTTGGGAGGCCAAGGTGGG 

CTGATCACAAGGTCAGGAGATCAAGACCGTCCTGTCTAACACGGTGAAAC 

CCATCTTTACAAAAAATACAAAATTAGCCAGGCATGGTGGCGGGTGCCTG 

TAGTCCCAACTACTTAAGAGGCTGAAGCAGGAAAATGGTGTGAACCCTGG 

AAGCCGAACTTTGAGTGAGCTGAGATTGCACCACTGCCTTCAACCTGGGC 

GACAGAACGAGAATCTGGCTCCAAAAAAAAAAAAA 

>Sequence 2267 

AGGTACAGGAGGGAACCAGGCGCTACAGACTGTGTAATGAGTGTCTTGCA 

GAATTTGGCATAGACAGCCTCCCCATTGACTTGGAAGCTGAACAACATCT 

TATGTCCCCATCAGATGGAGATAAGGATTCCAGATGGCACTTGAGTGAAG 

ATGGGAATAGATCCTATGTGGAGATTGTAGAAGATGGGTCTGCTGATCTG 

GTCATCCAACAGGTTGATGATAGTGAAGAAAAAAAAAAAAAAAAAAAAAG 

GTCCCTGCCCG 

>Sequence 2268 

AGGTACGCGGGGGAGCGGTGAGTGATCCTTTCAGCAAAGTCAGTCCTGGG 
CAGGAGACGGCTTCAGGAATACTGTCAGCTTTACTGGATTCCACCATCGC 
TTTCCAGGACTGTTTAGGCCCTGGGCCCTTGAAGGGTTTGCGTGCCTCTT 
GTCTCCATTCATACCTCAAGAACTTTGTTCATGTTAA I'll I'l l 11CACTC 

TATCATATGGAATTGAGCAAAAAAAAAAAAAAAAAAAAAAGGTACCTGCC 
CG 

>Sequence 2269 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATA TA TGC ATTC ATATTCC AG TGGCTGTG AGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 
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TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACTC 

TGGGGTATAGATCATGCTTCTAAGCTCCTCCTGGGGTCCTGCTGAGGCTC 

AATGCCAGCTGAAACCATACCCTTGCTCACATACTTTCCCTTCTCTTTCC 

TTCT TCCCT TGCTTCCTTAGAGATTCCTCCTGCAATGGCTTCCTCAAAAA 

AGCATTTTCATAAGCAACCTCATGTCAGCCTCTGCTTCCACAGAAACCAA 

TCTGAATTAAGCAGCTGTTTAACTTAGCCTGTCCAACATAAAAATCTTGT 

TTTCnTCTCATCCCCTGCCCCTGAACGTTCTACTTGGCCTGGCTTTCTTA 

ATTTATTGAAAGTAACAACACCAAGTATCAAGTGAAAAATAAAAGAATCT 

TCTCTGAATTCTTTCTTTCTAAGGGATAATAAAATCTACCN 

>Sequence 2270 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGT 

TCTTGCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACAC 

ATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTA 

AAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAG 

GTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAG 

CTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTG 

CAACCTGCAAGAGGACCCTTACTAGAAGCTAGCCATACTGGCATCCTCAT 

CTTGGTTTTTCAACCTTCAAAACTGTGAGAAGTTTATGTTGGTGGTTAAG 

TCAATGGACTATGGGAATTTTTTTATAGCAAGTCCCAGCCAAGACAGGGC 

CTCATTTACTACATACCATTATTTTATTATATAAGGCCCCTTTAGAAACC 

CAGGTCAAATTAGAAATTAGAATCTGGAAAACATAACACCTTCACTTGTG 

TTTAGTATACAAATATTGGGAAATAGTTGTGATTAATAATC 

>Sequence2271 

AGGT ACGCGG GATGATTTTTTATTTTAAAATAATCTGGAAGTAATGGGAA 

CTTAGTTTTTCCTGAACTCCAACCAGAATCCAAATTGGTTAGATGAGGCC 

GGGCGCGGTGGCTCACGCCTGTAATCCCGGCACTTTGGGAGGCCGAGGTG 

GGTGGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTG 

AAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGCGCC 

TGGTTGAGGCATGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGA 

GCCAAGATCATGCCTACTGCACTCCAGCCTGGGCAACAAAGTGGGACTCT 

GTCTTAAAAAAAAAAAAAAAAAAAATCGGTTAGATGAGAAAGCATGTATA 

TTTTCTATATACCAAAACAAGGAAGG 

>Sequence 2272 

AGGTACGCGGGTGCCCAGGTCTGGCATCCTGCACTTGCTGCCCTCTGACA 

CCTGGGAAGATGGCCGGCCCGTGGACCTTCACCCTTCTCTGTGGTTTGCT 

GGCAGCCACCTTGATCCAAGCCACCCTCAGTCCCACTGCAGTTCTCATCC 

TCGGCCCAAAAGTCATCAAAGAAAAGCTGACACAGGAGCTGAAGGACCAC 

AACGCCACCAGCATCCTGCAGCAACTGCCGCTGCTCAGTGCCATGCGGGA 

AAAGCCAGCCGGAGGCATCCCTGTGCTGGGCAGCCTGGTGAACACCGTCC 

TGAAGCACGTCATCTGGCTGAAGGTCATCACAGCTAACATCCTCCAGCTG 

CAGGTGAAGCCCTCGGCCAATGACCAGGAGCTGCTAGTCAAGATCCCCCT 

GGACATGGTGGCTGGATTCAACA 

>Sequence 2273 

AGGTACGCGGGGGCATTGTTGGAAGTTTACTCTGGTTAAAGGATAGAGAA 

AAAAATGGAAAGAGGAGGGTAATCACAACAGTCTAGGCAAGAGATGATGG 

TAGTTTGGAGACAGAAGGTGTGGCAGTGGACATGAAGATAAGTGGATGGA 

TTTGAGAGAAACTTGGAGAGTGAAACTGCATGGATAGTGATGGATCAATG 

ACAGTAGACTGGGATGAATGGAAGTACCTGCCCG 

>Sequence 2274 

AGGTACTTTTITTTTTTTTTl - riHM'll'llTrTTTTGAAAGGTTAAAAATT 
TTAAAATTTAATAACTTGAATATACATCTGCTTTGAAATAGGACATAAAG 
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TCATACAGTATTTTTACATAATTTTCTTGCTTTTCAATAATAGTATGCAA 

CTCATAAAGAAATAAAGATCTAAGGAGCACAAAGATACATGTATGTGATT 

TAAAAGAAGCATTTCAAATAAACAGGAAAAAAATTACTCTCTTATTTCAT 

ACCGTATCTATTGTCTTCATCATAACAGAAATCTATAATAATAAGAACTA 

GAGCTATCACAGCACCTCTCATCTGCTGACACTGTGTTAAACACTATACA 

TCCATCACCTCCTCTAATCTTCACAATTCTGTGAGGTGGATACTGTAATT 

GACTTTATCTCCATATTA 

>Sequence 2275 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACT 

GCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTC 

TCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTA 

TGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGCCTGGCT 

TGGGAATTTTTCTCAAAAT 

>Sequence 2276 

AGGTACTAGACGGGGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTTAAAAAAAAAA 

AAAAAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGG 

AAGGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGC 

AAAAAAGTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAA 

CC 

>Sequence 2277 

CCGGGCAGGTACTGTTGCAGTGAGCTCAAGTGTTGGGTGTATCAGCTCAA 

AACA CCATGTGATGCCAATCATCTCCACAGGAGCAATTTGTTTACCTTTT 

TTTTCTGATGCTTTACTAACTTCATCTTTrAGATTTAAATCATTAGTAGA 

TCCTAGAGGAGCCAGTTTCAGAAAATATAGATTCTAGTTCAGCACCACCC 

GTAGTTGTGCATTGAAATAATTATCATTATGATTATGTATCAGAGCTTCT 

GGTTTTCTCATTCTTTATTCATTTATTCAACAACCACGTGACAAACACTG 

GAATTACAGGATGAAGATGAGATAATCCGCTCCTTGGCAGTGTTATACTA 

TrATATAACCTGAAAAAACAAACAGGTTATTTTTACACAAAGTAATAGAT 

ATCATGACACATTTAAAATAGGG 

>Sequence 2278 

ATGAGAGACAAAGCTGAGAAGTGTGGTGGAAAAGGAAGAGAGAGCTGAGG 

CAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCTTGGGGTGA 

AGCAGCAAGAATGCCCTTGCTAGATGAGGCTCCTCAACTGTAGACTTCCC 

AGCCTTCATAACTGTGAAGTGAAGTGGGTGTGCCTGGGATCGCACACAGC 

TGCTAAAAGAAGGTCTTAAGAGCCACAGATGTCTTGGATATTTCTGAATT 

TCAGACTCTACTACCCAGACACCAAAAGAAGAAATGATTTACCCTGGAGG . 

CTGCCTTGGTCTTGGTGAAAAAATATATGTACCTT 

>Sequence 2279 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGA 

AGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAA 

GATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2280 

AGGTACGCGGGGGCATTGTTGGAAGTTTACTCTGGTTAAAGGATAGAGAA 
AAAAATGGAAAGGGGAGGGTAATCACAACAGTCTAGGCAAGAGATGATGG 
TAGTTTGGAGACAGAAGGTGTGGCAGTGGACATGAAGATAAGTGGATGGA 
TTTGAGAGAAACTTGGAGAGTGAAACTGCATGGATAGTGATGGATCAATG 
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ACAGTAGACTGGGATGAATGGAAGTACCTGCCCG 
>Sequcnce 2281 

CCGG GCAGGTACCATXjATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTT1 ATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

GATTATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGT 

GTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTA 

GGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACA 

TTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTG 

TGTTGTTACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCGG 

GGGCAGGGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTT 

AAACACCTGCTTAACTCAGA 

> Sequence 2282 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACCTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATAGGCAGAATTGCAGGACATTCTTCAAAA 

TAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGAT 

ACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTAA 

CTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTGA 

TGGGAAGACTGATGAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAGA 

AGAATAATAACAATAATGGTTTAGCTGCTGGCTCCTTAATAAAATTCCCC 

TAGTTACTGTAATGTCTGAAAATGAACCCCCTATGGTGGGCTACTGTGAC 

TGTTCACTGCATTTGAGAATAAAGAATAATTAAGGAAAAAAATACTCTGT 

CAGCCTAGGCAATATAGTGAGACTCTATCTGTACCT 

>Sequence 2283 

CCGGGCAGGTACCAGGCAGGATGGAGCAGGATGGTGTGAGATTTCATCAC 

ACTACTCAGGATAGTGCACAATCTAACACTTATGAATTGTTTATTTCTAA 

AGTTTTCCATTTAATATATTTGAAATGAAGTAGACCCTGTGTGTAGCTGA 

AACTTTGGAAAG GAAA ACTATGGATAAGGGGGACTACTAGAATACACTTC 

AATAAAATAGCATTTTAACAAAATCCTAGTGTCCGTAGAGTAGTTCTCCA 

TCTAGCTGTCCATCTTTCAAACGTGGAGAGAGGTGAGATGAGGGAGAAGT 

ATGGTCAGAGAGGGGAGACAGGTGTGTGTGGTGTGGGTGTGCAGGTAGAT 

ACATAGCTCAGTGTTCACTGTGAGAGGTGAACAGAGAACATTCCAAGCAA 

TGGGAGTGGCATGATACAAGGCACAAAGAAGTCAAACTGAAAGGCACCTT 

CAGGAAAAAGAAAGGAGTCTCTTGCAATTCATACACAGAGATCGGCACTG 

GCAAGAAACAGGACTCTGGGGGAAAAATCAGGGCTTCCAAAAAAAAANGG 

AAAAAAAAAAAAAAAAGTTCCT 

>Sequence 2284 

CCGGCCAGGTACTTAAACAGTTATAGTCACCATCACCTGCTTCAGAATGG 

TCTTTTAGATTTGTGTTTGTTTTGTTAAAGTTGTTGGCACCAGGATGCAG 

AGAATCAGACTGGCCTGAGGTGAAGGAGCACACAGCACCTGAGGGGCTTG 

GAANACCCTGGGTCCAGTTCCTCTTCACANCCCCCTTCCACTCTGAGTAG 

CACATCTCCCCAGGTGCCCATGGAACACCTGCTTTCATCCCAAATATCCG 

TCCACCTAGGCGGNGTGGTATGTTCTTACGTCTCTCTGACTTTGATGCCA 

CTCATTCTATAGTTTAGCTGGTTTTCGTTCAAGATATTCTTGGTAGTAAC 

TGACAAGTATGTTGCACATGTATTGGGGGAGGCGCTTCATTTTTATTTTA 

ATACACATGTATTTCCTCCTTGCACAGGATTTTGATGGTGTGGGAATATC 

CTAAGTGGTAGCCTTCCAAGTAGCAGTGAGTTGACATTCAGCTGCTTTTA 

ACTATTCAGGCTACCTTTTATACTAAACCTTGAAAACTAGAATCTAATGT 

CTACCCCAAAAAAGTAGTTCnTTGATATTTTATACTTTTTATGTACCT 

>Sequence 2285 

AGGTACCCAGACTCCAGTATGAAAACTCTCTGGGCTGTGTCCTATGATCT 
TCCCATGAGTAACTCATAGTCTTGATCCAGTGGAATCTGGCCTTCATTAG 
TCTCAGTGGCAAGTTGGTTATGTGGAAAGTCTCTGTTCACTCACTTGGGT 
GAATAACAGTAAAGACCTTTCTATTGTTTTCACTTTACATTAGGCCATGA 
GTATTTGTGCCTGTAGCTGCAGTTTGTGTTAGTTTCCTACCCCAGGTATC 
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TCCTGCAGCATGCAGCTTCAGTCCTACCAGACCCTCAAAACTTAAAAGCG 

AACACTATTTCTAGGGAGGATTTTGCAGGAAAATGGAGAAAGGGTTACAC 

ACAAAAAAGGTTAAACTACTCTATGCATGTTTCTGCAATGTGTTATCTCA 

AGAATTCATCTCTGTAGCCCATCAGGGCAGGAGCTGGTCTCTCACCTGTT 

GATAATATTCCATAAGGGAGGTTCTTCCCCACAGTGTTTAGTCTTCCGAC 

GCTGGTATAGCCTGACATGATGACATTCTACTTTCATGTTGGTCGTGCTG 

CAGGGAAAATTCTGTGAGTGTCCTAATAGGCTGGGATCACTTGCTAAGGT 

GAACCCCATCTTTGGTGCTCACTTTTCTGTTATCTTATAATTAGCTTTAT 

TTCTAGCCAATCCATGTCTAATTTATTAATCTGTTAATTAACCTTATTTA 

TATGTATGGGAAAAACACATTTTTTTTATTTGGCTTATTATTTAAGAG 

>Sfequence 2286 

AGGTACTTTTAGTAGAGATGGAGTTTCACCATGTAGTCCAGGCTGGTTTC 

AAACTTCTGACCTCAGGTGATCCACCTGCCTTGGCCTCCCAAAGTGCTAG 

GATTACAGGTGTGAGCCACTGTGCCCAGCCAGAATATATCATTTCACTGG 

ACTCTGCAGGTGCTTTGGATGATCAAGGAATAGGACATGGCTGTAGAAGT 

ACGCGGGTGTTGAGGAGGCATATTTTTAAAAGAATCAAATATAATTTAGA 

TAGGAAATGACAAACTCAGCAGACATATTATGAAGGAAATGAGACATACA 

GGAGAAGAGAATTAATGAATTGGTTGGAGGCTAGAACTTAATACCCTCAT 

TGTAGCCAAGAAGAGAGAGAGAGAAAAAAAAGGAAAACATGAAGGGAATA 

AAGAAACATGTTAGTGGGATGAGAGTCTCACATATGTATTCTGTAAGTAG 

AAACTGAAGGAAGGGACAATATTCAAAGTGAGATGACCAAGT 

>Sequence 2287 

AGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAGCACTGC 

TCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATCCTGACC 

ACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTTATCCCC 

TTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACCAGAGGG 

CAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTATTAATTG 

AGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCC1TCCATCTT 

CACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATGACATTCCCAAAGG 

CACATCTGGGCAAGCAGGAACTTGGGCAAGTATTTTAACATCTCTAAACC 

TCAGTGAATTCATTTTCTTAAAAAGAAAAAAATCTGTT 

>Sequence 2288 

AGGTACTTTTTTTTTTTTTI TTTTTTTn CTGCTTTG ATTTC ATTTTTAT 

TTTTTTAAGAAGAAAATAAAAATCTCAAAGACTAAGTTCTCATACTGTAA 

TTCCTGGAAATCATTCTGGAGTCAAATACTTTTGTCTGTTAAGAAAAAAA 

ATAAAATGTAGAGATTTCCTGCTGCTCCGGGAGTGTCGCCCGCAGACAGG 

GGGTTCAAGGCTCCCCCTGCCAAAACTTTTGAACAACGTGGCAGCTGCCG 

GGACCGGGCCTCTGAGTGCAGAGAGCAGGCGTTGCCAGGAGCGGACTCAG 

ACAGTGGAGGCCCCTCGCTGACCCTCTCCGGGGCCACGTGATTTTCTGCA 

AGCACAAAGACAGCAGCGGTCAGGCGGTTTCAGTGTTGGACGGCCCCAAG 

GAGTTGTCCTTTAAAATCCTTCTTGCTGGTGTGATCC 

>Scquence 2289 

CTGGGGCGCGCGTATTCAACTTACGTTGAGATCGAATCTCCACCGCGGTG 

GCGGCCGAGGCACTTTATTCITn 1T1 1 TTTTTTTTTTTTGGGATTTTTA 

GCTGATGAAATATGGTCCCATTTATCATCAGTTCTAACTTCGTGTTACTA 

CTGTTGTTCTTAAGGTCCTTAAAGTAAATTTAAGACTCAATCTAAGTGTG 

TCAGTGTTGATTACCATTCTATTTAGAAAGGCAGAATTTGTCTTAAAAGA 

TATTTGTCTAAAGTGTGTGTTAGTATTTGTCAAAATAAATGGAGGGAGGG 

AGTGGGTGAGCTGGGATAGAGGCAGGCAGAAAGCAACAGGACAGAGAGTT 

TGACAGAGAGAAAGAAAAAAAACTTTTTGTATCCTACCATACATCTTCTG 

GGGAGTTATAAGTTGGACACTGACTCATCCCAGGAAGCCAACTGGTAAAT 

ATTCAGAAATCCTGTGGGCCAGTCGTTAAACCAATAQTAGTTTGAAATCA 

GTCTAGGTGTACCTGCCCG 

>Sequence 2290 

CCGGGCAGGTACTGCTAAAGAACTCTAGAACATACAGGGTGTAGACGGCA 
GTCTTCTTGGGGAAAAAGAGGCTTCAGGATTGCAAGATTTCAGCTACTGT 
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CTCTCCTCGGAGCAGGATTCCATCTTTTCCATGGCTGGGGCCCTTGACAC 

ATGTCACTGTACACTGCTCTTCTCGCTGGGATTTCCAAAAGACCTTGGCT 

CAGGTGTCACTTTTGCAGAAAAGCATTTACTGACTGTTGACTTGGCCAAA 

TCCCTGTGCTGTGTTTCCTAGCACGGTGAGTTGCATTTTCACATGAACTC 

ATGCCTACCTTCTCTTGTTTTATAAGCTTCATGAGGCAGGTACCT 

>Sequence 2291 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGGAGAGAGGAAATGGCACACGCGCAAGCACGGAAGCATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGCjGACAGATCAGACTCCCCCCGCGTACCT 

>Sequence 2292 

CTGGGCAGGTACACACTTGTGTGCATTTCTGTTGGGTATATAACAAGTAT 

GAAATTGCTGGGTCTTAAAATATTTATATATTAACTTCATTAAATGCTGC 

CTAAGAATTTTTCAAGTGGTTGTGCTATTTTACCTTCACCAGTTCTAGTT 

GTTCCATATCCTTGCTGTCACTTGGCATTATCTGTATTTTTTATTTTGAC 

CAGACTGGTCTGTGTGTCATAGTATCCCATTGTCATTTTAAGTTGCATGC 

CTTTGATGAAGACATTTTCTGATGCTTAATTGGCTCTTTGAATATATTCT 

GTAACTGATTTGTAGG AGTTTTTTATATATTCTGGATATAAG I T ITTTA T 

TGGACATAAATATTGCAGATATCTTCTCCCACTTTAACTTCCCTTTTCTT 

TCTCTTAATCATGACTTTCTTAATACAAAGTTCTTAATTTTAATGTAGTC 

CAACTTAGCAGACTTTTTCTTTATAGTTAATGCTTATTTAGTCTTGCTCA 

AGAAATTTTTGTCAACTCCAGTGTCATAAAGATACTCTCTTATGTTATAG 

AAGCTTGTTTTTTTTTTTTTTTI TnTGAGATGGAGTCTCACTTTGTCAC 

CCAGGCTAGGGTGCAGTAGCACAATCTTGGCTCACTTGAACCCTCTTATC 

CCAGGTTAAGCAATTCTTCTGCCTAACCTNCCGAGTAGCTGGGACTACGG 

TGTCAACAACATGCCTGGCTAATTTTGG 

>Sequence 2293 

CCGGGCAGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGAC 

CCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGG 

AAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTA 

GAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGG 

AAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTA 

ATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCAT 

GTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACT 

AGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAAC 

TGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

>Sequence 2294 

AGGTACACTGATTTCCGATCAAAAGAATCATCATCITTACCTTGACTTTT 

CAGGGAATTACTGAACTTTCTTCTCAGAAGATAGGGCACAGCCATTGCCT 

TGGCCTCACTTGAAGGGTCTGCATTTGGGTCCTCTGGTCTCTTGCCAAGT 

TTCCCAGCCACTCGAGGGAGAAATATCGGGAGGTTTGACTTCCCCGCGTA 

CTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTCTTTCTTTGGC 

TTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAG 

CAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGAT 

>Sequence 2295 

AGGTACACTGATTTCCGATCAAAAGAATCATCATCTTTACCTTGACTTTT 

CAGGGAATTACTGAACTTTCTTCTCAGAAGATAGGGCACAGCCATTGCCT 

TGGCCTCACTTGAAGGGTCTGCATTTGGGTCCTCTGGTCTCTTGCCAAGT 

TTCCCAGCCACTCGAGGGAGAAATATCGGGAGGTTTGACTTCCCCGCGTA 

CTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTCTTTCTTTGGC 

TTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAG 

CAGGTCACTGGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTAT 

CCCCAATGCATTGCCACTTCTGCCCCGGTTGTTCACAGGCT 
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>Sequence 2296 

AGGTACCCGGGGGTGGACAGACATGGGAGTGCTGAATCCCCAGAGTTAGA 

GTCCACATCATGTCTCTCTGAAGAACAGTTAAAGTGTCTTCTGGATGAAT 

GCATACTTAAACAAAAATCCATCATTAAACTTTCTTCAGAAAGAAAAAAG 

GAAGACATTGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCAT 

CATCTCTAAATTGCTAAATGAATCAGAAACAAAGGTCCAGAAAACTGAGG 

TAGAAGATGCAGATATGCTTTGAGAGTGAAGGAATGTGAAGCTTTCTAAA 

GGCCTACTATCTTCACTAAAAGCCTTTGACTGGACAATAACATGGTCAGA 

AGCTTCTTGGCCACTTGAAGCAGAAAAATATGGAAATTGCCCTTCAATTT 

TCCAAGGACCGTTATTTATTAGTGG 

>Sequence 2297 

AGCGGCCGCCCGGGCAGGTACACACACTCACGCATGCACAGGCACACTCA 

CCGGGACACGCACACAGTTGTGCTGTGCACACAGGCATACACACACACAC 

CCTCACACGCACACACACTCGCTGGATCACTCACACACACACATCCACGA 

GAGGCGCGGCGCCTCTTTGGTCGTGCAGCCAGCCCCTGGCTTGCTTTTGA 

AGGCTCTGCTAAGTCGATGGTCAGGTTGCCAAAGGGCCGGTCATCTCGCA 

TCCTCCCTCCCTTCGGTGCCTCTGGTCTGATGTCCAGTGAGGATCAAAGC 

CAGGAGAGCGAGATGGAAGTTTTCCTGCTGCAACGCTTAAGCTCCGGTGA 

ACACAAGGCTGGACTCCCCGCGTCCT 

>Sequence 2298 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTTACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTT 

>Sequence 2299 

AGGTACGTAATAGTATCAGGCATTGGCTTAGACACTGAGGATAAGAGCTC 

TATATACTTGTGAACTTGGTGAAAGTTGAGAAGGATGGAGAAAGAGATAG 

AA TGAAT ATAAAAATATGAGTAGAGAATTGCTTTAATTTGAATAGCCTCA 

TTGTTTTAGTGCTCTGAATAGAAATAGAAAAAAATGGTTAGTATTTACTG 

GAATTGCTATTTTTAGGTCATTCAGAGTTAAGGACAAATTTCAATTGTCA 

CACATAAAAGGTCTTATTTACATAAACAATTTTACAGGGCTTGTACAAAT 

ACAAGAAACCAAAAGCCCTAACTGCTGTTTCTCATGGGTTAAATCTGTCT 

CTTCAATCTATCAAATATTTGGCTTTAGAATCCTAACAGTCTTTAGCTAT 

CATTCAAAGT 

>Sequence 2300 

CCGGGCAGGTACATGGAGGGCTGATTTATCACATACGTGGGTTCTGTAGG 

GCCCACTGTGGGACTTGAGTATGCATTGGGTTTTTGTATACTCAGGCGTT 

CTGGAACTATCCTCCATGTATACCAAAGGATGGTTATTTCTACAAAAGCA 

GGAGGTAAGCCCAATGCACAGCTTGCAGATTCCCCTCAGGCGAGAGACAG 

AGGTTAAGGGTAGATGGCAGATGACCTAAGTGGCTTGTTTTAGGAGGCCA 

CTCCCAGGGCCACAGCTTTCATGTGTTTGCCACCAGGGTAGAAGGTCTGC 

TGACAAGGGCAATGACTACTAACAGCCCCAGCTGCATGGAACAGAAAGGG 

CATATGCTGTGGCCACCAGGCTCAGGCTCTATCCCTCAGCAGCTTTGGGA 

TCCN 

>Sequence 2301 

AGGACGCGGGAGTTTTTCAGAATCAGGCCTGCTTTGTCCCTAAATGCTTT 

CTTATTTCCCCAGAGCCCTTATTGGATTTAAGCCCCATATCATATCTCAC 

ATACCTGAGACAGACATACCACAGTGAACCCTGCATGTCCTTGTAAGTTC 

TTTTCCCGTGCCTAGAAGTTGCAGAAGACCAAGGAACCTTGGAAGTGACT 

TACTCTTTTGCTTCATAAAGTTGCTTTAAAACAGCCTTTATTTTAATTAT 

TAACAAGGTATGTCACACATTTTTAAATTTTAAGGTTAATTTAGTCATTA 
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ATTCTGTCAAACAAGTGTTCTTTGGAAGCTAGTTGTCTTCAATGTCTTTT 
ACTTGGAGTTACTTGAAGTTTGCTTAAACTTTATTCACTTGGAGTAGAAC 
TTCCTAGC 
>Sequence 2302 

AGGTACGCGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGCT 

GCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGA 

ACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGG 

GAATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCT 

ATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAA 

GAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAAT 

GTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTA 

AGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCA 

AG A A 

>Sequence 2303 

CCGGGCAGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

GAATAATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAG 

TGTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACT 

AGGTTGG TATTTG AATAG ATATTGGTAATATCAGTAG AATTTAATA ATAC 

ATTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTT 

GTGTTGTTACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCA 

GGGGCA 

>Sequcnce 2304 

AGGTACGCGGGGATTATCTTAGTGTAAATGATTTTTTGTAAAATAATTTA 

GTTGTTAGATACATGAACAGATTTTTGCAAAGAAAACAAATTGCATGGCA 

CTGTATCCTCTCAGGACATTTTGAGATAAGATGTGAAAATGATACTCAAT 

TGAACCAAAAAAGATTGAAAATAATTTTTGTAGAAAATATAATTAATTTA 

TTCTACTATGGTGTGTATGGTGTGTGTGTGTGTATATATATATATATATA 

TATACTGAAATAAAATTATGAGTAATTAACTTTATGACAGGTAACACTAA 

TAAAGTGCAGTGGCATGTTCCTGAAATCCCAGCATTTTGGGGGATTGAGG 

TGGGAAGGATTACTTGAGGCCAGGGAGTTTGGGACTAGCCTGGGCAACAT 

GGCA 

>Sequence 2305 

AGGTACACTGAGATGATTATTCCCTCTITIT1 I AAAATTTG AAGTTTCCT 

TTGATTCCCCTTTTCTTTTACAAAATGGAGTCATGACACGATCCCCGTGT 

CCCGTGTTGAGAACTGAAAGGTTTCTGTAGCTTTCCTTTGACATGAAATT 

TCAAAAATATACTACTCTGTTTCACTCTGGCCTGTAATTGTTGCACTCTG 

GCCTTTAATTGTTGCAACTGATTAGACATTTTTCCTTCCAGCATTATGGT 

AGACTCGATGCCCTGACCAAGCACCCTTTAACATGCTTAAGTTATTATTC 

TCAGTCTAGAATTGTAGAGTTCCTTTAAGTAACCTTTAAGAATTGAAAGG 

GAATTAAATTTTTTTAGAAGAATTTGAGAAACCCACAGATTTTGGTATCA 

GCAAAGGCCATGTGAAAATGGAGCAA 

>Sequence 2306 

AGGTACTTTTTCACTTTTTTTTTT^ 

TTAACAATCCTGTGAAAATAGGTAATATAGTCACGTATTTGTTGAATACA 

TTATTTCAAAGAACCACAAACACACAGAAAAAATATTTAAAAAGTCCATG 

GTGGGGGAAATGATCCAGAAACAACAGCTCTTCTACTTCCAGCCCTAACC 

GTCTGGGATGCTAGATGGTTGTGGGCAAACCGTGGAAAAAGATAAGCTTC 

TGTTTTTCAAGATTTTATTTTGTTAGAGAGTGCAGAAAATCTAAGTGATG 

TCTCTGTTTTTGCCTTCTAGCAATTAATATATGACAGCAGTCTTTGTGAT 

TTATTTTAACTTTCTGCAAGACCTTTGGCTCACAGAACTGCAGGGTATGG 

TGAGAAACCAACTACGGAT 

>Sequence2307 

AGGTACTCTTGGTTTTTTAAGACAAAGAGCAAATCCTCCCCTGCCAGGAT 
TGACTTTTGGCTCTTTTTTTTCAAACCTCACTGCTTTTTGGTTTAGTTGT 
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CATAAAATGCCAAGCACCATGAACAGGGCTCCATGAAGGGGCTCAGAGGT 
AGGAGGGCTGTGATTAGGAGAAGGCTTGGACTGATGGGCAATTTGAGTGC 
TCAGAATTAGAGTGAGGGGGTGGGGGTGCTGCAGGGACAGATGCTGGGGA 
AAGACACCCTGAAGGGCAAAGGGAGCAACAATGGCTGCAGTACCTGCCCC 
>Sequence 2308 

AGGTACGCGGGGATGCTGCCACCTACGTTACTTGTAGGACCCTATACGGA 

AACCTCCTTTGCC AGGA ACTATTTATAAACATCCTGCAGGAAAATGAGTC 

AAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAG 

TATACTCCTGTGAACAAAATrTGAAACATATTTGCTTCTCTCTAACTGAT 

TTCTTCAGAATTTGGAACTAGTTCAGTGAAGTAGAAGAGACAGGGATATC 

CCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTC 

AGAATACACATTTACCACCTTGCCCAACAGTGGAAAAACATAAGAAGAGA 

AAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATTG 

GGTTTGGAGGGGGAGCCTTTAAAAAGTTATTAAAGGCCTTGA 

>Sequence 2309 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCTACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AAGAGCACGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAACTTACT 

GCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTTC 

TCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAGA 

GCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTATTGCTA 

TGGTGG TATAC ACTGCCTATGTCTTTATTCCAATCCACATTCGCCTGGCT 

TGGGAATTTTTCTCAAAAATATGTGGATATCACAGTAACCTCCG 

>Sequence2310 

AGGTACGCGGGAGAATTTGTTGCATTGAGTTATTAAAGTAGATTATACAC 

ATTTAGCATGGTTAGAAACTAGATGTTACCACTGAGTGTTTTCTCCTTAA 

TAAGTTAGTTTAAGAGGCTGGGGATAATTTCACGGTAAAATGGCAGCTTA 

ACCCCAGTTTCAAACATTGAAACTTGAAAATTTTCCTTTTTGAAAAATTA 

CATATACACCTGGCACTCTCTATCTGTGGGTTTCACATCCCAGGAGTCAA 

CCAACCTCAGAAACAACCAATCGTGGATTGAAAATACTTTGGGGGGGAAA 

AAATTNAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGC 

>Sequencc 23 1 1 

CCGGGCAGGTACGCGGGAGAACTTGTGTGCTTAGACCTGACGCTGGGAGG 

AGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTT 

GCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCAAGGAAGCTT 

TTCTTTTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTATACTCCTG 

TGAACAAAATTTGGAACATATTTGTTTCTCTCTAACTGATTTCTCCAGAA 

TTTGGAACTAGTTAGTCTATATGTCAGAATACACATTTCCCACCTTGCCC 

AACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAG 

TTAAT 

>Sequence23l2 

AGGTACGCGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAGC 

CTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAGG 

AAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGAA 

GGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGTGCTCATTCCTGG 

GCCCTCGATCACTGCATGTTTGTTACATGGTCCAGTTTGCTGCTTCCTGG 

AAGAGCATCTCCTGACTGTGATGCCTTTGAGAATAAAGTCTTTCCGAAGC 

CATTAATATTCAGAAGGAGCCACATGGACAAACTTACTGCAGCTTGN 

>Sequence23l3 

CCGGGCAGGTACTTTTTTTTTTTTTTITI I 1 mm 1 rTTTTTAAAGAC 

TGACTGTGCTCCAAAGAGTGGAGAAAAATGAATTGGGAGCTGAGGAGGAA 

TGGTAAATGGAGGCTAATTACAGGATATTCCAAGATGCTTGAAAATCAAC 

ATCCACATGATGAGATGACCTGGGTATCTTGGGTTTCTTGTGTGACTGGC 

AGAAATTCATATATAGAATATAAGGGGGTTAATATTGGCATTCTCTAGGG 

TGGTGGAAGTGTCTGTTGTATCGTGTGGGGAAGAAATCACCTTGACAGGA 
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AAACATGGAGCTCAACACATCACTTATTCAGTCACAAA 
>Sequence 23 14 

CCGCCCGGGCAGGTACTATTCTCTCTCCCAGATCAAATTTTCTCCGGTGG 

CTAAAAAGTTGTTTGTGGTAACTGCAGTGAGTGCTATACCTGTAATTTTT 

CTGGCTCATCACTTTAAAAGAAAACGTGGAAAGAAGAAAGGAAAAATATT 

ACCATGGGAACCAGAGCACCTCATACTTGAATACACTAAAAGAGCAGCAT 

CAGACAAAGGTTCAAGTTGTTCCAGTAGCAGACAGAATTTGACATTATCT 

TTAAGTTCTACCAAAGACAAAGGATCTCAAGTTTGTAACTATGCTAATGG 

AGGACTTTTCAGTAAATATTCAGGTTCTGCACAGAGTTTGGCCTCTGTCC 

AGA 

>Sequence23I5 

CCGGGCAGCTACGCGGGATAAGAGGCCAGAGGAAGAGCGCTTCGAGCTTC 

TTCAAGGAACTTAGAGAAGAGCGGCATTGTGCTCCTTCTGGGACCCCCAC 

AGGACCAGAGATCCTTGCTGCTGGAGTTCCTCCCTCTTCCCTAAAGAACA 

ATAGGGAACAAGTAGAAGTGGTAGAATTTCACAGCAATAAAAAAAGAAAA 

TTGACGCCAGATCATAACAAGAACACAAAGGCTAATCCTAGTGTTTTGGA 

GAGAGATGTGGATACACAAGAATTTAACCTAGAAAAAGCTCGTTTAGAAG 

TGCACCGGTTTGGTATCACGGGTTATGGAAAAGGAAAGGAGAGAATCCTG 

GAACAGGAACGTGCCATTATGCTGGGCGCTAAGCCTCCTAAAAAGAGTTA 

TGTGAATTACAAGGTTTTACAGGAGCA 

> Sequence 2316 

AGGTACTTTGTTCTTTTTTTA1 1 1 1 1 1 1 CTTCTTGGAGCAGCTA AAATCT 

AGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGA 

AACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATT 

TCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTCCAGTA 

TCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAAT 

ATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAA 

AAAAATTACCATAGACCATTGACTAAACCAACAAACATATACTTCTCACA 

GTTCTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCT 

AGTGAGGGTCCTCTTGCAGGTTGCAAACAGCCGGCTTCTTGGCTCCTCAC 

ATGGCAGGAAGAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCAT 

TAATTACCTTCTGAAGGCTCCACCTTCAAACACCATCACATTGGTGACTT 

CCATTAACTTCCTTGACATTTGTCAATGGTTTTCCCTTCTAAGGGTTACT 

ACCGCGGGGCAAGGTGGGAAATGTGTATTCTGACTAATAGACTCCCCTCA 

ATTTCTCGTGAGGTATGGCATACCCTCTGGGATTTCCCGGCTTTTAGACT 

CAATGCTTTTCCTGCAGGAGTTTAAAATAATTCTGGCAAAGGAGTGCCGT 

ATAGGGCCCTCAAGTACCTAGGGGCGGATTTTTCCCCCGGTACTTGGCCG 

CGGTTAAATAG 

>Sequence 2317 

AGGTACGTGGGGAGGCCATCTGGCTGCTGCTGCTGCTGCCAGCTTCCAGA 

CGGAAGCTGACATTCGCTATTGATGTTCCAGCATTGATTGAGCTCCTGCC 

TCGTCTGCATCAAGCATGGTCCTCGCAGCTCACGCAGTTAGAGTCCACAT 

CACGTCTCTCTGAAGAACAGTTAAAGTGTTTTCTGGATGAATGCATACTT 

AAACAAAAATCCATCATTAAACTTTCTTCACAAAGAAAAAAGGAAGACAT 

TGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATCATCTCTA 

AATTGCTGAATGAATCACAAACAAAAGGTCCAGAAACCTGAGGTAGAAGA 

TGCAGATGTGCTTGAGAGTGAAGAATGTGAAGCTTCTAAAGGCTACTATC 

TCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCTCTTGTCACTGAA 

GCAGAGAATATGAAATGCCTTCAATATTCCAAGGACGTTCTTATTAGTGA 

CACAAAAGACTATTTTATGTCGAAGACTTTTGCCATTGGGAGACTGAAAG 

GGCCCTCCTTCTTAAATGATCCACTTGATGGTATCAATGTGAGCCTTTCA 

TAAAAAACCAACATCTGAAAACTCATTCTCCAGAGAATCAATAGCCCATG 

AACAGGATACTAAAGATGCAGCTTAAGAATGGAAAGAACCCTTATCCACG 

ACCTTGTTGGGGTGCCTTATAAAAAGTTGGTAATGAGTTAAATTAAATTC 

TTTTTGAATTATTTGAAATCAATGAATGCCTCGAGAGACTATCTTTAATG 

ATTTTGCCCTTGAAGCCGCTTTTTGGGATTATAT 
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>Sequence 23 1 8 

AGGTACAATTGTGTCATATTCATGCACAACTTCATTTTAGTCTCTATTTG 

ACTTGATTTCTTTAGTGGATTTGGGCTTTTTGGCCAATAAGATAAATACC 

TGCAAGGGACATCACATAAAATTCGATCATAGAAGAGGATCTCTTTCCTG 

CCGTCCACATCTATCTGGAGCCTGGGTATGCTGGAGGCATCATGGTTGAC 

CACCCCCGCGTACAATGGAACAAGGAGATAAGCAGTGAAAGGCCAAGGGA 

ATGTCTGGAGTTAGGACTTCAGGTGATTCACAACTTGGCTGCCACTCACC 

CGAGACTGCCCAAGCCCAGATTTCTTCCTTCTATAAGAATA 

>Sequence23I9 

CGGGGACCCCGGAAGGAGATGCTGCCACCTAGGCTACTTGTAGGACCCTA 

TACGGCAACCTCCTTTGCCAGGAACTATTTAtAAACATCCTGCAGGAAAA 

TGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAA 

AACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGT 

CAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGC 

CCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGA 

GGAGCCAAGAAGC 

>Sequence 2320 

AGGTACGCGGGGGACAAGGGGCTTGAGCGTTCTGTGGAGAGAGTGCGAGG 

TCAGGCCATGAACTTGGGAGATGGTTTAAAGCTTGAAACTGAATTACTGG 

ATGGAAAAACCAAGCTAATATTGTCTCCATATGAACATAAATCAAAAATT 

TCTGTGAAGATGGGAAATAAGGCCAAGATTGCAAAATGTCCTTTAAGAAC 

AAAAACTGGGCACATTCTAAAATCAACACAAGATACTTGTATTGGGAGTG 

AAAAACTTTTGCAAAAGAAGCCAGTTGGTTCAGAAACATCACAGGCAAAA 

GAAAGAGATTTCACCTGCAACTCCTAATATGCAGAAGACTAGAAACACCG 

TAAATACATCTCTAGTAGGTAAACAGAAGCCTCACAAAAAACACATCACA 

GCTGAAAACATGAAGAGCAGTTTGG 

>Sequence232l 

CCGGCCGGGTCCCCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACC 

CTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGA 

AAATGTCAGAGATGGGAAGAAACAAGAACTTTGACATGCTTGGTGTTCTT 

GCCCAAGCTTTGAAGAAGTTTACAAAGTCTATATGTCAGAATACACATTT 

CCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAA 

ATGACAAGGAAGTTAATGGAAGTCAGCAATGTGGTGGTGTTTGGAGGTGG 

AGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTG 

CGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAAC 

CTGCAAGAGGACCCTCACTAGAAGCT 

>Sequence 2322 

AGGTACACCAGAGTCCAAAGACGTAAACGTGCCTTCAGCAGGGAAGTTCG 

GAGGTCTTGGATTCTGATGGTAATATTCTTTTCATAAAAAGGAAATAAGT 

AATATTTTTGTCGGCAAGATCACAGTCCCTAGCTATGCCTTAAATATCAT 

CTCAGCTGAATTCTGTGTTCCACTCCACAGCCTTCTTTGCAACACTGGAA 

GGTTAACGGATTTGAAGTAAATGAATTGTAACTGTAATTTCAACCTAATT 

AGAATTGGTTTAAAATGCCAGTTTGGACCGTGAACAGGCTAGCCAAGAAC 

AGTATTGGGAGGTCCATGTAATATAGAAGAGAGTTGATATTTGGCCCAAC 

TTCCTGATACTTTAAAAACAGAGAAGTAAAACAAAATATGAGATATClTr 

GGCC AGC A AGTCCCTTCTTGCCTGTTTGGTCTGTGTTA 

>Sequence 2323 

AGGACCCCATTGGCTTCCAGCGGGCTTCACCAAATTTTTTCTTTTTTAAA 

AAAATGAATTCACTGAGGTTTAAAGATGTTAAAATACTTTGCCCAAGTTC 

CTGCTTGCCCAGATGTGCCTTTGGGAATGTCATCTTCTTTCTCAAGCCTC 

CTTACAGGGTTGTAGTGAAGATGGAAGGGGATAAGGCAGGTGAAGCAATT 

GGAATATATTAAGTGCTCAATTAATAAGGACCTGTCATTTTTTTTCTCAA 

GTTGAGGATAGGACCTGCCCTCTGGTGTCTGGGAAAGAAACTGTGGGTCC 

AGCTTACCTAAGGAGAAGGGGATAAAAGCTTCATTCTTTTTCAGTGCCCC 

ATTGGCATCCAGAAAGTGGTCAGGATTGAAGGCGTCTGG 1 ITT TCAAAGT 

AGTGTGGGTCACGGAGAGCAGTGCTCAGGATG 
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>Sequence 2324 

GAAAGGACCCGTATCACCTACTATGGGGATTGGAGCTTCCACCCGGGGGG 

GCGGCCGCCCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAA 

GGAAAACTTAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGA 

CTTCAAGTTTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGA 

GGAGGGAAGATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGT 

GCTTGTTTGGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGAC 

ATGAGTTTGCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGG 

CCATGTCAAGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAG 

TCTGAGAAGAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATG 

TCTTCCCATTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGT 

>Sequence 2325 

CGACTCACTACTATTGGGCGAATTGCAGCTCCACCGTGGTGGCGGCCGCC 

CGGGCAGGTACGCGGGGTAATTGACATTGTGGACTTCCTGGGGTAAGTCC 

TGAGTAAAAAGCACTTAAGCACCTGTGGTACATCAAAGAGTCTCTTTGAG 

AGTTCTGCAAAGATTCAAGTGTGTATACCTGAGTCTATATATCAAAAAGT 

AATGGAGATAAATCGAAAAGTAAAAGAGCCCTCTAAGAAGCCATCTGCCT 

TCAAGCCTGCCATTGAAATGCAAAACTCTGTTCCAAATAAAGCCTTTGAA 

TTGAAGAATGAACAAACATTGAGAGCAGATCCGATGTTCCCACCAGAATC 

CAAACAAAAGGACTATGAAGAAAATTCTTGGGATTCTGAGAGTCTCTGCG 

AGACTGTTTCACAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAA 

GAAAAAAAAAAAA 

>Sequence 2326 

AGGTACTTTTTTI TTI Tl TTTTTTGl U Tl CACTGTGGTAGGGTGGAGCT 

TAATTGGGCAGACCTGTCCTCAGGGACCCTGGTGGTGCATGTCAAGCAAG 

GCTGGCTGTGGTAGTCAATGGGCCAGGTGATAACCAGGTCTCTGGTGGTA 

TGTCAGATGGGGGGCCAAAAGGGGTTGACTGGGACCATGTTACTGGAGGA 

GGTGAAGTACCTTTCAGGGGAAGCCTCCATAGGCAGGAAGCTAGGGACAC 

AAACTTTGCTAATGCTTTAGCCCCAGAGGCTACAACCCAGCACAGCAGCA 

GTTATGAGCAGTGAAATTTACCCTTGAGGTACCTGCCCG 

>Sequence 2327 

AGGTACGCGGGAGAATTGGAAACTATAAAAAAGTCACTGCAGATTTGTTA 

AAAAAAAAAAGCCAAATATAAATTTGAAAACTTGAAAAACCAAACAGTGA 

AAATTAAGAACTCCAAATGTGTTAGTTATCTATTGCTGTGTAACATACTG 

CTCAAACTTGACTTAACATACCGTTAATTATTrTAATTTTTTGGTTGGTC 

AGGAAATCCAAGCATTGGCCTAAAGTGGGTTCTCTGGTTTTAGGGCTGCA 

ATTCAAAAGCATTTGGTCGGGGGTTAGGGGTCTTCCTTTTGGAAGGGTTG 

AGCCTGTGGGAAGGGAATCTGCTTTTAAGAATTTTATGTTAAGTTGGCTA 

AGCCAGGGTTTCTTTTGGACCTTGAGGGAACCTTCAAATTAGGCTTTTCC 

TGGGGCTTGGTTTGGGATTGAAAAGGCCATTTTTTTTCAAGGTTTCCCTT 

TTGTCCCCAATGGGGACCCCTCTTTCCTTTTAAGGAACAAGG 

>Sequence 2328 

kGGTACCAC b C A r fii rnr&nnrLrirnrAnnr ti r\r \ r n r fi nAr \ r \ r A r \ 
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ATCTGTGTTAACCCACACATATTACAGGCTGTAGTTAATAGTTAATAAAG 

AATTAACTGCTGCATAAAATATTCAGAGAGGAGGGGCTTACTCCACAACT 

GGATCCTTGAGTCTCACCTTCTCTACATCTCCCAGACCCTCGGTGTCCAG 

CAGAACTAGGATGTGGCCTGGCTTCTTGGGGTGGGGCACACACCACATCC 

AGATTCCTTTAGTGTGAGACTGCACCGTGGAGCCCAGAGAGAAGCCTGCA 

AGGGAGAGAGGAGACCAGT 

>Sequencc 2330 

AGGTACGCGGGGAAACACTTCTTACCTCAGAGCTGAGCTGGGCATGAGTA 

GATGCTCAGTAAGTGGTGCACAGGGTTGGTCCCTATGGTGGAGGCCCCCT 

AACACCGCCCAACCCCCCTCCATGTTCTCACAGCTCCACGCACTGAGCAC 

GGGCATGAAGGCCATGATGTCAGAATTCTGCACCCAGGGAGCTGAGATGT 

GCCGCAGGGCCTGTGGCGGACATGGCTACTCAAAGCTGAGTGGCCTGCCA 

TCACTGGTCACCAAATTGTCGGCCTCCTGTACCTGCCCG 

>Sequence 2331 

CCGGGC AGGTAC 1 1 1 I 1 1 t 1 1 1 11 1 1 I 1 I I 1 1 I i 1 1 1 1 m 1 GACATGAA 

CTAATTTAATCCTCTTAACAAATTTACAAGGAACATATTCCCCTCACTTC 

ATTATGTAAATAATAAAACAAAAGCCTAGAAGGGTTAGTAACTTGCAGAT 

CATATAGTCACTTTGCAGCAGGTCTGAAATTTGGGTCCCAGAGAGGCAGT 

TCCAGCCACCATGCAACCGAATCCTGCGCAGCACAGTTCGGTGTCATTCA 

ACAAGACGGTATCCATGTTGATTAAGGAATCTTAGCTCTTAAAAGGTTCT 

ACGAATTACATTTTTTCCACCCAAGCCTATGATCACTCAGTTGGCTGTGT 

AAGGTAATTTGATAGGAGCTCGCATTATTTTTCTGATTCAAAGAGAGTCT 

TTTCAAGCGCTACN 

>Sequence 2332 

AGGTACTAAAAAAAAAAGAAGTGTTTATTTGAAATTCAAATATAATTTGA 

CATCATCCCTTATTATCATTTGCTTAATCTAGTAATCCTAACTAGGAAGA 

AAGCAAAAAAAAAGGCTTCTGTATATTCATATTAGATGCTAAAATGTATT 

CAAATTAGATGCTAAAATTCATGCACTTACCTTGCAGAAGGCTCACTCTC 

T CAGG ACCTACAAACTGGCAACTCTCACGCCAAATTTACCTCACTGATAT 

ATTTTATTTGCTAAGCAAAATATTTTAATTTCAATTAGTTACCATCATTA 

AAATGAATAGAGTAGACATAAAAAAATGATTTCATATTCTGGCTTAAAAA 

AATTTGCCAGCCTGGGTAACATAGCAAGATCCTGTCTCTACAAAGAAAAA 

AATGTTAGCCAGGCCTGGTG 

^Sequence 2333 

AGGTACAGTAGGAGTGCCCAGACTCGGGGAGAGGCAAGCTGGCGCGTCTC 

CAAGGTGCTTGTCACTCACCACTAGAACGTGGTCCTTTACCACTAGACAA 

GATCTCCTGGTTTGACAATGCAGGTGACACAGCTGAAACTTTATCTCAAC 

ACGGCCTGAAGAATACCACTGTCTAAATATGAGGTGCTAAAATACTATGA 

CCTACTCTAATATTCTCTCCCAACTCTGTCCATCCTCGTGACTGGCACCC 

ATGCTGGCCCAAATGATGACAACCTCCTGTTCTAAGTGCACAAGCCGCAC 

ATTTAATAAACCTTTCACCCAGTTCCTTCACTGGTGTTCATCTCTCGGCT 

TCACTTACAACCACTCCCTGTGGCTTTTGCAGTGAAGCCTCTTAGCCCAA 

AACTCTTCCACTCCCCAA 

>Sequence 2334 

CCGGGCAGGTACATGAAGGAGGGCACTAGGGGGAGTTAAGAATTTGTGAG 

TTAGGTAGCCAAGATTGTTGAGGTTGGAAGAATGAGGAAAGAAAGGGGAT 

CTGTGGCAAAAATATGCTATTGGATCCACAGTTCTAGTTTAAGGACATGT 

CTAGTCCCTTTTCCAGCCCCCAGTTAATTACAATCCCCTGCTGCCCAAAT 

GGAGAGGGAGGTTGTTCACCAGTAGAGGGAGCCAGGGGCTGGGTGTCTCA 

ATAGAAACTGATCTGGTCCCAGAAGGGGCCTTTAGATTTAAGTTTTTCGG 

ATCGAAGGCAGAGCAAAGTGTCCCTTACAACCAATGGCTAAAATGTATGC 

CATTGTAGTAGATCACATTGTTAGTTTTCTTTTCAAAANAAAAAATATAA 

TAAAGTACCTT 

>Sequence 2335 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 
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ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 

TGAGAAG CATCA TCAGCATCATGCTATTACAATCCCAAACCATGGGGGTT 

TCTCACAGCTTTACACCAAAGGGCATCACTATCCCTCAAAGAGAGAAACC 

TGGACACATGTACCTGCCCG 

>Sequence 2336 

CCGGGCAGGTACTTTrTTTTTTTTI 1 1 1 1 T l"I GGACAAAGAAACGTGTTT 

TAAAAAATAACACAAAGTCCATAATTTCAATGAAAGTAAGTGTCAAGCTC 

TTACCAGGCTGGTCCTCTGGTCCAGTTATAGCTAGTATATCTGCTTCAAT 

ACTATCATCTTCTGGTAAAGGTCTAGAAGACACAGGCATACTTTTTAATC 

CAGAAATTAAGAAAGAA 1 1 1 1 T1T1TGAAGTTCAATCTATTAAACATACA 

GCTTATAGAAATAATTATTTGGAAAATGGAATAAAGCAGTGTTGTTGTTT 

TTGAGACAGGGTCTTGCTGTCTGTCACCTAGGCTGGAATACAATGGCACA 

ATCATGGCTCACTGCAGCCTTAACTCCTGGGCTCAAGAGATCCTCCCGAG 

TATCTAAGACTACAGGTGCGTGCCACGACGCTTGGCTAATTTTTAGTACC 

TT 

>Sequence 2337 

CCGGGCAGGTACTTTT T T 1 1 1 rTTTTTTI 1TTGG AC A A AG AA ACGTGTTT 

TAAAAAATAACACAAAGTCCATAATTTCAATGAAAGTAAGTGTCAAGCTC 

TTACCAGGCTGGTCCTCTGGTCCAGTTATAGCTAGTATATCTGCTTCAAT 

ACTATCATCTTCTGGTAAAGGTCTAGAAGACACAGGCATACTTTTTAATC 

CAGAAATTAAGAAAGAA1 1 TTTTT l"l G A AGTTCAATCTATTAAACATAC A 

GCTTATAGAAATAATTATTTGGAAAATGGAATAAAGCAGTGTTGTTGTTT 

TTGAGACAGGGTCTTGCTGTCTGTCACCTAGGCTGGAATACAATGGCACA 

ATCATGGCTCACTGCAGCCTTAACTCCTGGGCTCAAGAGATCCTCCCGAG 

TATCTAAGACTACAGGTGCGTGCCACGACGCTTGGCTAATTTTTAGTACC 

T 

>Sequence 2338 

CCGGGCAGGTACGCGGGGGCCACCTAGGTTACTTGTAGGACCCTATACGG 

CAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGT 

CTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACAT 

AAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCA 

ATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTG 

TAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGC 

CAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAG 

CCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAAAACTGGGAG 

>Sequence 2339 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTTCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGAC 

>Sequence 2340 

CCGGGCAGGTACTTACAGTTTGACTTTGAGTCAGCTCAGCATTCTAAATC 

AAACGCAAACAGCAGAATCATATGGCATAGACACTTAGCAAATCCAATGC 

CTTCCAGGCATCTGTTTCCTGTTGATGAAATCCTCCCTATGGAGAGCAAA 

CTGGTTCATATCTTCAGATAGTGTCATTCAACCCCTTGGTAGCTTTCTGG 

GCTACTAAATATCACACCGTCTGGTGGGACATTTCACCCAAGTCGTGAAG 

GTCCGCAGCTTCACTCCTGAGCCAGCGAGACCACGAACCCACCAGAAGGA 

AGAAACTCCGAACACATCCGAACATCAGAAGGAAGAAACTCCGGACACAC 

CGCCGCCTTTAAGAACTGTAACACTCACCGCGAGGGTCCGCGGCTTCATT 

CTTCAAGTCAGTGAGACCGAGAACCCACCAATTCCGGACACAATATAGTC 

CAAGCATGTCAAAAATACGTGATTGCAGTAGAAGTCTGGTAGGAAAAGCA 

ATGAATGAAAGCCAAGAGCAATGGAAGAAGATTTCTTCACAAGTGTCTTC 
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ATGGAAAAATGCTGATTCAAATAACAACAATCACGAATTCAGAATAGTGA 

CTTTCTGAC TCAGTC TTCGTGTATGTTAACACCCGTGCTTTGCATTTGGG 

GCTTGACAATTTTATTAACCTGCCCTCCTGGTCATTTAATAAGTTTTCTG 

GCTTCGTGGGAGAATTAACTGGCCTTCCTGAAGATATGATTTAATTGTGC 

GCATGGTGAAAATATCGCTGTGTCATCAAGGGAGTAGAATTGAGTCCCCG 

GTACCTGGGCGGTTTAGAACAGGGGTACCCCCGCCTGCGGAAATTAATAT 

CAACCTATCGAACCG 

>Sequence 2341 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCAGGGGCAG 

GGGATGAGAAGAAAACAATGAATTTTATGTTGGACATGCTAAGTTAAACA 

CCTGCTTAACTCAAATTGGCTTCTGTGGAAGCAGAGGCTGACATTGAGGT 

TCTTTATAAAATGCTCTTTTGGGGAATCCATTGCATAGGAATCCTCTAGG 

ATGCATGGTATGTAATGATGAGAAGTGGAAGGGGTGGAGCTAGGGAATTG 

TTTAATTTAGCAATGGGTCTCCTGTTGTCCTCATTTAGGATATTTAGAAA 

CATGATCGGTACCCCCGATAGTATTCTTAAAGAAGGAAGGAGTCAGTTGC 

GTTATACTTAGATtTAAGTCACGTTATGGTTATGGCTCTTATTTTCATTA 

TAAATGTTATGTCGTGGGGTGGTTGATTTTTTATAATAAATAAAATATGT 

TTATGGCGGAGCGGCGTTTCGTTATTCATTTATATTAAATAAGAATTGGT 

ATGAGGTTGTGTTCTATAATAATGTTTAGAACAG 

>Sequence 2342 

CCGGGCAGGTACCCTCTCTGTTCCCCTCCCTCCACCCTTCCCCTCCTTTT 

CTGTTTTTAAGATAAAGTGTTGATTTGGAATTCAGCAACTGCAAGTCCAT 

TTGAAAGAGGTCAGTTTTGTTAGAGGNCCTGGATAGAGCAATATGTTGTA 

ACCAAATCACACGTGAACATTCTGTGGCTGAACATAAGAAATTGTGCATT 

ATTAACGTTGTGCTTCAAGGTGGAATGCTGAAAGCACTTGGAAAGTAGTT 

GCCAGAGAAGAGCTCACTGAAAACATTATTAGCTTTATATATCCACTTGT 

AGAATCTCTGTACAGTGATACATCCCTCCCTTTCATCTTGATCATAAATA 

TAAGAC1TAAAGGAGGCAGAGTGAACGTGCTTAGGAAGCCCACTGAGAGC 

TCTCAGAAAGGCGCTTAATACCTTTCTTAGTAAGTTGAAAGTAGGTTGAT 

CTTCAGTTTTAATCCAAAAGACAGATTGCTGCTTCTTCCTGGCTTGAATT 

CAAGTTATTTCAGCCGGCAACCAGGAACTAGACTGAATGCAATCCTTCCA 

CATCCCCCGGGTACCT 

>Scquence 2343 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGTAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAGAAAAA 

AAAATTTAAAACAGCTATTAAACTGAAAGCATCTGTAAAAAAAAAAAAAA 

AAAAAAAAAAAAGGTCCTGAGCACCCAAGTCAGCTGTGCACTGAGGATTA 

TGAGGACTGCAGGCTGTAGTCATTCTTCCCCCTGAGTCGTCAGCCTTGTC 

CCACACAGCAAGGTACCT 

>Sequence 2344 

AGGTACGCGGGGGACGCTGGGAGGAGATGCTGCCACCTAGGCTACTTGTA 

GGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTG 

CAGGAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTA 

GCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTT 

TCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTGTAGCTGAGACCA 

ATGATGCTGACCTCCCTCAAAAGCTGCATTTCTGAATTTCTGAAGGCAAA 

CTGTCTGCCTATATTGTACCTGCCCG 

>Sequence 2345 

AGGTACGCGGGGGACAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAG 
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CATTCATCCTCAACATTTTTACGAAGACAAAATGAAGACTGGAGTAGAAG 
ACTGATCAGTGCAGGTGTAGCATAAAAGTGTAATCCTGGAAGATGTGGTG 
TGAGAAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGGGT 
>Sequence 2346 

AGGTACGCGGGGAGTGTCCTCCAGGACCCTGGCCCCTCATGCCTCCGTGC 

TTGCGCGTGTGCCATTTCCTCTCTCCAGAGGACCTTTCCTGCCTAGGACT 

CATGATTGTCCCCTCCCTGCTGTGCCTAGTTTCCTGGTATTAAGGAGAAT 

CAACTCTCTGGATAAACGTGCCTTCTCCTGCCACGGCATGCACCCACACA 

TACGAGCCTCCCGGGTACCTGCCCG 

>Sequence 2347 

CCGGGCAGGTA CCATG ATTAGTTAAATATAAGACTCCGTAATTTTTACAA 

TTTTAACAATAATTTTATTTCnTCAAGCTTGTTAGTTTGGGATTGTATTA 

AAACTACAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATG 

GATTATAGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGT 

GTTAGGAACCCAGTTGAAGTCTAGAAGACAGATGTTAGTATCTTAGACTA 

GGTTGGTATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACA 

TTAGAAAGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTG 

TGTTGTTACTTTCAATGAGATAAGAAGGACAGGCAAAGGAGAAAGTTCAG 

GGGCAGGGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTT 

AAACACCTGCTTAACTCAAATTGGCTTCTGTGGAAGCAGAGGCTGACATG 

AGGTTGCTTATGAAAATGCTTTTTTGAGGAAGCCATTGCAGGAGGAATCT 

TTAAGGAAGCAAGGGAGGAAGAAAGAAAAGGGAAAGTATGTGAGCAAGGG 

TATGGTTTAAGCTGGCATTGAGCCCTAACAGGAACCCAGGAGGAGCTTAG 

AAGCCTGATCTATACCCCCAAATAGGTCCTGGCATGAAGGCATGAAATCA 

TATTCAATAGTCATTTGCTTGGAGCTGTCATTTGAAAAATGTTTACCCTC 

AGGAACAGGTGGTTTCAATTACTGAGTTCAGTTTCCCCCAAAGGATGCAG 

ATTCTTTGTAAACAAAGCCAAACTTACAGCT 

>Sequence 2348 

AGGTACGCGGGGGAGAAGAAACGGCGGAGACCTGAGACCGGGAGGCTGAG 

GCTGTAGGCTGTTATCCTTGACATCTGCAGCAGCCCTTCCAAGCTGTGGA 

GACCAGGTCATCTGGAATGCCCATTTATGTCAATGGAAGAAAGAAAAAGG 

GGTCTCCTCCCATCCTCACCACTGCATTCTCCCACCAACCCTGCTCCTGT 

CCCACTTCCCACAACTCAGTTGTTGACAATTTAACAGTGGGTTTCTGGAA 

ACAGTGCTGCCTCCTTGATGGTCTAACTAACTACCAGAGTTATTCTAACA 

GCGGGAATTTCAAGCCAGCAAACCAGACATACATAGGAGGCACAGCAAAA 

GACCCAAGGTGAGGGGCTTCCCTCACCTTCACCCTTGTTCTCACGTGGAG 

GTGGCGCATGTCTATGAGACACAGTACCTGCCCG 

>Sequence 2349 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTTATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAATGGATTAT 

AGGTGGGTAAGACTTCATTGTAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAATTTTATGTTGGACATGCTAAGTTAAACAG 

CTGCTTAACTCAGATTGGCTTCTGTGGAAGCAGAGGCTGACATGAGGTTG 

CTTATGAAAATGCTTTTTTGAGGAAGCCATTGCAGGAGGAATCTCTAAAG 

AAGCAAGGGAAGAAAGAAAGAGAAAGGAAAGTATGTGAGCAAGGGTATGG 

TTTCAGCTGGCATTGAGCCTTAACAGGACCCCAAGAAGAGCTTAAAAACA 

TGATCTATACCCCAGAGTACGTCCTGTCTTGAGGCCATGAACTCATATTC 

ATTAGTCATTGACTGCAGGCTCKjCATTTTGAAGAGGCTTTCCCTCCGGAC 

CCGGTGGGTTTAATTACTGAAGTCAGTTCCTTCACGGAGGTGGCAATTCT 

TTTGGTACCAAT 

>Sequence 2350 
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AGGTACGTGGGGAGGCCATCTGGCTGCTGCTGCTGCTGCCAGCTTCCAGA 

CGGAAGCTGAGATTTGCTATTGATGTTCCAGCATTGATTGAGCTCCTGCC 

TCGTCTGCATCAGGCATGGTCCTCGCAGCTTCACGCAGTTAGAGTCCACA 

TCACGTCTCTCTGAAGAACAGTTAAAGTGTTTTCTGGATGAATGCATACT 

TAAACAAAAATCCATCATTAAACTTTCTTCAGAAAGAAAAAAGGAAGACA 

TTGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATCATCTCT 

AAATTGCTAAATGAATCAGAAACAAAGGTCCAGAAAACTGAGGTAGAAGA 

TGCAGATATGCTTGAGAGTGAAGAATGTGAAGCTTCTAAAGGCTACTATC 

TCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCTCTTGTCACTGAA 

GCAGAGAATATGAAATGCCTTCAATTTTCCAAGGACGTTATTATTAGTGA 

CACAAAAGACTATTTTATGTCGAAGACTCTTGCCATTGGGAGACTGAAAA 

GGCCCTTCTTCTTAGATGATCCACTGTATGGTATCAGTGTGAGCCTTTCA 

TCAGAAGACCA 

>Sequence. 235! 

GCGTGGTCGCGGCCGAGGTACGCGGGAGTCTCGGTCTCCAAAAAGGGATA 

CTACTAGGGAAAGCAGAAGATCTGAATCACTGJCCCCAAGAAGAGAAACT 

TCTAGAGAGAACAAAAGATCTCAACCAAGAGTGAAAGATTCTTCCCCAGG 

GAGAAAAATCCAGGTCCCAGAGCAGAGAACGAGAAAGTGATAGAGATGGG 

CAGAGGAGAGAGAGAGAAAGGAGAACCAGAAAGTGGTCTAGGTCCAGATC 

TCATTCTAGGTCCCCTTCAAGATGTAGAACAAAAAGTAAGAGTTCATCAT 

TTGGTAGAATTGACAGAAATAGTTACT 

>Sequence 2352 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGC 

CTGGCTTGGGAATTTTTCTCAAAAATATGTGGATATCACAGTACCT 

>Sequence 2353 

CCGGGCAGGTACGCGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGA 

GATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTG 

CCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGGCTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAA I ' 11 II T ATAGC A 

GTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTTA 

TATAGGCTCC 

>Sequence 2354 

GAACTAGTATTACAGATTCGTTCTCATATAATAGTCATAGTCTATGGTAT 

TTAGTAATCATAGTATAACGTAGTATTCGTTATCTTATAAATATAGCACG 

TATGTGATATTTATTGTAATATTATGTCATGTATATATATTTATCTTTAC 

TATATTTATAATGTTGTGTCTATGTCT 

>Sequence 2355 

AGGTACGCGGGGCCCGCCGATATCTCTGCCGGGTGACTAGCTGCTTCCTT 
TCTCTCTCGC G CGCG G AGTG GTGGC AGC AGGCGC AGCCC ATCCTCT AA AT 
GCAGAACGACGCCGGCGAGTTCGTGGACCTGTACGTGCCGCGGAAATTGC 
TCCTTTGGCAAATCGCATTCATCGGTGCCAAGGGAACCACGCATTCCATT 
CCATGATGAAACCGTGGCCCGAAGGTTTGAACAAAGGTTCAACAGGGCCA 
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GGGTTTTAAA TGGG CCCAAGTTTTAAAAAACTTAATGGCCTATCCATACG 

GGGGGC TCAAT TTTCGTAAGGCATTGGGGGTGGAGGTTCAAGGAATGGAT 

TTCCCCATTTTCCTCCCGGAATTTGAGCCCCAAAGTGACCCGAATTGGTC 

CAATCTGGTTCTTCAAATAGTAAATCTTTTTTTGCAACCTGGGAAGTAGT 

AATATCCAACCAAGAATTGGTGGGGAAATTATTTTTGGTTCAATAAAAAA 

TAAAGAG 

>Sequence 2356 

AGGTACTGGAGATTCATATATGCAAATATTCTCATGCAAGAAGTTCCACA 

GTAACAACAGCAAAAAGAAAAAATTAGTTGTCCAGCCAGTGCTGGAGGAA 

AATGTTTCTGGGGAAGATGNACTCAGTCATTTTGTGGGCGAGACANCCCT 

TTGGTAACCTCCCACTTTGACCAGTCTTGGGAGCCCTTCCTGGGAATGAT 

NCGTGGGCTGAGCCGGAGATGTTTTTTGCAAAATGAAACTGAAGCTGAAA 

GAAAGGAGAATTCGAGTGAACCAAGAGAAATCCAAAGACCTGTGGAAGGA 

GGACTTAAGATGAAAGTGAAGCAAGAGAAAAATAATTAAAAAAAAAATTT 

TTAAATGTACCTGCCCG 

>Sequence2357 

AGGTACACAACCACCCTCATGCCTCCTACCCCCGAGGTTCCTAGAGCTAG 

GCTCTCCTG AGGC AATGCrn-CCTTCTCAATTCATATTCTTCCAGGAGGG 

GCACCAACGTTTTTTAAAATGATGTTGGCGACGAGGACGGTAAATTTTCT 

AGATGACTGAAGGCTGACTTTCCCCTTTCTGTGACTCTCTAGGCAACACC 

GTGACAGGAGAGACGACTCCCTTTTCTCCTCTTGTGACCACTTCTGAATC 

TGTGACCGAAATCACAGCCAGTAGCTTTGTGGTCTCCTGNGTCTCAGCTT 

CCGACACCGTGTCGGGATTCCGGGTGGAATATGAGCTGAGTGAGGAGGGA 

GATGAGCCACAGTACCTGCCCG 

>Sequence 2358 

CCGGGCAGGTACCATATAGGTCCAAACCCAAAACTGATTTTTGTTTTATG 

AAGTAGAAATGGTTGCATGGGCTCTTGGCTAGAACCATCTTTGGCCCATT 

GAAAATCAAGTTTCTGAGACTGAAAAGGAAACACACAGTGACACCATTTT 

GATGAGGAAGAGAAGATTCTGAAGGAGCCAGAATATATTTGCTGAATTTT 

GACACTGAAGAAGAAATAAACATTGAAAAAACAAAGCAAAACAACAGCAA 

CAACAAAAAACTAAACCCATTTAGGTTTCCACTACAGATGCAAGAAAAAA 

GTGCCCTTGCACGTTTTTTCTGTCTGAGTGTGTCAGCCAAGGTTGCATGG 

GGGAATTCAGGATGTATAAAAACATAGACAGAGAGAAGAAGATAATTTTG 

CACCTCAGAAATAACCTTGTGAACAGCGAGTAGCCTGTT 

>Sequence 2359 

ATGTACTTl i l 1 1 1"1 ITITH lTnTlGTACGGATGGGTTTTTGCCATGT 

TGTGCCAGCCTGGTCTTGAACTCCTGGGGGTGAGGCCAGNCCTCCCACCA 

ACATCAATAACTTAATCAGAGCAGCAAGTGTCCATATGGTAACACAGTCA 

CAACTCCCAGGATTAAAATGGGGACAGTGGACATCTTTGGGGGGCCATTA 

TTCAGCCTGACCCTGACTCAAGGTCTGGACCAACAAGAAAAATGGGCAGC 

CAGCACTTTTTTCCTCCTTTCCTCTCCTTTCATCCCATTTTTTACATTCA 

GTCAAAGATTGTCAGAACACAATTAAAAAAGAAGCAAGATTGGGGCTGGG 

GACTGACAGAGGTGCATTGCATGCCAAGAAATGTGCTTTCTAAAATCAAG 

GGCTGTGGATAGGGCCAGTGACCAAAAGAACCCCTGGTAGAAGTGCATTC 

TGGGAGTTGCAAATTGTCATGCCCTAACTCTGTTACAGTATCTGAAAGCC 

AAGTAGTGGAAAACAGGGACACAACCTTGCCTTTTAGCACAAGAAAAGTG 

CTCCAAACAAATGAACCGCCAGAACAGGGGTACCTTGCTCGGTNTCTTTG 

GATC ATTA TATTTTGACAAAAATAACATTATATTTACATATGTCACTAGT 

AATCTTTTATATATTTAAAAACTGTTGTACTTACTTTATCTTTAAAACTA 

TAACACCGCGATAAAAAACGTTAATATTTGAGAGAACTTTCTATTAAATC 

TTTCAAATAACATAGACTTGATAGAGATAATTTAATTGGGATTAATTTTT 

TTTTAACATGAAAT 

>Sequence 2360 

AGGTACAGATTGTGTCCACTGGAAAGGTAAATGATTGCTTTTTTATATTG 

CATCAAACTTGGAACATCAAGGCATCCAAAACACTAAGAATTCTATCATC 

ACAAAAATAATTCGTCTTTCTAGGTATGAAGAGATAATTATTTGTCTGGT 
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AAGCAl ill l ATAAACCCACTCATTTTATATTTAGAAAAATCCTAAATGT 

GTGGTGACTGCTTTGTAGTGAACTTTCATATACTATAAACTAGTTGTGAG 

ATAACATTCTGGTAGCTCAGTTAATAAAACAATTTCAGAATTAAAGAAAT 

TTTCTATGCAAGGTTTACTTCTCAGA rGAACAGTAGGACTTTGTAGTTTT 

ATTTCCACTAAGTGAAAAAAGAACTGTGTTTTTAAACTGTAGGAGAATTT 

AATAAATCAGCAAGGGTATTNTAGCTAATAGAATAAAAGTGCAACAGAAG 

AATTTGATTAGTCTATGAAAGGTTCTCTTAAAATTCTATCGAAATAATCT 

TCATGCAGAGATATTCAGGGGTTGGATTAGCCGTGGAATAAAGAAATGGG 

CATTGTTTCCCCTATAATTGTGCTGTTITATAACTTTTGTAATATTACTT 

TTTCTGGCTGTGTTTTTATAACTTATCCATATGCATGATGGAAAAATTTA 

ATTGGAGCCATCTTTTCCCATGTAATTAGTTTGATTCATAGAGAAACTTA 

TGTCCAAAATTTCCTTTGGGGAGGCATGTAATAAGATAAACCTTATACAT 

TTAAGGGAACCCCAATACAAAAGGGCAAACATTTCTCTGATTCTTG 

>Sequence 2361 

CCGGGCAGGTACTTTTTTTTTTTTTT I n TTTTTTTTT GGAGTAACATCC 

TCAGACAAGTAGATAGACAAGCCTCCAGCAAACAATGGGAGGAAGAATGC 

CATGATTCCTCCTTAAATTGTAGAAGCTCTCTGGCCTCTGCTGTGCATAA 

TCTGCCTACCCATCAA ATCA CAAA ATTTGTTTGTTTATATA A TATCATCC 

TTTCTCACAGCTTTTATCAGCAGAGTTCTTAAGTTCTCAAGGGAACTGTC 

TATTTGAGGAACTATAAGGATTGGTCAAATATGCTGGAATACTGCAAAGG 

CTAAAAAATGAGATTCTTTATAAGACTATGAATCCAGTGAACTAAATATT 

AGGCAAGACAACATTGTTTTATCCAGATGGCTAATTTGCATGACTCCGTT 

TAACACTTGATTTTTTTC 

>Sequence 2362 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 

TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTGGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATG 

TGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAA 

GAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAA 

GAAGCCGGCTGTCTGCAACCTGCATGAGGACCCTTACTAGAAGCTAGCCA 

TACTGGCATCCTCATC 

>Sequence 2363 

AGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACACACACA 

CATATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCTTAGGAT 

TCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAACACAAGG 

GTTATATCAATAAGAGATGGGATCCCCGAAGTAAACCGTGGAATTTGAAT 

CAAGCTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCAACATTCACCTTC 

TTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAACATTACAGTTTC 

AGGATACAAAAGTAGAAACATCTGAGATTAAGCCTACATTTTTAAAAAAA 

GATATTGAAAATTACTGTGCTTGTAATACCAGCTTTTCAAACATCAATAC 

CAGTATTGGCATTACCTAGATCA 

>Sequence 2364 

AGGTACGCGGGGGCGCGTGTGCCATTTCCTCTCTCCAGAGGACCTTTCCT 
GCCTAGGACTCATGATTGTCCCCTCCCTGCTGTTGCCTAGTTTCCTGGTA 
TTAAGGAGAATCAACTCTCTGGATAAACGTGCCTTCTCCTGCCACGGCAT 
GCACCCACACATGCGAGCCTCCCGGGTACCTGCCCGGGCGGCCGCTCGA 
>Sequence 2365 

CCGGGCAGGTACGCGGGGTCCCTGAATTCCATCTGACTCTAATTTTATGA 

GAATTGCAGAACTCTGATGGCAATAAATATATGTATTATGAAAAAATAAA 

GTTGTAATTTCTGATGACTCTAAGTCCCTTTCTTTGGTTAATAATAAAAT 

GCCTTTGTATATATTGATGTTGAAGAAGTTCAATTATTTGATGTTCGCCA 

ACAAAATTTCTCAAGAGGGGCTAAAAATCTGGAAGAACTTTTGGAAACCA 

CCACTCNNTGATCAACTCTONTCTCTGCCGACAGNTNNCATTTTGCTGAN 

NATTTCAGCCCAAAAATANT7TATGCANNTTTTGATGCCCCTTTATTCAA 
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GGGGCTATANCCCTCAANNACTTTTTCTTCCTCAAGAAAATCCAGGAATT 
TCACAAGGATAACCTTGTTATTATTATGNGGAAAACAAGNCTAAGTTTTA 
TT 

>Sequence 2366 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCnTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAG 

GGCACTAATC 

>Sequence 2367 

AGGTACGGGGGGAGGAGTTAGGGCTTAGGAAGAAGGAAATGCACAACTTG 

GGACCTGAGTTAGGCCTTCATCGTCGCGGACTCAGTAGACAGAGGCCATA 

GGTGCAGCTGTGATGGTAGAGGTGGAAGACTGATTTGCATTTTCACCAGG 

TGAGACCTGGTTACTCATTGTTTGATGAGGAAAGAGATGATAGCCAGGGC 

GGCATAAAACGGCAATGAGCTCAGTAAACAACCCCCTTCCCGTGATCTTC 

GTGGCTTCCCGCCCAGACGTGTGACCAAGATAGCAAGGAGCAGTCTTTAA 

GGCGACACGGCAGAGAGGCAGAAAAAGATGGGCCTTACCGGTTAGTTAAG 

AAAAAAAGAGGACCTGTTGCCTGGCCCTCTAGCTTTGAACTACAAAGTGG 

AGGGGAN 

>Sequence 2368 

CCGGGCAGGTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAA 

TCTGAGAGTAATACCCAAGATGCCTCCTACCTTGCAAATTTCAAGGAATT 

TCTCACTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACT 

TCAGTGGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACT 

CCCCCAGTAGATCCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCC 

CAGGGAAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGA 

ATCCGCtGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGAT 

CAAGAGAGTCTTGTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCC 

AGTGG 

>Sequence 2369 

AGGTACTAGACGGGGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGGCGGTCAGTGGAACCCTTCTTGG 

TGTGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAA 

AAAAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAA 

GGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAA 

AAAAGTGCATGACTCACTGGAGGACTTTCCCAAGAACAGCTTCGTTTAAC 

C 

>Sequence 2370 

AGGTACCATTTAATCCTCACCCCTGACTGTCAGTAGACTGCCATGGAAAC 

CCCAAGGATGCCTGTCCTGTTGGACATGTGGTCAGAGACTGGCTCCAAAG 

ATATCTCCCAAAGAGCAAAAGCCACGATCTTCCTGTTGGTGCCCAGACAC 

AGGTGCATGAGCTCCAAGGACTCCTTCCTAGGCCACCTCTCTGCTGCCTG 

ATCTAAACTCACCTCATTTCTGGGAGCTGGTCTGAGAGTCTGCCTTGGAG 

ATGTGTTGGATGGGAACTAGGGGTTTGTAGGCTCCATTGTGAGCAATACT 

GATGGGAAATGACCCCAACTGGTATGGATATTTTGCATAAAGCCCCTGAA 

ATCTGACATGCTCAGGGTCAGAGCCATGAACCACTGTCTTGACAAACCCC 

>Sequence 2371 

AGGTACAATCAACCAACAAGTCATTATTACCCTCACTGTCAACCCAACAC 
AGGCATGCTCATAAGGAAAGGTTAAAAAAAAGTAAAAGGAACTCGGCAAA 
TCTTACCCCGCCTGTTTACCAAAAACATCACCTCTAGCATCACCAGTATT 
AGAGGCACCGCCTGCCCAATGACACATGTTTAA 
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>Sequence 2372 

AGGTACTTCAAATTTCGAGCATCATTTGAAATCATTTTCTGATTCTAAGC 

TATAACTGAAATACAAATATAACATTAAGACACCCCAAAGAAGACATTAA 

GGATACACTTGTCGTTCTTAAGTGTGTTTCACTAAAAATAATAACAAAAA 

ACTTTTAATTTTTAAAATGTTTCTAGCTTTTAAAAACCTGCAGTAAATAC 

TTTACAAGTGGCTAGACACCTTCCCTGGTGGTTTAGTTTATACAAGCAGG 

AAACTTTCTCTCCTACTCTTTCTCTCTCTCTTTCTTGTTTTCTTTAAACC 

AACTGACGTAATGCCAAACTTTGCTTTAAAAGAACAGACAGAAGTAATTG 

GTAGCTTTTAACTTTTAATAATGTTCTGGATTGGTTTTAGTGGCCAAAAT 

GCCATTTAAAAAAAAAAAAAGTTCAAGTAAGA 

>Sequence 2373 

AGGTACCATGATTAGTTAAATATAAGACTCCGTAATTTTTACAATTTTAA 

CAATAATTTrATTTCTTCAAGCTTGTTAGTTTGGGATTGTATTAAAACTA 

CAGTGTGTGACTTAGAAAATGATAATGCTGCTTTATGGAAAArGGATTAT 

AGGTGGGTAAGACTTCATTGCAAAAATTGTGTAATACCATCAGTGTTAGG 

AACCCAGTTGAAGTCTAGAAGACAGATGATAGTATCTTAGACTAGGTTGG 

TATTTGAATAGATATTGGTAATATCAGTAGAATTTAATAATACATTAGAA 

AGAAAGAAATCAGAGAAGATTCTTTTATTTTCACTTGATACTTGTGTTGT 

TACTTTCAATGAGATAAGAAAGACAGGCAAAGGAGAACGTTCAGGGGCAG 

GGGATGAGAAGAAAACAAGAA 

>Sequence 2374 

AGGTACGCGGGCATCCTTATGAGACCTGAGTCCTCAAGAAAACCCTCTTC 

TGGAAGTAGTTGCTCCTTCAGAACGTTTTACAGAAAACACTAATGTAAAA 

GACACAACTAATGTAAAAGACACAAAAGAGATGTGTTCAAAGACACATTT 

TTGTAAACACCAAACTTCCAATTCATTCCTCCCTTGAGGCCATTTTTCCC 

GCTGGGACCTGCAATTTCAACTTTAGAAACCAAACTGGTTAAAACAAAAC 

TTGAGGACCAAAAATGGTGAAATACAAACAAATGTTGGGGCAATTTGACC 

TTGGTTCCCCCTGAGGCCCCCAAAAGACTTTTCAAATTAACCCCATTTGC 

CTCTTCGTTCCCCCAAGGGTGGATTCAAGCCTTTGAAAAATTTCAAGCCT 

TAACCCCGAGGCAACCTAACCTGGTCTCCCTTTAATCCCCCAAACGGAGG 

GAATTGTGGAGAAAAAAGTTTCAATGGTCCTCCAATGTTAATTCTGGGGA 

CACTTTGGAAAAAATTGGAAATG 

>Sequence 2375 

CCGGGCAGGTACTCATTTAATTAGGGTTGCAGAGGAGATGGAAAAACAAG 

CTGTTTGATTATGAAGGCAACACTTCTGTCAGTAGAATTGCTTTGGATTG 

TAAATATGTTTACTTCAGAGGAAATCAGTCAGAGTGGATGGCTCAGCAAA 

ACCCATCACAACTGCGGAAAAAAGGAAGTGACTGGCTAGAGGTAAGGAAA 

TAGATTTTCTCTAAGTTAACTGGCCTACGTGTGAATCGAACCCTGCACCC 

TGGCCTCATTAGCACCAACACTGTGAAGAACAGCTGTGGCAGAGAAAGTG 

CCACGGCCCCACCCCATCACCAGATTCAGTAGAAAGGCCCTTGGAATTTC 

CTACAAGGTTCAGTTCTGAACAGCTCCACTTCAAATCAGTATAGAATCCT 

CACAGTGACTCTGTGAGGGAGGTAAATGTCACTGCTCC 

>Sequence 2376 

CCGGGCAGGTACATGTGTCCAGGTTTCTCTCTTTGAGGGATAGTGATGCC 

CTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTTTGGGATTGTAATAGCA 

TGATGCTGATGATGCTGGAAGAGGCATCAAAACTCAGTTACTTCCCAAGG 

TTTGACTTACAGACATAAACTTCCCAGGGACCATACTTTGTAGGAACTTA 

AGAAGGTATTTGCCATTATTCCAAGGCTGGTTGTCCTTCAGAAACAAAAC 

ATGGGGATCAGTGGAGCATTGGAAAGTGGGCATGCTGGGCACAGTTCATC 

CATTGTGGTCAAGAAGCATGTCACTGGGAGAGTACCT 

>Se'quence 2377 

CCGGGCAGGTACATGTGTCCAGGTTTCTCTCTTTGAGGGATAGTGATGCC 

CTTTGGTGTAAAGCTGTGAGAAACCCCCATGGTTTGGGATTGTAATAGCA 

TGATGCTGATGATGCTGGAAGAGGCATCAAAACTCAGTTACTTCCCAAGG 

TTTGACTTACAGACATAAACTTCCCAGGGACCATACTTTGTAGGAACTTA 

AGAAGGTATTTGCCATTATTCCAAGGCTGGTTGTCCTTCAGAAACAAAAC 
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ATGGGGATCAGTGGAGCATTGGAAAGTGGGCATGCTGGGCACAGTTCATC 

CATTGTGGTCAAGAAGCATGTCACTGGGAGAGTACCT 

>Sequence 2378 

CCGGGCAGGTACTTCATCTCTCTGACCTCATTCGCATGGCATTCATGGCT 

GCAACTGATCATAGCAACCAGCTGCGAATGGCTGGGCTCCAGGCGCTTGA 

AGACATTATCAAGAAGTTTGCGTCTGTGCCTGAGCCAGAATTTCCAGGTC 

ATGCGATACTGGAGCAGTATCAGGCTAATGTGGGAGCTGCTCTAAGACCA 

GCCTTTTCACAAGATACACCATCAGATATAATAGCGAAAGCTTGCCAGGT 

ATGTAGTACCT 

>Sequence 2379 

AGGTACACGGCCTGGCTACCTGTGGGTTGTTTGGATCTATCGGAACCTCA 

TTGGAAGTGTGCACTTCTTTTTCATCCTCACCCTCATTGTGCTAATCATC 

ACCTATCTTTACTGGCAGATCACAGAGGGAAGGAAGATTATGATAAGGCT 

GCTCCATGAGCAGATCATTAATGAGGGCAAAGATAAAATGTTCCTGATAG 

AAAAATTGATCAAGCTGCAGGATATGGAGAAGAAAGCAAACCCCAGCTCA 

CTTGTTCTGGAAAGGAGAGAGGTGGAGCAACAAGGCTTTTTGCATTTGGG 

GGAACATGATGGCAGTCTTGACTTGCGATCTAGAAGATCAGTTCAAGAAG 

GTAATCCAAGGGCCTGATGACTCTTTTGGTAACCAGACACCAATCAAATA 

AGGGGAGGAGATGAAAATGGAATGGTTTCTTCCATGCCACCTGTGCCTTT 

AAGAACTGCCCCAAAAAAAA 

>Sequence 2380 

AGGTACGCGGGGGTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCAC 

CTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTAT 

TTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTC 

CCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAA 

TGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGA 

GCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGC 

GCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACC * 

TGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGG 

CTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAAT 

GGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATT 

TACTACATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGT 

TCAAATAAGAGATAAGATACTGAAACACATAACACCTTCGCTAGTTNTTA 

GTATACAAATATTGAG 

>Sequence 2381 

AGGTACAACATGGGGCTGTTCATCCTTCGTCTTGCTGAAGATGGTCCTGC 

CACCAAAGATGGCAGAATTCATGTTGGTGACCAGATTGTTGAAATCAATG 

GGGAACCTACACAAGGAATCACACATACTCGAGCAATTGAGCTCATTCAG 

GCTGGTGGAAATAAAGTTCTTCTTCTTTTGAGGCCAGGAACTGGCTTGAT 

ACCTGACCATGGTGATTGGGATATTAATAATCCTTCGTCTTCAAATGTGA 

TTTATGATGAACAGTCACCATTACCCCCATCTTCACATTTTGCTTCCATA 

TTTGAAGAGTCTCACGTGCCAGTAATTGAAGAATCTTTGAGAGTTCAGAT 

ATGTGAAAAGGCAGAAGAATTAAAGGACATTGTGCCTGAAAAGAAAAGCA 

CTTTAAATGAAAATCAGCCTGAGATAAAGCATCAGTCTCTTCTCCAGAAA 

AATGTGAGTAAGAGGGATCCACCCAGCAGTCATGGGCACAGTAACAAGAA 

AAATCTATTAAAAGTAGAAAATGGTGTTACACCAAGAGGTAGATCGGTTA 

GTCCCAAAAAGCCAGCCAGTCAACATTCAAAAGAACATTTGGATAAATTC 

CTAGTCCTTTAAAAAATAACCCCAAAAGAAGAGCGAGAGATCAATCCCTC 

ACCCCCAGCAAAAGGGAAAATAAAAGTGGTAAGTCAACACCAGGGCAAGC 

TCTGGACAAGATCAGTACAGAAAAAACAGAGGTCGGTCGGCCAGCCCAAA 

AAAAGCAGCAAATAATGGATGGAGCAAAGCTTCATCAAATGCTGAAGGCC 

AAATATTAG 

>Sequence 2382 

ATGGCCTCTTCTAGGCAGATCCGTCTACAACTGGTAACAGCAACCATATC 

GAGTTTCTCTTTATCACAATACCACGAGGCTTATCATCATTGCCATGCCT 

TTAGTAACATCACTTTTTTAAATGGGCATTTTCACAATGTAATCTGCAAC 
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CTACATATAACATGCACTCTTTATTGAAGGCCGTACCTGCCCGGGCGGCC 

GCTCGAGAGACACATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATT 

GGGTGACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCT 

TGGCGGAATATCTCTTTGACAAGCACACCCTGGGAGACAGTGATAATGAA 

AGCTAAGCCTCGGGCTAATTTCCCCATAGCCGTGGGGTGACTTCCCTGGT 

CACCAAGGCAATGCATGCATTGTGGGGTTTTCTTTACCTTTTCTATAAGT 

TGTACCTT 

>Sequence 2383 

CCGGGCAGGTACGCGGGGGGGGGGGGATTCTTGATCCATGCACAGCGATG 

TGAGCTGAGGTGCAGGCACCAGACCTAGGAATTCCTAGAAAAATAGTCAG 

GAAGCATTTAGACACATCAAATGTTAAACGAGTCCTGATTATGATGATAA 

TGATGATGATTTTGGTGGTTGCAATAGCAAAGCCTTAAGTATGAAGGAGA 

CGTGCCAGCTGGAAATACAGGTAGACAATGAACAACTGAATTTAGAGGAC 

GAAGACA 

>Sequence 2384 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGCCTGCAGGAAGCTGCCTGCTCCTGTGACCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAArTCCTATGTTCTGAACTCAGGGAAAGAAATAGGAGAATCATTTGCAG 

CCTACCTCACCACAGCCCCACCAAGATGGCTACATAATACTTGTAAAAAT 

GTTTCCTACTTCCTTGACrTTGTAACTTTATATTCTTCAACACAACCCCC 

ATGTTAACAATAAGAAGGGCTGGAAGAAACTGAAATCAAGCCCCGCGCGG 

TGGCTCACGCCTGTAATTCCCGCACCTTGGGAAGCCGAGGCAAGCANATC 

ACCAAGTCCGGAGATCGAGACCATCTGGCTTACACAATGAAAACCCGCTC 

TACTATAATAAAAAA 

>Sequence 2385 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACt 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

GGCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGCCTGCAGGAAGCTGCCTGCTCCTGTGACCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAACCATGTGTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAATTCCTATGTTCTGAACTCAGGGAAAGAAATACGAGAATCATTTGCAG 

CCTACCTCACCACAGCCCCACCAAGATGGCTACATAATACTTGTAAAAAT 

GTTTGCTACTTCCTTGACTTTGTAACTrTATATTCTTCAACACAACCCCC 

ATGTTAACAATAGGAAGGGACTGAAGAAACTGAAATCAGCCCCGGGCGGT 

GGCTCACGCCTGTAATCCCGCACTTTGGGGAGCCGAGGCCGCANATCAAC 

GAGTCATGAGAACGGAACCTCCTGGCTTACACAATAAACCCCGTTTTACT 

ATAATTAAAAAC 

>Sequence 2386 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 

AGAAGGCTTCCGAAGAGCCATGCATGCGTCCTCTGGCTGCTCCAGGTGTA 

AAAAATGCCAGGGAGGGGACAATGATGAGTCCTAGGCAGGAAAGGTCCTC 

TGGAGAGAGGAAATGGCACACGCGCAAGCACGGAGGCATGAGGGGCCAGG 

GTCCTGGAGGACACTGGGCCGGGACAGATCAGACTCCCCCCGCGTACCT 

>Sequence 2387 

AGGTACGCGGGTTTCCTCAACATGGCTGCGCCCTTGTCAGTGGAGGTGGA 
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GTTCGGGTGAGTCACAGAGCTGGGGCGCCGTGGGGATGGATTGAAGTCGT 

CGGGCCCAGAATTCCTTTCCTTCTGCCGTGGGGCCTGACA 

>Sequence 2388 

CCGGGCAGGTACGCGGGGGGGGGGGGATTCTTGATCCATGCACAGCGATG 

TGAGCTGAGGTGCAGGCACCAGACCTAGGAATTCCTAGAAAAATAGTCAG 

GAAGCATTTAGACACATCAAATGNTTAAACGAGTCCTGATTATGNATGAT 

ACATGATGATGATTTTNGGTGGTTGGCAATAGCAAAGCTCTTAAGTATTG 

AAGGAGACCGTGCCAGCTGGAAATACANGGTAGACTAATGAACCAACTGA 

ATTTAGAGGGACGAAGACANTTGAAAGCATTTGATGCCACTCAAATTGAG 

GCCGTTTCATTTGAGATCAACAGCTCTCCACATGTGTGGACAGAGTACTC 

TCG 

>Sequence2389 

aggtacti rnrrn m i rm t i titgggg agaagatcatgc atttcc 

TAGGACAGGACTAATACATTTAGCTGTGGCTATTATCAAAGAGCACCAAG 

ACCTTAGGTGGGGCAACCACACTGGCTATGGGGCTCGATGTAAGCCAGAC 

CCATGACCCATAAACTATTTCAGGTAGGAAGTAAGCAATACTATAACTTG 

GACTCGAGGGGGAGCAAAAGGGCACCCCTCAATGGTGATGGCTGCCCACT 

TGGTCTCAACACTGTAAAACTTGGGACTTGCTGCCAAGCTCCACCAGGCA 

GGGGGCAGAGGACACTGAGTCTCCTCCAAC 

>Sequence 2390 

AGGTACTTCTATTT i 1' 1 1 ITrTTTTTTTrTTGGGGGGATTACACAATCTA 

AAAGCCCCAAGGATATTCATCAATTCTATTCTTTTCTCTTTATGACTATT 

TCCTTCTTTATCCTAAATTGTCAAAAATACATCAAGGGGCATTCTGATAC 

AGAAGCACTCTGATACAGAAACACGCATTTAACATGAAAATTAACGGTTA 

ACAAAAAAGGAAAGTTACAGAGGATAAAATACCTTTTAGCCTTGACCCAT 

TTTACTTCTTTCTTGGGCATACAGATACATGCTAATATCCATACCTTGCT 

AAATATAAAAATACCTGAGAGTAGCTGGATGGAGCCCAATTTTGTATAGA 

CAGCCTGTTAGTTTCTCCATCTCTATATGCATTGTCATATAAAAAGTAAG 

AGAAAACTAAACAAGTTCTTTTTAAATGTAACTTCCTTTTTGAAAATATG 

CATATAAGACTATGCATTTTAATTTTCATGAATACTGACCTTCTGrAAAT 

GCAAATACGCATTTTCTACATTACAATATTACCCAAGGGGGAAAAAAAAA 

CCAACC ACCAA AAAGGAAATGACTGTGTATGAATAAACCGGAATAAAACA 

ATCCCACTTTTGTACCATTTCCACGTGCTTTCAGAATGGCTTTTAAAATT 

CTACCTTTAAAATACTTTTATTCCTATTACAGATCATAAAAGTGGTGAAA 

ATTTGAATTCCCAATTTCCTAATTAAAAAAAATACCTTCCTTATCGGGCA 

CCGGCTTGCTTTAAGGGAACGTCTCATAACCATTGGAAATTTTCCATGAC 

CCCATTTTTTT 

>Sequence 2391 

AGGTACTI HU1 m l l l lTTTTTITl-nGATGCTATTACTGAATAACT 

CTTTCTGAGATGGTTGTTGTATAGTAAACCATGAGTCTGGCATGTCTAAA 

ATTGTCTTCATTTCTTrCCATAAATTGAATGTTTTGCTGTGTAAGTCATT 

CAAAGTTGAAGACAATGTCCCATCTTTTGACAGAAAGGGAAGGAAGGATA 

TGTGCTCAGCCTGCCAGTTTGACCCACTTTTGAAAAGGGCTTTGTGGTCT 

CTACCAATGAGAAGTCTGGTGTCAATGTGATTTTCTTAACTTTATAGGAA 

TTGTTrGTTTCCCTCTTITCTGAAAACTTGTGCTTTCATCAGGCTCTACC 

AGCCTTGATACTCTGTCACTCACTGGGCATGGTACCTGCCCG 

>Sequence 2392 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAAGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAG 
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TTAAGTACCT 
>Sequence 2393 

CCGGGCAGGTACGCGGGGAGAACAGGCGATATCTTCACCATGCGCACAAT 

GAAATCAATACTCAGAGAAGGCAGATAATTCTCCACGAAGCCAGAAAACT 

AATAAATGAACAACTTGGGTGAAATGTCCCACCAGACGGTGTGATATTTA 

GTAGCCCAGAAAGCTGCCAAGGGGTTGAATGACACTATCTGAAGATATGA 

ACCAGTTTGCTCTCCATAGGGAGGATTTCATCAACAGGAAACAGATGCCT 

GGAAGGCATTGGATTTGCTAAGTGTCTATGCCATATGATTCTGCTGTTTG 

CGTTTGATTTAGAATGCTGAGCTGACTCAAAGTCAAACTATTTCATATGT 

TGAAATCCTGACTCCCAGCCTGAGGGCATTACGAGGGGCTCTGGGAGGTG 

ATTAGGTCATGAGGGTGGAGCCCTCATGAATGGGATTAGTGCCCTTATAA 

AAGAGGCATCAGAGAGATCGTTTGCTCCTTCTGCCATGTGAAGACACAGC 

AATGGATGACTATCAAGGTATAAGAAAGAACACATGATTTTCTCTTCCTG 

AAGCATGGGACCGATATTATAGCTTACCCTCCAGGGCAGGATAATTTGCT 

CATTGTGGATTAATTGGCCTCAGCAGATGAAAACTCCTTGAAACCATGGA 

AATCAAGGAGTCAGAATGAACGTCAATGGCATTGTTTTCAATAGCCTTAC 

AAATTAGGCTTGGGAAAAAAATTGCTGGTGAGTGAATATTAATGTGATGT 

AAAGAGGAACTTTTGAAAAG 

>Sequence 2394 

CCGGGCAGGTACGCGGGGGGGATGAGTCAGGGAGAGCTAGTGTGGTAGCA 

GTTTCTAGAGCTGTTTTCAAGGAATGGAAAGAGGAGTGGGGAAAGGATTT 

AGGATCTATGGGGTTGGCTAGGTTTCCGCTTTCTGAGTTTATATAATGGT 

TTCGAGAATAAATGTTGAAGGAGCAGGAGGGTGTCTTGTTGAGAAGATTT 

AAAGGAGGGGCTACAAAGTAGAAGGTCATCAATATATTGAATAACGTGAG 

AAGCACAGGGGTGGAAAGAAAGTAAATCATGAGAAAGAGCTTGGCTGAAG 

GAATGAGGGCTGTCCCTGAAGCCTCGTGGCAGTACCT 

>Sequence 2395 

CCGGGCAGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCC 

AGGCGAATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGC 

AATAATGGTTAATAAGATGGCGTTAAACATAGATCGCTCCCAGGGCTCTA 

AAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAA 

TATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTA 

AGTTTGTCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGC 

GAAATGATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCA 

TCTCCCAGTTGGGTGTATCTCCCTGCGGCTTAAGTGAGCGCCGAGGCTTT 

GGCTCCTCCCCAGCTGCTGCGAGCTTCCCACTGCCCCGCGTACCT 

>Sequence 2396 

NCTAGTGCTGGACATTGGCCATACTATGATCTAGGGCGAATTGTAGCTCC 

ACCGCAGAGGCGGCCGCCCGGGCAGGTACTTTTATTTGGGTTTTTTTATT 

CTTTTTTAGAACAAACACAAAAAAGTTTTATTTAAAAAAAGAGTTTGACA 

TTTAAAAGTTTGAAATAATATTAAAGTGACACCCTGTTTCCTTGGAAACA 

CAATGCAGAACCACAAACTCTGAGACTTATTATAGCGAAAGTATTGTCAT 

TCAGTTCAATCTAATGGTATGAGGTTAGCTTTGAAGGCCAAAAGAAACTA 

GTTTCTAATTCTTATTCTTCTCCCCACTAGACTTGTGGCCTAGGTAATTT 

TGTAATCTTTCTGAGTCTGTTTTCTCATCAGGAGCAGGATAATTCCTAAG 

TAATAGATCATATGTAGAAGTGAATATGATCTCATGGCAGAGGACATCAA 

CCATAGTTAATTATTAAGAATATATTTACATTGAGCTATCCTTTATCTAC 

TTTAAAATTGCAGACAAACAACATTTGGCAAAGTATAGATAAAATGTTTT 

AACATTAAAATTTCTTTCTTTCTTTTTAGGAAAAAGTCACAACTACAGTA 

AAAATAT7TAAGGAAGGACCCAGTTCATTTTGATACACCTTTCCCCAACC 

CTAATACAGGTTTGTTTTTAT 

>Sequence 2397 

GGAGCACCCAAGGGTGCGAGGGCCCAGTCTGTGGGCGCTGTGTGGCACCA 
TTCACAGCAAGTCCATCTTGGGTCTGTAGTGCAGCAGGAGCGGCGCCTTC 
TTGAATCTCCACCTAGTGACAACCACGAACTTGAGTGTGTGGTCCTTGCC 
CAGGATCTCCTCGTTGCATAAAATGTCCAGCTCGTTAAAGGATGCCCGCG 
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TACCT 

>Sequence 2398 

AGGTACGCTGGCAGGGCCAGTGGCAGGAAGGGAGGGACAAGTGGACAGTG 

GTGTGTCTGAATTGTAGAGTGTTAGATTCCAGGTCATTCCCATCTGCTCA 

ATTCCATCAGCCGCAGAGTTCAAGCTGTCATCTAAGCCCAGGGAGGTGTA 

AGGAACAGGCCACATCTGGTTCTTGGAAGTATATGCCCAGGCATTTAAAG 

CGGATCTT1CCTCTTTGGGCCATGGGTGGATTTCCTGCTCAAGCAACCTT 

CATCTCTTAAGCTGTGTTGCTGGGAATTCTGGGACTTTTCCATTCAAGGC 

TGGGGGCCCATTCAATAACTTGGGCGGTTTCCTCCCCCATGACATTTGAA 

ACGCCTTTCCTTGCGGCTTAATTTTGGGAACCGGGAGGGGCCCATTTCAC 

TTGGTCCCC 

>Sequence 2399 

AGCGGCCGCCCGGGCAGGTACGCGGGGGTTGGAGACCATTGCTCTATAGC 

AAGACCAGACTTTGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAA 

TGAGGATGAAGACCTTTGTAATGACCTTTTCCCACATAATGAATAGCCAT 

TGGGAGACACACTTCTGAACACCACCACTGGAAAATCACACATGCTGAAA 

TGGGAGAGTTCCCTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTC 

ATTCTGTTCAGCTGGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTA 

TGCAGACAGAAAGTGCAGGAACTGGGAAGCAAAATATAAACTAGTTAATT 

TGGATCTTCAAGAGTAAAGCGGGTTT 

>Sequence 2400 

AGGTACiTTTrrril^-ri-lTTTITlTITmTrGTAGAGATGGAGTCTTG 

CTGTTTTGCCCAGGTTGTTTTCGAACTCCTGACCTCAAGCAATCCTTCTG 

TCTCTGCCTCCCAGAGTGCTGGGATAACAAACATAAGCCACCATGCCCAG 

CCAATCCTCAGTTATTTTCTAATACTAGATAATCTAATTGCTCACTTATT 

ACATTATTTTTCCAATTAAAGGTGTAAGATTTAGACATTAAATTTAAGTT 

ATAAGTGTTTCCTTGAACACCTAATTGTAACTGTAACTAGAACAGGTGAT 

CATTGGTGACTATTGAAAGTTTCAGTGGATTTTTAAATTATATTTTCAAT 

CTGTAAAGTAGTAGCAT 

>Sequence 2401 

TGTCCTCAGATCTCAGGCTGCTCAGCTCCATGTAGGCTGTGTCTGTAGAT 

GTGTCCTCGGTCATGGTGACTCTGCCCTGGAACTTCTGTGCGTTGATTGT 

TTCACCATCTTCAGGATCAAAACCTCCCTTCCACTCAAGCCCCTTTTCCA 

GG AAGCCTGTCGCACCCAGTGCATGGATAAATTTCAGTGAGGGGTGTAAT 

CCGGAAAACCCTTGCAGGAAGACCCTTTCACTGGAGGGCCCCCAGGCTTT 

CTTTTCACCCTTCAGCCCCCAGAACTGGTACCTTCGGGCCCGCTTCTAGA 

AACTAAGTGGGATTCCCCCCGGGGCCTGCCAGGGAAATTTCGGATATTCC 

AAGGCTTTATTCGATTACCCCGTCGAACCTTTCGAGGGGGGGGGGCCCCC 

GGGTACCCCAACCTTTTTTGGTTCCCCTTTAAAG 

>Sequence 2402 

AGGTACGCGGGGAGGATTAACAGAAGCAGATTAACCTCAGAAATCCTGTC 

TGGCTGGCAGATTTCAAGTAAAAAAAAAAGGTGGGTTGGGGGGACCCTTT 

TCTTTCT AGTTG TCTTTAAGGAAAATTAATTTTACTTTTTTT^ 

GCCGAAATTTTTATGAGATATNCTCTCACTTGTCCTTCCACTTTGAACCC 

GGTTAAANGCTCATANGCTGTCAGCTTCTGAATGAGGAGGGNGAGAAAGC 

CCCTGGGTTCTTTCCTTTTGAAAGGGAATCCGCTTGGCTTGAGGGGCTTG 

CCCT CCCTCATAGGTGGTGCGTGGTCGTTrrCTTCTTTCCTGAACGCATT 

TTTTGGTGATTATTCAGGAGGGTTAACTTATTGCTAAAGGCATTCCAGGG 

CCGG 

>Sequence 2403 

AGGTACTTTTTTTTTTTTTi I I TT 11 rri l GTTTAATTACATTTATTTCA 

TTGAATAATGGATTGTCAACAGTAGTTATAAAATAGTGCATGGCTTAATG 

TGTTAATTATCATAAGTAGAATCCACAATTAAAGTTTGATATTTGCTGAA 

TACTTTCTCTGCAAGGATATAAAAATTAATCATCCACAACCTAATTAACT 

TAAATTTCAAATTAAATTCACATATGTGGGTGTTTTACTATCTTTTGCTT 

TTCGGTAATGTTGGTGACATTTTAGTAATGCATTATGAACAGTTATTATA 
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CAATGTGAATTAATTGTGTAATAACTTTAGTGTCACATGTTTAAGAACTA 

TTTAGTTTAT 

>Sequence 2404 

CCGGGCAGGTACGCGGGGGATGCTGCCACCTAGGTTACTTGTAGGACCCT 

ATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAA 

ATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAA 

AAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAG 

TCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATG 

CCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTG 

AGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCCAAGAGGTATCCTTCACT 

AGAAAGCTAGCCC 

>Sequence 2405 

CCGGGCAGGTATTATTCTTTCCTTTTGTGTATGTTTGAAATTTTCCATTA 

TAAAAAGGACAAAAAAAAAAGAGAGAGAAAACTAAAAAAGAAAAAATAGT 

GTTGCGCTTGTTAGTAAAACCAATCTTAAGGCCAGTTACTAAAAAGTAAA 

CTCCTACAATTTTGAATAGCTATTTGCTAATACAGTGATTTGCTGCCTTC 

TTGGGGTTAGTTTAGCCTGTCCATTCCTTATTTAACTTGCTCCCTTCCTT 

CCCTTTTAATAAAGTCCTGCCTAAGCTCCAGGCTCTATTTTCCACCTCTC 

CCCTAAGATTTAGGATTGTTTCCGTTTTAAGTTCAGTGGGCCATATTGTC 

TTTCCTGGTTCTCCT 

>Sequence 2406 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

GTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 

TAAAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCTGGACATACTT 

TTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCA 

GGCTGAAGTGAAAACGTTCATGTTTGCANGGACATGACACCACATTCCAG 

TGCTAATCTCCTGC 

>Sequence 2407 

CCGGGCAGGTACCGTTAACTTCCAATTAACTAGTTTTGACAACATTCAAA 

AAAGAGTAATAAACTAAGGCTTAATTTTAATAATCAACACCCTCCTAGCC 

TTACTACTAATAATTATTACATTTTGACTACCACAACTCAACGGCTACAT 

AGGAAAAATTCCACTCACTTACGAGTTGCGGCTTTCTACCCTATTATCCC 

CCGCCCCGCGGTCCCTTTTCTCCATAAAAATTCTTTCTTAAGTAGCTAAT 

TAACCTTTCTTATTTATTTTGAATCTAAGAAAATTGGCCCTTCCTTTTTA 

ACCCCCTTACCATTGAGGCCTCTACAAAACCAACCTAAACCCTTGCCACC 

TTAATAGGTTATTGTTCAATTCCCTTCTTTATTAAATTAATCATTCCTTA 

ACCCCCTAAAGTCTTGGCCCTTATGAGTTGACCTACCAT 

>Sequence 2408 

AGGTACGCGGGGCTCTCACTGCTCCCAAAAATGGCGGACGCATTCGGAGA 

TGAGCTGTTCAGCGTGTTCGAGGGCGACTCGACCACTGCGGCGGGAACCA 

AAAAGACAAGGAAAAGGACAAGGGGAAATGGAAGGGGCCTCCAGGGTCTG 

CAGACAAGGGAGGGTAAGGAAGAAGTTCCAGTTGTTGCTTTTATTTTTTT 

TCTCGGTGGGGAGGAAGAAAACACTACTCTCTTAGGAAGAGCACGAGAAA 

GTGAAGTGTACCTGCCCG 

>Sequence 2409 

CCGGGCAGGTACT n i I TTT T TT T TITITTT1 1 11 1TCCTTTTAATGCTG 

TTCACTGCTACCCATTTAGTCAACTTGGACCACCCTCTAGAGGGGCTTCA 

ACTGTTATTTTCAATACATTGTCACAGGGACAGAGGAGGGTGTTAGGGAA 

CTCTGTGACTAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTACAAGC 

ATTAAGTTATTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGAGTGGA 

AAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTTTTTCTGTACCT 

>Sequence 2410 

AGGTACGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGC 
TGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGG 
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AACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACA 

CATTTCCCACCTTGCCCAACAGTATAAAAACATAAGAAGAGAAAAACATT 

AAAAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTG 

GAACCTTCAGAAGGGTAATTAAATGCCCTTTGTAAAGAAGAGGGCCCAGA 

GAGCCTTTGCGCACCCTTCTTTCCTTGCCATG.GTGAGGAGCCCAAAGAAG 

CCCCGCTTGTCTTGCAACCCTGCAAGAAGGACCCCTTAACTAAGAAAGCT 

AGN 

>Sequence 2411 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTANT 

CTTCTCACAANTCCTGGAGGGCTTGGAAGTCTGCAATCNACGGTGCCAGC 

ATGNGTCAGGGTTCTTGGTGAGGGGCCTCTTNTCCTTCTCACTTTGTGTG 

CTCTTT 

> Sequence 2412 

AGGGACTTTITrnTlTl TTH 1 1 TITnTATTCTTTGGGCAGCTAAAAT 

CTAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTA 

GAAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTA 

TTTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAG 

TATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATA 

ATATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTAT 

AAAAAAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCAC 

A 

>Sequence 2413 

AGGT ACTTTTTTTTTTTTTT1 " I" 1 Tl ' ITTTTTTTG CTTn^CTTCTTCTTTC 

CCTTTCAGGCATCTCCTCGTTTTATTTTCTGTAACTCACAGAGTGCTGCA 

AAATAATGTTAGGGCTTTGCAGTTrATTCCTTGCGATTTAACTGCATAAA 

TATAAAAAGTGCCTGAGCAATAATGCACGTTGGGTTATTCAATAACACAA 

GGAATGTAAAGTCGATTTCATATGCTCCTTGAATCAGGGAACACTTAATT 

AAGTCATATTGATGAGAAATGCCAACGGTTTTTATTTATCCAGGTGCAAT 

GAGGGCTTGCCAAGAATACTTTCTTGAGGTTTAAATAAATTGCACCACTT 

CTGTTGGAAGGGGAGTGGAAAAAATT 

>Sequence24l4 

CCGGGCAGGTACTTT T 1 1 11111111111 11 1 11 1 1 1 GGGCAATACCAGC 

TTTCACCCTGTCCTCTGCACTGCTTAGCCTTGGCTCTGCTGAGTTGTGCA 

ACACATTCTGAGAGATGCCATACAATGCTCCAGGCAAACTTATAGAAAAA 

CAGGAATGAGTGATTTTATACGGGATGTGTTTCAGCTGTCCAATTCAAAA 

TAAATCACGTCCAGGTGCATTCTTTCCTAATTTGTGACCCAAACTGCTTG 

CACTTTATACATTAATGAATTATTTTTTAAAAAGAAATTAGCTCTATCAT 

GAAGACAGGGCTATCTAACCCTTTGTGGTCTTTCTCCCTTAAAAAGCAAT 

TGTTAC 

>Sequence 2415 

AGGTACATAGTTCACATTTTTTGGAAGAATTCCACAAAAGAAGAAGAAAA 

GGAAATCTAATCTAAAAATACTATTTTGGAGGGGATAGCAGATTGAAAAT 

GAGAATTTTGAAAGTTTCAATACCAGTGGGGAAAGCATTTGCTAGAGTTT 

AGAAGGACAGCATATGGTACACCAGATCACGAGACATCGTTTCATACTTC 

CCAAATAGTTTTATATTTTAGCTTTGAAGGTCAGTTACCAGAGCCAAACT 

TGTTCTTAACAAGCAGAATTTTATGTCCATTCAAAGAGTCTCTTACACCT 

TTCTGGGCCTATTCACTTGCAGAGAGGAGTCGAAACTGTAACCAGGCTCT 

TCATATCGTGCATTCATAT 

>Sequence 2416 

AGGTACTT1 1 1 ICTri TIM 1 1 1 11111111111 ACT ACTTTCTTCTTTC 

TTATTTTCTCATTGGCCTCAGGTCTTGGAATATCTTGAATTCAAACTAAT 

AATTCACCTCCTTCTCAGCACTCTCAATATAGTCTTTTGCCAACACCTGA 
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TGAGACATATAACTTATGACCATTGCACn'CTCTTTTTTTCCATGGTTTG 

CATTTAGGAGGTAATTTTCTTCAGCTATTAGAGCATATCCTTCCTCATCA 

TTTTAGAG AAATA CTTGGTCAAATGACCrrrTAAATAAAAGATGGTTCTT 

ACCTTCTAATTTTCCACTTATTTTATCCATTTCTTTTTGATGTGTAGCCT 

TGGGTAAACACACATCCTTCTGTG 

>Sequence 2417 

AGGTACTrrri"irJ-JTTTTTTTTTriirj"l"rCAAATGTGACAGGCATTTA 

TTTTAACAGAGAGGAAGGGGAAGACAAAATATCATAAAATGTGTGGGTTT 

TCCCCAGATGACTCTGTTGAAAAAACCAGGAAATGCAGAGCGGGGGGACA 

AATGGAGGAGAGATATTAACTAGAACATTGCTGACTCAAGGCCGTCCAGC 

TTCAGTGGGAGTTCTGATTAGGCCCCATGTCTGCCTGATGCCACCTGCAA 

CATGGGCTCCGCATGTGCCAAGACACTGAAAACTGTTTGCCGACACTTGG 

TGTATTTGTCAGTGATCTTACTTTTCAGTGTATTTATGTGCTAATCTTTT 

ATTATTGGATTTGCTTCTACAAATTTGTTTTTACCATAAGACAA 

>Sequence2418 

AGGTACGCGGGGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACA 

GTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAA 

TGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAA 

TTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGC 

CATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTC 

ACTAGAAGCTAGCCAT 

>Sequence 2419 

CCGGGCAGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAG 

CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATT 

TCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTTTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATAC 

>Sequence 2420 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACTTGTAGGACCCTATACGGCAGCCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCC 

AGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAG 

AATACACATTTCCCACCTTGCCCAACAGTAGGAAAAACATGGTAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGTTGCCTTGGGCCGGTTCTAGAAA 

CTAGGTGGGATCCCCCGGGGCTTGCAGGAAAATTGAATATTCAAGCCTTT 

ATTCGAATACCCGTCGAACCTTCAAGGGGGGGGGCCCCGGTACC 

>Sequence 2421 

CCGGGCAGGTACGCGGGGGACCTGACGCTGGGAGGAGATGCTGCCACCTA 

GGTTACTTGTAGGACCCTATACGGCAGCCTCCTTTGCCAGGAACTATTTA 

TAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCC 

AGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCAG 

AATACACATTTCCCACCTTGCCCAACAGTAGGAAAAACATGGTAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGTTGCCTTGGGCCGGTTCTAGAAA 

CTAGGTGGGATCCCCCGGGGCTTGCAGGAAAATTGAATATTCAAGCCTTT 

ATTCGAATACCCGTCGAACCTTCAAGGGGGGGGGCCCCGGTACC 

>Sequence 2422 

AGGTACTCAGAGTGCACAATGTAAGAAGTCACTCACTCTTGGGCATGCGC 

TAGTTCAGGGTTGGCAGCGACAGTGAGTGCCTTCTTACATTTTGCACCCT 

GGATACCTTCCTTGCCTCACCCTAGACTGGCCCAGATGTCTAGTCTACAG 

CTCACCTTATCACTTGCAATTTCTATrTCAATGACTACACTTTTCACTTC 

CAAGGTTTTTATATTTTAATCCCTATCTATTCTTAAGAATTCTTTGTTCC 
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CCTTCCCTCTTTTACTTATTGGATGATTCAAGAATCCTTATTTTAACAAT 

GAATATTGCACCATTATGTCTGGTTCTTCATGAATGGACTCCCACAATTC 

TTTGGGTCTGATGACTATACTTATGCCAAAAAAAATTTCCTGGGTGCCTT 

AGAAATTATTCTTTAGAGCCTACCTTGTTAGGGAAGGAATCTTAATTGTC 

TGGTATCCTAAATGGTGGATTTATAACTTGTGAAAATATTTCTCTGAGGT 

TAGTTTAAGAAATTATAGTTCTCACACCCTGGTTGAAGCTGTATTGTAAA 

CTATGGGTAACGATCTTGTTTAATCCTAGTACAAAAAGAAAACTGATCTA 

TCTTACTTAGTGGTTCGTTTTAGCGTATGTAAACCTTACATTTTGGATTG 

TTGTTACATGATGTACATAGATATTAAGTTTTTAATCCTGATATAAAATA 

ATTTACGTCAATTAGACTCTCATCTAGTTGAATTAGTATCTAAAAAGACG 

TACTTGGCGATTCATTATATCATTGTACATTTCCCTATATCGACCGTGTT 

ATTAAAAAAACGTGCTATTGAAGAATAAGTGTGTCCATACCGTATCGTTC 

TACATTTATGGAAGAGA1ATCCTCCGGAGGAATACTCCCT 

>Sequence 2423 

AGGACI'I'ri-I'I'I"I-I"ITJ-|iriiriTriTITrACTGCAACAACCTAACAGG 

AAAACTAATCAGAGATCATGAGGAGAGTGGTATATCAGTCAGGGACTAAT 

CAGGAACATAATCCACTTGAGAATTTAAAATAAGAGGGCTTAGGCTGGGG 

AGTTGGTGACAGCATAATGGGAAATCTACAAAGCAAACAGGAATAGGGAG 

ACAACCCAGAGCCCATCTAGGCTGGCAGAGTCATCATCTCTAGGCTGGAA 

GGTCAGAAGAAGGTGGTGTTAGTGGAGCCAGGAGATGCACAGTCTCCCAG 

GGG AAGCTGG AGCTAGG GTGTACCTGCCCG 

>Sequence 2424 

TTCCCITrAGTGAGGGATCATAGCACGCGGAAAGCATTATTTTGATTTTA 

TATCTGAGTATGTTTTTAGCCAGAAGAGGAGAAGAAAGAGGTTAAAAAGC 

AAAAACAGAATTTATAGATGCACGATATTACTTCTGAACAAGAGAAAGAA 

ACTGGTAGGAAAATTTATTTTAAAAAGTGTTGAAGGGAAAGAATCAAGAC 

CACAGATCCAGATCCGGAGATTATTTTGCTAAAGAATAGCAATTGTGAGG 

CATGAGGTGGGAGGGGGGAAGAAGCTATGAACTTAATTTTGAGGTTTCTG 

AAAAGGAAACTTGAGTGAATTCACTTCAGATGCATTTGGAATGTTTGCAC 

TCCAGAAGATGAGATTGTGTGTGCTCTGGAGAGTATTGGAAGAAGGAGGT 

ATTACTAGATTTGGCGACTCCCACAGTGACTCATTACTCTTCTGTGTTAC 

TTTCAGGATTCATAGAGATATGTTTTGCTGATATTATCTATTTAAGCGAG 

AATAATTGGAAATTGAATCCATGGGCTTTTTTTTGGAAAAATTTGTGCTT 

TATAAAATCTGTTAGAAGGGTGGGCCCGGGGGGGTATGCCCTGTAATCCC 

AAAATTTTTGGAGGCCAAGGGCGGCAAAATCATTTGGGGTAACAAGTAGT 

AGACCAGCTTGTCCTAAGTGGAGAAACCCAGGTTCTTCTATAAATGCCAA 

AAATTATTAGCTGGGGTTTGGGGAACAATGCCGTTAAACCAATTTCTTAA 

GAGGTTTAAGCAGGAAAAATGGTTTAACTCT 

>Sequence 2425 

AGGTACTTTN J IT1 1 1 i TTTTTTTTTTTTTTTTATATTTTTTTTTTTTTT 

ll^UHl^'I'riACAAAATTCTTTCTTTTTTAATTTAAATTGAGTTCATTTA 

TTTGAAACAGACTGGGCCAATGTCCACAAAGAATTCCCGGTCAGCACCAC 

CGATGTCCAAAGGTGCAATATCAAGGAAGGGCAGGCGTGATGGCTTATTT 

GTTTTGTATTCAATGATTGGCTTTCCCCCCCGCGTACCTGCCCG 

>Sequence 2426 

AGGTACGCGGGGGATGTGGGAGGATTGCATTCAGTCTAGTTCCTGGTTGC 

CGGCTGAAATAACCTGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTC 

TGGATTAAAACTGAAGATCAACCTACTTTCAACTACTAAGAAAGGTATTA 

AGCGCCTTTCTGAGAGCTCTCAGTGGGCTTCCTAAGCACGTTCACTCTGC 

CTCCTTTAAGTCTTATATTTATGATCAAGATGAAAGGGAGGGATGTATCA 

CTGCACAGAGATTCTACAAGTGGATATATAAAGCTAATAATGTTTTCAGT 

GAGCTCTTCTCTGGCAACTACTTTCCAAGTGCTTTCAGCATTCCACCTTG 

AAGCACAACGTTAATAATGCACAATTTCTTATGTTCAGCCACAGAATGTT 

CACGTGTGATTTGGTTACAACATATTGCTCTATCCAGGCCTCTAACAAAA 

CTGACCTCTTTCAAATGGACTTGCAGTTGCTGAATTCCAAATCAACACTT 

TATCTTAAAAACAGAAAAGGANGGGAAAGGTGGAGGGAAGGGAACAAGAA 
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GGGTACCTGCCCG 
>Sequence 2427 

CCGGGCAGGTACTT UM 1 1 li II r TTTTTTTTTC CTTAATAAGTGAGGC 

CAAGTGCTGTGTGTAACTGTGGGGTGGGCAAAATTAGGATTCCTGAATCA 

CTTCACTTTTTGTTGCCTTTCTCTTGGGAGAATGGTTACCATTGCAGAGA 

AGCATAGTTAAAATTGCTTTTGTGTTTCATAAACGAATTCATACTTAGAT 

GTCATTGACCAACAACTAAATAGTATATCAGAGATGAAAGGCATCCTAGG 

GATGACCAAATCAAGCTCTTCATTACTCAAAGGAGAAAAAAATCCAGAAA 

GTGGATGACATATGTTGAACTAGTGATGGAAGTAGAACAGGGTAGTGTAT 

TTTCTGCCTCTTAATTCTTCATTTTTTACACTAAACCAGATATTAGGTAT 

ATGACTAGGAAGATACGTGAGGTAAGGAGCAAAAGGTTTGGCTCCAAACT 

CATCATGTAGTCATCCTCCTCCAAGCTCTGAGAGCTTCTTTCACATGTTA 

ATTCAGAGGCAGTAACAAAAGATTTAATGCTCCTGAAGGTTTCTCAATTT 

TATCATCTGGAAAGTGGAGTGAACCTTTGCAGAGTCCTNTTGAAGAGGCT 

GACCTTGGACTGCACTAGGTTATATTCATTTGCTATTACTCAACAATTAA 

AAGGAAATGCACCAATATTAATGAATCTTAAAAACATTATTTGGAAAAAA 

AGCCCCCAAACACAAAAAATACCCTCGGGTTGGTTTCTTACCCTTAAACC 

TAAACCGACCATGAATTTTCCTTGATTTTAAAAGATCTTTTGACCGAAAA 

CCTTGCCGTTAT 

>Sequence 2428 

AGGTACGCGGGGGAGTCTGATCTGTCCCGGCCCAGTGTCCTCCAGGACCC 

TGGCCCCTCATGCCTACGTGCTTGCGCGTGTGCCATTTCCTCTCTCCAGA 

GGACCTTTCCTGCCTAGGACTCATATTGTCCCCTCCCTGGCATTTTTTAC 

ACCTGGAGCAGCCAGAGGACGCATGCATGGCTCTTCGGAAGCCTTCTCCT 

GCCACGGCATGCACCCACACATGCGAGCCTACCGGGTACCTGCCCG 

>Sequence 2429 

CGACTGACTATATGGAGCTCCAGCCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATGCTGCCA 

CCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTA 

TTTATAAACATCCTGCAGGAAATGAGTCTATATGTCAGAATACACATTTC 

CCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAA 

TGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGAGCCT 

T CAGAA GGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCAC 

C I J 111 CCTGCC ATGTG AGG AGCCA AG AAGCCGGCTGTCTGC AACCTGCA 

AGAGGACCCTGACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTT 

CCAACTTC CAGAACT GTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTC 

TATGGTAATTTTTTTATAGCAGTCCCAGCCCAGACAGTGCCTTATTTACT 

ACATACCATTTATATTATTATATAGGCGTCCTTTAGAAACCCATGTTCAA 

ATTAGGAGATTAGATACTGGAACACATAACACCCTTACTAGTTTTTAGTT 

TTCCAATATTGGAAAAATAGTTGGTATATAACTATTTAATCCAAAAAAGG 

CAAATCAATGTCGGTCTAAATTTTTTTATATAAATGACAAAATGAAGAAC 

TTAACCCCTTTCTAGAATTTGCTGCCCCCAGGCCCGAAGAAAAATACATA 

GACGTTGGGCCCTCCGGCCTTT 

>Sequence 2430 

CCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACACGCAGACA 

CACACACACATAAACACACAGAGTTCACTAGTCCGAGTTACTGATTTTCT 

TAGGATTCTCAAAGTGACAACACCGGAAACAAGGTAATTCATGTTAAAAC 

ACAAGGGTTATATCAGTAAGAGATGGGATCCCCGAAGTAAACCGTGGAAT 

TTGAATCAAGTTTCGAAGAGCTAAAAAAAGAAATTGGAGTTTCAACATTC 

ACCTTCTTGAATCCTTAAGAAATACAGAAGTTCAAAATAGAAAACATTAC 

AGTTTCAGGATACAAAAGTAGAAACATCTGAGATTAAGCCTACATTTTTA 

AAAAAAGATATTGAAAATTACTGTGCTTGTAATACCAGCTTTTCAAACAT 

CAATACCAGTATTGGCATTACCTAGATCAAATCTTTTCATCAAAGTTGAA 

AAAAATAAAGCATTGGGGATAGAAGGACCATCAAAATGTCCAATATTGAA 

ATATTGGTCTTTGCATAGTTCCATTAAAAAATTTACCTGCTCTCAATGTT 

TGTTCATTCTTCAATTCCAAAGCTTTATTTGGAACAGACTTTTGCATTTC 
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AATGGCAGGCTAAATGGGGTTGGGAAGCAAAATGATAAATAAAGAATGGA 

TACTTCACAAAATACATAGTTTAATAAGTCATTCAAAATGAAATCATGGA 

ACTAAA1TCCCTCGAAGCAGAATGCTTCTGGGAGGCTTTTAAAAGCAAAT 

TAAATTATTATTCATCATAAGTAAATTTACAGGCCG 

>Sequence 243 1 

AGGTACi rTTTTTTTTTTTTTl H T1T1GATGTGTAGCCTTGGGTAAACA 

CACATCCTTCTGTGAAACAGTCTCACAGAGACTCTCAGAATCCCAAGAAT 

TTTCTTCAACGTTCTTTTGTTTTGATTCTGAAGGGAACATCNTGATCTAT 

AAAAGGTTAATCACAGATACATTCATGAGAACATTTCTCCACTATACATT 

TTAAAAACATATACAAATCTACTTTCATTCACGAATCTGTGGTTCCTCCT 

CTGTAGCCCGTATATTCTTTTTGTTGATTACAATGACTACTTCCTATAGT 

CAATCCGTTAGAATTGAAATCTGAAAAGTCTGAAAATTAACATTATTTCA 

TTAGAATGCACAAAAATATAAATTTGACTAACTTCTATGAATTATTTCTT 

CACAAAGCAGTCACATACTCTTCTACTCTGAAACAAGGTATATCCTATAT 

TTCC TGTTCA TTCAGAAAACTTTAATTACCTACCATCTCTCATTTCTTTG 

G AAAT7T I " I ATTTGGGAGTATTACTTACGTTG ATTGACTCAACA ATCTCT 

CTTACACAGTTC TTTCAA AAGGATGATTTATCAATGAATAAGATGTTTTA 

AAA AATA TTAACl'l'I'l'lGAAGGCAGGCAAACTATATTTCCAACCCCTTTT 

ACATTTTAGGATGCTATGACCGTGTATTGGGTGTGGTTTGCATGGTGTTT 

AGCTTTGGGAAAATAGCCTTAAAAACTTTAATTGTCGTTTAATTAAGACT 

CGGTTCTTTTTCCAAGACCCCTTTGTTCCCTATGC 

>Sequence 2432 

AGGTACTTTTTIl'l'll'lUUllCACTTATTTTACCGCAAAGACCACAAACC 

ACCTCTGAAGCCAAGAAAAAGACGTGATTAGAGGGAAACACATCAGAACC 

TTTAATCCTCCACTGACTTTGGAAAAACAACAAAATGCCAGCTTCCACCA 

GATCATTTCTTCTTAATTAAAAGTTAGCCAGATTCTTTTGGAGCACTCAA 

TTTTCTGGTCAGGTCAACAAAAAAGTAATAAACATGACACACACCTCCCT 

CCCCTGTCTTCCTAGCCCCATTCCTGGAGTTATGCAACCCTTGGGGGCGG 

CATACACTTCAGCTATTTGCTCTGGGTTCATAATTAGATTGTCTAGACAG 

GAGATGTTGCTGGAGCAATAGGAAAATATTTTACAAGATGTTCCGCAGAA 

CCACACTTATAACAGTGATTAGGACACACTGACAGACGCGAAGCCAGCAG 

AATTGGCCCGGGCCACGAGCCGGTTTCACCCAGAGCAGAAGCCCTTTCAA 

GCCTTTATTTCAGGAAGAGGGGCCAAATTAAAGCTTTTGAGGGCTTGGAG 

CACCAACTTTCTTGGCCTTGGGATCCGAGAAAGCAAGGGTTGAATAATAG 

AATGATTGCTGGGAATGCCCTTCTTTCTCCCTCCACTGGTGTGCACTTAA 

TCAACCGGAGGCAAATGGTAGTTGCTGCTTCACCAGAATTTCTTCAAAAG 

GATTGTGTAAGGCCCAAGAAAACCGTTTCCCGGACCGGGTTTATGAGGCG 

TGGGCTTATCCTTTTAGTTGCAAATCGCAATTTAA 

>Sequence 2433 

AGGTACATTTCTTCTAATTGATCATATCTGCTTATTTTCCTCTGGATTAA 

GGATCAAGGAGATAGTATATTAGATGATTTGATAAATTTCCAATGCTTTG 

CAAAGTAGTTGAACAACnTTTTCTTTGTGATGCTAGGTGGCACTACTAGT 

CAAGACTTGGTATTTCATAGCTGGCTTTCTTATTCTGAAGGTTGTAAAAA 

GACATATGAAGTAATATTTAACATTGAAAACATGATAATCAATTTGATTA 

TCTATGAATTGTCCTAAACGTTCAGAGTAAAGTTTCCTTTAAAGTTAAAA 

TCTTTCAAGTGAAGGAAATTATAAAGTCACATGTAAACACCAAAATAAGA 

GGAATAGAGCAATAGGATATTTTTGGCTTTATAATTCAATTTAAAAATTA 

AGGTGCATTTATTTTTTTGGCAGCTGGCCATAAAGCTTCAATGTCCAGTA 

AGCA GTTG CTATCTATGATTCATGAAGATCATGGGGGTCCAACACCACTG 

CTGATTTTACTGGCAGCAATATTAAAACCGTTTAACTCTTTGGAACCAAA 

ATTAACCAGTTTATATTTTGCTTTCCCAATACTGGGCCTTCTGTCTGGAT 

ACTTCCTTGCTTAAAAGGGGTTTGGAGAATGCACTTCAGCTTGACAGATG 

AACCCCACTTCCTGTACCATATTCTGCAAGGGGGTCAGGGGGACTTCCCT 

ATTTAAACATGGTGATTTTCCAGTCGCGGGTGGCAAAAGTTGGTCCCCCA 

ATGGCGTATCATTTGTGGGGAAAAGGCATTTTCATGGGCTCTT 

>Sequence 2434 
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CCGGGCAGGTACT T lit 1 1 I rTTTTTTTTTTl G ATGCT ATTACTG AATAA 

CTCTTTCTGAGATGGTTGTTGTATAGTAAACCATGAGTCTGGCATGTCTA 

AAATTGTCTTCATTTCTTTCCATAAATTTGAATGTTTTGCTGTGTAAGTC 

ATTCAAAGTTGAAGACAATGTCCCATCTTTTGACAGAAAGGGAAGGAAGG 

ATATGTGCTCAGCCTGCCAGTTTGACCCACTTTTGAAAAGGGCTTTGTGG 

TCTCTACCAATGAGAAGTCTGGTGTCAATGTGATTTTCTTAACTTTATAG 

GAATTGTTTGTTTCCCTCTTTTCTGAAAACTTGTGCTTTCATCAGGCTCT 

ACCAGCCTTGATACTCTGTCACTCACTGGGCATGGTATTTGCACCATCCT 

TTCATCCTTAAGGCTGCTAACTGTCTTCACAATTGGGAAATTATCTTTAC 

TATTTCCCCCAATTTAAGAACATAGGCTTGGGAGACAAACAGCCTAAGTT 

CAAATCTCCCATTATTAGCTATGTGAACCAAGGCAAATCCCGCGTCCTCG 

GGCGTTTTAA 

>Sequence 2435 

AGGTACTAGACGGGGCTGTAATCTGGTAACTGTATGTATTTTAGTTCTTC 

AGTCCCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCT 

GAAATGGAAACAGATCCCTGATCCGGGCGGCAGTGGAACCCTTCTTGGTG 

TGCGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAAAA 

ATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAGGCA 

TCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAAAAA 

GTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAACC 

>Sequence 2436 

AGGTACCTGAGGATCTGAAACTTTGGCGACCAAAAGTCCTGATTTGCGTG 

AGGCACACCAGTTCACACTAGTTGTCTAGGTTTAATAATTAATAATGCTT 

CTTTTTCATTCTCAAAAGAGCCCTGATTAGACAATAAATTATATGGTCAC 

CCTACCTATAGCCAGATATTTCTGCACCAAATGCCTCGATTTTGGTGGGT 

GGCTTTAATTAAGGAAGAATGCTTTAAGTTTTATGACATAACTCTGTTGT 

TCTTGTCAGGAAGTGATATGTATAAAACTATTAATTCATCAGATTATATA 

TAAGGAGATAGGGTGCACTTAAAATTGCTAGGAAGTTGAGATCTCTAGTT 

GTTTAGTTGGAAGTAATTGAAGTAACAGTTGGACAAGCTGTCATGATGGA 

CATAGTAGAAGTGCCTTTTAATTAAAAACAATGATAACAAAACAAAATGC 

AGCTACGGTTTCAGAGTTCCTTAGTTGATAGTATGTGTAACGATGGCTGT 

TGTCTAAAATTATCTGAGATGTTGGCAAGGGTGAAAATCATTCCTTTCTT 

CTGGACATAACATACCCTAGAATTAAAATACCCTAGCTAGATAAATATGA 

GATATGTTGACAGTGAAACTAATTCAAGGCCGTATTTTCATTTCACCGCT 

CCCCTAATCACAGTCCTAAACCTAAGTTCTTATACCTGTATGGACTCTGA 

AACAACAATGTTAATGATGGTATTGGTCCTTGGCGAGCGGCCGGCCGGCA 

GGTACGCCCCACAGAGCTAATCTAAATCTTGTGCTAGAAAAAGCATTCTC 

TAACTCTACCCCCT 

>Sequence 2437 

CCGGGCAGGTACACCATCCCCAAGGACACGGAAGTATTTCTCATCCTGAG 

CACTGCTCTCCGTGACCCACACTACTTTGAAAAACCAGACGCCTTCAATC 

CTGACCACTTTCTGGATGCCAATGGGGCACTGAAAAAGAATGAAGCTTTT 

ATCCCCTTCTCCTTAGGTAAGCTGGACCCACAGTTTCTTTCCCAGACACC 

AGAGGGCAGGTCCTATCCTCAACTTGAGAAAAAAAATGACAGGTCCTTAT 

TAATTGAGCACTTAATATATTCCAATTGCTTCACCTGCCTTATCCCCTTC 

CATCTTCACTACAACCCTGTAAGGAGGCTTGAGAAAGAAGATTACATTCC 

CAAAGGCACATCTGGGCAAGCAGGAACTTGGGCAAGTATTTTAACATCTC 

TAAACCTCAGTGAATTCATTTTCTTAAAAAGAAAAAAATCTGTTGAGCAC 

CGCTGTAAGCCCAGTGCTGTACCT 

>Sequence 2438 

AGGTACTT M IUl - lUM"ri"lTTTTTTTTTTGCTGATATTGAGCCATAGAGCCA 

AGAAGATTGCTAATTTTGAAGTGTGCTTGGTCGGGCTTTCTACTGATGAT 

GTTGCTATTGATTCAAACAGTCACAAGTCTTTAGGGATNCTATTTTTAGA 

GNNCAATGGCAAGAGTANNGGGCTGAAATGAAAATCAGTCTGNAGAAATA 

ATGAACACTCCTGCTCAGNAGATCATTATGGGNCTGAGCTGTGCTAGGGA 

AGGGCACTAGAGCCTTGGGGAGGCTATACACTTGCCCTCAGTGGAGTTAG 
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CACTTCAGTAACCCAGGCAATCANCCTCGATCCAAGGGGCTTTCAACTCT 

CGTNGGAANNTATCTGTCAGTTTGGTCAGTTCAGCACAATAACAAAGTGG 

TTTTGTTTGGTTTCTNTTTTTGGTTTTCCCCCCGGAACATGTGACTTTTA 

TAAACAGCTTNAATTATAAAACTATGGCACTCTTTTCCTTGTTGTTCAGT 

TTTGGAGGCAAAAGACTACTTGGGTTAGTTGGGTGAGAAGGCTTATTAAA 

AGCAGCTTTGCTTTTCTCCTGAGGTGGGAAGGCTTAACTTCCATGGTGTA 

TGGTACCTGCCCC 

>Sequence 2439 

TATGACGCCNTGTACTCATTACGGTACTAGAGCTCACCGAGCGGCGGCCG 

CCCGGGCAGGTACGCGGAGGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGAGTCTATATGTCAGAATACACATTCCCACCTTGCCCAACAG 

TAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAAT 

GGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAAT 

TAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCC 

ATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCA 

CTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTNTCCAACTTCCAGA 

ACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTT 

TTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTA 

TATTATTATATAGGCTCCTTTCAGAAACCGATGTTCAAATAAGAGATAAG 

ATACTGAAACACATAACACCTTCACTAGTTTTTAGTATACAAATATTGAG 

AAATA GTTTGG TATTAACTATCTCATCCAAGAAATGCAGATTCATGTTGG 

TT CTAA TTTTTATATATAATTGACAAAATGAAGAAACTTACACCATCCTA 

GATTTTACTGGCCAAGAATGAAAGATGAAAAAAAATTTTTGAAAACCCAC 

AGTGATATGGACTAATTATGGTTAAAAGAA 

>Sequence 2440 

AGGTACAGGAAGAAGTTCCTTGTGCTATTTCTCACAATTTTTCTTTAAGT 

TTGAAACTATTTCAAAATGAAGTTATATAACTACATGAATTGTGAGTTAA 

AATGCAAGCAAGATCTTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGA 

GGCAGGAGGACTGTTTGAGCCTAGGAGTTTGAGAACAGCCTGGGCAACAT 

AGTGAGACCCTCATCTCTACAAAAAATTTAAAAAATTAGCCAGGCATGGT 

GGCTCGTGACTATAGTCCCAGCTACTCAGGAAATGGAGGTAGGATGATCC 

CTTGAGCCCAAGAGGTGAAGGCTGCAGCAAGCTGTGATCACATCACTATA 

TTCCAGCCTGGATGATAGAGTGAAACCCTGTCTCAAAAACAAATAAAGCC 

TAAGGGAATATGCAGATTAATGGAAGAGAAGGCTATTTTGTGCAGACAGG 

AAACAGATGAAAGACAATTTGACTTTTAAAACTATGAGTAAGGCTCATGC 

CTATAATCCCAGCACTTTGGGAAGTCAAGGTGTGAGGACTGCTTGAGCCC 

AGGAGTTCGAGACCAGCCCTGGCAAAACAGTGAGACCCTATTTCTATAAA 

ACATTTAAAATATTAGCCAGGTGTGGTAATGTGCACCTGTGATCCCAACG 

ACTCGGAACCCCTGAGTGGAAAGATGCTTGAGCCTGGGAGTCAAGCTGAA 

TGGGCCGTATCATGCCATGTATCTGGCCTGGAGACAACAAGACCTGTGTT 

CAAAGAAAAGAAAAAACC 

>Scquence 2441 

CCGGGCAGGTACACATGTCCAAGGTCAGGTCCTGNGTGGTAAAGGTAAAT 

ACAAATTGGAAGGGCACTGTGTGAGCCAAAATGAGTCAGATTAGTCATGA 

TTCATTTCCAGTTTGGGTTTTGGGTGGTCTTGGAGAATGTTGTAAGCACT 

GCTTCATTGATAGGTTGATTGAGCCAGACTTTACTCAGCAGCCTGGAAAA 

GGAGAGATGGGCTCTGGGTTCTACCTTTGCTCACTGGTAAGTTGCTAAGA 

TTTCAGCCTTGCCCTCAAACCCTGAAGTAGTCCTTCATTCACACAGTGGG 

ATCACTCGAAAATGTCAGATGGGGAAGTCCATAGGTTGTTACTTTAAAGA 

AAATAG AAAAA ATGCTGGAAAAGGTTTCTTCAATTTTAATACCCATGAAG 

GCCCATGTTTTAGCTTTCCTCCGATGGGCAAACCATACACTAACTTGGGC 

CTTGTAATCAACAAGCAAGGCTAAAAGCTCTCTAAGTGCTTGCTGTTTAA 

ACTATTTTGTGTTGGAAGAAGAGTTGGAAAAGAGGCAGTGTGGAAGTGAG 

GGAGAAGTTNNCCTCCTTCAATCATTTCCAATNAATGGAAATTTAAAGGG 

AAAATTTGTGTTTATCCTTAATATCTTAAAATAATCACTGTGCCATGCCA 

Page 370 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



TTGGTCCCTG 
>Sequence 2442 

AGGTACGCGGGAAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTAT 

ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 

GCAGTGAAGTAGAAGAGACAGGGATATCCCAGAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGTGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAAC 

TTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

TAATTNTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATA 

CCATTTATATTATTATATAAGCTCCTTTCAGAAACCCATGTTCAAATAAG 

AGATAAGATACTGAAACACATAACACCTTCACTAGTTTTTAGTATACAAA 

TATTGAAAAATAGTTGGTATTAACTATCTCATCCAAGAAATGCAGATTCA 

TGTTGGTTCTAAATTTTTATACATAATTGACAAATGGAGAAACTTAACAC 

CATTCTAGATTTTAGCTTGCCCAGGNAGAAAACNGATTTANNNCAAAGGG 

TCCCTGCCCGGGCGGCCGGTTTAGAACTAGGGATCCCCCGGGTGCAGGAA 

>Sequence 2443 

AGGTACTTGCAAGAAACCTCAGGACTTGAGTAACAGCAACATGGTTCTTC 

TGAGCTATGAAGGGGCCCAGATTTAAGGGCTATTTTTGACACCCTAAATG 

TGCTGAGACAAGTCATTAAGGTGGTCCTGCCAGGAACACAGCCATCTAAA 

GCAGCAATCTGCTTCTTGCCAGAAAATCTCGTGCCTCTGCAGAGCCTTTT 

CCAGAATGAACCACACCATGCTGAGGAAAGGAGAAAGAGACCACCTACTG 

CATTTCTGTCACTCGCTGAAAAGGACACTCTGTCAGAAAATCTTCTAGCA 

AACTTCAAAGGGCAAAATCACCCCTTGTTACTGATAAAGCCCAGAGAGCT 

TCAGCAGCTAACATTCCCTGGACAGGGCACAGCAAGGATTTGAACCTAGG 

TCAGTCTGGCCAGAACACCCACAAGCTTTCCTTAACTCAGTGTGCTATCT 

CCCCACGACTAGGTCACTACTGCTTTATAATCACCTTTGTAGCCACCAGT 

GGATTTTGCTCATCAGTATTTTTCAGGCAATTGATACTTTAGATATTCAG 

CTGCAAGACGTATGCAGTTTrCATTGACATCTTTTGGAGAAACTGACAAA 

CCTGGACTTGACTTAATGCCTTTGGAACCTTCCAAGATGTTATATAACTC 

TAGATGGAAGGCTGGGCCTNCATGATGTCAGGAATGTTGCATTCTTATTT 

TCCCATAGAATAACCCATTTGTCCACAAAGTCAAGGAGTCAGGCAGAAGC 

CCTTTGCATGGGGCGTTTTAAGATAAAGCAACAAGCCTGGACTTTGCTTT 

ACAACAGGTTTTGCATAGGGAGTGGTATAACAGATCCCTTAAGAAGAAGC 

CTT 

>Sequence 2444 

AGGTACATATTCTTACTTCTTGTGTAGGAGGCAAAAGGTATCTGCAGGGC 

TCTGGGCTTGCTAACCAAACCGTTAATCGCTTAGAAACAGCAAGAGGTTC 

ACTAGTGAGATGTTTATCACATACCTGGAACACGAGTTGACTTTCTGTGA 

GACATCATTCTGGAATGAAAGCCAAAATCTCTCTGCTATTCAGTTGAGGC 

TGAAAAAACAATCACATGAGAATTAGTAAGGCACATGACCACGAGAGAGA 

AATGAAAACAAGCCAGTATTCAATGGGGCTAGGGGGAAAATTACCTGGGC 

TTCAGGAATTACAGGAGAGTTGGGGTTTTGAGAAGGTAAAAAAGTGGGCC 

AAGTGCGGTGGCTCAAGCTTGTAATCCCAGCACTTTGGAACGCCAAGGCA 

GGTGGATCACGAGCTCAAGAGATTGAGACCAGCCTGGCCAACATGGTGAA 

ACCCTGTCTCTACTAAAAACACAAAAATTAGCCCGGCGTGGTGGCGGGCG 

CCTGTAGTCCCAGCTACTCCCGCAGGGAAAAATATGGGCATAAAAAGGTG 

CCT 

>Sequence 2445 

TTTTGACTTTGGGGTGCTTTGCGGCCTCCAGAACAGAAGTCTATCAAGAC 
TGGTGCCTTAAAGGAATCTGTCCACGCTTCGGGTAGAGGCAGTTTGCATA 
TAGGACCTCTTATCTCTTCTCTTAGTCTACAAGATTTCAGCACTTAGGAC 
ATTCTGTTGCGTCGTACCGTGTCTATATGAAATCTTTATCCGGTATTTTG 
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GCCACTCACATGTACTGAGTGATATCTCCTAGTTATAATCAAGTGTATTT 

AAAGGCCACTATTTATGGCCCTCTACCTATTAAATCGCGAAAAGGCCTCG 

C TCCTA TTTCAAGAGTTTCTTCCCTCTTGAAGAAAGAATGAATATTTGTG 

CTTTTTGGTGAAACTAGCTACACCTTCATATGAAAATATAGCGATCACAC 

GTGTTACAACTTGTAAGATTATACGGCCTCACTCCTATTTGCATCTTATC 

AAGATACGCAGTACTCTTAGACATCA 

>Sequence 2446 

AGG TACTA AACAAAACTAAAAATAAAAAGTCAAAAATTGGAGATGAAATG 

TATGTTTTGAAACACATTATTTTGGATCTTAAAAGATTTCCATGATATTT 

TTTGAAGGTGTAATATTAAAATGATGTCTCTGTTTTCTGTCTCATTCCAA 

AGAACCATAAAAAAGCAAATTAAAACAGTGATGAAACAAAACGCTTACAG 

GTTTGTATCTCAGTGCATCTCTGTAGGATCCAAACAAAGCAGCCTGTGCT 

CTAAGAAAGGCCCTAGCTACTCCATCACCCGTAGCTGTAGACTGCTTCTT 

CAGTTTATTTTTCAAGGCCCCCGCGTACCTGCCCG 

>Sequence 2447 

CCGGGCAGGTACGCGGGAGAAACCGTCTGAACTATCCTACCCGCCATCAT 

CCTAGTCCTCATCGCCCTCCCATCCCTACGCATCCTTTACATAACAGACT 

AGGTCAAACGATCCCTCCCTTACCATTCAAATCAAATTGGTCCACCAAAT 

GGGTACTGAAATTCTAATATAATTCTAAAATATTATCCCACCTGCAGCCT 

TGATATGAAGTGGTTATTCTTGATTGCAAAATTATTGGTTGAATAAGTGG 

GCGAC CCTTC TTCTAAACTTGGGGCATAAAAATAATCCCTTTGGACCAAG 

CC I'i TIT i T 1 A ATACTGGGTCCCTTCTTCC AAAGGTAATG TTTTTAAGGT 

CCTCCTTTTTAAGCCTTTACTTGTTGGCCAACAATGTTTCTTGGGTAGGG 

GAAACCTTGAAGAGGATTGGGAATTTTTAAGGCTTGGCTTTCTGGGGGTG 

GCCTTGGCATTCCCAAAAGTTTAGGTTTGGGTGGGGGGTGGCCCTTTTCT 

TTGGCTTTACCCCTTTCGGAT 

>Sequence 2448 

CCGGGCAGGTACGCGGGGGCGGCTTCTTAGCTTTACGATGGCAACAAGTA 

TGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGCGG 

AAAGAACAGACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGC 

CAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGGTG 

AGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCTCA 

CAGGAACACTTCTGTGAAGAAAAAGAAAGAAAAAATGACCTAGCTTTCAA 

AAAAAAGCCATAGAATGGAAAAGAAAAAAAAAAGAGGCCTGTAAATCCCT 

ATTGTATGAAGGAAAAATAATGAGAGGGTTCCCTTTGGGGCCGCTTCTAA 

GAAACTAAGGGGGGGATCCG 

>Sequence 2449 

AGGTACTTACCTACACAAGTTTTACTATCTTGGAATGTTCTAGAATTCCA 

GTTAATAAGGTGAAAGTGATAAACATGGCTCCATTTAGTTGTTATCTCTA 

AATGATTTAGAGAAGTGTTTGCCAAATTATAATGTGCATATGAATCACCC 

GGAGATGTTGTTAAAATTCAGGTTCTGATTCAAAAGGCCTAGGGTGGGGT 

CTGAGATTCTGTGTTACTAACAAGTTGCTAACTGAGGCTGATGTTGCTGG 

TTCCCAGATCACACTTTGTTTAGTAAGGATAAGGGCAGGTTTCCAATCTT 

GGCTGCAATTAGAATCACTTGGGAAAATTAAAAACATCTATATCTGGGTC 

CCATCCTA CCCCC CAGAGATTTGTCTTTAATTAAGTGGAATGTGGCCGGG 

TATCAGGATTTTAAAGAAGCTCTCCAGCTGATTNTGGCGTTCAGCTCACG 

TTGAACATGACTGAGTAGAGAATGGACCCTTGAAGATGAAA 

>Sequence 2450 

AGGTACTCTCCCAGTGACATGCTTCTTGACCACAATGGATGAACTGTGCC 

CAGCATGCCCACTTTCCAATGCTCCACTGATCCCCATGTTTTGTTTCTGA 

AGGACAACCAGCCTTGGAATAATGGCAAATACCTTCTTAAGTTCCTACAA 

AGTATGGTCCCTGGGAAGTTTATGTCTGTAAGTCAAACCTTGGGAAGTAA 

CTGAGTTTTGATGCCTCTTCCAGCATCATCAGCATCATGCTATTACAATC 

CCAAACCATGGGTGGTTTCTCACAGCTTTACACCAAAGGGCATCACTATC 

CCT CAAAG AGAGAAACCTGGACACTTAAC1TTGTCCTGTAAATATATTTA 

TTATTTTTTTATGTATACATTGTTATATTTATTTTATTTAAATTTCTTAA 
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TAG 

>Sequence 245 1 

AGGACTTTNT T 1 1 I 1 111 1111111 1"1 " i " I " 1" i'ACTGC A AC A ACCTA AC AGG 
AAAACTAATCAGAGATCATGAGGAGAGTGGTATATCAGTCAGGGACTAAT 
CAGGAACATAATCCACTTGAGAATTTAAAATAAGAGGGCTTAGGCTGGGG 
AGTTGGTGACAGCATAATGGGAAATCTACAAAGCAAACAGGAATAGGGAG 
ACAACCCAGAGCCCATCTAGGCTGGCAGAGTCATCATCTCTAGGCTGGAA 
GGTCAAAAAAAGGTGGTGTTAGTGGAGCCAGGAGGTGCACAGTCTCCCAG 
. GGG AAGCTGGAGCTAGGGTGTACCTGCCCG 
>Sequence 2452 

CCGGGCAGGTACATGTGTCCTTCTTATCAGTTTGGTTTGTTTGGTTTTGA 

AAAAGTAGGTTTTTTTTTTAGTATGTGATGAGCTTATTCTTAAGTGAATT 

AATAAATACTTTrTAGTATCTGTTTTATTCTAACAGTATGAGTGTTGGTA 

GTTATATTCCAAATAAACAAAAACTCTTAGAGTCCTCAGTAATTTTTAAG 

ACTGTAAAGGGGTCCTGAAAATGATTAAATGTTTGAGAATAACTGCCTCA 

GAACATTGTTCTTCAACCCTAATCAAACCCAGCACGGCATTTATATAAAA 

AATGATTTTATAATGTCCCATTTGCTAATCCTGAAATAAAATACATAGGT 

AATAGAATGACTTAGCAATTTCAAAATATCAATGGAGGAATACTAGTGTT 

TGGAGACCTAACTATACAGGAqAAATAAAAGGAAAGTCATTTTTTATAAC 

ATTATGCATGCATGTATAAAGCACTCAGATCTGATGACATTGGGAGACAC 

GGTGGCATAGCCAGATCCTTACACCTGTTTGTGGACTCACCATGAATACA 

GCAGTGACAAAGC AAAA CCCCACCGCTATAACTGATAGGAATTTCATTGG 

TCTTGGTGATGTCATTTTCTAGAATGGTAAGACAATCTTGGTAAAGTTAA 

ATGAACCAAATAAAATTGCCCAATCAGATACACAGTAGTGCTTGTTCTGG 

AAAGTCAATGCCTCATAAACTATACAAAAATTCTTTCAAACTTTCCAAAT 

TTTTAAAGCGGAATTCATTTTGGGTTAAGTGACAGGGATTGTATTGGTGC 

TGGTGGTTACTTACATAAAACGAAAGAGAG 

>Sequence 2453 

AGGTACGCCACAAGGCATTTAATGCCCACAGTAACAGGGCTGTTTGACAG 

TGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGA 

AGCACAAAGTTTGGTCTGTTGCGTAATTGAATTTTTAACACTCTTATCCA 

CAACAAACACTTTTTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTA 

CAGATTTTCAAACAGGCAGGTATCAACATTTACATTGTAATTCAATAGAC 

GCTACTACTACAAAGGAGCTTTATTCTTCCAACTTAATATGGTTGCTGCG 

GGAACACTGCAGGATGAAACTGAC 1 I 1 1 1 1 1 GTGGTAATGTTTCTCCTGG 

TTGGGAACAACGCANATTAGCAAAGGCGTAAT 

>Sequence 2454 

CCGGGCAGGTACTTTN 1 1 111111 1111111' 1ATGCTAGGGGCTTTTTCC 

CCTAGGATTTCTCCAATGAACACAAAATGCTTTTGTAAAAAAGAAAACAT 

GATAAAACACATTGAAAAAAAAGAAAAGTGGTGAAAATGTCAATGAAATT 

CTGGTTTGTAGAACCATCAAAACTTGGAAAAGTTTAATAAGACCACCAGG 

AAGAAGAAGAAGGGCAAGTTTCCAAACTGATTTCACAGGGCCAGGAGGGC 

AGGCCACTGATATAGGTAAACCATGGAAGCACAATCAGTCCCATCTCATG 

GATATTCTACCTGGGGCTTTTACTTTGCGTGGCTCAGAAGCATCTGAGTA 

TTAGACCAACAGAAAGATAACTCCAGAAGAAAGATGTAATAGTGTCATAT 

TTGTGTAATTGATTGATCTAAGACTTGGTTGATGAAAAATCACCTGGGAC 

AACAGCAAGAAGAGTTGCGTTCCAACCCACCGAAGTCCTGCTGCTTTCTG 

AGCTGCAAGTATCATATCTCITGCTTTTGATTTTAAACTTAATTGTTAAA 

TATCTGCAAAAATATTAAGATGCTTAAAGCCAGTTAACTTATAAAAAGTA 

CCTTGGGCGGTC 

>Sequence 3364 

AGGTACATGGTTCTTCCTCAAAAAGTGGTAATTCCTTAATGTGTTTCTTT 

TTACCCTTTTTCTTCTTCTTGGAAAGGGGATTTTAAGTAAAGAACTGAAG 

TAATGGAAAGAGTAAGCTAGAAGAATATCTGGGGAAAAGCACCCAGACAC 

ATGGAACTGCTAAGTGCAGAGGTGTCCCTGGAATCTTTTAAGCAGTAGGG 

TAGGTAAGGAATAGCAACAAGTTCAGTGTGGCTGAAACAGAGCAAAGGAC 
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ATT ANGA AACAGAAGTTTAAGCCGGAGAGGTAACATGCCAGATGGTTTAC 

TGCCTTTCAGTTATTAGGAGGAACTCTGGCACATACTCAGAGTGAAATGG 

GAGGCAATCAGAAGGGCTGGGGCAGAGGAATGACACAATTTGACTTTATG 

TTTAAATACATNCACTGAGTTAAGAATNGACANAAGGGGAAGTTTTTAAA 

AACCAGGACTATCAATTCCAAGTCTATGACACTCATCTAGACTACAGATG 

ACGGTGGCTCAGATGTACCTGCCCG 

>Sequence 3365 

CCGCKjCAGGTACGCGGTGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCTGCAGGAAAATGA 

GTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAAC 

ATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAG 

CAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCT 

TGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGA 

GCCAAGAAGCCGACTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCT 

AG'CCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGA 

AGTATATGTNTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCA 

AGTCCAGCCAAGAAAGTGCCTCAATTACTACATACCAATTAATATTATTA 

TATAGGCTNCTTTCAGAAACCCCTGTTTCAATTAGGAGATAAGAATCCTG 

GAACACATAACACCCTTCACTTAGTTTTAGTATACAAATATTGGGAAATA 

G GTTGG TATTAACTATCTTCATCCAGAAAGCCAAATCATGTTGGTTCTAA 

A J I r 1 1 ATAATTAATTGCCAAATGAAGAACCTAACACCATCCTAG ATTTT 

ACTGCCCAANGAAAAAAAAATAAANAAAAGGGCCCTGGCCCTCTAAACTA 

AGGAATCCCGGGCCGGAGAATTCATTTAAACTTATTATCCCGGCACCCTA 

GGGGGGGCCCGGACCAATT 

>Sequence 3366 

CCGGGCAGGTACGCGGNGGGAGACCATTGCTCTATAGCAAGACCAGACTT 

TGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAATGAGGATGAAGA 

CCTTTGTAATGANCCTTTTCCCACATAATGAATAGCCATTGGAGACACAC 

TTCTGAACACCACCACTGGAAAATCACACATGCTGAAATGGGAGAGTTCC 

CTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTCATCTGTTCAGCT 

GGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTATGCAGACAGAAGG 

TGCAGGAACTGGGGTGAGTACCT 

>Sequence 3367 

NGACTAATACGTACTACTATATGGCGAATNGGAGCTTCACCGCGGTGGCT 

GCCGCCCGGGCAGGTACCACACACACACAGGCACACGCAGGCACACTCAG 

GCACACACTCAGACACACACACACACATAAACACACAGAGTTCACTAGTC 

CGAGTTACTGATTTTCTTAGGATTCTCAAAGTGACAACACCGAAACAAGG 

TAATTCATGTTAAAACACAAGGGTTATATCAGTAAGAGATGGGATCCCCG 

AAGTAAACCGTGGAATTTGAATCAAGCTTCGAAGAGCTAAAAAAAGAAAT 

TGGAGTTTCAACATTCACCTTCTTGAATCCTTAAGAAATACAGAAGTTCA 

AAATAGAAAACATTACAGTTTCAAGATACAAAAGTAGAAACATCTGAGAT 

TAAGC CTAC ATTTTTAAAAAAAGATATTGAAAATTACTGTGCTTGTAATA 

CCAGCTTTTCAAACATCAATACCAGTATTGGCATTACCTAGATCAAATCN 

TTTCATCAAAGTTGAAAAAATAAAGCATTGGGGATAGAAAGACCATCAAA 

ATGTCCAATATTGAAATATTGGTCTTTGCATAGTTCCATTTAAAAATTTA 

CCTGCTCTCAATGGTTGGTCATTTCTTCAATTCCAAGGCTTNTATTTGGA 

AAAAGACTNTTTGCATTTCAATTGGCAGGGCTCGAAAGGCAGATGGCTCT 

CTCGGGGAAGGCTCTTAAAAAGCCAAAATAGATTTAATTATCAATCATTA 

AGTAAATATGACAAGCCCGGCACCAATGAAATGCCGCGATAGAATCTAAC 

T GACT CCTTTTGTTCCATTGGAAGAATGAATCTTTAGAATTGAAAGTTTT 

CTTTTGTTTGTTTAGGACCCCCCCACGACAAGATTCCCTGAAGAAATTTA 

ATTCCGGTTTTCAGATAATCCTrTAGACTTTAGAGACGAAATGTTTT 

>Sequence 3368 

CGAGCGGCCGCCCGGGCAGGTACGCGGGGGACGCTGGGAGGAGATGCTGC 
CACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAAC 
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TATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACAT 

TTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAA 

AAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCT 

TGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCA 

ACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCT 

TGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTC 

AATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTC 

ATTTACTACATACCAATTATATTATTATATAGGCCTCTTTtCAGAAACCC 

ATGTTCAAATAAGAGAATAGATACTGAAACACATAACACCTTCACTAGTT 

TTTAGTATACAAATATTGAGAAATAGGTTGTTAATAACTATCTCAATCAA 

GAAATGCCGAATCATGGTGGTTCTAATTTTTTATATATAAATTGACAAAA 

TGGAGAAACTTAACACCATTCTAGATTTTAACTGCCCAAAGANAAANNAN 

AAANNNAAGGGGGGGANGGACCTCGGCCGTTTTTA 

>Sequence 3369 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCGTCTGAGAGGACCAAAGAG 

AGTGACCAGCAAGCA>TTTrTTTGCAAGGCTGAGGAGCTGACAGCTTCATG 

AAAGGCTGGACCACCCAGTGGTGAGAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCC 

>Sequencc 3370 

AGGTACTTTGCCAAGCAGTAAAGGATCCAGGAGATAGCACTGGATGTGGT 

GTCATGTCCTGCAAACATGAACGTTTTCACTTCAGCCTGGAGATCTGCTT 

CAGAGAAATCTTTGGTGTTTTCGCTTTTGGCACTCAAAAGTATGTCCAGA 

AAATCCCAGCGCCTTTTCTGAGTAGTATCTTGTTTTAGCTTATCCTTAAG 

AGACTCCTTCCGGTCCTGGATTACTTTCTCTGTGAACTGATGAAGTTCTT 

GGTTAAATTTAGAAAAGATTTGGCCTTGAGAGCTGAATTTGAAAACCAGG 

TCGTTGTGATGTAGAAAATTGTTCATGCGCTGGTTGGAGATnTGCTAAG 

GTTGAACACTGCTTTCAGGTATGAGTCCAGGGTACCTGCCCGGGCGGCCG 

CTC 

>Sequence 3371 

CCGGGCAGGTACCTGAGTAGTCTGTAACCAAAATAATTCATTTGGCACAT 

TTAAGGCATCTGCCCAATAAAATACCTTGTGAATAAATTCTTTAGGAATT 

ATGAATACTACAAGGAGAAAAATGACAGAAAGAAGCTGACTTGGGGGGAA 

TGGGAGTTGTTTTTAATAACCTTTTTACCACCCTAGACTTCTGGCCAATC 

AAATTGAATCATACCTTGGGAAGGGAAACTGCCTGATGCAGCAGCTGAGC 

CAAAGTCAGCAAATCCTCCGAATAAATCAGCTGATCCTCCTAGAAGTTAA 

GAAAAAGTTAAAACTGTTAGAACTAGAGAAAAATTGTAAATAATTTCTGG 

AGGCCATTTTAGTGCCACACAAAAAGTACCT 

>Sequence 3372 

TTCTCTTACTGATAGTAGGATATTTCTGCTTTAGTTATTGTCACCTTAAA 

TATATTTTCAATGTTGAAATCCTCACAGCATGTTTGATGAAATCTAGTTT 

TCAAATTTTCTTAGGTATATTTCTGTCACGTTGGCATGATAACAAATGCA 

ATAACCCAAAAGACCCCAAAAGCTAGTGTAATCCCTTTTGCAATCCAAGC 

ATGAGGATTCATCTTCATGTTGACAGTGCGTGAATGTTCGGTAGGCTTTG 

TCAAGCTTGCATACAATAAATTATATATGTCCCTTTTCTTTTAGGGTCTC 

CTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATT 

CCAACTAAAGCCTTAAAATTGATGGACATGCAAACTTTCAAAGCAGAGCC 

TCCCGAGAAGCC 

>Sequcnce 3373 

AGGTACTCACCCCAGTTCCTGCACCTTCTGTCTGCATACTCCTTGTCTCA 

TAAGGGGT1TGAGTATGCACTCCAGCTGAACAGATGAGCCACACTCCTGT 

CACATATCCTGCAAGGGGGTCAGGGAACTCTCCCATTTCAGCATGTGTGA 
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TTTTCCAGTGGTGGTGTTCAGAAGTGTGTCTCCCAATGGCTATTCATTAT 

GTGGGAAAAGGTCATTACAAAGGTCTTCATCCTCATTATATTCACGTTGA 

GTAGGCTGAGAGGAGGAAGGGCAAAGTCTGGTCTTGCTATAGAGCAATGG 

TCTCCCCCCGCGTACCTGCCCG 

>Sequence 3374 

CCGGGCAGGTACTTGGCCACTTTCCTGAGCCAAGCACTTCATTATCTTCT 

TGTCCTGTGAGTCCTAATAGATATATTTAGAAACACTTCTATGAAATATG 

GAATCCAGGCTTAACCAGCTGTTTGAAATCACAACCCACAACCACTTTGC 

TGGTGTGTGCTCACACACACACACACACTGACACATGCTTGCTATACATA 

CATACACACAGrrTCCATClTl'lTlTl 111111 1 1 GAGACAG AGTCTTGC 

TCTTTCGCCCAGGCTGGAGTACACTTGGCTCACTGCAACCTCTGCCTCCC 

AGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAG 

GCAC GTGCCACTACACCCGGCTAATTTTTGTATTTTTAGTAGAGACTGAG 

TTTTGCCGTGT 

>Sequence 3375 

CCGGGCAGGTACGCGGGCTTCCACCATGTGAGGACACAGCAAGAAGGGGC 

TGACTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTG 

GACTTCTCAGCCTCCAGAACTGTGAGAAAGAGATTTCTATATTTATAGAG 

CCCACCCAGTAGAATGGTACCTTTGTTACCAGCAGCCTGAAAGGACTAAG 

ACACCGACCTAGTCTCCCTGATGAAAAAGTTTCTCTCAGACTTCTACCCT 

TTCCAATGTGGCCAAAGCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAA 

CGCTCATTGTGTCGTTTGGCTTTCCCCGTCTCTGCTTGACACATGAACCA 

AAACAGAGGCAGCCAAAGCAGGGAAAAAAAAATCCTAGGATCAGAGTCCA 

CTCTATGCCCTTTTGAGCTTCAAAAGGAGAAAGAGACAAAAGCCAAAAGC 

AATGGAGGTCAAGCTGCCCGGTACATGTTTCTTTACGCCTGACCTCCTGA 

TGGACTCACTAGATAAAATGCTCCTTCTTGTAGCCAGCAAGCAAATGAGT 

ACTTTTTTATGGCTTACATCTGTGCCTGGTCGGCCATCAAGTCTGGGTGG 

CCACTGTTGAGATTTGGGGCTGTTTCCTGCAACTGATCTCTGCTACAGAT 

AAGCTTTCCCTTCTGAGGCCAAAGCCCTTGTTAACGTTAGAGCTCTATGAT 

GATGCAAACCTTAAAAGCGATCAACTAACATAACAAAAACCTCCCCAGAA 

CCAGACCCGGTTTTTTACCAAAACCCTTCCGTGGG 

>Sequence 3376 

CCGGGCAGGTACGCGGGGGAACTTGTGTGCTTAGACCTGACGCTGGTACG 

AGATGCTGACACCTAGGTTACTTGTAGGACCCTATACTGTAAAGTCCTTT 

GCCAGGAACTATTTATAAACATCCTGCGGAAAATGAGTCTATATGTCAGA 

ATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAA 

ACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGT 

TTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCC 

AGAGAGCTTGCGCACCTTCTTTCTGCCATGTGAGGAGCCAAGAAGCCGGC 

TGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCAT 

CCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTG 

GTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGAC 

AGTGCCTCATTTACTACATACCATNTATATTATTATATAGGCTCCTTTCA 

GAAACCCATGTTCAAATAGAGATAAGATACTGAACACATAACACCTTCAC 

TAGTTTTAGTATACAATATCGAGAATAGTTCGTATTACTATCTATCAAGA 

ATCAGATCATGTGTTCTATNTTATTATATGACAATGAGAACTACACATCT 

AATTACTGCCAAAAAAAAAAAAAAAAAATCTG 

>Sequence 3377 

AGGTACGCGGGGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCATCC 

TTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGAGAAAGCGACATC 

TGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGGAAATTACGAGTC 

CTGCAAAAGAAACATCTGAGAAATTTACGTGGCCAGCAAAAGGAAGACCT 

AGGAAGATCGCATGGGAGAAAAAAGAAGACACACCTAGGGAAATTATGAG 

TCCCGCAAAAGAAACATCTGAGAAATTTACGTGGGCAGCAAAAGGAAGAC 

CTAGGAAGATCGCATGGGAGAAAAAAGAAACACCTGTAAAGACTGGATGC 

GTGGCAAGAGTAACATCTAATAAAACTTAAAG 
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>Sequence 3378 

AGGAC 1 1 i t 1 1 1 1 1 1 1 1 iCf 1 1 1 1 n iTITlTIGGATTGTTGATCACACC 

TTTATCTTGCTTAATATGTGTCCAGATTCACAAAAATATCTACATCCTTC 

TGATGTATCATTTTAGGGTATGATCTCAGTAATCAGGCAGTGAATTTTCT 

ATAGATTTGTAGGAAGTCTAGGACAAGATGCATATTGTTGGCATGCTGTA 

TACTTCAGAATGCTTAGTTTATTAATCAACAAAGGAGTCATATCTTTTTG 

TCACTAATGTCC TCAAA ACAATCCCAACCAATCTTACCGCTAAAATTGTA 

TTTTATTATTTTATTTTTATTTTTTACTTT 

TGTATCTTATATAGTATAAGGTTTTTTATCTGTAAACTAA 

>Sequence 3379 

AGGTACGCGGGGGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTAT 

AAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTT 

ACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAA 

CATATTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTAAC 

CAGGAACCCTCTCTTGGGGTGTGGATCGAGACCCCTTTCTGGTAACGAGA 

GCACAGCTTGGTTTTATACATTTTAAGGAGACATGAGACATCAATCAACG 

TATATAAGATGAACATTTTGATCTGAAAAGGCtlTTTTTAA 

>Sequence 3380 

AGGTACTTTTTTT I H 11 1 1 nTTTTTI GCCTGG AG AG AG AG AG ATGTTT 

TATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCA 

CCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCATTCT 

GTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAGACA 

ATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGT 

TTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGAC 

CTGCACTTAGTGGGTGCCATTTCGCTGTCTCAGGTGCCTGCTCTACTGGT 

GATATTTTTCACTGGCTCTGTTGCTCACTTTAAAATT 

>Sequence 3381 

AGGTACACCCCCTTTTTACCTTGGACAGTTTTCAGAGAGAAGCCATAGCT 

GCCTCCTTCCTTCACGAGATAGCAGAGCCGGGGCTGGGTCCAAGTTTGCA 

CACCTCCATTCATCACAGGGGAAAGTATATTATCACTCAAACCTTGCTCC 

TTCTGACTTTGACCCAACTCTTTCAAGTCCACCCGTGTTTTCACTGCTTT 

CTCATAGGAATCCCCATCCAGAACTAGTAAAGTCACTGGATTCCCACTCT 

TTCTGACCAGATCCACAACCTGCATATGTTCTTCTTTGTCCACAAAGACA 

CCATTGATCCTAAGAACTCTGTCTCCATCTTGAAGGCCAGCCTTCTCTGC 

TGGGCTACACTTCTCAACCACCCGGACCAGGTGGCCCTCGGTGTCCTTCT 

T 

>Sequence 3382 

AGGTACAATGCCAGGAAGATGAATGTGCGTTAATGTTGCTGGAACATGGC 

ACTGATCCAAACATTCCAGATGAGTATGGAAATACCACTCTACACTACGC 

TATCTACAATGAAGATAAATTAATGGCCAAAGCACTGCTCTTAJACGGTG 

CTGATATCGAATCAAAAAACAAGCATGGTCCTCACACCACTGCTACTTGG 

TGTACCTGCCCG 

>Sequence 3383 

CCGGGCAGGTACCACCACGCCTAGATAACTTTTTGTATTTTTAATAGAGA 

CAGAGTTTCACCACGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGT 

GATCTGCCTGCCTGGGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCA 

GCACACCTGGCCGTTAAACTAGTTATTTTAATCATGCTACACAAAGAAGA 

CATTTCTCCAAAGGAAATATATAAAGGGAAACACTGTTGAAATAAATGGA 

AAGCTAAAAGTCTCAGCATAGAAGCTATAAAAAGAAACAAGTGGAAATTG 

TAGAACTGAAAATACAATAACAAAATTTACTGGAAGGTCTCAACACAATG 

AAGATGACTGAGGGAAGAGTCAGTAAATTTGAAG 

>Sequence 3384 

CCGGGCAGGTACGCGGGGTCAGTTACATGAAAATCCCCTTTGGTCACTGA 
GATCCAAACCTTGCCGGTGTGTCATTGAGCCAGGTCAAGTCTTCGATATG 
ACTGTGCTCCTACCCTCAACCCAGCCTTTGGCGTTTGTGCCTTAGTGACT 
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GCAGAAGCCTCTTAGTCTTCCCATCTCCACCTTGCTCTATACCCCTGCCT 

TGACCCTAGCTGGCCAATAGTAAAAATCCCCTCCCAAAATATTTTTAAGT 

AAACAAACAAACAATACAAAATAACGTTTAAAAAAAAAAAAAAAAAAAAA 

AGTCCCT 

>Sequence 3385 

CCGGGCAGGTACTCACAGTTGAGATAGGATTAAACCCCAATTTCAAAGCC 
CCTTACAGAGTTCCACTTACCAGGTTATTTCAGCCGGCAACCAGGAACTA 
GACTGAATGCAATCCTCCCACATCCAAGGTCCCCCGCGTACCT 
>Sequence 3386 

CCGGGCAGGTACACTAACTGCAGTGCCTCATTTCCTAATTTCCATATAAG 
CTGCCCCTCTGACCTAGAGCATCTTTGTTTTCCACCTACCATAACCTTTA 
AAGCAAGGGTCCCTAACCCCCGGGGCCACAGACCCTGTTAGGAACCAGGT 
TGCACAGCAGGAAGTAAGTGGTGGGCAAGTGAGCATTCCCGCGTACCT 
>Sequence 3387 

CCGGGCAGGTACCGGGCAGCTTGACCTCCATTGCTTTTGGCTTTTGTCTC 

TTTCTCC TTTTGAAGCTCAAAAGGGCATAGAGTGGACTCTGATCCTAGGA 

TTTTTTTTTCCCTGCTTTGGCTGCCTCTGTTTTGGTTCATGTGTCAAGCA 

GAGACGGGGAAAGCCAAACGACACAATGAGTGTTCTCAGAAAGGAAACTT 

CTTCGGAATGAAAAGCTTTGGCCACATTGGAAAGGGTAGAAGTCTGAGAG 

AAACTTTTTCATCAGGGAGACTTAGGTCGGTGTCTTAGTCCTTTCAGGCT 

CGCTGTAACAAAGTAACCTCGGC 

>Sequence 3388 

AGGTACGCGGGGACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCT 

TTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATATGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGAC 

>Sequence 3389 

AGGTACGCGGGGACTGTGGGCTGGAATCCTAGCACCCCAACCTGCTAGAT 

GTAAGGCACTTACCTTTTTTCTTCCTCAGGTTCCTTTGAACAGTGTCGAG 

CACACAGGCTTAGCTCCATTATGGTTACTTTGGGAATAGCCTCTCGACTC 

AAATTGGGAATAAGAAATGTCACTGTTAAAGAAATCCCTAAAAAAAAAAA 

AAAAATCAAAAAAACAAAGGTCCCCTGCCCGGGCGGCCTGCTCTAGAAAC 

TAGGTGGATCCCCCCGGCGCTGCGAGGAATTTCGATTATCAAGCCTTATT 

CGATACCCCGTCGACCTTCGAGGGGGGGGTCTCCGGTACCCCAGGCTTTT 

TGTTTCCCTTTTAGTGGAGGGGTTAAATTTGCGCGCTTGGGCCGTAATCA 

ATGGGTCATAGGCCTGTTTTTCCTTG 

>Sequence 3390 

AGGTACTTGCAGGCTACGAGAGGTGATTTGCAGCATGCTTCAGAGACAAC 

CATGCTGAATCATTCGTAGATGTCAAAAGTGTTAGAACTGACATGGATCT 

TAGAAGCCACCTGGCTTTCACCACCCATTTTCTCCTGCTTCCCAATGTCC 

CGGGAACACACGGCACTTAGGAGGGGACTGTAAAAGCAGTAGCTCCCAAT 

TATAACACCAGTCTCCCAGTTTGGAACTTTGAGGTTAGGTAACTCCAAAC 

TTAGCCTACCCTTGACACTCCCCTCTACCCATTCTCTATTCAAACCTCAA 

ATCCCGCGTACCTGCCCG 

>Sequence3391 

CCGGGCAGGTACGCGGGGAGTCAACACACCCGTGGGTAATTAACCTGGTC 

ATCCCCACCCTGGAGAGCCATCCTGCCCATGGGTGATCAAAGAAGGAACA 

TCTGCAGGAACACCTGATGAGGCTGCACCCTTGGCGGAAAGAACACCTGA 

CACAGCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGCTGCACCCTTGG 

TGGAAAGAACACCTGACACGGCTGAAAGCTTGGTGGAAAAAACACCTGAT 

GAGGCTGCATCCTTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGA 

GAAAGCGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGG 
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AAATTACGAGTCCTGCAAAAGAAACAT 
>Sequence 3392 

CGGGCAGGTACTCGGGTGACCCAAGGAGGACCATTTTAAACTTCTAAGTT 

TTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCTCTTTTACCCTA 

CTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGTTGGAACATTTG 

GTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTCAAGTAGGTAAA 

AATGGAGCACATACAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 3393 

AGGTACTTTTTTTTTTTT1 1 1 1 ITTTTTTn CCTGTTTTTGTTA A AGCTT 

TATTTGGTGACACTCCCTCCCAAGACCAACAGAATTGGGGAAAGGTCCCA 

AAGAGAGGAATCCAACTTTTAAAAACGGCCTCATTCCATACCTGAGTCAG 

GCTGCTCTCTGGCTCGCTCGCTC'rCCTCTCTAACAAGAGTTATGTGTTCT 

TTCTGTTCTAGTATCAAAAAAGGTGATAACAAGGGAGTCATTTACAAGCC 

AGCCACCAAGATGGAGACTGAGGCCCACGCTTGAGGTCCCCGGAACTCCC 

GGGCACATCCAGGAAGGACCTTGTTTTGGACCCTACACACTTTGGGTTTT 

TTrGGAACTTTGCGAACCCCTTAAGGGTGTTTTTTGTAAACTCAAATC 

>Sequence 3394 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCITTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCATAAGCTCACTGTGGCTGCACATCTGA 

>Sequence 3395 

CCGGGCAGGTACGTAATGAAAATTGAGGTTCATTCTATGAAAAAATCTCC 

CCTTCTCCCCTTCCCTTATTGCCTGTCTTGGCAATGGCCAGTAGAGTAGT 

TATTTAAGGGATTTTGTTTTTTTGTTTTTTTG TTTTT I TIT GGTAGGGGA 

GGTGGGGAATTTCTGGGTTTGTCTTTTTTTTAATGTATATAAAAGTTTGC 

TAGTTGTTGTTATTGTTGTTCTTTCACTCTCAACACAGTTTTTTGTTTGG 

AGTTGTAGGAATCAAATTGTAATGAGGGGACCCATTACCCGAAAAGTGTG 

GAAAAAATTTTTTTGCCTTCCTTAAAAAGCCTGTTTTTCCCCTTTCTAGT 

ATTTT TGTTGG ACCCTTTACGGGGCTTTGGGG ITTT rGGGTTTTTTTGGC 

TTTTTAAAGG 

>Sequence 3396 

TGGGGGAGCCGTATCACTACTATAGGGCAATTGGAGCTCACCGCGGTGGC 

CGGCCGCCCGGGCAGGTACAAAAATCCCCAGAGCCACATAGACGGGGGTG 

GTAGTGCGAACCATAGCAATATTGGCATAGGTGCCAATCTGTAGCTCTTC 

CAGAGACTTGGACATGAACTCTGGCTTGGGGAACTCAGTGATAAACAATT 

TGAGGAACTTCAGAATGCGCTTGTGGGTGAGGATGTACATGCCGGCTTCC 

CTTAAGTTGATTAGATGGGAAACCAAACACCGTCTTTCAAGTGTGAGGCT 

GTGCCATGCTCCCTCAGGGAGGAGGGGCGCTGGGTCTGACCAGGTCTGCC 

TCTGCCCTCACCAGCTGGCAGACGTGAACTGGAGAACAGCACCAGAAAGG 

CTGGTGGTTGGCAGCTGCTCACGACACAGTTGCTGACCTGCAGCAGATCG 

>Sequence 3397 

CCGGGCAGGTACCTCAGTTGTAAATGCAGAAATCAGCCATCTTCTGTGTC 

AATCATGGTGGGAGCTGCAGACCGGAGCTGGAACTATTCAGCCATCTTGG 

AACGGGAGCCCTCTAGGTGATATATTTTGAAGTCAGAAATGGAAAATGTT 

GTCCAGAGTTCAGGGGAAGAGGATATTGGGTTCTTTTCTCTGAGGTCACT 

GTTTCAAAACGTTACAGAAGAAAAGGCTAATATTGCTTCAGCCCTTGCCC 

AGATCCCACAGAAGGTCAGTAAAACCTCCATTCCTGATAAGCAGCTATTC 

ACATAGTGAGAAAGTATGGCTTTTGCCCTACTCAGTCTTGCTGTTATTGG 

AAACAACTCTCTTGATTGTCGTTCGTTTATAATAAAATAGAAATAA 

>Sequence 3398 

AGGTACCAGGTGAACAATGTTTACCAGAAAGCAGTTGAGACAAGAAAATA 
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AGAGCTCAGGATGAGGGAAAAGAAAAAGATTGAGAGAATTTGTGCCCCCA 

ACCATTTCCTCAGACTCTAAGAAAGAACACGCTTCTCTCCAGGCAGGTCT 

GAAGCTCAACCTCTCTTATTGCCTCACTTCAGGTATACCTCACTTTACAC 

AATAGAATTTATAACTGGAAAGAAGTTGGGGACACATGTATTTGGTGATT 

ACATTTTAAACACATTAGGAAAAGTTGCTATTTGAACTTTTTATTGATTT 

TTGGGGGGAGTAAAGAATTATTTTGTGATGCAAATAAATATCCTTTAATT 

GATCGACTTGCCAAAATTAGAATTTGTGTGCATTAAGCITTCTTTTATTC 

rm ll T AG AG A AGTTA A AT ATTTAGCTTTTTCTTTTCTTTGTTTATTTC 

TTTCT 

>Sequence 3399 

AGGTACTTTACAGTTTATATGATCTCATTTGATTCTTAACATGAGCCTGT 

GAGTGAAAAATTCCTTCCCCTCTTCTACAGATTAGGACGTTGAGATTCAG 

GGAGGTTCAGAGGGATTCAGGGAAAGTCAAGTGGCACCTGGAGTCCCGTG 

GCTAATTTGAGGCCGGTAGGGGGATTCGAACCCAGGATTTGTGCTTCTTA 

TGCCTGGGCTTCTGCTCTCTGGGGCATGGTCTTCCCCCTAGCTTTCCCAT 

TCACTACTTTAGCCTAGGGGTCCTACCCTTTATTAAACTGCCAGTGCCTC 

ACTGCTTTTCTCCCCCAAAGACAAAAAAAAAGTGTTTTTGCTTTTGTTTT 

GTTTTTCATGGGCAGAGACCTGGAATTTCAGCTTGAGAATTTGTGCCATA 

TGATAAATAAATCAACAGATGGCTTTTTCCCCAAAAAAAAAAAAT 

>Sequence 3400 

GTGGCCGTCGCACCCAACTTCGTATATCGGGCGAATTGGTGCTCCACCGC 

GGCGGCGGCCGCCCGGGCAGGTACATCTGAGCCACCGCATCTGTAGTCTT 

T GTAG TGTCATAGACTTGGAATTGATAGTCCTGGTTTTTAAAAACTTCCC 

CTTTTGTCAATTCTTAACTCAGTGGATGTATTTAAAACATAAGTCAAATT 

GTGTCATTCCTCTGCCCCAGCCCTTCTGATTGCCTCCCATTTCACTCTGA 

GTATGTGCCAGAGTTCCTCCTAATAACTGAAAGGCAGTAAACCATCTGGC 

ATGTTACCTCTCCTGCTTAAACTTCTGTTTCTTATGTCTTTTGCTCTGTT 

TCAGCCACACTGAACTTGTTGCTATTCCTTACCTACCCTACTGCTTAAAG 

ATTCCAGGCACACCTGTGCACTTAGCAGTTCCATGTTGTCTGGGATGCTT 

TTTCCCCAGATATTCTTCTAGCTTACTCTTTCCAT 

>Sequence 3401 

CCGGGCAGGTACTTTTGCCGATGGGGAGGGGGATACAGAGGAAGATGATT 

ACGATGACATTATTGAGCCCCTTCTCTCCCTTGACCAAGCTTCTCACTGT 

GAGCTAGGGCCTGCACCCAGCCTGGGTCAGGCCTCTCACAGTGACTCCGA 

AATGACATCACAGCGATTTTCGTCAGTTGATGAACAAGCAAAACTTCATA 

AGACTATGTCTCAAGGAGAGATTACCAAGTTGGCAGTGAGACAGAAGGCT 

TCGGATTCAGATATAAGACCTCAGAGAGCTAAGATGAGATTCTGGGCCAA 

AGGGAAACAAGGGGAGAAGAAGACTACCATAGTGAAACCTACTACCCAGT 

CAGAGGTTTCGCCACTCTTTGCAGGCACAGATGTGATTCCAGCTCATGAG 

TTTCCAGATGAATTAGCTGCATATCACC 

>Sequence 3402 . 

GTA CGTAA CATAATTCAGTAATATGGAGCTCACCGCGGTGGCGGCCGAGG 

TACT 1 1 1 1 I i 1 l I 'l'riTTTTGAGAAGACATCATTACCTGTATATGCCCCC 

TCTTCTCAGTTCCCTCAATGGACATTGGCATTGATGAGCCCATAAGTACA 

TGATAAGCCTACAAGGACAATAGTGAGTTTATATTTTTATGTAATGATTT 

TAGAACATGGGATAATATCCAAAGTGATGGAGGTAAAACTATTCACATTT 

CCATATTCCAAACTACTTCAAGAATCACTAGAGTGCAGAAGTTATAACTC 

TAAATGCTGAATGGAGAAATCATCTGTCCCAAGAACTACACCCATATGAC 

TTTCCAATAAATCTATCTCAAAAGGCCTACCATTTAACAACAACAGCAAC 

AACAAAACTTTAAAAGAACCCAAATGAAGTTTTGTATAAGTTGGGGTCTT 

TTTTTCTATACATTTTGAATGACAAAAAGCTGCTGTGAGCTA 

>Sequence 3403 

AGGTACGCGGGGAGAGCTTTTGGTTTGCTGAGGTTTGTCAGATTTTCCAG 
CTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATTC 
AGACCACATGTCCCTGTTAAATACATTAGCTT1TAAATCAATCTTTGTTC 
AAAGTCCAGTGAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTCC 
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TGAGTGAACOAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCCA 

CCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTAT 

GGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCCGGTCCGGGT 

GGTTGAGAAGTGTAGCCCAGCAGAGAAGGCTGGCCTTCAAGATGGAAACA 

GAGTTCTTAGGATCAATGGTGTCTTTGTGGACAAAGAA 

>Sequence 3404 

AGGTACAGTGGATTTGCCAGATCATAGCGAGACTGCTTCTTTAAGTGGGA 

CCCTGATACATTTCTGCTCACTGGGTGAAACCTCCCAGCCAGGCCCCCCA 

GCCATGTCCACCTGCACTTATTAGGGACAGAGCTCTGATCTCTCCCTGGG 

AAGGAGTGCCTGGGGGCAAGGAAGGGTGGCCACCTGGGTTGGTTGGATGA 

CTCAGTTCTTCCAACCAACCTCCTCCCCAACAGGGGCAGAGGCAGTTCCC 

CACCATGACACGGTTCCCCCACCACAATACAGCTCTTTTCTTGAGGCATG 

GACAGACTGCTCCTTTAAGTGATTTACTCCTTCTCGTGGATTGGTTTCTC 

CCGGCCAGGTCCTCCCAGTCGGGGCTTCCAGCCACCTGACCTGTATTCTG 

TGGGGCAGACAGAGCTCGGGTTTCTCTCTGGGAT 

>Sequence 3405 

A GGTA CTTTNTTTTrrrrri Tl n Tl I'n-ITGGCCTGGAGAGAGAGAGAT 

GTTTTATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACAC 

nCACCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCA 

TTCTGTTACATGACCACAATACAATTCAGCACAGATAGATATTAACATTG 

AGAC AATG CTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATA 

AGGGTTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCTCTG 

TAGACCTGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTA 

CTGGTGATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCTCCC 

AGCTGTTGACATTTTATTTTCTGCATAGTTCTGAA 

>Sequence 3406 

AGGTACCTTGGTTTTCAGGTTATCTGACAAAGGCAGCTTTGATTGGGACA 

TGGAGGCATGGGCAGGTTCTCCTTTCTTTGGAAACACATCCATGCTGGGA. 

TGCACAGTTCTTTTCCTAAGGATTGTGTTTACTCCTGACTGCAACGTCTT 

GGCCACTGTTTGGAGCAGTTTGGGTCTGAAGGTCATTAAGGATCTGCTTG 

CATCTTGTTTCATGTCCTCCGTGACAGACTGCAGACCATGTTAGAAGAGA 

AGGAAGGTTTGTGGATCAAGAGGGTTGACATTAGGTTTGGTGAGATGAGT 

TGCTTGGCACAGATCAGCAGAACAGGACCCTGGTGATAAGGCATCTGGCT 

TTGCTAACCACTTATCATCTTCCATTATTCTCTTTCTTAACTAAGTAGAC 

CCGAAAGTGCACTTTTGAAGTCTGGTTTA 

>Scquence 3407 

AGCGGCCGCCCGGGCAGGTACGCGGGATTGAGAGCAGGTAAATTTTTTAA 

TGGAACTATGCAAAGACCAATATTTCAATATTGGACATTTTGATGGTCCT 

TCTATCCCCAATGCTTTATTTTTTTCAACTTTGATGAAAAGATTTGATCT 

AGATGAGATACTCCCATCAGAATCCCAAACAAAAGGACTATGAAGAAAGT 

TCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTG 

TTTACCCAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAAT 

TAGAAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATG 

AAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACATGCAAACTTT 

CAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTC 

>Sequence 3408 

GGGGAGATCGACGCTAATCTGAATNTACGGCGAATTGGTGCTCCACAGCG 

GCGGCGGCCGAGGTAC 1 1 1 1 rTTTTTTl » rTTTTTTT TTTTTT TGGAGGA 

CTGGGAAATAGAGGACTGGGAATTTGAGCAAATTTTGAGGAATCTTAAAT 

TGCTATTAGGACACCAATATGACGCAGCAATCAATCATTATTTTCTAGGA 

CTCTGGTTACCAAAGTTATAGACAGCGAGCCAATTCTCCATTATTTTGGC 

AAAAGATAATGCAAATTTATGTTACTGTTTGCTAGTTGATTTGATTCACT 

GCCTAAAATAAACTGATTCCTTGTGTTTTAAAAAATCCATTTTGAAGCCA 

CACACAACAAAAATCATTCAGTTAGTTGAATTTGCTTTATAATTAGACTA 

TGGGTGAAGACACCAGATATTTTAAAAAGCAATCCAAATGACTGAGTTTA 

GAAAATAAAATGAGATTACAGCACCTCTTGAGAGTGTCTGAGGAG 
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>Sequence 3409 

AGGTACCATTGTCCAGGGAGCTCTGAAAAGCATCCTATGTCGCACCCCGG 

GAGAGTTTTACCACAACACTCTGAGCTTCCTCAAGGTAAGGGCAGCTCCT 

GCCCTCCACTTTGGGAGTTTGGGAGTCAGAGAATGCCGCCCGTGGAATTA 

GGAATAATTGGTTCTCCTTTCTGGAGCCATGTTCCAATATTAGGAGACGG 

CATCGGTGTAAGCATCCACACACACGTTTCTCACTTCCGGCCATTCCCTC 

TGCCCCTGGTGAAAAGCTTCAAGTAATAGAGCTTTTTCTTTTTCACTCCT 

TATGCCAGAACATCACACCTACGTTCCCACTCTTCAATGAGGGGTCTATT 

TTTAATG ACTTG GCTTTTCTTTTACTTAAATTTTGATCCTTGATTTCT 

TTGCCTCTTTTTGTAATCCAATGCTGATCTCT 

>Sequence 3410 

GCCCCATCGACGCTAATCGTATATTCGGCGAATTGTTTCTGCCCACGGCG 

GCGGCCGAGGTACATGTTCTTGGCATCCTTTCCCTCAAAGTAAACATGIT 

TAAAGCCACACAGACTTTAACACATTATACCTTAATTCCATCAACAGTGT 

CCTGAGACTGAGGATAGATAAAATACTTCAGGTCAAAGCAGAGCCTGTGG 

AATTTTAATTTAAACAATAGATGAGAAAATGTCTTTTGTTGGAAAAGAGA 

CATTCAAAAAAGATGTTAAAATATACCCTGTTTATTATGAATTATTTGGG 

AACGTAAACATTACCTTTTATCTTACAGACCAGACTGACAAGGCCACCGA 

GTATGTGCCCCACCTGCTGTGAGCCATCAGCTTGCACAGGTACCTGCCCG 

>Sequence 3411 

CCGGGCAGGTACATACAGTAAGCTTCTGCCTTCCCAGCTGCTGTCTGGTT 

AGTGGAACTAACAATTTCCTTGATGGAAATTGAATAAGGTAATCCAAAAA 

GAAGGCTCTTTTAGATGAAAAAACATGGATAGATTATTAAGCGCCAAGTT 

TTCTCTTCAACCTACTGCTCACCAGTGCTCCCTCCTCAGCTCCAAGGCTG 

TGG AGGGCTCATG AAGTCACAATGTTCTACTG AG A ATTTAGC nTTT TTT 

T 1 T I i GG AGTGGGTATACCATTTTGTAATTCCACTTG ATAATGGCATCTG 

ATTAT TTGATCATGACATCATTATTTGTATACAATGCAGCAAGAATTTTG 

TTTTTAATGTAGGCTITrAAATGGGCTTTGATGGAACTTGGTTCCATAGA 

AGGAATCCCAGATAAGGCTTTTTAAAAGCT 

>Sequence 3412 

CGGCATGGATTCGACGCATACTACTGACTATCGGGCGAATTGGTGCTCCA 

CCGCGGCGGCGGCCGAGGTACTTT m TTrrrr ni 1 1 I 1TTTTTTTTTG 

GAGGATTTTTAAATAGAGGACTGGGAATTTGAGCAAATTTTGAGGAATCT 

CAATTTGCTATTACGACACCAATATGACGCAGCAATCAATCATTATTTTC 

TAGGACTCCTGGTTACCAAAGTTATAGACAGCGAGCCAATTCTCCATTAT 

TTTGGCAAAAGATAATGCAAATTTATGTTACTGAGTGCTAGTCGATTTGA 

TTCACTGCCTAAAATAAACTGATTCCTTCTGTTTTAAAAAATCCATTTTG 

AAGTCACACCCAACAAAAATCATTCAGTTAGTTGAATTTGCTTTATAATT 

AGACTATGGGTGAAGACACCAGATATTTTAAAAAGCAATCCAAATGACTG 

AGTTTAGAAAATTAAATGAGATTACAGCACCTCTTGAGAGTGTCTG 

>Sequence 3413 

ACACAGAGCTGAGGATGAAACACACCCAGAGTGGACAGAGCACATCTCCA 

CTGGTGATAGATTATACTTGTCGAGTTGGTCAAATGGCCTTTGTTTTCTC 

AAGCCTGATACCTCTGCTATTGATGACACCTGTATTCTGTCTGGGAAATA 

CTAGTGAATGTTTCCAAAACTTCAGTCAGAGCCACAAGCGTATCTTGATG 

CACTCACCACCATCAGCCATGG 

>Sequence 3414 

AGGTACATTCCAAACACTTTTTCATAGAATGGCTGTAAACATGCTCCCTA 

TTTCTGCTTGACATGTTACATCACAGTGCTCTAAAAGCTCTGTCATGCGT 

ATTATACTCTCAGCATCCTGGATAATAGAGTTCATCTCCAGTTCAAATTC 

TCCACCAACCAGCTTTATCTTGTTTCCTGCAAAATCATGGAGGTTTGGGA 

AGTTCCTTTAGACCCATTCTCGTATGGAGGTTTGTTTTCTTCTTTTTTCT 

TTCCGCGGAGACCTGCCTCCTACTCCACCATCACATGGAACCCACCACTG 

CTTCTCCGAAGCTCGCTCTCCCCGCGTACCTGCCCG 

>Sequence 3415 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 
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CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTACTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCATTAGTT 

GTCATGAGTCAGCAATA 

>Sequence 3416 

TGAATTGAGCCCTTCGAAATCGGCNAATNGGTTCTCCACCACGGTCGCGG 

CCGAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAATTTAA 

ACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTC 

CATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGAT 

TTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTCGGC 

TCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCG 

TTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGC 

AATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAA 

ATGTTCAGAAACTCACTGTGGCTTGACATCTGAGCCATGTCTTTCCATTA 

GGTTGTCATGAGTCAACAATAAAACCGGTATTGTGG 

>Sequence34l7 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGACC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACATACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTTCTTACTGTGTGCTCTTTCTTGTGCATGGA 

GAGAGAGCATGAACAAGCCCTCTACTGTCCCTTTTAGAAGGGCACTAATC 

CCATAAT 

>Sequence 3418 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGAGCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGCCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCT 

>Sequence 3419 

AGGTACCCTACTGGCCTATGCCGAAAGCACAGGAACTGTGAGGGTGTTTG 

ATCTCATGGGAAGTGAACTCTTTGTCATTTCCCCGGCATCTAGTTTTATA 

GGTG ACTTAAGCTATGCCATTGCTGGGTTG ATA TTTTI AGA ATATAAAGC 

AAGTGCACAGTGGTCTGCAGAACTCCTGGTCATCAATTACCGAGGAGAAC 

TTAGAAGTTACCTTGTAAGTGTTGGAACAAATCAGAGCTACCAAGAAAGT 

CACTGTTTCAGCTTCAGTAGTCATTATCCTCATGGAATCAACACAGCTGT 

TTACCACCCTGGTCACAGACTTTTACTTGTTGGTGGATGTGAAACTGCTG 

AAGTAGGCATGTCAAAAGCTTCTAGCTGTGGCCTTTCTGCCTGGAGAGTT 

CTTTTAGGATCACCGTG 

>Scquence 3420 

AGGTACTTTCACAGCAACATTTAGACTAGTGTTTGACCAACAACTGGGCA 
CCACGGTCAAGCCAAGTTGGCATATAGAATTAGCCAGCAAACTTGGTATT 
CACAATCTGTCATTATAGTCTTATCTATAAACCTAAGGTTTAGAGAAACG 
CTGGTCATTCTGAACAATTCCCTGTGAATGCAGAGATCAAGGAGCCTCCC 
CTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTTGACCTTACTG 
TTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATATAATATT 
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ACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGATGGTGAT 
GGTGTATATTACTTTTACCAGCCCCAGACCTGTAAGAGGTTCTCATCTCT 
TTTGTTTAAGATTTTGTTGTTTTTTTTAATGC 
>Sequence 3421 

AGGTACGCGGGGACACGTTTCCeGTCAAGATGGCGGATACTCTCCCTTCG 

GAGTTTGATGTGATCGTAATAGGGACGGGTTTGCCTGAATCCATCACTGC 

AGCTGCATGTTCAAGAAGTGGCCGGAGAGTTCTGCATGTTGATTCAAGAA 

GCTACTATGGAGGAAACTGGGCCAGTTTTAGCTTTTCAGGACTATTGTCC 

TGGCTAAAGGAATACCAGGAAAACAGTGACATTGTAAGTGACAGTCCAGT 

GTGGCAAGACCAGATCCTTGAAAATGAAGAAGCCATTGCTCTTAGCAGGA 

AGGACAAAACTATrCAACATGTGGAAGTATTTTGTTATGCCAGTCAGGAT 

TTGCATGAAGATGTCGAAGAAGCTGGTGCGCTCGCATNTAAAACTAGTGA 

ATTAAGTACCTGCCCG 

>Sequence 3422 

CCGGGCAGGTACGCGGGTGACCCAAGGAGGACCATTTTAAACTTCTAAGT 

TTTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCTCTTTTACCCT 

ACTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGTTGGAACATTT 

GGTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTCAAGTAGGTAA 

AAATGGAGCACATACAACAAAAAAAAAAAAAAAAAAAAAAAAAAAGTTCC 

T 

>Sequence 3423 

CCGGGCTGGTACCACTCAGAAGCCTTCACTGTCAACTTCGGGGACACCGA 

ATAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGACA 

TCCTGG ACTGATTCTGT A ATTCTCGTATC 1 ' rTTTI CTCCC ATGTTCCCTT 

TATGTGCCTTTAGGTTCTTGCrTTTTGGGAGATTTTCTTAACTTGATCTA 

CCTGAGGCTCAGTCCTCATCTGTTAAATGCTGATAAAAGGACCTACCACC 

TAGCGTTGCTGTGAGGTGTCAGTGAAATAAAATGTAAAATGCTTAGCACA 

GTGAACTTTAAATAAATGGTAGTTGTGGTTGCACATTTGATTTAAATTGT 

GATCCCCTGAATCGGTTCTTCTCATATATTCATAAAGGGGTCCCTTGGCC 

GCTCTAGAACTATGGGTATTCCCCCGGGCTGAGGGATTTCAATTCAACCC 

TTAG 

>Sequence 3424 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGACC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATGCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTGCATGGA 

GAGAGAGCATGAACAAGCCCTCTACTGTCCCTCrrAGAAGG 

>Sequetice 3425 

AGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

CAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCAAAACATCA 

AGAGAAGATGAGAGGAGfCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGTTAGCCATACTGGC 

>Sequence 3426 

AGGTACTTCCATGTTAGCTGTGCATGTCCACCACGCTTTGTCTGTAACTC 

GAGTAGAAAAAGATGTTGTGTTTTAATTAATCATTCCTTACAATTCAAGA 

TGAACTCCACATACCCGCGTACCCACTGAATGTTGTTACTACATATTGAG 

AGTCATTTTATGCATATGCATTCTACCTTTCCTGCTTTATGAGTATTTTT 

AAGCTTTTAGTTCAAGGTTATATTCAGAAAATATTTGCCAGTATAATGAT 
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ACATCGTAGCCTAAGAAATATTTTCTCAATGTAATTCCCTTCCCAGCTAC 
CCAAATGCTACAGAGAAATGTTTTCTACTTGGCCACTATCAGGGTTCGTC 
ATCTATTGTGTTGACTATTAATGGCTTTTTGATTGGGTAAGGATT 
>Sequence 3427 

AGGTACTTTT1 i 1 1TITI 1 rTTTTTTTTCCTATCCAGAGCCCTACTTGAT 

CAAAAACTGGTTCTTTAATCCATTGCAAATTATCAAGTAGCTTTTAATAA 

CTAACACGGCTATAAACCACCATAACTGTTCTTTTTTCCATATCAATACT 

ATTCACTTACTAAAAAAAAATCTGAGGGTATAGAATATGCTGATAACTGT 

GCTGGGTATTGGCGACACCAGGGAACAAAACAGACGAGGCCTCTGGCTCT 

TCTAATGGACAGCTGGGTGCAACTCTCTAAAAATACTACTTCATGATTTG 

ACAGGATATTTGCCAAAGTCCTTCACTACTCTACACAACTATAACAACAT 

TTTCT 

>Sequence 3428 

GCTCATACAGCTCAAACAGGAGGAAAAGCATCTCTGGGAGCAGGCAGCCT 

CATGTGTCTGATTCGCTGCTCAATTCCAGGCAAAACTACAAGAATTACTC 

CATGGAGTCAAGGACACACTTTCGAATCCAGGCAGCCACACTCCAAGCCA 

AGTCTTCCCTAGAGAACAGCAGCAGATCCATGGTCTCATCAGTGTCCTTG 

TAGCTTTGTGCAGCAGTTCCGGGCTGGAAGACAGAGACAGCTGGACAGAG 

CTCCTGAAAACATTTCAAAATACCCCCTCCCCCTGCCCTGCCCTGCCTTT 

GGGGTCCACCGGCACTTCAGTTGGATGGCACAACATAGTGTATCCGTGCC 

GAAGCCGAGCTGGCATTTTTCACCAGTGGAGCCAAGGGCCTTTGCCCAGG 

GCAGAACAGGTGGAACCCTCTGCCTGCCCTATCACACATACCGGTACCCT 

TGG 

>Sequence 3429 

AGGTACTGCACCCTCCCTACCCCCTTAAAAACCCACTAGGAAAGGAAGAA 

GGGGTGGAAACCCATTAGGAGGGAGTGAGCAGGCAGATTTGCCCTGAGAG 

TCTACACCCCTGGCCTGATGCACAGAGAACAAGGATGTCCTAGTGTGGCA 

CAAAATCTAGGGCCACCCAAAACTGCTCTCATGTTCTAAAGGTGACTGTG 

TGGGGTTTGAACCTTGGCGCCCACTGGACAGTGGTGAGCACTCACCACCC 

TGAGGCCTGGCAGCCTGTCTGTCACTGGAGAGCGTTCAACACTGACACTG 

ACATTAGCAGATCACAGAGCTTTTCAGCCCACGTATGTATCTCTGTGAGG 

CAGGAACAGGCCTGCTTGTCAGTGAGCCATTGAAGTTTGCAGCATGCAGT 

ACAAGCCCATATTTTTGGCTAGGTACCTGGCCGGGCGGCCGTTTTAAACT 

AA 

>Sequence 3430 

ATGAAGGGTTTAAATTGGCGCCGCTTTGGGCGTTAATTCATTGGTTCAAT 

AGCCTGTTTTTCCTGGTGTTGAAAAATTGTTTATTCCCGCTTCACAAATT 

TCCACAACAAACATACCGAAGCCCGGGGAGGCATTAAAGTTGGTAAAAGC 

CCTGGGGGGTTGCCCTAAATGGAGGGGAACCTTAACTTAACAATTTAATT 

TGCGGTTGGCGCCTCAACTGCCCCGGCTTTTCCAATTCGGGGAAAACC 

>Sequence 3431 

AGGTACATTGTAGGATGCTTACCAGATCCTGCCCACTAGAGGCCAATAGC 

ACCTCATCATCATAGCACCCCTTCCCTCAGTGATAATAAAAAATGTCTCC 

AGACATTGTTTAAGTTAATAAATGTGCCCAGAGCCCAGGCACAGTGGCTC 

AGGCCTGTGATTTTAGCTCTTTGGGAGACCGAGGTGGGTGGATCACTTGA 

GGCCAGGAGTTCCTAGAACGTTCCTCTGTCAAAAGACAAAATTACAACAA 

TTTAAAATCTAATTGGCTGTTATTGGCCATTCTAGAATTGGTTGACATCT 

CATTCTATGAAATACAATGAGTGCTCTTCAATAAGCTGAGCAGAGGGGGG 

TTAGCTTTATTGGCAGAAAAGGGCTAAAGAAAACAGAAAAAGAACAAAAA 

GTGATTGGTTGTTTCAGAGTTACTTTCCTTAAAGAGGG 

>Sequence 3432 

CCGGGCAGGTACGCGGGGTGGAGACATGGGATTTCTCATGGAAAGTGAAA 

ATAACTCACTCAGAATAATGTTTTTTCAAACTCTTCTGTCTTTCCACAGT 

ATGTTCTTGTTACTGATTGTCAGAAAGCTGGTTTTGAGACTGCAGCTTGG 

ACTAAAGTAAGTTTTGTCTAGAATTGTTTCTCTATTCAGTATAGACATTT 

TCATGCTATGATTTATTTCTAAGCCTAGGGGAAACAATAAACAACATCTG 
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GCTATCTTATTTCAAATTTGTTATGTAAAAATTGTGGATTGATCTTTATT 

GGAGCAAATTTGTAATCCAAATTCTCTTGGTGATTTATTTGCTTGGCACC 

TAATACACCTCTAAGCTAACAACAGTCATCTCATTTCAAATGTAAAGCCT 

CATTGTAAAAACAAAAAGCATATACATACACAAATATATG 

> Sequence 3433 

AGGTACCATGCGGTCAGCCAAATGTGTAAGGAACTTGTTTTGAGAGGAGA 

GAAGAA AATTC TATAGTAGGCGAGACAGGCTTCTCTCTCCTGCTCCTCCT 

CCCTTTCTTTTTCTCTCTCTCCTCmCTTCCCTCCTTCTCTCC 

CTCTTTCTCTCACACAGTTCCTACATTTCTGCACTGGGGGACAAACCAGG 

CTTCTGATCAAAGGCAATCCGAGACTTGGGTTCAAAAGCTTTGATGAAGA 

T TGGTA CCTGCTATGCAGATGGGGGGAGGGAAGAAGAGACTAGCCTAGGG 

GCTTTTATATTTCTTTAAAGCATCAGCCATTAATGGGCTAAGTTTACCAC 

TGGGACCCAGAGAGCTAGTCCCCAAACACAAGCTCAAAATGTATGCATTT 

TCCAATTCATGGTTTTCAAGGACATGTTCCCCCGCGTACCTGG 

>Sequence 3434 

GCCGCCCGGCCAGGACCTTCTG 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 nil 111 ATGCATA 

CATCACTCAAATTTTATTAAAGGCAGCACAATAGCCCGCTCATTTTTTGA 

TTCAGAAATAAACTTGTAACTAAACCATCTCTCTTCAAATAGTACCGCAG 

ACTGTCTTTTAAAGTAGCTCATCTTTATTTGATGCAATCTAAAAGGCCCA 

AACTCTGAAAGAAAATAAGAAACTATTGTTAACTATTATTAACAAAGTAA 

TATATCAAATAATTCACTCAAACTCCTACTTAAGAAACGTGTCATCACCA 

ATAAGATAGTAAAGGCTCTTCTAATATTGCTTTGTTGAGACAATTCATTT 

CATCTTATGGCAGGTTGTACCAGTTTCACAGACATGAAACAAGTGGGAAG 

AAGGAAAAGCAGGGCCCCCG 

>Sequence 3435 

AGGTACGCGGGGGCTTAGACCTGACGCTGGGAGGAGATGCTGCCACCTAG 

GTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTAT 

AAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTT 

ACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAACAAAATTTGGAA 

CATATTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGGAACTAGTTAAC 

CAGGAACCCTC TCTT GGGGTGTGGATCGAGACCCCTTTCTGGTAACGAGA 

GCACAGCTTGGTTTTATACATTTTAAGGAGACATGAGACATCAATCAACG 

TATATAAGATGAACATTTTGATCTGAAAAGGCCTTTTTAAATATACACTT 

CTCTGTA 

>Sequence 3436 

AGGTACGCGGGGGGGCACTTTACTTGTTCCAGAACTGGAGCAGGATTAAA 

CTGGTCGAGCTTCTTGGAAGAAATTTTATTTTGTTTATCATCTTTGGCAC 

CATGGAAGAAATGCAGAACAAAGCTGTGGTTTTCTTTGTGTTTTATTTGG 

GGAGGGCATTTGAAATTTTCAGGTGGGTAGAAATGCCAGGATGGTGTTTG 

AATGCTGCTCCCTGTTTGCAGCAGCTCTGTTCTTGAGGGAGTTGTTATCT 

TAGCCAGAGTCTCATTTGGTTTGGGACTAAAATTACATATGTGGAGAATT 

CTGGTTGCACCTATGTGCTCTGCAAAGTTGAGACAGATTTTTTTAAAGCC 

GTCATTGGATCATAATACCCGACTGGTTACTAGGGAGCATAAGAGGAGAT 

CCAGAAAAGGGGAAAACTCATT 

>Sequence 3437 

aggtacttt ri 1 1 i rrriTTTT Trrrri 1 1 1 1 1 1 1 acaggggtgtctttc 

CCTCTTTGACAACCCCCATTCCAGCTTCAGCCCTAACATGACAACATAGC 

TGCAGCAATCTTACGTACCTTCCATTTCAAACATTCTTGTGGAACTTAAT 

TGTATACTAAATCGTATGACGTGCCAAGCACTGAGCTAACGGGTTTATAT 

AAGAGGCACAGCATAATGGTAAAAGCAACTGGGGAGTACAACTGAGTTTG 

AATTGTGCCATTAGACAGCCTTCAGACTTGAAGTGCAACACCGGCTCCTC 

CCTGGGTCTCAAGTGGATTGGGTCTCTGTGGATTTTAAACTTGCCAGCCT 

>Sequence 3438 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTG 
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CCCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGG 

AAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGG 

TAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCC 

TGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAC 

> Sequence 3439 

CCGGGCAGGTACTGTCTGTAGTATCAGCTAGAGCTGAGGGTAGCTGCTCT 

GTCTGGATAGCTAGGCAGGCACAAAATGGGAGAAGGAAATTATTCAGCAG 

CCTTGAAGCTTCAAAGACTCAGAGAAAGGAAACTGAAACTCAGTGTGCCC 

CAGCCCA CTTG ACAGCATGCCAACTTCTCTCAACAAAGGAGCATAAGCTG 

ATCCAGCTTTTAGACAGTAAATTTATATTAAAAAAATTGAAAGAATCAAG 

GAATTGAAGTCAGAGGGAAGAAAACATAACAGCTCACTTACTTTTAATAA 

ATCTTTTTAinTAAGGAAAATGCAACCAATTTCTGTATATGGACATAN 

>Sequence 3440 

AGGTACTATTGACATTTGGGGCCAGGTAATTCTTGGGGGCAGTGGGGAGA 

TGCTGCCCTGGGCACCGGAGGATGTCCAGCAATATCGTCTACCTACTAGT 

AGTCAGCAGCACCGCACCAAGCTGTGACAACCAAAAAGGTCCCAGACATT 

GTCAATGTCCCCTGGAGGACAGAACTGGCCCTGTTTTACAGGAAGATAAA 

TGTCCCCTAATCCTTTTGTGTAAAAGGGGGAATGTTTTTTACCCTTAGAC 

CGGATAAGCAAGACCAGCTGAGACCTACTGGTATAAAGCATACTGCCTGC 

TCACATGGTGAGAACTCAATAAATGTTTGTATCACTACGTAATGAGAGAT 

C 

>Sequence 3441 

AGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCATCATTC 

AAGGTC ATCTT AAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAATCATAC 

GTTATGGTTTTCAAATGCACCCAGAGGAAAGGCAGGGTTGTTTTTGAAAA 

GTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGTGCAAAG 

CTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCCACATTC 

ACCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGCTGCAGG 

TTAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATACAGGAT 

>Sequence 3442 

CCGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAACT 

AAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACACA 

CACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGCG 

TGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGTG 

AGCTGGAACACGGGGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTCT 

GAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTTC 

TGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAGG 

GATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATCC 

CTGCAGCCTGCACACCAGAGT 

>Scqucnce 3443 

AGGTACTCAGTGGCCATGTGGAGCTAGTGGCCACCACACTTGACACCACG 

GATGCAG AACTTTTCCATCACTGCAGAAAGCTCTGTTGAACAGTACTTTT 

TTTT mTTl 1 1 ITrTTTTTTTTTTCCGCATTAAATCACTGGGGGTCTTA 

AGCCATTTCTTCAAAGCGAACTTTGGTTTTTACTTTTGCTTCACTCTCAG 

CTGTAGGCATCTTTCAGCTTTATGCAGAGGACTGAAAATGCAAAGCATTG 

ACTCAATCAGGATCCTTTTCTCAGACATAATTAAAAAGGCTTTGACAGGT 

TGAAAATTCAGCCCCAGGTTCCCGCGTACCTGCCCG 

>Sequence 3444 

CCGGGCAGGTACTGCAATAACAAAATACAGCAATAAAACAACTGGACACT 

CCTAGGGGACACCAAAGATAAAGGGCCCATTAATCAGGTGGAGGCCAGAG 

AAACCGGAAGGCTATTTTAAAGTGTTTAATATAATCATGTAAGGAAAAAA 

AAAATCTCCCCCAAAACAAATAAAGTCCAAAGCAAATTTCATAATCTATA 

ATGAAACCTTATATTTTCATTATCTAATTATGACCTAAAAAGAAATGAAA 

AAATGAACCCTTTTGGCTGGGCAATTTATTTGGCTAACCGCGGAAATATT 

CCAATTAACTTTTGCGCCCCTTTGAATATTrrTAAAGGGACATTGTlGGG 

GGAGAAAACTTTTTATTAAAAACAAAGGTAAAAGGTGGTGCCCACAGGAA 
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AGGTC AACTT GGTTTTTGGGCCAACTAAGCCAAAAAAAAGGGACCAGGTT 
TAAAAl I i 1 I CAACAATGGAAATTCAACCGGTGAA AACCTTTTAAAATAA 
ACCCCCAATGGATAATG 
>Sequence 3445 

CCGGGCAGGTACAGGAGGAGTGGCATTGTCCAGTATAGCCAGGCCAGTCT 
GTGGTGGGCTCAGGCTGTTTCTGCTGGCTTGGTCCTGCTGTCCTGGACCC 
TAGCATGTGTGCAGTCCCCGCGTACCT 
>Sequence 3446 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAAGGTGTT 

TTTGTTTGTTTCCATCGTGACTACCAGAAAATTATAGAAGGCCAGACGCA 

GTGGCTCATGCCTGfAATCCCAGCCAGTTTTTCTAATTAAGTTTTAATCT 

GTCTCCTCCACTAGGCCATGAGCCCTAGGAGGAGATTGTCTCTAGAGGGT 

ATCCCCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAAT 

GAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTCTGAGGCTCTA 

>Sequence 3447 

AGGTAC1 1 I 11 I I I 11 i'l'l l riTTTTeGTCACTACCTCCCCGGGTCGGGA 

GTGGGTAATTTGCGCGCCTGCTGCCTTCCTTGGATGTGGTAGCCGTTTCT 

CAGGCTCCCTCTCCGGAATCGAACCCTGATTCCCCGTCACCCGGGGGTCA 

CCATTGGGTAGGCCACGGGCGACTTACCAATTCGAAAGTTTGATTAGGGC 

CAGACGTTTCGAATGGGGTTCGTCTGCCGCCCAACGGAGGGGCAGTGTCG 

AATCGGACCCGCCCCGCAGTACCCTTGCTCCGGGCGTGCCCGCTTCTTAA 

AACCTAGTGTGGAAGTCCCCCCGGGCCTGCAAGGGAATTTCGAATAATCA 

AGGCTTTATTCGATTACCCGGTCGAACCTTCGAAGGGGGGGGGTCCCCGG 

TTACCCCAAGCTTTTTTGTGTCCCCTTTTAGTTGAAGGGTTTTAATTTGC 

CGCCGCTTTGGGCGGTAATCCAATGGGGC 

>Sequence 3448 

GACTAAGAAAAGATAACCAAGGCGGATCCCCCCCCTGCGAAAGCTCCCAC 

ACGGGGCCGCTCCCCCCCGAACCCCGACCCCATGGCCCGCTGGACCCGGT 

AAAACCGAGTACCCGCCCTATCAACCCCTCTCGGGGAAAGCCGAGGGCGC 

CCTACCCACATAGGCCTCACCGCCCGGAAAGCAAAACCCCAAACCCGGGG 

GGAAGGACCGACCCGCCTCCAAAAGCCCGGGGCTGAGGCAGCACCAA 

>Sequence 3449 

AGGTGCGCGGGGAGAACTTCjTGTGCTTAGACCTGACGCTGGGAGGAGATG 

CTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCCTTGCCAG 

GAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCAGAATAC 

ACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACAT 

TAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTTTGG 

AGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAG 

AGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTC 

TGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTC 

ATCTTGGC 

>Sequence 3450 

AG GT ACTTTTTTITITITTTTI 11111 IT1T1T1TATTTTGGTTTGTTTA 

GGAGTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAATCTGA 

GAGTAATACCCAAGATGCCTCCTACCTTGCAAATTTCAAGGAATTTCTCA 

CTGGTGTATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGT 

GGACCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCC 

AGTAGATCCTAAGGCCTTCTCCTTGGCTCTTGTCCAGGGACATCCCAGGG 

AAGGTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCG 

CTGCAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGA 

GAGTCTTG 

>Sequence 345 1 

AGGTACTCCTTGCCCAAAATGTTTAATGATTTCCAGTTTCATTAACTAGT 
AGATACATTGAAAAATATAAAATTAAATATTCCCCTATAAGTCAATATTT 
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GC ATA AT ACTG CTA ACTTGTTTTTTTATTA GGTC ATTC ATTTC ACTTT AC 

AAATCCATTTCATACTTGTTATTAGATCCCTCTCTGGGCGCATTGTTGGA 

GGTGTGTGGTGGTTCTTTACCCTGATCATAATCTCCTCCTACACGGCTAA 

CTTAGCTGCCTTCCTGACTGTAGAGAGGATGGTGTCTCCCATCGAAAGTG 

CTGAGGATCTTTCTAAGCAAACAGAAATTGCTTATGGAACATTAGACTCT 

GGCTCCACTAAAGAGTTTTTCAGGAGATCTAAAATTGCAGTGTTTGATAA 

AATGTGG 

>Sequence 3452 

CCGGGC AGGTAC 1 TTTTTn nTTTTTTTTTTTTAGGATACTCAAAAAAC 

ATATATTTGCATGTGCCAGGAAAAGGTAAGGAAAGGGAGCCTTCATGTGC 

CAGCCCCTGTGCTGAGCCCTGGAGCTGTAGAGATGAGTGAGGTGGATTTT 

TTGTCTGTAAAGAGTTTGCCGATGGGACCAAGTCTGTCATCTCTCTTTCC 

TGGCCTGACCGAGGACAAGCACTTCTTAGTAACCCTGTGAATACCGATGC 

ATCCCGTCAGTCAGCAGCTGTTTGCGGAACACCAGCTGCAGGCCAGGCAC 

CGTGCTGCAAGGCGTAGATATGTTGCTGAACACGACTCCCTTCCAGATGT 

TCAGGATTTAACAGGCAAGTTAACAGAGGGTCCAGAGAAGGCACTTAGCA 

CTGCCTCATGACATCAGGGAGGATTGCTCAGAGGAAG 

>Sequence 3453 

CCGGGCTGGTACCACACACCCTCCACTACTCATCACCAGACAGGGAACCC 

TGGCTTGGGCCCACAGCACAGACCCTCCATCCTGGGCCGATTACACTAAG 

TGATTGCTAACTCACATGTCTCTGGGATGGAGCACCCAGGAGACAAGCAA 

AGTGTTGGAGCAGCAAGTCAGGTGATGTGGAGCCCAGAGGGCTGGGACAG 

CTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTTTATCCCAGCACT 

TTAGGAGTGCTGAGGTCATACCAGCCACATCTCATGTGCAAGATTGCCCA 

ACAGAGATCAGGTCCAAGAGTTCCTGTrTTAAGAAAGGGGACTTGTTTGA 

TAAGGGAAGTCTGGCCATGTTTGTGTGGAGCAGCTGTGCTGTGCTGGGGG 

TTCACTTTTGAGAGAGTTCTCCTCTGAGACCTGAT 

>Sequence 3454 

CCGGGCAGGTACTTTACTCACCCTlCCrCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCCTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCT 

>Sequence 3455 

CCGGGCAGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCT 

AGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTT 

ATAAACATCCTGCAGGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCC 

CAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGGAGTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAAAAAAAAAAAAAAAAAAAA 

AAGTACCT 

>Sequence 3456 

CCGGGCAGGTACTTTIT1 1 1 ITlTn i ITn iTGGTAGAGACAGGGTTTC 

ACCATGTTGGCCAGGATGGCCTTGATCTCCCAGCCTCATGATCTGCCCAC 

CTTGGCTTCCCAAATTGCTAGGATTACAGGCGTGAACCACCGCGCCTGGC 

CTATTTTTAATTACTTTCTGCCATTACTTTTAGTGGCAAAAATTGTGATT 

ATTTTTGCATCAACCCAGTAAATTTCAAAATGACAAAACTGCATATCCAG 

CACCACCCACACTGCCTTATTATATTTCTACAAAAGAGTGTTTTTTCCTG 

GATTAGACAATGCCCAGTAATCACCAAGACAACTACATTTGGGTCTGGCT 

TCAGAGACGACGACTGTGGAGCATTTGAGACGTCTGACAAACTTGAGGCC 

ATTGCTGCGCCATGTTTTCCCAAATGATAAAGGCAGCACAAGTGTCCAT 

>Sequcnce 3457 

CCGGGCAGGTACCACTCATAAGCCTTCACTGTCAACTTCGTTTTACACCG 
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AAGAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGAC 
( ATCCTGGA CTGAT TCTGTAATTTTCGTATCTTTTTTCTCCCATGTTCCCT 
TTATTTGTCTTTTGGTTCTTGCTTTTTC 

ACCTGAGGCTCCAGTCCTTAATCTGTAAAAATCGCTGATAAAAAGGAACC 
TTACCAACCTTAACGTTTGCTTGTTGAGGTTGTCTAGTCGAGAATAAACA 
TGTTAAAAAATGCCTCTATGCACAGCTGAAACCTTTTATATAATAATGGT 
TAGTCTGTTGCGTTGCCACTATTATATTCAGGATTCACACATAACCTCTT 

GCGGATTTTTTTTCCGCTTTTACCAAGGCTTAATCTTAACGTCCCCCTTC 
ACCGC 

>Sequence 3458 

CCGGGCAGGTACTCTT CTCCC CTTTCACTTTTCTGTCTCCCTAGAGCTTC 

TGCTGCTTTCTACTGAATTTTGTTTCTTGCTTGAAGAAGAGGGTAGTGAA 

GGAAAGGAGGAAGQCAAAACAGCAAGAGAGAGAAGAGGCTGTTTGGAACA 

TTCTGGAACAGTTTGAAACAGCTCAGGCAGGGAGAATGGAACGAAAGCCT 

GCAATGAGAAACCAGAATGCTGCTATCATTTTGTTCCTGACATTCACACC 

TCATGTCTTCACTTTGGGGAGCGAAGCCTTTTAGCAGAAATACCAGAAGT 
ACCT 

>Sequence 3459 

AGGTACTGACCCTAGACATAGGCATGGCCTTTGACTTGGTTTGGGGGACT 

TTTCCTGGGTTCGGCCAGGGGTTTGGTCTTAGTCTCAACCATGACTCTAG 

TCTTAG7TGTATCTTCCACCTTGATCACTTCCCTTGTCACAGCCATAGCC 

TCCCTGTAGGTCACTGTATGTGTCCTGGTCATTGCTCCATCACCAGCTTT 

CK3CCTG GGTC ACTGATTCTGTTTTCAGTTCTGCCTCAGCCACTGCCTCGG 

CCTGGGTTTTACCATTCACTCTAGCAGTGGCAGGACCACTGATTCCATCT 

TGCAGGCCAGCCTCAGCCmCCTCTAGCCCTTGCTTCTGTCCCAGAGTC 

AACCATGTTCCAAGTTTAACGTAAGGACAAGTTATATACCCCCACCCGTC 

TCAACCTTGACTG 

>Sequence 3460 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACGAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

ATTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 

TAAAACAAGATACTACTCAGAAAAGACGCCAGGATTTTCTGGACATACTT 

TTGAGTGCCAAAAGTGAAAACACCAAAGACTTCTCTGAAGCAGATCTCCA 

AGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACAACTACTG 

CTATCTCCTGGATCTTTTACTGCTTGGCAAAGTACCTGCCCG 

>Sequence 3461 

CCGGGCAGGTACGCGGGTAAGCTGTGTGTTTTTGCATTTAAGCTTTAATA 

ATGGAAAGCGCCCAAAACCTTTTCTTnTCAGAACAGGAAAAGCTAAGAC 

TTAGTCTCACCCCTCTTCTGACTTTTTCAAAACAGTTTTCTAATTCCAGA 

GAAGAGCCTGAGCTCTGAGAATCATTCTTCCTCATTTTAATTTTCCATAA 

CCTTGGTCCCCGGAAAAATGCAGTCTTGGGGGAAAAGCAATTTTAAAATA 

GTAAATCATCTGAGTTCTAGTTCCAAGAATTTTGGAATTCCAAGGGGCAA 

GGGCGGGATACCCTTTGTCCATTAAACAGCGAAGCCAAATAATTACCGTT 

AGGAATTAATTGGCAGGTTCCAGGTGGGAAGGGAAAAAGGTTCTGGGGCG 

GCTTGCTTGGGTGGCCTTCTTGAACTTGGCTTCCTCTGGGAATTAAGTTT 

AACC TAAGG ACTCAAAAATTGGTTTGGCAAAAACTTGGGTTACACAATTT 

GGCCTTTTTGGGCTTTTTTGGAGCCCAAAGGCCACCCCGGTTATTTTTTT 

AA 

>Sequence 3462 

AGGTACAGACAGGCTTCTCTGCTATCCTCCAGGCAGTGTAATAGTCAAGG 

AAAAGGGCAACAGTATTGGATCATTCCTTAGACACTAATCAGCTGGGGAA 

AGAGTTCATTGGCAAAAGTGTCCTCCCAAGAATGGTTTACACCAAGCAGA 

GAGGACATGTCACTGAATGGGGAAAGGGAACCCCCCGGTTATCCACAGTT 

ACTTGTAAGCATTCCAGTTGGCAGGGAAGAATGGCATTTGGGTCAGTGGC 

TTGGATGAAAAGCAAGATTTTGAGAATACCCCTAGCTTCCGGGAACCGAG 
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GGTCAATCTTACITACAGGGTTCCTTTCCTTTCCACTGGAGAACAAATGG 

AAATTTCATGGGGTTGGATTCATTTCCTACTGGAGAGGGGCTTGGAATAG 

GGTTGGCCTTTTCCTCCGAATTTTTTCACCTAGCCCAACAATTTAGCCTT 

TGGGCTTCTTTCTGTTCTTCAGAAGGGGGTATTCTTCTTAAAGAACCTAG 

GGGGGGCCTTTGGGGTTATTATTAATGTTGGGTTCCAAAAACCGAA 

>Sequence 3463 

CCGGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAAC 

TAAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACAC 

ACACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGC 

GTGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGT 

GAGCTGGAACACGGTGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTC 

TGAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTT 

CTGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAG 

GGATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATC 

CCTGCAGCCCTACACGCCAGTAGTGTAAGGCGCCCAGGAAAAC 

>Sequence 3464 

CCGGGCAGGTACCTATAGCACAAGCTGATGATAGCTGGCAACTGAACATT 

TGGCTTCAATGTCAGAGTAATAGAGTGTGGCAAACTGCAGAGCTCATGCT 

CCGCCTAAAAGGGGCAGCTGCTGCTCAGCTCCTGCCAATTACCACCATGC 

AGGAATTTGG CCTAG TGTGCTCAGCTCTTCCTGGTTTTACCCAGAAGCTA 

GGAATCTGGGTTTTTATGTGAAATGGCCTAATTTTTAAATGTTAGCATCC 

ACTCTGAAAAAAAAACAAAACACCGTGTGGGCCAAATAAAACATTTGCTG 

GCCAAATGCAGCCTGATTTGCTCTGTTTTCAACCCCTGGCACAGAATTTT 

GTTCATTTCTCTCTTGTGGTACCCT 

>Sequence 3465 

AGGT ACT1 ni 11 i-1 1 M | M 1T1 rncCCTTGTGACTGGAGAGAAGTGTCACA 

TTTTGCTCACTCTCAACCTTCCTCGCCCACCCCCTTCCCGGAGAACCTGT 

GCGGTGTGTAGAGGGTGCTGTGAGCCACCTCCAGCCTCGGGTGGCTGCTT 

AAGTAACTTTCAACTCCTTTCTTTTTAACACTTTTAAAGTGTTTTCGGGA 

AGGCG CAGGGGCCCAGCCAGCTGCTTTTCCTTGCCTCTTTGCTTGCTTTT 

TTTTTGAAGATTTCTGCAAACCCGGGGCAACAGCCACTCTTTAATAACAA 

ACCGGCTTATGTCTGGTGAATAANAGTTGATTAAGTATTTTATTTCCCCA 

AAAAACAGTAAGAAGGGAAAGCATTATTTGCACCTGAAAAGAAAAATTAT 

TCCTTATTCAAACTTTTAAAGCTCTTGGGATAAAACAGTTAAAAAAAACA 

GGGAACTCCTCAAGGAAAGTATTGTAAAAGGAAGGCTCAGGTACCTATTG 

GGAAAAAAATTTTCCTTGGGGATTCTTTTCAAAAAT 

>Sequence 3466 

GGGGATGCGAGGCTCGGAGCACCCTTGCCCGGCTGTGATTGCTGCCAGGC 

ACTGTTCATCTCAGCTTTTCTGTCCCTTTGCTCCCGGCAAGCGCTTCTTG 

CTGAAAGTTCATATCTGGAGCCTGATGTCTTAACGAATAAAGGTCCCATG 

CTCCACCCGAGGACAGTTCTTTCGTGCCCCCCATATTTTTTGAGCAAAAA 

GACCAAAGGTCCCCTTTGGCCCGGTTCTAAGAACTTAGTGGGAATCCCCC 

CGGGGCTGCAGGGAAATTTCGTATAATTCAAGCCTTAATCCGATAACCGG 

TCGAACCTCTCGAGGGGGGGGGCTCCGGGTTCCTCCAAGCTTTTTTGGTT 

TCCCCTTTTTAAGTGAAGGGGTTTAAATTTGGCGGCCGCCTTTGTGCGGT 

TAAATCCATGGGGTTCATTAGGCCTGGT I rnCCCATGGTGGTGGAAAAA 

TTTGGTTTATTCCCGACTTCACCATATTTTCTCACCCACCAAACCATTAC 

CCTAAGCCCCGGGGGGAGGCCAATTAAAAGGTTGGTTAAAAGGGCCCCTG 

GGGGGGTGGGCCCCTAAAATG 

>Sequence 3467 

AGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCAGGCCACTCAGC 

TTTGAGTAGCCATGTCCGCAACAGGCCCTGCGGCACATCTCAGCTCCCTG 

GGTGCAGAATTCTGACATCATGGCCTTCATGCCCGTGCTCAGTGCGTGGA 

GCTGTGAGAACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTCCACCAT 

AGGGACCAACCCTGTGCACCACTTACTGAGCATCTACTCATGCCCAGCTC 

AGCTCTGAGGTCCCGCGTACCGGCCCG 
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>Sequence 3468 

CCGGGCAGGTACCTTTAAACCAGGCCATCTCCAACTTTTAAAAAGGACTT 

TTAGGTGGGCCTGGCCTTATTTTAAAAACTAAAGGTTCAAAATCAGGGGT 

GACATGACKjACTTATTTATTTAAAGTGCTTAAGCCTTGGTTTTAGAGT^ 

CTAAGAGACCTAGTGGAATTTGCTATTATGAAAAGCATGAAAAGATTAAG 

AAACCTGGCTAAAGGTCAGGTGCCCAGCTTCGAGGAAAAGTTGGGCTTTT 

AGGGACCGGGAAGCATTAAAGGCACAGAAACTTTACATTTTGGGGGTCAT 

TTTGTTGAGTAGGTGAAGTGAGGGATTTGGGCTTGATATTTGGCTGCCCC 

ATCTCTATGTGGGAACTCAAAGTTAAAAACCCACTGTAGGTAAATTAGAA 

GGGCAGCTCTTGAATCTGGGCCAGTCTATAT 

>Sequence 3469 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAACGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AAT 

>Sequence 3470 

AGGTACTTTTTTllllUllU'lMU-ll'lMMGGfCTCTGAGCATTTGCAATTT 

GAACTGTGGTTCCCTGGCCACAGTTGTCTTCAGGAGTTGAAATGGCCAGA 

AAGGGAAATATCTACATGGTTTATCCTTGAGATGGCAAAGACATCTGCAC 

CCATGCACAACCCCACCGGGAGCATGCATTGCTAGCAGGTGAAATTCACA 

TGGAAAAGTAGGATTGTGGGTTAGGGTAAGAGATACAGCAATGGTTACAA 

GTGCAGAATTTGGAGGCAAGTAGTCCTTGATTAGAATCCCAATACTAGCA 

TTTGCTAGCTGCATAATCTTGGGCATGTCACTCAGCTTCTCTCTGAGCCA 

CCCTCTCTTTACCTTTAAATGGAGTTGATGGTACCTGCCCGGGCC 

>Sequence 3471 

AGGTACCCCATCAGCGTTGCACCCATCTCCATAGTTGTAGTTTCCACACA 

CTTAT ACAA CTCAAATGTTCACTTTACTGTGCAGTCCATTCCCTCTGTTT 

TCTGATTTTTAGGAAATCTTCATAATTTACGGTCTACAAAACTATTATTT 

TGTTTTCAAGGAAGTCGTGTTATATATTTCTGACTGTCTTTTCTCTTATT 

TCTAGAATTCAAGC CAGG AAGAAGCAGCAATCTGTCTTCTGGATTAAAAC 

TGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGATCATGGACATTG 

AAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGAACAAATTGGAC 

TTGGAAACATTAACTGACATTCTTCAACACCAGATCCGAGCTGTTCCCTT 

TGAGAACCTTAACATCCATTGT 

>Sequence 3472 

AGGTACCCCATCAGCGTTGCACCCATCTCCATAGTTGTAGTTTCCACACA 

CTTATACAACTCAAATGTTCACTTTACTGTGCAGTCCATTCCCTCTGTTT 

TGTGATTTTTAGGAAATCTTCATAATTTACGGTCTACAAAACTATTATTT 

TGTTTTCAAGGAAGTCGTGTTATATATTTCTGACTGTCTTn'CTCTTATT 

TCTAGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTCTGGATTAAAAC 

TGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGATCATGGACATTG 

AAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGAACAAATTGGAC 

TTGGAAACATTAACTGACATTCTTCAACACCAGATCCGAGCTGTTCCCTT 

TGAAAACCTTAACATCCATTGTG 

>Sequence 3473 

CCGGGCAGGTACCATTGCATGCAGGCGTGAGTGATCACAGCACGTCCCAG 

GAACTTCAGTCATGGTTTTATCTGTATTCCACTTACCATGGCTGTGCAAA 

TAACTACTGCCAAAACACACTAGTGTAAAACAACCATCCAGTTTCTTCAT 

GGATATTATAGGTCAAGAATTTGGACTGGGTGCAGGGGAGATAGTTTGTC 

CCTGCTCCATGACCTCTGGGCCTTGGCAGGAGAGCGTGAAGGCTGGGGCA 

AATCACCTGAAGGCTCACTCCCTTGTGTGCCTGGCAGTTGATGCTGGCTG 
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TCAGCTGAAGGCCTCGGTTCCCTCACATGAGCCTCTCTGTGCGGTGTCTC 
CAAAGGCTAGCTCGTGCTTCCCCACTGCATGGTGACTGGGTGCAAGGACA 
GGCATTCAAGGGAAAAAGAGCCAGAGGAN 
>Sequence 3474 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAGGGTGTT 

TTGTTTGTTTCCATCGTGACTACCAGAAAATTATAGAAGGCCAGACGCAG 

TGGCTCATGCCTGTAATCCCAGCCAGTTTTTCTAAAGTTTTAATCTGTCT 

CCTCCACTAGGCCATGGGCCCTAGGAGGAGATTGTCTCTAGAGGGTATCC 

CCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAATGAAT 

GAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTCTGAGGCTCTAG 

AAATAGGGGTGAGAGGCCAGCCAGGTGTAG 

>Sequence 3475 

ccgggcaggtac tttt ttttttiu'11'imuacagcaataaaaacgttttaa 

tacaggaaattatttt gctgt acaatataggcagacagtttgccttcaga 

aat ccag aaatck:agcttttgagggaggtcagcatcattggtctcagcta 

ccattttcctgcaggatgtttataaatagttcctggcaaaggaggttgcc 

gtatagggtcctacaagtaacctaggtggcagcatctcctcccagcgtca 

ggtctaagcacacaagttcttcx^ttccatctacccccgcgtacct 

>Sequence 3476 

CCGGGCAGGTACCGCGGGGGAGGAAGTGCAGACTGACATGGGAGAGTTTG 

GCAGGCAAACTTAGCCTGTAAGGGTGGAGGTGCTGGAGAGACACTTCCTG 

CAGGAAGTGGCCTGTAGGCTGATACTTGAAGAATGGTTAGGAGTTAGGCA 

ATTGGGGTGGGAGGGAGGAAATGAAGCTGAGACAAAGAATAGCAAGGGCC 

AAAACCTAGAAACAAGAGACTGTAAGCTATAGCAAAGGAAGTGGGGTAAT 

GCATGTTTTAGGTCCTGTGTGGGGTGTTTGTGAATACACATGCGGGGTGT 

GGAGCGTGATGAGAGACAAAGCTGAGAAGTGTGGTGGAAAAGGAAGAGAG 

AGCTGAGGCAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCT 

TGGGTGAAGTGAAGTGGGTGTGCCTGGGAT 

>Sequence 3477 

GGAGTGCCTTAGTACACTCATATAGGGCGACATTGGAGCTCTTCGCGGTG 

GC GGCC GCCCGGGCAGGTACTTGGCTACTTTCCTGAGCCATGCACTTCAT 

TATTTTCTTGTCCTGTGAGTCCTAATAGATATATTTAGAAACACTTCTAT 

GAAATATGGAATCCAGGCTTAACCAGCTGTTTGAAATCACAACCCACAAC 

CACTTTGCTGGTGTGTGCTCACACACACACACACACTGACACATGCTTGC 

TATACATACATACACACAGTTTCCATCT1-lTfTTTTl M iri'l-lli M ri GAGA 

CAGAGTCTTGCTCTTTCGCCCAGGCTGGAGTGCACTTGGCTCACTGCAAC 

CTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTAGC 

TGGGACTACAGGCACGTGCCACTACACCCGGCTAATTTTTGTATTTTTAG 

TAGAGACTGAGTTTTGCCGTGTTGGCCAGGCTGATCTT 

>Sequence 3478 

GTATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGC 

AAGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCAC 

CTGACTTGCTGCTCCACTACTTTGCTTGTTTCCTGGGTGCTCCATCCCAG 

AGACAAGTGAGTTAGCAATCACTTAGTGTAATCAGCCCAGGATGGAGGGT 

CTGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGA 

GGGTGTGTGGTACCT 

>Sequence 3479 

ccgggcaggtacgcggggaggcattgaggcagccagcgcaggggcttctg 

ctgagggggcaggcggagcttgaggaaaccgcagataagtttttttctct 

ttgaaagatatagattaatacaactacttaaaaaatataggtcaataggt 

tacttaagatattgctttagccgtttaagttttttttaacg™ 

taaattagctttaagtatttttaaagaagaaaattattgaaggactttag 

aaagaagtagtcattgagtgaagggaaaaggattaaaaaggtttttctta 

TAAAACATTGTACTTGGAGGGTTTGAGAATGAAAAGCCTTTCTTTCATTG 
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GAAGTTATAAAAAAAATAAATAATATAAATAAATATAAGTTTCCCCTTCG 

GGCTCGCC TTCTT AAGAAACTTAAGTTGTGAATCNCTCCCGGGGGCTTGC 

CAAGGAAATTTTCGAATTATTCAAAAGCCTTTAATTCGAATAACGCGGTC 

TGACCCTTTCGAGGG 

>Sequence 3480 

AGGTACTCTTGTTTAACCATCAGAGGTGATCCCATCACCTTCACAGCCCC 

AGCCTCTGCTCCAGTCCCTCCCCAGCGAAAAGGGCCGCCCATGCCATCCT 

GCTGCTGGTGATTTGCTTTGTGGTCATGGACTCAGTGGACATCATTATTT 

TATTAACCGTGTGGTAGGTTTTTAACTCAGTTATCCTGGATATCCAAAGG 

TTTGTGGTCCATCTTTAGGCTTCCGTTTGTTCTTTGGTACCTGCCCG 

>Sequence 3481 

ACTGCTGTGGGCTGAAGGGAGGAAGATCGTGTCTGCAAACCAGGAAGCAG 

CCTTGCCAGACACAGGATTGGCCACAACCTTGACCCCAGACTTCCAGCCT 

CCAGAACTGAAGGACTGAGTTCATTTTCAGCGTGTCTGGCHTTTCCATTT 

CTGTGGCCTGGGAAGGAATTTCCCTGCACAGGCTCTCTTGCCTGCCACCA 

TGTAAGACCTGCCTCTGCTCCTCCTTCACCTTCCGCCATGATTGTGAGGC 

CACCCCAGCCATGTGGAACTCTCCTACTGCACTGAGAAGCACGTGTTCTC 

CATTTCCCTGGGGGAGACCATTGTATTGGGCAGTTTGGAACAAAACACCA 

TGGC 

>Sequence 3482 

CCG GGCAG GTACCCTCTCTGTTCCCCTCCCTCCACCCITCCCCTCCrnT 

CTG li 1 11 A AG ATA AGGTG TTG ATTTGG AATTCAGCAACTGC AAGTCCAT 

TTGAAAGAAGTCAGTTTTGTTAGAGGCCTGGATAGAGCAATATGTTGTAA 

CCAAATCACACGTGAACATTCTGTGGCTGAACATAAGAAATTGTGCATTA 

TTAACGTTGTGCTTCAAGGTGGAATGCTGAAAGCACTTGGAAAGTAGTTG 

CCAGAGAAGAGCTCACTGAAAACATTATTAGCTTTATATATCCACTTGTA 

GAATCTCTGTGCAGTGATACATCCCTCCCrTTCATCTTGATCATAAATAT 

AAGACTTAAAGGAGGCAGAGTGAACGTGCTTAGGAAGCCCACTGAGAGCT 

CTCA GAAAG GCGCTTAATACCTTTCTTAGTAAGTTGAAAGTAGGTTGATC 

TTCAGTTTTAATCCAGAAGACAGATTGCTGCTTCTTCCTGGCTTGAATTC 

AGGTTATTTCAGCCGGCAACCAGGAACTAGACTGAATGCAATCCTCCCAC 

ATCCAAGGTCCCCGCGTACCTCGGCCGCTCTAGACN 

>Sequence 3483 

CCGGGCAGGTACGCGGGGGGGGGAAAGAGCCAAAAACAACAACAAAAAAA 

CTCTCTTACAGAATTTTCCTTAACATTAAAAAAAACTTGTCGTATTTTTC 

AAAGGCACATTTGATACTCAGAATTGCTAAAAGTATATTTAAAGACATCT 

AGCCTTCCATATGTAAAAAATATTTTAGATAAAGACAGGTACAGGACTCA 

GAATAATATATTGGGTGATTCACTGTATCCTCCACTTTTACATTTAAAGA 

A ATTCA A AATACGTG ATTAAAT1 T H T H T IT l'l A ATGG ATGGGTTGGTT 

CTCGCTTAACC ACTTGGGTGCTAGTGGTCTTG A ACTGTGATAC AGTGTAG 

ACAGTATTTGTAACCTTGCACAGCCTCTGGGGGTAACTGTCAAACTGTCA 

GATTTAACTTAGACTAATAGAATATATTGCTGGAGAGTGTGTGTATATGT 

TTATATATGAGGGCGGAAGGGGAGAGGTTTTGATCAGACTAATGCTTTGC 

TGCCTATCAAACTTATTAGTTTTGTTAGAGCATTCTGAAGAGTTTATCGA 

AGTCTCTGGAAAAGGTGCAATATTCCTAATGCTAAATCCCTTCTTATAAA 

>Sequence 3484 

CCGGGCAGGTACAGGATGGGAAGGCTTGGCTGTGGATCCCAGCCTTTCTA 

GGGCTGGGTAGTGGGAACCTCCCAAAATTGGAGTTCGGGTTAGGAAATCC 

TCACATGCAGTTTGGGAGAGGCTCAGGAGGAGGAACCTGAGCCATGTCCT 

CTGTTCTGCAGTGAAAAGAAGATTAAATATGACCGGTGCGTGATCCCAAA 

CGCCCTGCTGGA GCTG GCCCTGCTGCTTATGGAGCAAGACAGAAACGAAG 

AGGCCATCAAACTTTTGGAATCTGCCAAGTAAGGCTTGGGTAACCTCAGT 

CTGTCCTTTGCTCCCTCTGAACTCAGCTCAGGAGCTGGCTGGGGACAGAG 

TTGCCCAGAGAGCANTGAGTGGAGTTGCTAGCAAGGCCAGTCTGGCAGTC 

TAGAGGGTGGACCTGTGTCCCTCGGAATCCAGCTCTTCCCTGTCATAGGA 

AGACTTCTTTCTTAATGTATAAATGCGCCGTTAGACTCCCAGAAGCAGGA 
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AGTTAGTTCCCAAGGTCACATCAGAAGCCAACTGCATGGCTGTGTGGAGG 
ACCCTTGCCTCCCTGCCTTCANGGGTAGGGGTCTATTCCTTAAAACCACC 
CCTTCAAGCTTAGGAACCCAGGAAGGCCAAN 
>Sequence 3485 

AGGTACAGGGCCCTGAGATGGAAACATGCCTGATGGGTTCAAGAATTAGG 

TCATTGGCCAGTGTGGTTGAAAGGAATGATGGGTGGGGAACGTAGTAGGA 

AATGCGGCTACAAAGGAAAAGAGCCAGAAACTAAAGGCTCCTGAAGGCAA 

TTGCTAGGATTAAGACTGGAGAGCCATTGGAGGCTTCTACTCAGAAGATT 

GTCATGGTGTGGCTTAGGTTTTTAAAAGAATTTCTCAGCATGTTAGTTGG 

CTTGG GCTTC CATAACAAAATGCTACATACTGGGTGGCTTGAACAACAGA 

CATITATTTTCTCATAGTTCTGGAAGCTGGAAGTCCAAGATGAGTATGCC 

AATATGGTCAGAATCTGGTGAGGGCTTTCTTCCTGGCTTGCAGACAGCCA 

CTTTCTCCCTGTGTCCTCATAGGGTGGAGAGAAAACAACATCTTTGCTGT 

GTCTTCTCATAAGGATCTTATCAGATCAGGGCCCTCCCCTTGTGACCTCA 

T TAAA TCTGAGTTACTTCTATAAAGTCCCTATCTCACATTAGGGGTTAGG 

GTTTTAGCATATGAATTTAGTAGGGAGACAATCCAGTCCATTGCATTGTA 

GCTG ATTTGG AA ATAAAG ATTG 

>Sequence 3486 

AGGTAC T T 1 1 1 1 1 l ' l ri ' l 'l l"! I l'ri'l'l'l'GGGGAACAAACACAAAAAAGTT 

TTATTTAAAAAAAGAGTTTGACATTTAAAAGTTTGAAATAATATTAAAGT 

GACACCCTGTTTCCTTGGAAACACAATGCAGAACCACAAACTCTGAGACT 

TATTATAGCGAAAGTATTGCCATTCAGTTCAATCTAATGGTATGAGGTTA 

GCTTTGGAGGCCAAAAGAAACTAGTTTCTAA7TCTTATTCTTCTCCCCAC 

TAGACTTGTGGCCTAGGTAATTTTGTAATCTTTCTGAGTCTGTTTTCTCA 

TCAGGAGCAGGATAATTCCTAAGTAATAGATCATATGTAGAAGTGAATAT 

GATCTCATGGCAATGGACATCAACCATAGTTAATTATTAAGAATATATTT 

ACATTGAGCTATCCTTTATCTACTTTAAAATTGCAGACAAACAACAATTG 

ACAAAGAATAGATAAAATGTTCTAACATAAACATTCTTCCATTCTTTCTA 

GGAAGAAGTCACACATACAGTAAAAATAATTAGAGAGGACCCAGTTCATA 

TCGAACAACCTTCCCCAAACCCTGAAACAGGTCTGCTTTCTACATCAGAA 

N 

>Sequence 3487 

AGGTACTGTGTTGACCACTTTTTGAGGCTACTTAGGACCTGAGCAGAACT 

GAAATGCATTTGGCTCCATGGGAGAACCACAAGCAGCTCCAAATTAAACT 

CCTTTAGAGACACAACACAAGTATAAACAAGCCTGAGCACTTCTTGGACC 

AAAAGTCACATTACAAGCTCTCAGAGGCACATGCAATTTTATTTGCTTCT 

TACAATTTAAACTCTGAAAGTTTAAATCCTTAAAAAAGTTTTCTATTGTA 

GCTCATTTTTTTTAACATGCTACTAAAATATAAAGAGACTTTATTGTGCC 

TAAGAAACTTGCCTGTCACGATCTTTATCCACCAGATGATACCTTGCCCT 

AAATGCTACAAGCCGGGCATAATATGCAGGGGCTGGAATAGAGACGGAGC 

GAGTGCACCTCACATAGGTOTGACACAGCTGGTAAGTCAGTAGCTGGAGT 

TCATCTGCAGTGAAGCAGTTGTCATCCCACAAGACCTGGTAATGTGAGGG 

ACGGCTGGTTCCTGAGGAGAGAGTTTTATGATTAATGTTTTTTTTTTTTT 

GTTCGTTTTTTGTTTTTGGl i 1 IT1T1TI ITnTGAGATGGAGTCTCACT 

CTGTCACCTAGGCTGG 

>Sequence3488 

AGGTACTTGGTTCT 1 111 1 1 i rTTTTTTT IGG A AC AAACAC AA AA A AGTT 

TTATTTAAAAAAAGAGTTTGACATTTAAAAGTTTGAAATAACTATTAAAG 

TGACACCCTGTTTGCTTGGAAACACAATGCGGAACCACAAACTCTGAGAC 

TTATTATAGCGAAAGTATTGCCATTCAGTTCAATCTAATGGTATGAGGTT 

AGCTTTGGAGGCCAAAAGAAACTAGTTACTAATTCTTATTCTGCTCCCCA 

CTAGACTTGGGGCCTAAGTAATTTGGTAATCTTTCTGAGTCTGTTTTCTC 

ATCAGGAGCAGGATAATTCCTAAGTAATAGATCATATGTAGAAGTGAATA 

TGAGCTCATGGCAATGGACATCAACCATAGGTAATTATTAAGAATATATT 

TACATTGAGCTATCCTTTATCTACTTTAAAATTGCAGACAAACAACAATT 

GACAAAGAATAGATAAAATGTTCTAACATAAACATTCTTCCATTCTTTCT 
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AGGAAGAAGTCACACATACAGTAAAAATAATTAGAGAGGACCCAGTTCAT 
ATCGAACAACCTTCCCCAAACCCTGAAACAGGTCTGCTTTCTAACATCAG 
AAATGAAAGCAGTC 
>Sequence 3489 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATG 

AAAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGC 

TGCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATC 

TTCTCACAATCCTGGAGGCCGGAAGTCTGCAATCACGGTGCCAGCATGGT 

CAGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTG 

CATGGAGAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGG 

CACTAATCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAG 

TTAAGTACCT 

>Sequence 3490 

AGGTACCCTTCCACCATAGCTGTAATCTTCAAAAACAGGAACACAGTGAC 

AGAGACTGTTAAAGGAACTTCTTCACTGAAGGTAAGAAGAATAACACAAA 

TTTGAAAAGGGCCTCTATCAGATATAGGGAAACTTCTAATGACCTGGATT 

GAATACCAGACACAGAAATGTATCCCTGTCAGCACGCTGAGTATCATGGC 

CAAAGf ATAAAGTTTGTGATGTTGAAAAAAAAGGCTGGATCTGACTATGA 

TGTCAGATGTTAAATTTACTGCTAGCTCTGGGTGGTTTAAACAATTCAGA 

ACCATTATTCATTACATAATGTGAAAGTGAGTGCTGAGTCTGTGAGTGCT 

AATGTTAAGGCAGCTGGAGAATTTAGAAACCCTAGATAAGCTAATTGTGG 

AGGAAATTTACTTGCCAAAGCAAATCTTCAATGTGTATGAACGCTCCCTA 

TTCTGGAAATGGATGCTGAAAAAGATATTCATCCATAAGGAGGCCAAGTC 

AATGTCAGGTCTCAAGCCTTTTAAGAACAGGATAAAAGTCTTGCTTGGGG 

GCAATATTTCAGGCTACAAATTCAAACCCTTTGTGATCTGGCACTGGACA 

AACCCTGNGGCCTTCAAGCA 

>Sequcnce3491 

CCGGGCAGGTACACAAGAAAGTTCAGAGATGAGACCTCTGGTTGTATTCC 

ACCTTTGGGACATGGGGGATGTCTTTAGTTCAAAGTCACAAATAAATGCA 

GGTTCTACAATTCAGAGGCTTCATATCCCTGCTGGAGTATTACATGTTTA 

TTCAGGATGGACCACTTTTCnTAGCAACAGTTTCTAAACCTTTGCCAGGT 

CTGGGAAGTCTGGCAGGAGAGATTTCTAAGAACCAATCATTCCTGCACAC 

ACTTCTTGAAGATAATATACATTATTCCCTAGTTATCTCTTCCTAGGTTT 

T TGTA GGCTCATTTCAATATTACAACAATCTTTATTGGAAAACCCCAAGT 

ATTTTGTCTTGAAAAATCAGCAATCCAGGTATTAAAAATAGCATGGAATG 

CCCAATTTTACTTTGATAATTACATGGTAGTCAGTTTCCGCTCCTGGCTA 

AAGCCTTGGATTTTCTTCTGGGCAGTTCCTAAAGGCACAGGTGGCATGGA 

AGAAATCATTCCATTTTCATCTCCTCCCCTTATTTGATTGGTGTCTGGTT 

ACCAAAAGAGTCATCAGGCCCTTGGATTACCTTCTTGAACTGATCTTCTA 

GATCGCAAGTCTAGGTTT 

>Sequence 3492 

AGGTACGCGGGGGGCCTGATTATATGTGGCAACTGCATGTAGAGAAATCT 

AATTGCCATACCTTCCrTTTTCTAATTTCTTTTAACAAAACTGCTTTTTC 

TCTCCCTTTGGCACTAATTGGTAACATTGCTTCCTTCCATCATAGCCCTG 

AATTATCAGATCTCTCTACCCAGCAATGGTTCTATTAACAACCTCAATCT 

TAAAACACAGCCAAATAATTAACTCAAATTTA t'1'l'l'l'l'l'CTTCTCCCCTA 

CCCCTTCCTTTTACAGCCAAAGAACCTGAAATTGGAAACTTAAATGTTTC 

TGACATAACTCCCGAGAGCTTCAATCTCTCCTGGATGGCTACCGATGGGA 

TCTTCGAGACCTTTACCATTGAAATTATTGATTCCAATAGGTTGCTGGAG 

ACTGTGGAATATAATATCTCTGGTGCTGAACGAACTGCCCATATCTCAGG 

GCTACCCCCTAGTACCTGCCCG 

>Sequence 3493 

CCGGGCAGGTACATAGAATTATTTCTTCAAGTATAATTCAAAATAATATG 
GACATTATCATGTTCTGCATTACAATAATGGGATGTCATCACCATTGCTA 
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G AATA CTGGCATGATTCTTCTGAGCAGAAGTTGAAACTGTAAATTTAAAC 

CTTTTAATTATCACCTTACCTGAAAGAGGTTAGTTAAGATATTCACACAG 

TATGTATTATATTAACCATATCACACTTAAGTTATTAAATTCAGACTATT 

TGTAACTTATTGTTATAGGGCCTGCCGTATGGCTTAGGATATTTGAGTAA 

TCATATATTTAAAGTAAAAACTTTGGGCTGGGCACAGTGGCTCACACCTG 

TAATCCCAGCACTTGGGGAAGCTGAGGTGGGCAGATCAGTTGAGGTCAGG 

AGTTCTAGACCAGCCTGGTCAACATGGCGAAACCCCATCTCTACTAAAAA 

TACAAAAATTAGCTGGGCGTGGTGGCACACACCTGTAATCCCAGTTACTT 

GGGAGGCTGAGGCACAAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAG 

TTAGCCAAGATCGCCCTGCTGCACTCCAGCCTGNGCAACAGAGGGAGACT 

CTGTCTCCAAAAACA 

>Sequence 3494 

AGCGGCCGCCCGGGCAGGTACAGGATGGGAAGGCTTTGCTATGGATCCCA 

GCCTTTCTAGGGCTGGGTAGTGGGAACCTCCCAAAATTGGAGTTCGGGTT 

AGGAAATCCTCACATGCAGTTTGGGAGAGGCTCAGGAGGAGGAACCTGAG 

CCATGTCCTCTGTTCTGCAGTGAAAAGAAGATTAAATATGACCACTACTT 

GATCCCAAACGCCCTGCTGGAGCTGGCCCTGCTGCTTATGGAGCAAGACA 

GAAACGAAGAGGCCATCAAACTTTTGGAATCTGCCAAGTAAGGCTTGGGT 

AACCTCAGTCTGTCCTTTGCTCCCTCTGAACTCAGCTCACGAGCTGGCTG 

GGGACAGAGTTGCCCAGAGAGCAGTGAGTGGAGTTGCTAGCAAGGCCAGT 

CTGGCAGTCTAGAGGGTGGACCTGTGTCCCTCGGAATCCAGCTCTCGCCT 

GTCATAGGAAGACTTCTTTCTTAATGTATAAATGCGCAGTTAGACTCCCA 

GAGGCAGGAAGTAAGTTCCCAAGGTCACATCAGAAGCCAACTGCATGGCT 

GTGTGAAGACCCATGCCTCCTGCCTTCCAGGGTAGGGGTCTATTCCCTAA 

AACCACCCCTTCAAGC 

>Sequence 3495 

CCGGGCAGGTACATCAGAGAAATGGCCCTGGTAAGCTGAGCCTGCTTCCA 

GAGTGACCACAGTGAGGCAAATTCAAACACGCTCCATTTCATTCAGTGGG 

CTGGTGGTCACATATTTTAGCCATGAAAGGAACAAGAATTCACTCAACTT 

CTAACTCAAAATTTCTTCTTAGTTTTCTCACTGCTACCCTGCAAGTAGTG 

CAAGAAGAATCAAAGAGGGATGGCTATTAGTCACATAACTCTTAACACTA 

AAAAGAACCTCTTGTTATCTGTGTGGTTCGTCACCCTCTTCACTTCACAA 

ATGAGACTTGAAGACAAGAAATGTCAGGTGACTTGCCCACAGACACACTG 

GTCAAGACGCAAAGCCAAGGCTGGAACTGGGGCCCATCCTGAGGAAATGA 

CACTGCTGCTGCTGCCTACAGCTCCCCTCCCCAACTCTCAGGAGCTGGTG 

TGCCTTGCCTATAGCTGGCCTTAGAGAAGCTGCTCCCAGATCCTGCCTCC 

ACCATTCCTGCTGTTCCTTGCTTCTGACTCCTAAGAAGACTTGGTTTTAG 

AGCTAGGGAAGCAATGAAGAGCACCACAGCAGTTGCTGCACATCATCAG 

>Sequence 3496 

AGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTTTGTAATAGTGCGTGTTT 

ATATTCAGGAGTGCTTAATCCAAGAACCTGTGATTTCTGCTCTTGTTTTA 

CCTCCTATGAACGAAAAATTGTTGTCCTTACGGTTTTTTCTGCTITCTTT 

GAAATGTTCCTTACAGAATAACTACATGAATGTAATCACATGCATTTAAA 

ATAGTCTAGAGAATATAGTGTGAAACTATAATGGTATTTTTTTAGATGAG 

GTTTCTGGTGGTATATTACTAAAATTTTAAACTCCTTGAtCTTATGCTGT 

TAACCAAGAAGATGGGGATTTGTGTTACTTTAGACACTGCTGGGTGCCAT 

GGTAAATTGGGATGTTATTGTAAATTGTAGCTCTCACAGCTGCGTATTGC 

TTACAAAC TCGGAA GGATAGTCTCATATCAGTAAACATTTTTATGAACGT 

AGTTGAACTTTTTTGTAAATTAATGTGCTGGAAAGAATACCAAAAGGGCC 

CTAAAAAAGTCTAAAAGGATTAAAATTTACTTATGTAATTATTGGTATTT 

TAAAATATNTGGTAGTCACTTAAAATGCATAATGACAGACAATAGGGTGT 

CA 

>Sequence 3497 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTA 
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TATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAG 

AAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGCAATGTGAT 

GGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAG 

AGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAG 

CCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACT 

GGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGT 

TTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCC 

AAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTCC 

TTTCAGAAACCCATGTTCAAATAAGAGATAAGATA 

>Sequence 3498 

AGGTACGCGGGGTCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGA 

CTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGAC 

TTCTCAGCCTCCAGAACTATGGGGTTCTGCTCTTGTCACCCAGACTGGAG 

TGAAGTGGCACAATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAG 

CGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCACGCCA 

CCACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATG 

TTGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAAC 

CTCCCAAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCC 

GATGGCAGACATTCTCAGATAGGTTTGTAGCTATTGACCTGGCTGCATCA 

AAGGAGATGAAATCCCTTAGAAATTGACAGCTTCTATGAAATTTACAATC 

AAGAAGGCATAAGAACAACTGCTGCAGCTTCAGAACTATGCAGAAAATAA 

AATGTCAACAGCTGGGAGAAAAAATTCTAAGTGAGCAACAGAGCN 

>Sequence 3499 

CCGGGCAGGTACTT 1 1 1 1 i 1 1 T T T TTT T TTTTA CTATTAGAATATTTGCT 

CTATGCGTTTCGACATTTCGTTCTGCTCACTGTTACACGTCCTAACACCT 

AGAAGAATGCCTACCACATGGTAGGCATTCAGTAAATATTTCTGAATAAA 

TGAATAAGCAAAAGAACTTTGGAGCCACAGACAAACCCTCAAAAACAGGA 

AACTTGGAAAATGCAAAAACACATAAACCCCGACTACAAGTGCATGGTCT 

TTGGCTGAC CATAACCTACAACTGACTGTAATGAGGAAAGCACGCCCTTT 

TTTTTTTTTTTGAGACGGAGTTrCGCTTTTGCTATCCAGGCTGGAGTGCA 

ATGGTGCAATCTCGGCTCGCTGAAACCTCTGTCTCCTGGGTAAAAGCAAT 

TCTCCTGCCTCAGCCTCCTGAATAGCTAGGACCACAGGCATGAGCCACCA 

CACCCGGCTAATTITGTATTTTTAGTAGAGACGGGGTTTCTCCATGTrGG 

TCAGGCTGGTCTCGAACTCCCAAACTCAGGCGATCCACCTG 

>Sequence 3500 

CCGGGCAGGTACATGAATGTGCAGAGTGTGACTCAGTTTCCAAGCTCACT 

CATGTGGCTCTTGGCAGAAGACATAAGTTCTTTGTGACATGGGCCTCTCT 

GTAGGACAGCnTACAGTGTGACACCTGGCTTTTTTCAGAGTAACTGAGCA 

AAAAGCCAGAGAGGCAGAGCCCCCAAGATTGAAGCCACGGACTTTTTTTG 

AGACAGAATTTTGCTCTTATAGCCCAGGCTTGAGTGCAGTGGCGTGGTCT 

CAGCTCACTGCAACCTCCACCTCCTGGGTGCAAGCAATTCTCCTGCCTCA 

GCCTCCCGAGTAGCTGCCACAGACTTTTTATGACCTAATCTTGGATGTAC 

CT 

>Sequencc 3501 

AGGTACGCGGGGTCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGA 

CTCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGAC 

TTCTCAGCCTCTAGAACTATGGGGTTCTGCTCTTGTCACCCAGACTGGAG 

TGAAGTGGCACAATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAG 

CGATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCACGCCA 

CCACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATG 

TTGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAAC 

CTCCCAAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCC 

GATGGCAGACATTCTCAGATAGGTTTGTAGCTATTGACCTGGCTGCATCA 

AAGGAGATGAAATCCCTTAGAATTTGACAGCTTCTATGAAATNTACAATC 

AAGAAGGCATAAGAACAACTGCTGCAGCTTCAGAACTATGCAGAAAATAA 

AATGTCAACAGCTGGGAGAAAAAATTCTAAGTGAGCCACAGAG 
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>Sequence 3502 

AGGTACGCGCGGGCGTTCGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATA 

CGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

A 

>Sequence 3503 

CCGGGCAGGTACAAGCTGGCATACCCATTGGGATGGGAGGACTCTGGGCT 

TTCAGAGCTTCTTCAAATGGTCTTTGTATGGCAGACTATAAGTAACTCAA 

TAAAATTCTGTCTTCTCCTCCACATGGGTGCTGTATTTCACAACCTTCCC 

TACAATTAGTTAAGTGTGGCCATACAACTGATCATGACCAGTGGAACTGA 

GATGGGAGAATTGCCTTGGCCCCTTCATGGGACTCCTCACAAAGGGGGTG 

GCTCATTTACTCAGCCACCATGCACTCAAACCCCTTACAGGAAGGAGAGA 

ATGCAGGTGAGCTGGGGTGAGCGCTGTTGGGCTCCGGCCCCATGGCAGCA 

TCTAGGGGTATTACAGTGTTCCTTTAGCTTTGCCATCCATGGATGGCTAA 

GTGTTAACCAACTCAGTGGAGAGTCAGGGTGACAGCTNTTTATACCCCGC 

CCTCTTGGTACCT 

>Sequence 3504 

AGGTACAACTGAAGCAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTGAAAAAmAATTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTAATTGCTGCCTTATGGGCATGATACG 

CCCATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCAAATGACC 

ACAGTACCTGCCCG 

>Sequence 3505 

CCGGGCAGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACC 

TTTGGATATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAA 

ATAATAATGTCCACTGAGTCCATGACCACAAAGCAAATCACCAGCAGCAG 

GATCHjCATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGG 

GGCTGTGAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCT 

>Sequence 3506 

AGGTACCAACCGATGACGGGAATACTTCAGCTGCAATAGGTCCCCAACTT 

CATCTATCTCCTTTAAAGCAGTATCAAGTATTTCTTTGGTATGAGCTGCT 

GACAGGCAAAACCTGGCTCTGGACTCAATAATTGGGGTGGCAGGAAATCC 

AACCACAACGACACCGATGTTCCGCTTCAGCATCTCCCGTCCAAAGGTGC 

CAATTTTGGCAGGCATGTAGAGCATCAAAGGCACTACTGGAGAGTCTTCA 

TTTCCATAGACCCGCGTACCTGCCCGGGCGGCCGCTCGACCTGGGTCTGC 

AGTAAGGAGCATTGCTATTGGACACATAGCTGCCAAGACAGTATCCAAGA 

ATTGTCCACGTGGTCCCTGGGACTGCCCTCCACTGGGACACTTAGTCTGA 

GGTTTGTTCCTTGGTTGAGTAGTTACTCTGTGGACATGGACATAGTGCAT 

TATTTCAGGGGTTCCTGAAATGTCTGTGTGTGGTCAGAAGGAGGCTTACC 

CCCAGAAAGGAAACACCTCTGCTTCCTGCCTAACTAAACAGGCAGTGATG 

GTCTCTTCTCCATCTGGAGAAGCTNGGGTTGAGTAGAGATCCAGAGGTCT 

TCTTCATCCTTCTTCN 

>Sequence 3507 

CCGGGCAGGTACGCGGGAGCCCCTCATGGGAGCCGGACTCCCTGAGACTC 
AAGAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCATAAGG 
AACACCCCCCCCTTCTCAACAACCACAGAAGATAAATGCCAAGGGGACCA 
CCAACATGGGCATGGGGCTGTGATGCCAATCTTAAGGGAAAACACAAGTA 
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AAATTGGCTCCAGGACTGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGAC 

TTTGAGGCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTC 

CTCTCGCAGGTTTCAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGC 

AGGGCTCACGGTGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAACCTCC 

CGATATTTCTCCCTCGAGTGGCTGGGAAACTTGGCAAGAGACCAGAGGAC 

CCAAATGCAGACCCTTCAAGTGAGGCCAAGGCAATGGCTGTGCCCTATCT 

TCTG AGAA GAAAGTTCAGTAATTCCCTGAAAAGGCAAGGTAAAGATGATG 

ATTCTTTTGATCGGAAATCAGTGTACCT 

>Sequence 3508 

CCGGGCAGGTACGCGGGGGCTTTCTCTTACTGATAGTAGGATATTTCTGC 

TTTAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGC 

ATGTTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCAC 

GTTGGCATGATAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGT 

AATCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGC 

GTGAATG TTCGG TAGGCTTTGTCAAGCTTGCATACAATAAATTATATATG 

TCCCTTTTCrrTTAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGGCTAA 

CTGCGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACA 

TGCAAACTTTCAAAGCAAAGCCTCCCGAGAGCCATCTGCCTTCGAGCCTG 

CCATTGAAATGCAAAGTCTGTTCCAAATAAAGCCCTTGGATTGAAGAATG 

AACAAACATTGAGAGCAGATGAGATACTCCCATCAGAATCCAACAAAAGG 

ACTATGAAGAAAGGTCTTGGGATTCTGGGAGTCTCTGNGAGACTGGTTCA 

CAN 

>Sequence 3509 

CCGGGCAGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACT 

TAAACCCATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGT 

TTCCATGTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAA 

GATTTACCTAATGGGTAAATTTGGGCAAAGCACATTGAGTGTGCTTGTTT 

CKjCTCTGAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTT 

GCGTTGACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCA 

AGCAATTCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAA 

GAAATGTTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCA 

TTAGTTGTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATC 

TAATTCCTATGTTCTGAACTCAGGGAAAGAAATAGGAGAATCATTTGCAG 

CCTACCCGGGTACCT 

>Sequence 3510 

ggggccattgagactgccatggaagacttgaaaggtcacgtagctgagac 

ttctggagagaccattcaaggcttctggctcttgacaaagatagaccact 

ggaacaatgagaaggagagaattctactggtcacagacaagactctcttg 

atctgcaaatacgacttcatcatgctgagttgtgtgcagctgcagcggat 

tcctctgagcgctgtctatcck:atctgcctgggcaagttcaccttccctg 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGNGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATNNCTATGAATACACCAGTGAGA 

AATT CCTT GAAATTTGCAAGGTAGGAGGCATCTTGGGTATTACTCTTAGA 

TTAGCTTTGTTGCTGGAGCTATGTGCTCCTAGGGACGTGTACTCCCTAAC 
AAACA 

>Sequence 3511 

AGGTACCATGCGGTCAGCCAAATGTGTAAGGAACTTGTTTTGAGAGGAGA 

GAAGAAAATTCTATAGTAGGCGAGACAGGCTTCTCTCTCCTGCTCCTCCT 

CCCTTTCTTTTTCTCTCTCTCCTCTTTCTTCCCTCCTTCTCTCCCTCTTT 

CTCTTTCTCTCACACAGTTCCTACATTTCTGCACTGGGGGACAAACCAGG 

CTTCTGATCAAAGGCAATCTGAGACTTGGGTTCAAAAGCTTTGATGAAGA 

TTGGTACCTGCTATGCAGATGGGGGGAGGGAAGAAGAGACTAGCCTAGGG 

GCTTTTATATTTCTTTAAAGCATCAGCCATTAATGGGCTAAGTTTACCAC 

TGGGACCCAGAGAGCTAGTCCCCAAACACAAGCTCAAAATGTATGCATTT 

TCCAATTCATGGTTTTCAAGGACATGTTCCCCCGCGTACCTGCCCG 
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